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SECRETORY MOLECULES 
TECHNICAL FIELD 

5 The present invention relates to secretory molecules and to the use of these sequences in the 

diagnosis, study, prevention, and treatment of diseases associated with, as well as effects of 
exogenous compounds on, the expression of secretory molecules. 

BACKGROUND OF THE INVENTION 

10 Both protein transport and secretion are involved in cellular function. Protein transport is 

mediated by a signal peptide located at the amino terminus of the protein to be transported or secreted. 
The signal peptide is comprised of about ten to twenty hydrophobic amino acids which target the 
nascent protein from the ribosome to a particular membrane bound compartment such as the 
endoplasmic reticulum (ER). Proteins targeted to the ER may either proceed through the secretory 

15 pathway or remain in any of the secretory organelles such as the ER, Golgi apparatus, or lysosomes. 
Proteins that transit through the secretory pathway are either secreted into the extracellular space or 
retained in the plasma membrane. Proteins that are retained in the plasma membrane contain one or 
more transmembrane domains, each comprised of about 20 hydrophobic amino acid residues. Proteins 
that are secreted from the cell are generally synthesized as inactive precursors that are activated by 

20 post-translational processing events during transit through the secretory pathway. Such events include 
glycosylation, proteolysis, and removal of the signal peptide by a signal peptidase. Other events that 
may occur during protein transport include chaperone-dependent unfolding and folding of the nascent 
protein and interaction of the protein with a receptor or pore complex. Examples of secretory proteins 
with amino terminal signal peptides are discussed below and include proteins with important roles in 

25 cell-to-cell signaling. Such proteins include transmembrane receptors and cell surface markers, 

extracellular matrix molecules, cytokines, hormones, growth and differentiation factors, neuropeptides, 
vasomediators, ion channels, transporters/pumps, and proteases. (Reviewed in Alberts, B. et al. 
(1994) Molecular Biology of The CelL Garland Publishing, New York NY, pp. 557-560, 582-592.) 
G-protein coupled receptors (GPCRs) comprise a superfamily of integral membrane proteins 

30 which transduce extracellular signals. Not all GPCRs contain N-terminal signal peptides. GPCRs 
include receptors for biogenic amines such as dopamine, epinephrine, histamine, ghitamate 
(metabotropic-type), acetylcholine (muscarhric-type), and serotonin; for lipid mediators of inflammation 
such as prostaglandins, platelet activating factor, and leukotrienes; for peptide hormones such as 
calcitonin, C5a anaphylatoxin, follicle stimulating hormone, gonadotropin releasing hormone, neurokinin, 

35 oxytocin, and thrombin; and for sensory signal mediators such as retinal photopigments and olfactory 
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stimulatory molecules. The structure of these highly conserved receptors consists of seven 
hydrophobic transmembrane regions, cysteine disulfide bridges between the second and third 
extracellular loops, an extracellular N-terminus, and a cytoplasmic C-terminus. The N-terminus 
interacts with ligands, the disulfide bridges interact with agonists and antagonists, and the large third 
5 intracellular loop interacts with G proteins to activate second messengers such as cyclic AMP, 
phospholipase C, inositol triphosphate, or ion channels. (Reviewed in Watson, S. and Arkinstall, S. 
(1994) The G-protein Linked Receptor Facts Book , Academic Press, San Diego CA, pp. 2-6; and 
Bolander, F.F. (1994) Molecular Endocrinology , Academic Press, San Diego CA, pp. 162-176.) 
Other types of receptors include cell surface antigens identified on leukocytic cells of the 

10 immune system. These antigens have been identified using systematic, monoclonal antibody (mAb)- 
based "shot gun" techniques. These techniques have resulted in the production of hundreds of mAbs 
directed against unknown cell surface leukocytic antigens. These antigens have been grouped into 
"clusters of differentiation" based on common immunocytochemical localization patterns in various 
differentiated and undifferentiated leukocytic cell types. Antigens in a given cluster are presumed to 

15 identify a single cell surface protein and are assigned a "cluster of differentiation" or "CD" 

designation. Some of the genes encoding proteins identified by CD antigens have been cloned and 
verified by standard molecular biology techniques. CD antigens have been characterized as both 
transmembrane proteins and cell surface proteins anchored to the plasma membrane via covalent 
attachment to fatty acid-containing glyeolipids such as glycosylphosphatidylinositol (GPI). (Reviewed 

20 in Barclay, A.N. et al. (1995) The Leucocyte Antigen Facts Book , Academic Press, San Diego CA, 
pp. 17-20.) 

Matrix proteins (MPs) are transmembrane and extracellular proteins which function in 
formation, growth, remodeling, and maintenance of tissues and as important mediators and regulators 
of the inflammatory response. The expression and balance of MPs may be perturbed by biochemical 

25 changes that result from congenital, epigenetic, or infectious diseases. In addition, MPs affect 

leukocyte migration, proliferation, differentiation, and activation in the immune response. MPs are 
frequently characterized by the presence of one or more domains which may include collagen-like 
domains, EGF-like domains, immunoglobulin-like domains, and fibronectin-like domains. In addition, 
MPs may be heavily glycosylated and may contain an Arginine-Glycine-Aspartate (RGD) tripeptide 

3 o motif which may play a role in adhesive interactions. MPs include extracellular proteins such as 
fibronectin, collagen, galectin, vitronectin and its proteolytic derivative somatomedin B; and cell 
adhesion receptors such as cell adhesion molecules (CAMs), cadherins, and integrins. (Reviewed in 
Ayad, S. et al. (1994) The Extracellular Matrix Facts Book . Academic Press, San Diego CA, pp. 2- 
16; Ruoslahti, E. (1997) Kidney Int. 51:1413-1417; Sjaastad, M.D. and Nelson, WJ. (1997) BioEssays 
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19:47-55.) 

Cytokines are secreted by hematopoietic cells in response to injury or infection. Interleukins, 
neurotrophics, growth factors, interferons, and chemokines all define cytokine families that work in 
conjunction with cellular receptors to regulate cell proliferation and differentiation. In addition, 
5 cytokines effect activities such as leukocyte migration and function, hematopoietic cell proliferation, 
temperature regulation, acute response to infection, tissue remodeling, and apoptosis. 

Chemokines, in particular, are small chemoattractant cytokines involved in inflammation, 
leukocyte proliferation and migration, angiogenesis and angiostasis, regulation of hematopoiesis, HIV 
infectivity, and stimulation of cytokine secretion. Chemokines generally contain 70-100 amino acids 

10 and are subdivided into four subfamilies based on the presence of conserved cysteine-based motifs. 
(Callard, R. and Gearing, A. (1994) The Cytokine Facts Book, Academic Press, New York NY, pp. 
181-190, 210-213, 223-227.) 

Growth and differentiation factors are secreted proteins which function in intercellular 
communication. Some factors require oligomerization or association with MPs for activity. Complex 

15 interactions among these factors and their receptors trigger intracellular signal transduction pathways 
that stimulate or inhibit cell division, cell differentiation, cell signaling, and cell motility. Most growth 
and differentiation factors act on cells in their local environment (paracrine signaling). There are three 
broad classes of growth and differentiation factors. The first class includes the large polypeptide 
growth factors such as epidermal growth factor, fibroblast growth factor, transforming growth factor, 

20 insulin-like growth factor, and platelet-derived growth factor. The second class includes the 

hematopoietic growth factors such as the colony stimulating factors (CSFs). Hematopoietic growth 
factors stimulate the proliferation and differentiation of blood cells such as B-lymphocytes, T- 
lymphocytes, erythrocytes, platelets, eosinophils, basophils, neutrophils, macrophages, and their stem 
cell precursors. The third class includes small peptide factors such as bombesin, vasopressin, 

25 oxytocin, endothelin, transferrin, angiotensin II, vasoactive intestinal peptide, and bradykinin which 
function as hormones to regulate cellular functions other than proliferation. 

Growth and differentiation factors play critical roles in neoplastic transformation of cells in 
vitro and in tumor progression in vivo . Inappropriate expression of growth factors by tumor cells may 
contribute to vascularization and metastasis of tumors. During hematopoiesis, growth factor 

3 o ruisregulation can result in anemias, leukemias, and lymphomas. Certain growth factors such as 

interferon are cytotoxic to tumor cells both in vivo and in vitro . Moreover, some growth factors and 
growth factor receptors are related both structurally and functionally to oncoproteins. In addition, 
growth factors affect transcriptional regulation of both proto-oncogenes and oncosuppressor genes. 
(Reviewed in Pimentel, E. (1994) Handbook of Growth Factors . CRC Press, Ann Arbor MI, pp. 1-9.) 



3 



WO 02/083876 



PCT/US02/09921 



Proteolytic enzymes or proteases either activate or deactivate proteins by hydrolyzing peptide 
bonds. Proteases are found in the cytosol, in membrane-bound compartments, and in the extracellular 
space. The major families are the zinc, serine, cysteine, thiol, and carboxyl proteases. 

Ion channels, ion pumps, and transport proteins mediate the transport of molecules across 
5 cellular membranes. Transport can occur by a passive, concentration-dependent mechanism or can 
be linked to an energy source such as ATP hydrolysis. Symporters and antiporters transport ions and 
small molecules such as amino acids, glucose, and drugs. Symporters transport molecules and ions 
unidirectionally, and antiporters transport molecules and ions bidirectionally. Transporter superf amilies 
include facilitative transporters and active ATP-binding cassette transporters which are involved in 
10 multiple-drug resistance and the targeting of antigenic peptides to MHC Class I molecules. These, 
transporters bind to a specific ion or other molecule and undergo a conformational change in order to 
transfer the ion or molecule across the membrane. (Reviewed in Alberts, B. et al. (1994) Molecular 
Biology of The Cell , Garland Publishing, New York NY, pp. 523-546.) 

Ion channels are formed by transmembrane proteins which create a lined passageway across 
15 the membrane through which water and ions, such as Na\ K + , Ca 2+ , and Cl\ enter and exit the cell. 
For example, chloride channels are involved in the regulation of the membrane electric potential as 
well as absorption and secretion of ions across the membrane. Chloride channels also regulate the 
internal pH of membrane-bound organelles. 

Ion pumps are ATPases which actively maintain membrane gradients. Ion pumps are 
20 classified as P, V, or F according to their structure and function. All have one or more binding sites 
for ATP in their cytosolic domains. The P-class ion pumps include Ca 2 + ATPase and Na + /K + ATPase 
and function in transporting H + , Na + , K + , and Ca 2 * ions. P-class pumps consist of two a and two P 
transmembrane subunits. The V- and F-class ion pumps have similar structures but transport only H + . 
F class H + pumps mediate transport across the membranes of mitochondria and chloroplasts, while V- 
25 class H + pumps regulate acidity inside lysosomes, endosomes, and plant vacuoles. 

A family of structurally related intrinsic membrane proteins known as facilitative glucose 
transporters catalyze the movement of glucose and other selected sugars across the plasma 
membrane. The proteins in this family contain a highly conserved, large transmembrane domain 
comprised of 12 a-helices, and several weakly conserved, cytoplasmic and exoplasmic domains. 
3 o (Pessin, J.E. and Bell, G.I. (1992) Annu. Rev. Physiol. 54:91 1-930.) 

Amino acid transport is mediated by Na + dependent amino acid transporters. These 
transporters are involved in gastrointestinal and renal uptake of dietary and cellular amino acids and in 
neuronal reuptake of neurotransmitters. Transport of cationic amino acids is mediated by the system 
yf family and the cationic amino acid transporter (CAT) family. Members of the CAT family share a 

4 
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high degree of sequence homology, and each contains 12-14 putative transmembrane domains. (Ito, 
K. and Groudine, M. (1997) J. Biol. Chem. 272:26780-26786.) 

Hormones are secreted molecules that travel through the circulation and bind to specific 
receptors on the surface of, or within, target cells. Although they have diverse biochemical 
5 compositions and mechanisms of action, hormones can be grouped into two categories. One category 
includes small lipophilic hormones that diffuse through the plasma membrane of target cells, bind to 
cytosolic or nuclear receptors, and form a complex that alters gene expression. Examples of these 
molecules include retinoic acid, thyroxine, and the cholesterol-derived steroid hormones such as 
progesterone, estrogen, testosterone, Cortisol, and aldosterone. The second category includes 

10 hydrophilic hormones that function by binding to cell surface receptors that transduce signals across 
the plasma membrane. Examples of such hormones include amino acid derivatives such as 
catecholamines and peptide hormones such as glucagon, insulin, gastrin, secretin, cholecystokinin, 
adrenocorticotropic hormone, follicle stimulating hormone, luteinizing hormone, thyroid stimulating 
hormone, and vasopressin. (See, for example, Lodish et al (1995) Molecular Cell Biology , Scientific 

15 American Books Inc., New York NY, pp. 856-864.) 

Neuropeptides and vasomediators (NP/VM) comprise a large family of endogenous signaling 
molecules. Included in this family are neuropeptides and neuropeptide hormones such as bombesin, 
neuropeptide Y, neurotensin, neuromedin N, melanocortins, opioids, galanin, somatostatin, tachykinins, 
urotensin II and related peptides involved in smooth muscle stimulation, vasopressin, vasoactive 

20 intestinal peptide, and circulatory system-borne signaling molecules such as angiotensin, complement, . 
calcitonin, endothelins, formyl-methionyl peptides, glucagon, cholecystokinin and gastrin. NP/VMs can 
transduce signals directly, modulate the activity or release of other neurotransmitters and hormones, 
and act as catalytic enzymes in cascades. The effects of NP/VMs range from extremely brief to 
long-lasting. (Reviewed in Martin, C.R. et al. (1985) Endocrine Physiology , Oxford University Press, 

25 New York, NY, pp. 57-62.) 

The discovery of new secretory molecules provide new compositions which are useful in the 
diagnosis, study, prevention, and treatment of diseases associated with, as well as effects of 
exogenous compounds on, cell signaling and the expression of secretory molecules. 

3 o SUMMARY OF THE INVENTION 

Embodiments of the invention relate to nucleic acid sequences comprising human 
polynucleotides encoding secretory polypeptides that can contain signal peptides and/or 
transmembrane domains. These human polynucleotides (sptm) as presented in the Sequence Listing 
uniquely identify partial or fall length genes encoding structural, functional, and regulatory polypeptides 
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involved in cell signaling. 

An embodiment of the invention provides an isolated polynucleotide selected from the group 
consisting of a) a polynucleotide comprising a polynucleotide sequence selected from the group 
consisting of SEQ ID NO:l-567; b) a polynucleotide comprising a naturally occurring polynucleotide 
5 sequence at least 90% identical to a polynucleotide sequence selected from the group consisting of 
SEQ ID NO:l-567; c) a polynucleotide complementary to the polynucleotide of a); d) a polynucleotide 
complementary to the polynucleotide of b); and e) an RNA equivalent of a) through d). In one 
alternative, the polynucleotide comprises a polynucleotide sequence selected from the group consisting 
of SEQ ID NO:l-567. In another alternative, the polynucleotide comprises at least 30 contiguous 

10 nucleotides of a polynucleotide selected from the group consisting of a) a polynucleotide comprising a 
polynucleotide sequence selected from the group consisting of SEQ ID NO:l~567; b) a polynucleotide 
comprising a naturally occurring polynucleotide comprising a polynucleotide sequence at least 90% 
identical to a polynucleotide sequence selected from the group consisting of SEQ ID NO:l-567; c) a 
polynucleotide complementary to the polynucleotide of a); d) a polynucleotide complementary to the 

15 polynucleotide of b); and e) an RNA equivalent of a) through d). In another alternative, the 

polynucleotide comprises at least 60 contiguous nucleotides of a polynucleotide selected from the 
group consisting of a) a polynucleotide comprising a polynucleotide sequence selected from the group 
consisting of SEQ ID NO.1-567; b) a polynucleotide comprising a naturally occurring polynucleotide 
comprising a polynucleotide sequence at least 90% identical to a polynucleotide sequence selected 

20 from the group consisting of SEQ ID NO:l-567; c) a polynucleotide complementary to the 

polynucleotide of a); d) a polynucleotide complementary to the polynucleotide of b); and e) an RNA 
equivalent of a) through d). Another embodiment provides a composition for the detection of 
expression of secretory polynucleotides comprising at least one isolated polynucleotide comprising a 
polynucleotide selected from the group consisting of a) a polynucleotide comprising a polynucleotide 

25 sequence selected from the group consisting of SEQ ID NO:l-567; b) a polynucleotide comprising a 
naturally occurring polynucleotide sequence at least 90% identical to a polynucleotide sequence 
selected from the group consisting of SEQ ID NO:l-567; c) a polynucleotide complementary to the 
polynucleotide of a); d) a polynucleotide complementary to the polynucleotide of b); and e) an RNA 
equivalent of a) through d); and a detectable label. 

30 An embodiment of the invention also provides a method for detecting a target polynucleotide in 

a sample, said target polynucleotide having a polynucleotide sequence of a polynucleotide selected 
from the group consisting of a) a polynucleotide comprising a polynucleotide sequence of a 
polynucleotide selected from the group consisting of SEQ ID NO: 1-567; b) a polynucleotide 
comprising a naturally occurring polynucleotide sequence at least 90% identical to a polynucleotide 
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sequence selected from the group consisting of SEQ ID NO:l-567; c) a polynucleotide 
complementary to the polynucleotide of a); d) a polynucleotide complementary to the polynucleotide of 
b); and e) an RNA equivalent of a) through d). The method comprises a) amplifying said target 
polynucleotide or fragment thereof using polymerase chain reaction amplification, and b) detecting the 
5 presence or absence of said amplified target polynucleotide or fragment thereof, and, optionally, if 
present, the amount thereof. 

Another embodiment also provides a method for detecting a target polynucleotide in a sample, 
said target polynucleotide having a polynucleotide sequence of a polynucleotide selected from the 
group consisting of a) a polynucleotide comprising a polynucleotide sequence selected from the group 

10 consisting of SEQ ID NO:l-567; b) a polynucleotide comprising a naturally occurring polynucleotide 
sequence at least 90% identical to a polynucleotide sequence selected from the group consisting of 
SEQ ID NO:l-567; c) a polynucleotide complementary to the polynucleotide of a); d) a polynucleotide 
complementary to the polynucleotide of b); and e) an RNA equivalent of a) through d). The method 
comprises a) hybridizing the sample with a probe comprising at least 20 contiguous nucleotides 

is comprising a sequence complementary to said target polynucleotide in the sample, and which probe 
specifically hybridizes to said target polynucleotide, under conditions whereby a hybridization complex 
is formed between said probe and said target polynucleotide, and b) detecting the presence or absence 
of said hybridization complex, and, optionally, if present, the amount thereof. In an alternative 
embodiment, the invention provides a composition comprising a target polynucleotide of the method, 

20 wherein said probe comprises at least 30 contiguous nucleotides. In an alternative embodiment, the 
invention provides a composition comprising a target polynucleotide of the method, wherein said probe 
comprises at least 60 contiguous nucleotides. 

Another embodiment provides a recombinant polynucleotide comprising a promoter sequence 
operably linked to an isolated polynucleotide selected from the group consisting of a) a polynucleotide 

25 comprising a polynucleotide sequence selected from the group consisting of SEQ ID NO:l-567; b) a 
polynucleotide comprising a naturally occurring polynucleotide sequence at least 90% identical to a 
polynucleotide sequence selected from the group consisting of SEQ ID NO: 1-567; c) a polynucleotide 
complementary to the polynucleotide of a); d) a polynucleotide complementary to the polynucleotide of 
b); and e) an RNA equivalent of a) through d). In an alternative embodiment, the invention provides a 

3 o cell transformed with the recombinant polynucleotide. In another alternative, the invention provides a 
transgenic organism comprising the recombinant polynucleotide. 

Yet another embodiment provides a method for producing a secretory polypeptide, the method 
comprising a) culturing a cell under conditions suitable for expression of the secretory polypeptide, 
wherein said cell is transformed with a recombinant polynucleotide, said recombinant polynucleotide 

7 
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comprising an isolated polynucleotide selected from the group consisting of i) a polynucleotide 
comprising a polynucleotide sequence selected from the group consisting of SEQ ID NO:l-567; ii) a 
polynucleotide comprising a naturally occurring polynucleotide sequence at least 90% identical to a 
polynucleotide sequence selected from the group consisting of SEQ ID NO: 1-567; iii) a polynucleotide 
complementary to the polynucleotide of i); iv) a polynucleotide complementary to the polynucleotide of 
ii); and v) an RNA equivalent of i) through iv), and b) recovering the secretory polypeptide so 
expressed. The invention additionally provides a method wherein the polypeptide has an amino acid 
sequence selected from the group consisting of SEQ ID NO:568-l 146. 

Still another embodiment provides an isolated secretory polypeptide (SPTM) encoded by at 
least one polynucleotide comprising a polynucleotide sequence selected from the group consisting of 
SEQ ID NO: 1-567. The invention further provides a method of screening for a test compound that 
specifically binds to the polypeptide having an amino acid sequence selected from the group consisting 
of SEQ ID NO:568-l 146. The method comprises a) combining the polypeptide having an amino acid 
sequence selected from the group consisting of SEQ ID NO:568-1146 with at least one test compound 
under suitable conditions, and b) detecting binding of the polypeptide having an amino acid sequence 
selected from the group consisting of SEQ ID NO:568-1146 to the test compound, thereby identifying 
a compound that specifically binds to the polypeptide having an amino acid sequence selected from the 
group consisting of SEQ ID NO:568-l 146. 

: Still yet another embodiment provides a microarray wherein at least one element of the 
microarray is an isolated polynucleotide comprising at least 30 contiguous nucleotides of a 
polynucleotide selected from the group consisting of a) a polynucleotide comprising a polynucleotide 
sequence selected from the group consisting of SEQ ID NO: 1-567; b) a polynucleotide comprising a 
naturally occurring polynucleotide sequence at least 90% identical to a polynucleotide sequence 
selected from the group consisting of SEQ ID NO:l-567; c) a polynucleotide complementary to the 
polynucleotide of a); d) a polynucleotide complementary to the polynucleotide of b); and e) an RNA 
equivalent of a) through d). The invention also provides a method for generating a transcript image of 
a sample which contains polynucleotides. The method comprises a) labeling the polynucleotides of the 
sample, b) contacting the elements of the microarray with the labeled polynucleotides of the sample 
under conditions suitable for the formation of a hybridization complex, and c) quantifying the 
expression of the polynucleotides in the sample. 

Still yet another embodiment provides a method for screening a compound for effectiveness in 
altering expression of a target polynucleotide, wherein said target polynucleotide comprises a 
polynucleotide selected from the group consisting of a) a polynucleotide comprising a polynucleotide 
sequence selected from the group consisting of SEQ ID NO:l-567; b) a polynucleotide comprising a 
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naturally occurring polynucleotide sequence at least 90% identical to a polynucleotide sequence 
selected from the group consisting of SEQ ID NO:l-567; c) a polynucleotide complementary to the 
polynucleotide of a); d) a polynucleotide complementary to the polynucleotide of b); and e) an RNA 
equivalent of a) through d). The method comprises a) exposing a sample comprising the target 
5 polynucleotide to a compound, b) detecting altered expression of the target polynucleotide, and c) 
comparing the expression of the target polynucleotide in the presence of varying amounts of the 
compound and in the absence of the compound. 

Another embodiment provides a method for assessing toxicity of a test compound, said method 
comprising a) treating a biological sample containing nucleic acids with the test compound; b) 

10 hybridizing the nucleic acids of the treated biological sample with a probe comprising at least 20 
contiguous nucleotides of a polynucleotide selected from the group consisting of i) a polynucleotide 
comprising a polynucleotide sequence selected from the group consisting of SEQ ID NO.1-567; ii) a 
polynucleotide comprising a naturally occurring polynucleotide sequence at least 90% identical to a 
polynucleotide sequence selected from the group consisting of SEQ ID NO: 1-5 67; iii) a polynucleotide 

is complementary to the polynucleotide of i); iv) a polynucleotide complementary to the polynucleotide of 
ii); and v) an RNA equivalent of i) through iv). Hybridization occurs under conditions whereby a 
specific hybridization complex is formed between said probe and a target polynucleotide in the 
biological sample, said target polynucleotide comprising a polynucleotide sequence of a polynucleotide 
selected from the group consisting of i) a polynucleotide comprising a polynucleotide sequence 

20 selected from the group consisting of SEQ ID NO:l-567; ii) a polynucleotide comprising a naturally 
occurring polynucleotide sequence at least 90% identical to a polynucleotide sequence selected from 
the group consisting of SEQ ID NO:l-567; iii) a polynucleotide complementary to the polynucleotide of 
i); iv) a polynucleotide complementary to the polynucleotide of ii); and v) an RNA equivalent of i) 
through iv), and alternatively, the target polynucleotide comprises a polynucleotide sequence of a 

25 fragment of a polynucleotide selected from the group consisting of i-v above; c) quantifying the 

amount of hybridization complex; and d) comparing the amount of hybridization complex in the treated 
biological sample with the amount of hybridization complex in an untreated biological sample, wherein 
a difference in the amount of hybridization complex in the treated biological sample is indicative of 
toxicity of the test compound. 

3 o Another embodiment provides an isolated polypeptide selected from the group consisting of a) 

a polypeptide comprising an amino acid sequence selected from the group consisting of SEQ ID 
NO:568-1146, b) a polypeptide comprising a naturally occurring amino acid sequence at least 90% 
identical to an amino acid sequence selected from the group consisting of SEQ ID NO:568-1146, c) a 
biologically active fragment of a polypeptide having an amino acid sequence selected from the group 
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consisting of SEQ ID NO:568-1146, and d) an immunogenic fragment of a polypeptide having an 
amino acid sequence selected from the group consisting of SEQ ID NO:568t1146. In an alternative 
embodiment, the invention provides an isolated polypeptide comprising an amino acid sequence 
selected from the group consisting of SEQ ID NO:568-1146. 
5 Still another embodiment provides an isolated polynucleotide encoding a polypeptide selected 

from the group consisting of a) a polypeptide comprising an amino acid sequence selected from the 
group consisting of SEQ ID NO:568-l 146, b) a polypeptide comprising a naturally occurring amino 
acid sequence at least 90% identical to an amino acid sequence selected from the group consisting of 
SEQ ID NO:568-1146, c) a biologically active fragment of a polypeptide having an amino acid 

10 sequence selected from the group consisting of SEQ ID NO:568-l 146, and d) an immunogenic 

fragment of a polypeptide having an amino acid sequence selected from the group consisting of SEQ 
ID NO:568-1146. In one alternative, the polynucleotide encodes a polypeptide comprising an amino 
acid sequence selected from the group consisting of SEQ ID NO:568-1146. In another alternative, the 
polynucleotide comprises a polynucleotide sequence selected from the group consisting of SEQ ID 

is NO:l-567. 

Another embodiment provides an isolated antibody which specifically binds to a polypeptide 
selected from the group consisting of a) a polypeptide comprising an amino acid sequence selected 
from the group consisting of SEQ ID NO:568-1146, b) a polypeptide comprising a naturally occurring, 
amino acid sequence at least 90% identical to an amino acid sequence selected from the group 
20 consisting of SEQ ID NO:568-l 146, c) a biologically active fragment of a polypeptide having an amino 
acid sequence selected from the group consisting of SEQ ID NO.568-1146, and d) an immunogenic 
fragment of a polypeptide having an amino acid sequence selected from the group consisting of SEQ 
IDNO:568-1146. 

Another embodiment provides a composition comprising a polypeptide selected from the group 
25 consisting of a) a polypeptide comprising an amino acid sequence selected from the group consisting of 
SEQ ID NO:568-1146, b) a polypeptide comprising a naturally occurring amino acid sequence at least 
90% identical to an amino acid sequence selected from the group consisting of SEQ ID NO:568-1146, 
c) a biologically active fragment of a polypeptide having an amino acid sequence selected from the 
group consisting of SEQ ID NO:568-l 146, and d) an immunogenic fragment of a polypeptide having 
30 an amino acid sequence selected from the group consisting of SEQ ID NO:568-1146, and a 

pharmaceutical^ acceptable excipient. In an embodiment, the composition comprises a polypeptide 
having an amino acid sequence selected from the group consisting of SEQ ID NO:568-1146. Another 
embodiment provides a method of treating a disease or condition associated with decreased expression 
of functional SPTM, comprising administering to a patient in need of such treatment the composition. 
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Another embodiment provides a method for screening a compound for effectiveness as an 
agonist of a polypeptide selected from the group consisting of a) a polypeptide comprising an amino 
acid sequence selected from the group consisting of SEQ ID NO.568-1146, b) a polypeptide 
comprising a naturally occurring amino acid sequence at least 90% identical to an amino acid sequence 
5 selected from the group consisting of SEQ ID NO:568-l 146, c) a biologically active fragment of a 
polypeptide having an amino acid sequence selected from the group consisting of SEQ ID NO:568- 
1146, and d) an immunogenic fragment of a polypeptide having an amino acid sequence selected from 
the group consisting of SEQ ID NO:568-1146. The method comprises a) exposing a sample 
comprising the polypeptide to a compound, and b) detecting agonist activity in the sample. In an 

10 alternative embodiment, the invention provides a composition comprising an agonist compound 
identified by the method and a pharmaceutically acceptable excipient. In another alternative 
embodiment, the invention provides a method of treating a disease or condition associated with 
decreased expression of ftinctional SPTM, comprising administering to a patient in need of such 
treatment the composition. 

15 Another embodiment provides a method for screening a compound for effectiveness as an 

antagonist of a polypeptide selected from the group consisting of a) a polypeptide comprising an amino 
acid sequence selected from the group consisting of SEQ ID NO:568-1146, b) a polypeptide 
comprising a naturally occurring amino acid sequence at least 90% identical to an amino acid sequence 
selected from the group consisting of SEQ ID NO:568-1146, c) a biologically active fragment of a 

20 polypeptide having an amino acid sequence selected from the group consisting of SEQ ID NO:568- 
1146, and d) an immunogenic fragment of a polypeptide having an amino acid sequence selected from 
the group consisting of SEQ ID NO:568-1146. The method comprises a) exposing a sample 
comprising the polypeptide to a compound, and b) detecting antagonist activity in the sample. In an 
alternative, the invention provides a composition comprising an antagonist compound identified by the 

25 method and a pharmaceutically acceptable excipient. In another alternative, the invention provides a 
method of treating a disease or condition associated with overexpression of functional SPTM, 
comprising administering to a patient in need of such treatment the composition. 

Another embodiment provides a method of screening for a compound that modulates the 
activity of a polypeptide selected from the group consisting of a) a polypeptide comprising an amino 

3 o acid sequence selected from the group consisting of SEQ ID NO:568-l 146, b) a polypeptide 

comprising a naturally occurring amino acid sequence at least 90% identical to an amino acid sequence 
selected from the group consisting of SEQ ID NO:568-1146, c) a biologically active fragment of a 
polypeptide having an amino acid sequence selected from the group consisting of SEQ ID NO:568- 
1146, and d) an immunogenic fragment of a polypeptide having an amino acid sequence selected from 

35 the group consisting of SEQ ID NO:568-l 146. The method comprises a) combining the polypeptide 
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with at least one test compound under conditions permissive for the activity of the polypeptide, b) 
assessing the activity of the polypeptide in the presence of the test compound, and c) comparing the 
activity of the polypeptide in the presence of the test compound with the activity of the polypeptide in 
the absence of the test compound, wherein a change in the activity of the polypeptide in the presence 
5 of the test compound is indicative of a compound that modulates the activity of the polypeptide. 

DESCRIPTION OF THE TABLES 

Table 1 shows the sequence identification numbers (SEQ ID NO:s) and template identification 
numbers (template IDs) corresponding to the polynucleotides of the present invention, along with the 

10 sequence identification numbers (SEQ ID NO:s) and open reading frame identification numbers (ORF 
IDs) corresponding to polypeptides encoded by the template ID. 

Table 2 shows the sequence identification numbers (SEQ ID NO:s) and template identification 
numbers (template IDs) corresponding to the polynucleotides of the present invention, along with 
polynucleotide segments of each template sequence as defined by the indicated "start" and "stop" 

15 nucleotide positions. The reading frames of the polynucleotide segments are shown, and the 
polypeptides encoded by the polynucleotide segments constitute either signal peptide (SP) or 
transmembrane (TM) domains, as indicated. For TM domains, the membrane topology of the encoded 
polypeptide sequence is indicated as being transmembrane or on the cytosolic or non-cytosolic side of 
the cell membrane or organelle. 

20 Table 3 shows the sequence identification numbers and template identification numbers 

(template IDs) corresponding to the polynucleotides of the present invention, along with component 
sequence identification spans corresponding to each template. The component sequences, which were 
used to assemble the template sequences, are defined by the spans indicating the nucleotide positions 
along each template. 

2 5 Table 4 shows the tissue distribution profiles for the templates of the invention. 

Table 5 shows the sequence identification numbers (SEQ ID NO:s) corresponding to the 
polypeptides of the present invention, along with the reading frames used to obtain the polypeptide 
segments, the lengths of the polypeptide segments, the "start" and "stop" nucleotide positions of the 
polynucleotide sequences used to define the encoded polypeptide segments, the GenBankhits (GI 

3 o Numbers), probability scores, and functional annotations corresponding to the GenBank hits. 

Table 6 summarizes the bioinformatics tools which are useful for analysis of the 
polynucleotides of the present invention. The first column of Table 6 lists analytical tools, programs, 
and algorithms, the second column provides brief descriptions thereof, the third column presents 
appropriate references, all of which are incorporated by reference herein in their entirety, and the 
35 fourth column presents, where applicable, the scores, probability values, and other parameters used to 
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evaluate the strength of a match between two sequences (the higher the score, the greater the 
homology between two sequences). 

DETAILED DESCRIPTION OF THE INVENTION 

5 Before the nucleic acid sequences and methods are presented, it is to be understood that this 

invention is not limited to the particular machines, methods, and materials described. Although 
particular embodiments are described, machines, methods, and materials similar or equivalent to these 
embodiments may be used to practice the invention. The preferred machines, methods, and materials 
set forth are not intended to limit the scope of the invention which is limited only by the appended 
10 claims. 

The singular forms "a", "an", and "the" include plural reference unless the context clearly 
dictates otherwise. AH technical and scientific terms have the meanings commonly understobd by one 
of ordinary skill in the art. All publications are incorporated by reference for the purpose of describing 
and disclosing the cell lines, vectors, and methodologies which are presented and which migjit be used 
15 in connection with the invention. Nothing in the specification is to be construed as an admission that 
the invention is not entitled to antedate such disclosure by virtue of prior invention. 

Definitions 

As used herein, the lower case "sptm" refers to a nucleic acid sequence, while the upper case 
20 "SPTM" refers to an amino acid sequence encoded by sptm. A "full-length" sptm refers to a nucleic 
acid sequence containing the entire coding region of a gene endogenously expressed in human tissue. 

"Adjuvants" are materials such as Freund's adjuvant, mineral gels (aluminum hydroxide), and 
surface active substances (lysolecithin, pluronic polyols, polyanions, peptides, oil emulsions, keyhole 
limpet hemocyanin, and dinitxophenol) which maybe administered to increase a host's immunological 
25 response. 

"Allele" refers to an alternative form of a nucleic acid sequence. Alleles result from a 
"mutation," a change or an alternative reading of the genetic code. Any given gene may have none, 
one, or many allelic forms. Mutations which give rise to alleles include deletions, additions, or 
substitutions of nucleotides. Each of these changes may occur alone, or in combination with the 
3 o others, one or more times in a given nucleic acid sequence. The present invention encompasses allelic 
sptm. 

An "allelic variant" is an alternative form of the gene encoding SPTM. Allelic variants may 
result from at least one mutation in the nucleic acid sequence and may result in altered mRNAs or in 
polypeptides whose structure or function may or may not be altered. A gene may have none, one, or 
3 5 many aDelic variants of its naturally occurring form. Common mutational changes which give rise to 
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allelic variants are generally ascribed to natural deletions, additions, or substitutions of nucleotides. 
Each of these types of changes may occur alone, or in combination with the others, one or more times 
in a given sequence. 

"Altered" nucleic acid sequences encoding SPTM include those sequences with deletions, 
5 insertions, or substitutions of different nucleotides, resulting in a polypeptide the same as SPTM or a 
polypeptide with at least one functional characteristic of SPTM. Included within this definition are 
polymorphisms which may or may not be readily detectable using a particular oligonucleotide probe of 
the polynucleotide encoding SPTM, and improper or unexpected hybridization to allelic variants, with a 
locus other than the normal chromosomal locus for the polynucleotide sequence encoding SPTM. The 

10 encoded protein may also be "altered," and may contain deletions, insertions, or substitutions of amino 
acid residues which produce a silent change and result in a functionally equivalent SPTM. Deliberate 
amino acid substitutions maybe made on the basis of similarity in polarity, charge, solubility, 
hydrophobicity, hydrophilicity, and/or the amphipathic nature of the residues, as long as the biological 
or immunological activity of SPTM is retained. For example, negatively charged amino acids may 

15 include aspartic acid and glutamic acid, and positively charged amino acids may include lysine and 
arginine. Amino acids with uncharged polar side chains having similar hydrophilicity values may 
include: asparagine and glut amine; and serine and threonine. Amino acids with uncharged side chains 
having similar hydrophilicity values may include: leucine, isoleucine, and valine; glycine and alanine; 
and phenylalanine and tyrosine. 

20 "Amino acid sequence" refers to a peptide, a polypeptide, or a protein of either natural or 

synthetic origin. The amino acid sequence is not limited to the complete, endogenous amino acid 
sequence and may be a fragment, epitope, variant, or derivative of a protein expressed by a nucleic 
acid sequence. 

"Amplification" refers to the production of additional copies of a sequence and is carried out 
25 using polymerase chain reaction (PCR) technologies well known in the art. 

"Antibody" refers to intact molecules as well as to fragments thereof, such as Fab, F(ab*) 2 , 
and Fv fragments, which are capable of binding the epitopic determinant Antibodies that bind SPTM 
polypeptides can be prepared using intact polypeptides or using fragments containing small peptides of 
interest as the immunizing antigen. The polypeptide or peptide used to immunize an animal (e.g., a 
3 o mouse, a rat, or a rabbit) can be derived from the translation of RNA, 6r synthesized chemically, and 
can be conjugated to a carrier protein if desired. Commonly used carriers that are chemically coupled 
to peptides include bovine serum albumin, thyroglobulin, and keyhole limpet hemocyanin (KLH). The 
coupled peptide is then used to immunize the animal. 

The term "aptamer" refers to a nucleic acid or oligonucleotide molecule that binds to a 
35 specific molecular target. Aptamers are derived from an in vitro evolutionary process (e.g., SELEX 
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(Systematic Evolution of Ligands by Exponential Enrichment), described in U.S. Patent No. 

5,270,163), which selects for target-specific aptamer sequences from large combinatorial libraries. 

Aptamer compositions may be double-stranded or single-stranded, and may include 

deoxyribonucleotides, ribonucleotides, nucleotide derivatives, or other nucleotide-like molecules. The 
5 nucleotide components of an aptamer may have modified sugar groups (e.g., the 2 -OH group of a 

ribonucleotide maybe replaced by 2 -F or 2 -NH2), which may improve a desired property, e.g., 

resistance to nucleases or longer lifetime in blood. Aptamers may be conjugated to other molecules, 

e.g., a high molecular weight carrier to slow clearance of the aptamer from the circulatory system. 

Aptamers may be specifically cross-linked to their cognate ligands, e.g., by photo-activation of a 
10 cross-linker. (See, e.g., Brody, E.N. and L. Gold (2000) J. Biotechnol. 74:5-13.) 

The term "intramer" refers to an aptamer which is expressed in vivo . For example, a vaccinia 

virus-based RNA expression system has been used to express specific RNA aptamers at high levels 

in the cytoplasm of leukocytes (Blind, M. et al. (1999) Proc. Natl Acad. Sci. USA 96:3606-3610). 
The term "spiegelmer" refers to an aptamer which includes L-DNA, L-RNA, or other left- 
15 handed nucleotide derivatives or nucleotide-like molecules. Aptamers containing left-handed 

nucleotides are resistant to degradation by naturally occurring enzymes, which normally act on 

substrates containing right-handed nucleotides. 

"Antisense sequence" refers to a sequence capable of specifically hybridizing to a target 

sequence. The antisense sequence may include DNA, RNA, or any nucleic acid mimic or analog 
20 such as peptide nucleic acid (PNA); oligonucleotides having modified backbone linkages such as 

phosphorothioates, methylphosphonates, or benzylphosphonates; oligonucleotides having modified 

sugar groups such as 2'-methoxyethyl sugars or 2'-methoxyethoxy sugars; or oligonucleotides having 

modified base. 

"Antisense technology" refers to any technology which relies on the specific hybridization of 
25 an antisense sequence to a target sequence. 

A 'bin" is a portion of computer memory space used by a computer program for storage of 
data, and bounded in such a manner that data stored in a bin may be retrieved by the program. 

"Biologically active" refers to an amino acid sequence having a structural, regulatory, or 
biochemical function of a naturally occurring amino acid sequence. 
3 0 "Clone joining" is a process for combining gene bins based upon the bins' containing sequence 

information from the same clone. The sequences may assemble into a primary gene transcript as well 
as one or more splice variants. 

"Complementary" describes the relationship between two single-stranded nucleic acid 
sequences that anneal by base-pairing (5'-A-G-T-3 r pairs with its complement 3 -T-C-A-5'). 
35 A "component sequence" is a nucleic acid sequence selected by a computer program such as 
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PHRED and used to assemble a consensus or template sequence from one or more component 
sequences. 

A "consensus sequence" or "template sequence" is a nucleic acid sequence which has been 
assembled from overlapping sequences, using a computer program for fragment assembly such as the 
5 GELVIEW fragment assembly system (Genetics Computer Group (GCG), Madison WI) or using a 
relational database management system (RDMS). 

"Conservative amino acid substitutions" are those substitutions that, when made, least 
interfere with the properties of the original protein, i.e., the structure and especially the function of the 
protein is conserved and not significantly changed by such substitutions. The table below shows amino 
10 acids which may be substituted for an original amino acid in a protein and which are regarded as 
conservative substitutions. 





Original Residue 


Conservative Substitution 




Ala 


Gly, Ser 


15 


Arg 


His, Lys 




Asn 


Asp, Gin, His 




Asp 


Asn, Glu 




Cys 


Ala, Ser 




Gin 


Asn, Glu, His 


20 


Glu 


Asp, Gin, His 




Gly 


Ala 




His 


Asn, Arg, Gin, Glu 




,Ile 


Leu, Val 




Leu 


He, Val 


25 


Lys 


Arg, Gin, Glu 




Met 


Leu, He 




Phe 


His, Met, Leu, Trp, Tyr 




Ser 


Cys, Thr 




Thr 


Ser, Val 


30 


Trp 


Phe, Tyr 




Tyr 


His, Phe, Trp 




Val 


lie, Leu, Thr 



35 Conservative substitutions generally maintain (a) the structure of the polypeptide backbone in 

the area of the substitution, for example, as a beta sheet or alpha helical conformation, (b) the charge 
or hydrophobicity of the molecule at the target site, or (c) the bulk of the side chain. 

"Deletion" refers to a change in either a nucleic or amino acid sequence in which at least one 
nucleotide or amino acid residue, respectively, is absent. 

4 0 < T>erivative , ' refers to the chemical modification of a nucleic acid sequence, such as by 

replacement of hydrogen by an alkyl, acyl, amino, hydroxy!, or other group. 
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'Differential expression" refers to increased or upregulated; or decreased, downregulated, or 
absent gene or protein expression, determined by comparing at least two different samples. Such 
comparisons maybe carried out between, for example, a treated and an untreated sample, or a 
diseased and a normal sample. 
5 The terms "element" and "array element" refer to a polynucleotide, polypeptide, or other 

chemical compound having a unique and defined position on a microarray. 

The term "modulate" refers to a change in the activity of SFTM. For example, modulation 
may cause an increase or a decrease in protein activity, binding characteristics, or any other biological, 
functional, or immunological properties of SPTM. 
10 "E-value" refers to the statistical probability that a match between two sequences occurred by 

chance. 

"Exon shuffling" refers to the recombination of different coding regions (exons). Since an 
exon may represent a structural or functional domain of the encoded protein, new proteins may be 
assembled through the novel reassortment of stable substructures, thus allowing acceleration of the 

15 evolution of new protein functions. 

A "fragment" is a unique portion of sptm or SPTM which is identical in sequence to but 
shorter in length than the parent sequence. A fragment may comprise up to the entire length of the 
defined sequence, minus one nucleotide/amino acid residue. For example, a fragment may comprise 
from 10 to 1000 contiguous amino acid residues or nucleotides. A fragment used as a probe, primer, 

20 antigen, therapeutic molecule, or for other purposes, maybe at least 5, 10, 15, 16, 20, 25, 30, 40, 50, 60, 
75, 100, 150, 250 or at least 500 contiguous amino acid residues or nucleotides in length. Fragments 
may be preferentially selected from certain regions of a molecule. For example, a polypeptide 
fragment may comprise a certain length of contiguous amino acids selected from the first 250 or 500 
amino acids (or first 25% or 50%) of a polypeptide as shown in a certain defined sequence. Clearly 

25 these lengths are exemplary, and any length that is supported by the specification, including the 
Sequence Listing and the figures, may be encompassed by the present embodiments. 

A fragment of sptm comprises a region of unique polynucleotide sequence that specifically 
identifies sptm, for example, as distinct from any other sequence in the same genome. A fragment of 
sptm is useful, for example, in hybridization and amplification technologies and in analogous methods 

3 o that distinguish sptm from related polynucleotide sequences. The precise length of a fragment of sptm 
and the region of sptm to which the fragment corresponds are routinely determinable by one of 
ordinary skill in the art based on the intended purpose for the fragment. 

A fragment of SPTM is encoded by a fragment of sptm. A fragment of SPTM comprises a 
region of unique amino acid sequence that specifically identifies SPTM. For example, a fragment of 

35 SPTM is useful as an immunogenic peptide for the development of antibodies that specifically 
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recognize SPTM. The precise length of a fragment of SPTM and the region of SPTM to which the 
fragment corresponds are routinely determinahle by one of ordinary skill in the art based on the 
intended purpose for the fragment. 

A "fall length" nucleotide sequence is one containing at least a start site for translation to a 
5 protein sequence, followed by an open reading frame and a stop site, and encoding a "full length" 
polypeptide. 

"Hit" refers to a sequence whose annotation will be used to describe a given template. 
Criteria for selecting the top hit are as follows: if the template has one or more exact nucleic acid 
matches, the top hit is the exact match with highest percent identity. If the template has no exact 
10 matches but has significant protein hits, the top hit is the protein hit with the lowest E- value. If the 
template has no significant protein hits, but does have significant non-exact nucleotide hits, the top hit 
is the nucleotide hit with the lowest E- value. 

"Homology" refers to sequence similarity either between a reference nucleic acid sequence 
and at least a fragment of an sptm or between a reference amino acid sequence and a fragment of an 
is SPTM. 

"Hybridization" refers to the process by which a strand of nucleotides anneals with a 
complementary strand through base pairing. Specific hybridization is an indication that two nucleic 
acid sequences share a high degree of identity. Specific hybridization complexes form under defined 
annealing conditions, and remain hybridized after the "washing" step. The defined hybridization 

20 conditions include the annealing conditions and the washing step(s), the latter of which is particularly 
important in determining the stringency of the hybridization process, with more stringent conditions 
allowing less non-specific binding, i.e., binding between pairs of nucleic acid probes that are not 
perfectly matched. Permissive conditions for annealing of nucleic acid sequences are routinely 
determinable and may be consistent among hybridization experiments, whereas wash conditions may 

25 be varied among experiments to achieve the desired stringency. 

Generally, stringency of hybridization is expressed with reference to the temperature under 
which the wash step is carried out. Generally, such wash temperatures are selected to be about 5°C 
to 20°C lower than the thermal melting point (T^ for the specific sequence at a defined ionic strength 
and pH. The T m is the temperature (under defined ionic strength and pH) at which 50% of the target 

30 sequence hybridizes to a perfectly matched probe. An equation for calculating T m and conditions for 
nucleic acid hybridization is well known and can be found in Sambrook et al., 1989, Molecular C loning 
A Laboratory Manual , 2 nd ed., vol. 1-3, Cold Spring Harbor Press, Plainview NY; specifically see 
volume 2, chapter 9. 

High stringency conditions for hybridization between polynucleotides of the present invention 
3 5 include wash conditions of 68°C in the presence of about 0.2 x SSC and about 0. 1 % SDS, for 1 hour. 
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Alternatively, temperatures of about 65°C, 60°C, or 55°C may be used. SSC concentration may be 
varied from about 0.2 to 2 x SSC, with SDS being present at about 0.1%. Typically, blocking reagents 
are used to block non-specific hybridization. Such blocking reagents include, for instance, denatured 
salmon sperm DNA at about 100-200 /ig/ml. Useful variations on these conditions will be readily 
5 apparent to those skilled in the art. Hybridization, particularly under high stringency conditions, may be 
suggestive of evolutionary similarity between the nucleotides. Such similarity is strongly indicative of a 
similar role for the nucleotides and their resultant proteins. 

Other parameters, such as temperature, salt concentration, and detergent concentration may 
be varied to achieve the desired stringency. Denaturants, such as formamide at a concentration of 
10 about 35-50% v/v, may also be used under particular circumstances, such as RNA:DNA 

hybridizations. Appropriate hybridization conditions are routinely determinable by one of ordinary skill 
in the art. 

'Immunologically active" or "immunogenic" describes the potential for a natural, recombinant, 
or synthetic peptide, epitope, polypeptide, or protein to induce antibody production in appropriate 

15 animals, cells, or cell lines. 

"Immune response" can refer to conditions associated with inflammation, trauma, immune 
disorders, or infectious or genetic disease, etc. These conditions can be characterized by expression 
of various factors, e.g., cytokines, chemokines, and other signaling molecules, which may affect 
cellular and systemic defense systems. 

20 An "immunogenic fragment" is a polypeptide or oligopeptide fragment of SPTM which is 

capable of eliciting an immune response when introduced into a living organism, for example, a 
mammal. The term "immunogenic fragment" also includes any polypeptide or oligopeptide fragment 
of SPTM which is useful in any of the antibody production methods disclosed herein or known in the 
art. 

25 'Insertion" or "addition" refers to a change in either a nucleic or amino acid sequence in 

which at least one nucleotide or residue, respectively, is added to the sequence. 

"Labeling" refers to the covalent or noncovalent joining of a polynucleotide, polypeptide, or 
antibody with a reporter molecule capable of producing a detectable or measurable signal. 

"Microarray" is any arrangement of nucleic acids, amino acids, antibodies, etc., on a 
3 o substrate. The substrate may be a solid support such as beads, glass, paper, nitrocellulose, nylon, or an 
appropriate membrane. 

'Tinkers" are short stretches of nucleotide sequence which may be added to a vector or an 
sptm to create restriction endonuclease sites to facilitate cloning. 'Tolylinkers" are engineered to 
incorporate multiple restriction enzyme sites and to provide for the use of enzymes which leave 5* or 3* 
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overhangs (e.g., BatnHI, EcoRI, and HindlH) and those which provide blunt ends (e.g., EcoRV, 
SnaBI, and StuI). 

''Naturally occurring" refers to an endogenous polynucleotide or polypeptide that maybe 
isolated from viruses or prokaryotic or eukaryotic cells. 
5 "Nucleic acid sequence" refers to the specific order of nucleotides joined by phosphodiester 

bonds in a linear, polymeric arrangement. Depending on the number of nucleotides, the nucleic acid 
sequence can be considered an oligomer, oligonucleotide, or polynucleotide. The nucleic acid can be 
DNA, RNA, or any nucleic acid analog, such as PNA, may be of genomic or synthetic origin, may be 
either double-stranded or single-stranded, and can represent either the sense or antisense 

10 (complementary) strand. 

"Oligomer" refers to a nucleic acid sequence of at least about 6 nucleotides and as many as 
about 60 nucleotides, preferably about 15 to 40 nucleotides, and most preferably between about 20 and 
30 nucleotides, that may be used in hybridization or amplification technologies. Oligomers may be 
used as, e.g., primers for PCR, and are usually chemically synthesized. 

15 "Operably linked" refers to the situation in which a first nucleic acid sequence is placed in a 

functional relationship with the second nucleic acid sequence. For instance, a promoter is operably 
linked to a coding sequence if the promoter affects the transcription or expression of the coding 
sequence. Generally, operably linked DNA sequences may be in close proximity or contiguous and, 
where necessary to join two protein coding regions, in the same reading frame. 

20 'Teptide nucleic acid" (PNA) refers to a DNA mimic in which nucleotide bases are attached 

to a pseudopeptide backbone to increase stability. PNAs, also designated antigene agents, can 
prevent gene expression by targeting complementary messenger RNA. 

The phrases "percent identity" and "% identity", as applied to polynucleotide sequences, refer 
to the percentage of residue matches between at least two polynucleotide sequences aligned using a 

25 standardized algorithm. Such an algorithm may insert, in a standardized and reproducible way, gaps in 
the sequences being compared in order to optimize alignment between two sequences, and therefore 
achieve a more meaningful comparison of the two sequences. 

Percent identity between polynucleotide sequences may be determined using the default 
parameters of the CLUSTAL V algorithm as incorporated into the MEGAOGN version 3.12e 

3 o sequence alignment program. This program is part of the LASERGENE software package, a suite of 
molecular biological analysis programs (DNASTAR, Madison WI). CLUSTAL V is described in 
Higgins, D.G. and Sharp, P.M. (1989) CABIOS 5:151-153 and in Higgins, D.G. et al. (1992) CABIOS 
8:189-191. For pairwise alignments of polynucleotide sequences, the default parameters are set as 
follows: Ktuple=2, gap penalty=5, window=4, and "diagonals saved"=4. The "weighted" residue 
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weight table is selected as the default. Percent identity is reported by CLUSTAL V as the "percent 
similarity'' between aligned polynucleotide sequence pairs. 

Alternatively, a suite of commonly used and freely available sequence comparison algorithms 
is provided by the National Center for Biotechnology Information (NCBI) Basic Local Alignment 
5 Search Tool (BLAST) (Altschul, S.F. et al. (1990) J. Mol. Biol. 215:403-410), which is available from 
several sources, including the NCBI, Bethesda, MD, and on the Internet at 

http://wwwjicbi.nlm.nih.gov/BLAST/. The BLAST software suite includes various sequence analysis 
programs including "BLASTN," that is used to determine alignment between a known polynucleotide 
sequence and other sequences on a variety of databases. Also available is a tool called "BLAST 2 
10 Sequences" that is used for direct pairwise comparison of two nucleotide sequences. "BLAST 2 
Sequences" can be accessed and used interactively at http://www.ncbi.nlm.nih. gov/gorf/b]2/. The 
"BLAST 2 Sequences" tool can be used for both BLASTN and BLASTP (discussed below). 
BLAST programs are commonly used with gap and other parameters set to default settings. For 
example, to compare two nucleotide sequences, one may use BLASTN with the "BLAST 2 
15 Sequences" tool Version 2.0.9 (May-07-1999) set at default parameters. Such default parameters 
may be, for example: 

Matrix: BLOSUM62 

Reward for match: 1 

Penalty for mismatch: -2 
20 Open Gap: 5 and Extension Gap: 2 penalties 

Gap x drop-off: 50 

Expect: 10 

Word Size: 11 

Filter: on 

25 Percent identity may be measured over the length of an entire defined sequence, for example, 

as defined by a particular SEQ ID number, or may be measured over a shorter length, for example, 
over the length of a fragment taken from a larger, defined sequence, for instance, a fragment of at 
least 20, at least 30, at least 40, at least 50, at least 70, at least 100, or at least 200 contiguous 
nucleotides. Such lengths are exemplary only, and it is understood that any fragment length supported 

30 by the sequences shown herein, in figures or Sequence Listings, may be used to describe a length over 
which percentage identity maybe measured. 

Nucleic acid sequences that do not show a high degree of identity may nevertheless encode 
similar amino acid sequences due to the degeneracy of the genetic code. It is understood that changes 
in nucleic acid sequence can be made using this degeneracy to produce multiple nucleic acid 

3 5 sequences that all encode substantially the same protein. 
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The phrases "percent identity" and "% identity 77 , as applied to polypeptide sequences, refer to 
the percentage of residue matches between at least two polypeptide sequences aligned using a 
standardized algorithm. Methods of polypeptide sequence alignment are well-known. Some alignment 
methods take into account conservative amino acid substitutions. Such conservative substitutions, 
5 explained in more detail above, generally preserve the hydrophobicity and acidity of the substituted 
residue, thus preserving the structure (and therefore function) of the folded polypeptide. 

Percent identity between polypeptide sequences may be determined using the default 
parameters of the CLUSTAL V algorithm as incorporated into the MEGALIGN version 3.12e 
sequence alignment program (described and referenced above). For pairwise alignments of 
10 polypeptide sequences using CLUSTAL V, the default parameters are set as follows: Ktople=l, gap 
penalty^3, window=5, and "diagonals saved' =5. The PAM250 matrix is selected as the default 
residue weight table. As with polynucleotide alignments, the percent identity is reported by 
CLUSTAL V as the "percent similarity 77 between aligned polypeptide sequence pairs. 

Alternatively the NCBI BLAST software suite may be used. For example, for a pairwise 
15 comparison of two polypeptide sequences, one may use the "BLAST 2 Sequences 77 tool Version 2.0.9 
(May-07-1999) with BLASTP set at default parameters. Such default parameters may be, for 
example: 

Matrix: BLOSUM62 

Open Gap: 11 and Extension Gap: 1 penalty 
20 Gap x drop-off: 50 

Expect: 10 
Word Size: 3 
Filter: on 

Percent identity may be measured over the length of an entire defined polypeptide sequence, 

2 5 for example, as defined by a particular SEQ ID number, or may be measured over a shorter length, 

for example, over the length of a fragment taken from a larger, defined polypeptide sequence, for 
instance, a fragment of at least 15, at least 20, at least 30, at least 40, at least 50, at least 70 or at least 
150 contiguous residues. Such lengths are exemplary only, and it is understood that any fragment 
length supported by the sequences shown herein, in figures or Sequence Listings, maybe used to 

3 o describe a length over which percentage identity may be measured. 

'Tost-translational modification" of an SPTM may involve lipidation, glycosylation, 
phosphorylation, acetylation, racemization, proteolytic cleavage, and other modifications known in the 
art. These processes may occur synthetically or biochemically. Biochemical modifications will vary 
by cell type depending on the enzymatic milieu and the SPTM. 



22 



WO 02/083876 



PCT/US02/0992I 



"Probe" refers to sptm or fragments thereof, which are used to detect identical, allelic or 
related nucleic acid sequences. Probes are isolated oligonucleotides or polynucleotides attached to a 
detectable label or reporter molecule. Typical labels include radioactive isotopes, ligands, 
chemiluminescent agents, and enzymes. 'Trimers" are short nucleic acids, usually DNA 
5 oligonucleotides, which may be annealed to a target polynucleotide by complementary base-pairing. 
The primer may then be extended along the target DNA strand by a DNA polymerase enzyme. 
Primer pairs can be used for amplification (and identification) of a nucleic acid sequence, e.g., by the 
polymerase chain reaction (PCR). 

Probes and primers as used in the present invention typically comprise at least 15 contiguous 

10 nucleotides of a known sequence. In order to enhance specificity, longer probes and primers may also 
be employed, such as probes and primers that comprise at least 20, 30, 40, 50, 60, 70, 80, 90, 100, or at 
least 150 consecutive nucleotides of the disclosed nucleic acid sequences. Probes and primers maybe 
considerably longer than these examples, and it is understood that any length supported by the 
specification, including the figures and Sequence Listing, may be used. 

15 Methods for preparing and using probes and primers are described in the references, for 

example Sambrook et aL, 1989, Molecular Cloning: A Laboratory Manual , 2 nd ed., vol 1-3, Cold 
Spring Harbor Press, Plainview NY; Ausubel et al.,1987, Current Protocols in Molecular Biology . 
Greene Publ. Assoc. & Wiley-Intersciences, New York NY; Innis et al, 1990, PCR Protocols, A 
Guide to Methods and Applications , Academic Press, San Diego CA. PCR primer pairs can be 

2 o derived from a known sequence, for example, by using computer programs intended for that purpose 

such as Primer (Version 6.5, 1991, Whitehead Institute for Biomedical Research, Cambridge MA). 

Oligonucleotides for use as primers are selected using software known in the art for such 
purpose. For example, OUGO 4.06 software is useful for the selection of PCR primer pairs of up to 
100 nucleotides each, and for the analysis of oligonucleotides and larger polynucleotides of up to 5,000 
25 nucleotides from an input polynucleotide sequence of up to 32 kilobases. Similar primer selection 
programs have incorporated additional features for expanded capabilities. For example, the PrimOU 
primer selection program (available to the public from the Genome Center at University of Texas 
South West Medical Center, Dallas IX) is capable of choosing specific primers from megabase 
sequences and is thus useful for designing primers on a genome-wide scope. The Primer3 primer 

3 o selection program (available to the public from the Whitehead Institute/MIT Center for Genome 

Research, Cambridge MA) allows the user to input a "mispriming library," in which sequences to 
avoid as primer binding sites are user-specified. Primer3 is useful, in particular, for the selection of 
oligonucleotides for microarrays. (The source code for the latter two primer selection programs may 
also be obtained from their respective sources and modified to meet (he user's specific needs.) The 
3 5 PrimeGen program (available to the public from the UK Human Genome Mapping Project Resource 
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Centre, Cambridge UK) designs primers based on multiple sequence alignments, thereby allowing 
selection of primers that hybridize to either the most conserved or least conserved regions of aligned 
nucleic acid sequences. Hence, this program is useful for identification of both unique and conserved 
oligonucleotides and polynucleotide fragments. The oligonucleotides and polynucleotide fragments 
5 identified by any of the above selection methods are useful in hybridization technologies, for example, 
as PCR or sequencing primers, microarray elements, or specific probes to identify fully or partially 
complementary polynucleotides in a sample of nucleic acids. Methods of oligonucleotide selection are 
not limited to those described above. 

"Purified" refers to molecules, either polynucleotides or polypeptides that are isolated or 
10 separated from their natural environment and are at least about 60% free, preferably at least about 
75% free, and most preferably at least about 90% free from other compounds with which they are 
naturally associated. 

A "recombinant nucleic acid" is a sequence that is not naturally occurring or has a sequence 
that is made by an artificial combination of two or more otherwise separated segments of sequence. 
15 This artificial combination is often accomplished by chemical synthesis or, more commonly, by the 
artificial manipulation of isolated segments of nucleic acids, e.g., by genetic engineering techniques 
such as those described in Sambrook, supra . The term recombinant includes nucleic acids that have 
been altered solely by addition, substitution, or deletion of a portion of the nucleic acid. Frequently, a 
recombinant nucleic acid may include a nucleic acid sequence operably linked to a promoter sequence. 
20 Such a recombinant nucleic acid maybe part of a vector that is used, for example, to transform a cell. 

Alternatively, such recombinant nucleic acids may be part of a viral vector, e.g., based on a 
vaccinia virus, that could be use to vaccinate a mammal wherein the recombinant nucleic acid is 
expressed, inducing a protective immunological response in the mammal. 

"Regulatory element" refers to a nucleic acid sequence from nontranslated regions of a gene, 
25 and includes enhancers, promoters, introns, and 3 ' untranslated regions, which interact with host 
proteins to carry out or regulate transcription or translation. 

"Reporter" molecules are chemical or biochemical moieties used for labeling a nucleic acid, an 
amino acid, or an antibody. They include radionuclides; enzymes; fluorescent, chemiluminescent, or 
chromogenic agents; substrates; cofactors; inhibitors; magnetic particles; and other moieties known in 
30 the art. 

An "RNA equivalent," in reference to a DNA sequence, is composed of the same linear 
sequence of nucleotides as the reference DNA sequence with the exception that all occurrences of 
the nitrogenous base thymine are replaced with uracil, and the sugar backbone is composed of ribose 
instead of deoxyribose. 
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"Sample" is used in its broadest sense. Samples may contain nucleic or amino acids, 
antibodies, or other materials, and may be derived from any source (e.g., bodily fluids including, but not 
limited to, saliva, blood, and urine; chromosome(s), organelles, or membranes isolated from a cell; 
genomic DNA, RNA, or cDNA in solution or bound to a substrate; and cleared cells or tissues or blots 
5 or imprints from such cells or tissues). 

"Specific binding" or "specifically binding" refers to the interaction between a protein or 
peptide and its agonist, antibody, antagonist, or other binding partner. Hie interaction is dependent 
upon the presence of a particular structure of the protein, e.g., the antigenic determinant or epitope, 
recognized by the binding molecule. For example, if an antibody is specific for epitope "A," the 
10 presence of a polypeptide containing epitope A, or the presence of free unlabeled A, in a reaction 
containing free labeled A and the antibody will reduce the amount of labeled A that binds to the 
antibody. 

"Substitution" refers to the replacement of at least one nucleotide or amino acid by a different 
nucleotide or amino acid. 

15 "Substrate" refers to any suitable rigid or semi-rigid support including, e.g., membranes, filters, 

chips, slides, wafers, fibers, magnetic or nonmagnetic beads, gels, tubing, plates, polymers, 
microparticles or capillaries. The substrate can have a variety of surface forms, such as wells, 
: trenches, pins, channels and pores, to which polynucleotides or polypeptides are bound. 

A "transcript image" refers to the collective pattern of gene expression by a particular tissue 
20 or cell type under given conditions at a given time. 

'Transformation" refers to a process by which exogenous DNA enters a recipient cell. 
Transformation may occur under natural or artificial conditions using various methods well known in 
the art. Transformation may rely on any known method for the insertion of foreign nucleic acid 
sequences into a prokaryotic or eukaryotic host cell The method is selected based on the host cell 
25 being transformed. 

"Transformants" include stably transformed cells in which the inserted DNA is capable of 
replication either as an autonomously replicating plasmid or as part of the host chromosome, as well as 
cells which transiently express inserted DNA or RNA. 

A "transgenic organism," as used herein, is any organism, including but not limited to animals 
3 o and plants, in which one or more of the cells of the organism contains heterologous nucleic acid 

introduced by way of human intervention, such as by transgenic techniques well known in the art. The 
nucleic acid is introduced into the cell, directly or indirectly by introduction into a precursor of the cell, 
by way of deliberate genetic manipulation, such as by microinjection or by infection with a 
recombinant virus. The term genetic manipulation does not include classical cross-breeding, or in vitro 
3 5 fertilization, but rather is directed to the introduction of a recombinant DNA molecule. The transgenic 
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organisms contemplated in accordance with the present invention include bacteria, cyanobacteria, 
fungi, and plants and animals. The isolated DNA of the present invention can be introduced into the 
host by methods known in the art, for example infection, transfection, transformation or 
transconjugation. Techniques for transferring the DNA of the present invention into such organisms 
5 are widely known and provided in references such as Sambrook et al. (1989), supra. 

A 'Variant" of a particular nucleic acid sequence is defined as a nucleic acid sequence having 
at least 25% sequence identity to the particular nucleic acid sequence over a certain length of one of 
the nucleic acid sequences using BLASTN with the "BLAST 2 Sequences" tool Version 2.0.9 (May- 
07-1999) set at default parameters. Such a pair of nucleic acids may show, for example, at least 30%, 

10 at least 50%, at least 60%, at least 70%, at least 80%, at least 90%, at least 91%, at least 92%, at 
least 93%, at least 94%, at least 95%, at least 96%, at least 97%, at least 98%, or at least 99% or 
greater sequence identity over a certain defined length. The variant may result in "conservative" 
amino acid changes which do not affect structural and/or chemical properties. A variant may be 
described as, for example, an "allelic" (as defined above), "splice," "species," or "polymorphic" 

15 variant. A splice variant may have significant identity to a reference molecule, but will generally have 
a greater or lesser number of polynucleotides due to alternate splicing of exons during mRNA 
processing. The corresponding polypeptide may possess additional functional domains or lack domains 
that are present in the reference molecule. Species variants are polynucleotide sequences that vary 
from one species to another. The resulting polypeptides generally will have significant amino acid 

20 identity relative to each other. A polymorphic variant is a variation in the polynucleotide sequence of a 
particular gene between individuals of a given species. Polymorphic variants also may encompass 
"single nucleotide polymorphisms" (SNPs) in which the polynucleotide sequence varies by one base. 
The presence of SNPs may be indicative of, for example, a certain population, a disease state, or a 
propensity for a disease state. 

25 In an alternative, variants of the polynucleotides of the present invention may be generated 

through recombinant methods. One possible method is a DNA shuffling technique such as 
MOLECULARBREEDING (Maxygen Inc., Santa Clara CA; described in U.S. Patent Number 
5,837,458; Chang, C.-C. et al. (1999) Nat BiotechnoL 17:793-797; Christians, RC. et al. (1999) Nat. 
Biotechnol. 17:259-264; and Crameri, A. et al. (1996) Nat BiotechnoL 14:315-319) to alter or improve 

30 the biological properties of SPTM, such as its biological or enzymatic activity or its ability to bind to 
other molecules or compounds. DNA shuffling is a process by which a library of gene variants is 
produced using PCR-mediated recombination of gene fragments. The library is then subjected to 
selection or screening procedures that identify those gene variants with the desired properties. These 
preferred variants may then be pooled and further subjected to recursive rounds of DNA shuffling and 

35 selection/screening. Thus, genetic diversity is created through "artificial" breeding and rapid molecular 
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evolution. For example, fragments of a single gene containing random point mutations may be 
recombined, screened, and then reshuffled until the desired properties are optimized. Alternatively, 
fragments of a given gene maybe recombined with fragments of homologous genes in the same gene 
family, either from the same or different species, thereby maximizing the genetic diversity of multiple 
5 naturally occurring genes in a directed and controllable manner. 

A "variant" of a particular polypeptide sequence is defined as a polypeptide sequence having 
at least 40% sequence identity to the particular polypeptide sequence over a certain length of one of 
the polypeptide sequences using BLASTP with the "BLAST 2 Sequences" tool Version 2.0.9 (May- 
07-1999) set at default parameters. Such a pair of polypeptides may show, for example, at least 50%, 
10 at least 60%, at least 70%, at least 80%, at least 90%, at least 91%, at least 92%, at least 93%, at 
least 94%, at least 95%, at least 96%, at least 97%, at least 98%, or at least 99% or greater sequence 
identity over a certain defined length of one of the polypeptides. 

THE INVENTION 

15 In a particular embodiment, cDNA sequences derived from human tissues and cell lines were 

aligned based on nucleotide sequence identity and assembled into "consensus" or template" 
sequences which are designated by the template identification numbers (template IDs) in column 2 of 
Table 2. The sequence identification numbers (SEQ ID NO:s) corresponding to the template IDs are 
shown in column 1. Segments of the template sequences are defined by the "starf ' and "stop" 

20 nucleotide positions listed in columns 3 and 4. These segments, when translated in the reading frames 
indicated in column 5, have similarity to signal peptide (SP) or transmembrane (TM) domain consensus 
sequences, as indicated in column 6. 

The invention incorporates the nucleic acid sequences of these templates as disclosed in the 
Sequence Listing and the use of these sequences in the diagnosis and treatment of disease states 

2 5 characterized by defects in cell signaling. The invention further utilizes these sequences in 

hybridization and amplification technologies, and in particular, in technologies which assess gene 
expression patterns correlated with specific cells or tissues and their responses in vivo or in vitro to 
pharmaceutical agents, toxins, and other treatments. In this manner, the sequences of the present 
invention are used to develop a transcript image for a particular cell or tissue. 

30 

Derivation of Nucleic Acid Sequences 

cDNA was isolated from libraries constructed using RNA derived from normal and diseased 
human tissues and cell lines. The human tissues and cell lines used for cDNA library construction 
were selected from a broad range of sources to provide a diverse population of cDNAs representative 
35 of gene transcription throughout the human body. Descriptions of the human tissues and cell lines 
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used for cDNA library construction are provided in the LJFESEQ database (Incyte Genomics, Inc. 
(Incyte), Palo Alto CA). Human tissues were broadly selected from, for example, cardiovascular, 
dermatologic, endocrine, gastrointestinal, hematopoietic/immune system, musculoskeletal, neural, 
reproductive, and urologic sources. 
5 Cell lines used for cDNA library construction were derived from, for example, leukemic cells, 

teratocarcinomas, neuroepitheliomas, cervical carcinoma, lung fibroblasts, and endothelial cells. Such 
cell lines include, for example, THP-1, Jurkat, HUVEC, hNT2, WI38, HeLa, and other cell lines 
commonly used and available from public depositories (American Type Culture Collection, Manassas 
VA). Prior to mRNA isolation, cell lines were untreated, treated with a pharmaceutical agent such as 
10 5 -aza-2 -deoxycytidiiie, treated with an activating agent such as lipopolysaccharide in the case of 
leukocytic cell lines, or, in the case of endothelial cell lines, subjected to shear stress. 

Sequencing of the cDNAs 

Methods for DNA sequencing are well known in the art. Conventional enzymatic methods 

15 employ the Klenow fragment of DNA polymerase I, SEQUENASE DNA polymerase (U.S. 

Biochemical Corporation, Cleveland OH), Taq polymerase (Applied Biosystems, Foster City CA), 
thermostable 17 polymerase (Amersham Pharmacia Biotech, Inc. (Amersham Pharmacia Biotech), 
Piscataway NJ), or combinations of polymerases and proofreading exonucleases such as those found 
in the ELONGASE amplification system (Life Technologies Inc. (Life Technologies), Gaithersburg 

20 MD), to extend the nucleic acid sequence from an oligonucleotide primer annealed to the DNA 
template of interest. Methods have been developed for the use of both single-stranded and double- 
stranded templates. Chain termination reaction products may be electrophoresed on urea- 
polyacrylamide gels and detected either by autoradiography (for radioisotope-labeled nucleotides) or 
by fluorescence (for fluorophore-labeled nucleotides). Automated methods for mechanized reaction 

25 preparation, sequencing, and analysis using fluorescence detection methods have been developed. 
Machines used to prepare cDNAs for sequencing can include the MICROLAB 2200 liquid transfer 
system (Hamilton Company (Hamilton), Reno NV), Peltier thermal cycler (PTC200; MJ Research, 
Inc. (MJ Research), Watertown MA), and ABI CATALYST 800 thermal cycler (Applied 
Biosystems). Sequencing can be carried out using, for example, the ABI 373 or 377 (Applied 

30 Biosystems) or MEGABACE 1000 (Molecular Dynamics, Inc. (Molecular Dynamics), Sunnyvale 

CA) DNA sequencing systems, or other automated and manual sequencing systems well known in the 
art. 

The nucleotide sequences of the Sequence Listing have been prepared by current, state-of- 
the-art, automated methods and, as such, may contain occasional sequencing errors or unidentified 
35 nucleotides. Such unidentified nucleotides are designated by an N. These infrequent unidentified 
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bases do not represent a hindrance to practicing the invention for those skilled in the art Several 
methods employing standard recombinant techniques maybe used to correct errors and complete the 
missing sequence information. (See, e.g., those described in Ausubel, F.M. et al. (1997) Short 
Protocols in Molecular Biology . John Wiley & Sons, New York NY; and Sambrook, J. et al. (1989) 
5 Molecular Cloning, A Laboratory Manual , Cold Spring Harbor Press, Plainview NY.) 

Assembly of cDNA Sequences 

Human polynucleotide sequences maybe assembled using programs or algorithms well known 

in the art. Sequences to be assembled are related, wholly or in part, and may be derived from a single 
10 or many different transcripts. Assembly of the sequences can be performed using such programs as 

PHRAP (Phils Revised Assembly Program) and the GELVBBW fragment assembly system (GCG), 

or other methods known in the art 

Alternatively, cDNA sequences are used as "component" sequences that are assembled into 

"template" or "consensus" sequences as follows. Sequence chromatograms are processed, verified, 
15 and quality scores are obtained using PHRED. Raw sequences are edited using an editing pathway 

known as Block 1 (See, e.g., the LEFESEQ Assembled User Guide, Incyte Genomics, Palo Alto, CA). 

A series of BLAST comparisons is performed and low-information segments and repetitive elements 

(e.g., dinucleotide repeats, Alu repeats, etc.) are replaced by "n's", or masked, to prevent spurious 

matches. Mitochondrial and ribosomal RNA sequences are also removed. The processed sequences 
20 are then loaded into a relational database management system (RDMS) which assigns edited 

sequences to existing templates, if available. When additional sequences are added into the RDMS, a 

process is initiated which modifies existing templates or creates new templates from works in progress 

(i.e., nonfinal assembled sequences) containing queued sequences or the sequences themselves. 

After the new sequences have been assigned to templates, the templates can be merged into bins. If 

2 5 multiple templates exist in one bin, the bin can be split and the templates reannotated. 

Once gene bins have been generated based upon sequence alignments, bins are "clone joined" 
based upon clone information. Clone joining occurs when the 5' sequence of one clone is present in 
one bin and the 3' sequence from the same clone is present in a different bin, indicating that the two 
bins should be merged into a single bin. Only bins which share at least two different clones are 
30 merged. 

A resultant template sequence may contain either a partial or a full length open reading frame, 
or all or part of a genetic regulatory element. This variation is due in part to the fact that the full 
length cDNAs of many genes are several hundred, and sometimes several thousand, bases in length. 
With current technology, cDNAs comprising the coding regions of large genes cannot be cloned 

3 5 because of vector limitations, incomplete reverse transcription of the mRNA, or incomplete "second 
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strand" synthesis. Template sequences maybe extended to include additional contiguous sequences 
derived from the parent RNA transcript using a variety of methods known to those of skill in the art. 
Extension may thus be used to achieve the full length coding sequence of a gene. 

5 Analysis of the cDNA Sequences 

The cDNA sequences are analyzed using a variety of programs and algorithms which are 
well known in the art (See, e.g., Ausubel, 1997, supra . Chapter 7.7; Meyers, R.A. (Ed.) (1995) 
Molecular Biology and Biotechnology, Wiley VCH, New York NY, pp. 856-853; and Table 6.) These 
analyses comprise both reading frame detenninations, e.g., based on triplet codon periodicity for 

10 particular organisms (Fickett, J.W. (1982) Nucleic Acids Res. 10:5303-5318); analyses of potential 
start and stop codons; and homology searches. 

Computer programs known to those of skill in the art for perf orming computer-assisted 
searches for amino acid and nucleic acid sequence similarity, include, for example, Basic Local 
Alignment Search Tool (BLAST; Altschul, S.F. (1993) J. Mol. Evol. 36:290-300; Altschul, S.F. et al. 

is (1990) J. Mol Biol. 215:403-410). BLAST is especially useful in determining exact matches and 

comparing two sequence fragments of arbitrary but equal lengths, whose alignment is locally maximal 
and for which the alignment score meets or exceeds a threshold or cutoff score set by the user 
(Karlin, S. et al. (1988) Proc. NatL Acad. Sci. USA 85:841-845). Using an appropriate search tool 
(e.g., BLAST or HMM), GenBank, SwissProt, BLOCKS, PFAM and other databases maybe 

20 searched for sequences containing regions of homology to a query sptm or SPTM of the present 
invention. 

Other approaches to the identification, assembly, storage, and display of nucleotide and 
polypeptide sequences are provided in Relational Database for Storing Biomolecule Information," 
U.S.S.N. 08/947,845, filed October 9, 1997; "Project-Based Full-Length Biomolecular Sequence 

25 Database," U.S. Patent Number 5,953,727; and Relational Database and System for Storing 

Information Relating to Biomolecular Sequences," U.S.S.N. 09/034,807, filed March 4, 1998, all of 
which are incorporated by reference herein in their entirety. 

Protein hierarchies can be assigned to the putative encoded polypeptide based on, e.g., motif, 
BLAST, or biological analysis. Methods for assigning these hierarchies are described, for example, in 

3 o "Database System Employing Protein Function Hierarchies for Viewing Biomolecular Sequence 
Data," U.S. Patent Number 6,023,659, incorporated herein by reference. 

Human Secretory Sequences 

The sptm of the present invention may be used for a variety of diagnostic and therapeutic 
3 5 purposes. For example, an sptm may be used to diagnose a particular condition, disease, or disorder 
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associated with cell signaling. Such conditions, diseases, and disorders include, but are not limited to, a 
cell proliferative disorder such as actinic keratosis, arteriosclerosis, atherosclerosis, bursitis, cirrhosis, 
hepatitis, mixed connective tissue disease (MCTD), myelofibrosis, paroxysmal nocturnal 
hemoglobinuria, polycythemia vera, psoriasis, primary thrombocythemia, and cancers including 
5 adenocarcinoma, leukemia, lymphoma, melanoma, myeloma, sarcoma, teratocarcinoma, and, in 
particular, a cancer of the adrenal gland, bladder, bone, bone marrow, brain, breast, cervix, gall 
bladder, ganglia, gastrointestinal tract, heart, kidney, liver, hing, muscle, ovary, pancreas, parathyroid, 
penis, prostate, salivary glands, skin, spleen, testis, thymus, thyroid, and uterus; an immune system 
disorder such as such as inflammation, actinic keratosis, acquired immunodeficiency syndrome 

10 (AIDS), Addison's disease, adult respiratory distress syndrome, allergies, ankylosing spondylitis, 
amyloidosis, anemia, arteriosclerosis, asthma, atherosclerosis, autoimmune hemolytic anemia, 
autoimmune thyroiditis, bronchitis, bursitis, cholecystitis, cirrhosis, contact dermatitis, Crohn's disease, 
atopic dermatitis, dermatomyositis, diabetes mellitus, emphysema, erythroblastosis fetalis, erythema 
nodosum, atrophic gastritis, glomerulonephritis, Goodpasture's syndrome, gout, Graves' disease, 

15 Hashimoto's thyroiditis, paroxysmal nocturnal hemoglobinuria, hepatitis, hypereosinophilia, irritable 
bowel syndrome, episodic lymphopenia with lymphocytotoxins, mixed connective tissue disease 
(MCTD), multiple sclerosis, myasthenia gravis, myocardial or pericardial inflammation, myelofibrosis, 
osteoarthritis, osteoporosis, pancreatitis, polycythemia vera, polymyositis, psoriasis, Reiter's syndrome, 
rheumatoid arthritis, scleroderma, Sjogren's syndrome, systemic anaphylaxis, systemic lupus 

2 o erythematosus, systemic sclerosis, primary thrombocythemia, thrombocytopenic purpura, ulcerative 

colitis, uveitis, Werner syndrome, complications of cancer, hemodialysis, and extracorporeal 
circulation, trauma, and hematopoietic cancer including lymphoma, leukemia, and myeloma; and a 
neurological disorder such as epilepsy, ischemic cerebrovascular disease, stroke, cerebral neoplasms, 
Alzheimer's disease, Pick's disease, Huntington's disease, dementia, Parkinson's disease and other 
25 extrapyramidal disorders, amyotrophic lateral sclerosis and other motor neuron disorders, progressive 
neural muscular atrophy, retinitis pigmentosa, hereditary ataxias, multiple sclerosis and other 
demyelinating diseases, bacterial and viral meningitis, brain abscess, subdural empyema, epidural 
abscess, suppurative intracranial thrombophlebitis, myelitis and radiculitis, viral central nervous system 
disease, prion diseases including kuru, Creutzfeldt-Jakob disease, and Gerstmann-Straussler-Scheinker 

3 o syndrome, fatal familial insomnia, nutritional and metabolic diseases of the nervous system, 

neurofibromatosis, tuberous sclerosis, cerebelloretinalhemangioblastomatosis, encephalotrigeminal 
syndrome, mental retardation and other developmental disorder of the central nervous system, cerebral 
palsy, a neuroskeletal disorder, an autonomic nervous system disorder, a cranial nerve disorder, a 
spinal cord disease, muscular dystrophy and other neuromuscular disorder, a peripheral nervous 
3 5 system disorder, dermatomyositis and polymyositis, inherited, metabolic, endocrine, and toxic 
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myopathy, myasthenia gravis, periodic paralysis, a mental disorder including mood, anxiety, and 
schizophrenic disorder, seasonal affective disorder (SAD), akathesia, amnesia, catatonia, diabetic 
neuropathy, tardive dyskinesia, dystonias, paranoid psychoses, postherpetic neuralgia, and Tourette's 
disorder. The sptm can be used to detect the presence of, or to quantify the amount of, an sptm- 
5 related polynucleotide in a sample. This information is then compared to information obtained from 
appropriate reference samples, and a diagnosis is established. Alternatively, a polynucleotide 
complementary to a given sptm can inhibit or inactivate a therapeutically relevant gene related to the 
sptm. 

10 Analysis of sptm Expression Patterns 

The expression of sptm may be routinely assessed by hybridization-based methods to 
determine, for example, the tissue-specificity, disease-specificity, or developmental stage-specificity of 
sptm expression. For example, the level of expression of sptm may be compared among different cell 
types or tissues, among diseased and normal cell types or tissues, among cell types or tissues at 

is different developmental stages, or among cell types or tissues undergoing various treatments. This 
type of analysis is useful, for example, to assess the relative levels of sptm expression in fully or 
partially differentiated cells or tissues, to determine if changes in sptm expression levels are correlated 
with the development or progression of specific disease states, and to assess the response of a cell or 
tissue to a specific therapy, for example, in pharmacological or toxicological studies. Methods for the 

20 analysis of sptm expression are based on hybridization and amplification technologies and include 

membrane-based procedures such as northern blot analysis, high-throughput procedures that utilize, for 
example, microarrays, and PCR-based procedures. 

Hybridization and Genetic Analysis 

25 The sptm, their fragments, or complementary sequences, may be used to identify the presence 

of and/or to determine the degree of similarity between two (or more) nucleic acid sequences. The 
sptm may be hybridized to naturally occurring or recombinant nucleic acid sequences under 
appropriately selected temperatures and salt concentrations. Hybridization with a probe based on the 
nucleic acid sequence of at least one of the sptm allows for the detection of nucleic acid sequences, 

30 including genomic sequences, which are identical or related to the sptm of the Sequence Listing. 

Probes may be selected from non-conserved or unique regions of at least one of the polynucleotides of 
SEQ ID NO:l-567 and tested for their ability to identify or amplify the target nucleic acid sequence 
using standard protocols. 

Polynucleotide sequences that are capable of hybridizing, in particular, to those shown in SEQ 

35 ID NO.1-567 and fragments thereof, can be identified using various conditions of stringency. (See, 
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e.g., Wahl, G.M. and S.L. Berger (1987) Methods EnzymoL 152:399-407; Kimmel, A.R. (1987) 
Methods EnzymoL 152:507-511.) Hybridization conditions are discussed in 'Definitions." 

A probe for use in Southern or northern hybridization may be derived from a fragment of an 
sptm sequence, or its complement, that is up to several hundred nucleotides in length and is either 
5 single-stranded or double-stranded. Such probes may be hybridized in solution to biological materials 
such as plasmids, bacteria], yeast, or human artificial chromosomes, cleared or sectioned tissues, or to 
artificial substrates containing sptm. Microarrays are particularly suitable for identifying the presence 
of and detecting the level of expression for multiple genes of interest by examining gene expression 
correlated with, e.g., various stages of development, treatment with a drug or compound, or disease 

10 progression. An array analogous to a dot or slot blot may be used to arrange and link polynucleotides 
to the surface of a substrate using one or more of the following: mechanical (vacuum), chemical, 
thermal, or UV bonding procedures. Such an array may contain any number of sptm and may be 
produced by hand or by using available devices, materials, and machines. 

Microarrays may be prepared, used, and analyzed using methods known in the art. (See, e.g., 

15 Brennan, T.M. et al. (1995) U.S. Patent No. 5,474,796; Schena, M. et al. (1996) Proc. Natl. Acad. 

Sci. USA 93:10614-10619; Baldeschweiler et al. (1995) PCT application W095/251116; Shalon, D. et 
al. (1995) PCT application WO95/35505; Heller, R.A. et al. (1997) Proc. Natl. Acad. Sci. USA 
94:2150-2155; and Heller, M.J. et al. (1997) U.S. Patent No. 5,605,662.) 

Probes may be labeled by either PCR or enzymatic techniques using a variety of 

20 commercially available reporter molecules. For example, commercial kits are available for radioactive 
and cherniluminescent labeling (Amersham Pharmacia Biotech) and for alkaline phosphatase labeling . 
(Life Technologies). Alternatively, sptm may be cloned into commercially available vectors for the 
production of RNA probes. Such probes may be transcribed in the presence of at least one labeled 
nucleotide (e.g., 32 P-ATP, Amersham Pharmacia Biotech). 

25 Additionally the polynucleotides of SEQ ID NO:l-567 or suitable fragments thereof can be 

used to isolate full length cDNA sequences utilizing hybridization and/or amplification procedures well 
known in the art, e.g., cDNA library screening, PCR amplification, etc. The molecular cloning of such 
full length cDNA sequences may employ the method of cDNA library screening with probes using the 
hybridization, stringency, washing, and probing strategies described above and in Ausubel, supra , 

3 o Chapters 3,5, and 6. These procedures may also be employed with genomic libraries to isolate 
genomic sequences of sptm in order to analyze, e.g., regulatory elements. 



Genetic Mapping 

Gene identification and mapping are important in the investigation and treatment of almost all 
35 conditions, diseases, and disorders. Cancer, cardiovascular disease, Alzheimer's disease, arthritis, 
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diabetes, and mental illnesses are of particular interest. Each of these conditions is more complex than 
the single gene defects of sickle cell anemia or cystic fibrosis, with select groups of genes being 
predictive of predisposition for a particular condition, disease, or disorder. For example, 
cardiovascular disease may result from malfunctioning receptor molecules that fail to clear cholesterol 
5 from the bloodstream, and diabetes may result when a particular individual's immune system is 
activated by an infection and attacks the insulin-producing cells of the pancreas. In some studies, 
Alzheimer's disease has been linked to a gene on chromosome 21 ; other studies predict a different 
gene and location. Mapping of disease genes is a complex and reiterative process and generally 
proceeds from genetic linkage analysis to physical mapping. 

10 As a condition is noted among members of a family, a genetic linkage map traces parts of 

chromosomes that are inherited in the same pattern as the condition. Statistics link the inheritance of 
particular conditions to particular regions of chromosomes, as defined by RFLP or other markers. 
(See, for example, Lander, E. S. and Botstein, D. (1986) Proc. Natl. Acad. Sci. USA 83:7353-7357.) 
Occasionally, genetic markers and their locations are known from previous studies. More often, 

15 however, the markers are simply stretches of DNA that differ among individuals. Examples of 

genetic linkage maps can be found in various scientific journals or at the Online Mendelian Inheritance 
in Man (OMM) World Wide Web site. 

In another embodiment of the invention, sptm sequences may be used to generate 
hybridization probes useful in chromosomal mapping of naturally occurring genomic sequences. Either 

20 coding or noncoding sequences of sptm maybe used, and in some instances, noncoding sequences 
may be preferable over coding sequences. For example, conservation of an sptm coding sequence 
among members of a multi-gene family may potentially cause undesired cross hybridization during 
chromosomal mapping. The sequences may be mapped to a particular chromosome, to a specific 
region of a chromosome, or to artificial chromosome constructions, e.g., human artificial chromosomes 

25 (HACs), yeast artificial chromosomes (YACs), bacterial artificial chromosomes (BACs), bacterial PI 
constructions, or single chromosome cDNA libraries. (See, e.g., Harrington, JJ. et al. (1997) Nat. 
Genet. 15:345-355; Price, CM. (1993) Blood Rev. 7:127-134; and Trask, BJ. (1991) Trends Genet 
7:149-154.) 

Fluorescent in situ hybridization (FISH) may be correlated with other physical chromosome 
30 mapping techniques and genetic map data. (See, e.g., Meyers, supra , pp. 965-968.) Correlation 

between the location of sptm on a physical chromosomal map and a specific disorder, or a 

predisposition to a specific disorder, may help define the region of DNA associated with that disorder. 

The sptm sequences may also be used to detect polymorphisms that are genetically linked to the 

inheritance of a particular condition, disease, or disorder. 
3 5 In situ hybridization of chromosomal preparations and genetic mapping techniques, such as 
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linkage analysis using established chromosomal markers, may be used for extending existing genetic 
maps. Often the placement of a gene on the chromosome of another mammalian species, such as 
mouse, may reveal associated markers even if the number or arm of the corresponding human 
chromosome is not known. These new marker sequences can be mapped to human chromosomes 
5 and may provide valuable information to investigators searching for disease genes using positional 
cloning or other gene discovery techniques. Once a disease or syndrome has been crudely correlated 
by genetic linkage with a particular genomic region, e.g., ataxia-telangiectasia to llq22-23, any 
sequences mapping to that area may represent associated or regulatory genes for further investigation. 
(See, e.g., Gatti, R.A. et al. (1988) Nature 336:577-580.) The nucleotide sequences of the subject 

10 invention may also be used to detect differences in chromosomal architecture due to translocation, 
inversion, etc., among normal, carrier, or affected individuals. 

Once a disease-associated gene is mapped to a chromosomal region, the gene is cloned in 
order to identify mutations or other alterations (e.g., translocations or inversions) that maybe 
correlated with disease. This process includes a physical map of the chromosomal region containing 

15 the disease-gene of interest along with associated markers. A physical map is necessary for 

determining the nucleotide sequence of and order of marker genes on a particular chromosomal 
region. Physical mapping techniques are well known in the art and involve the generation of 
overlapping sets of cloned DNA fragments from a particular organelle, chromosome, or genome. 
These clones are analyzed to reconstruct and catalog their order. Once the position of a marker is 

20 determined, the DNA from that region is obtained by consulting the catalog and selecting clones from 
that region. The gene of interest is located through positional cloning techniques using hybridization or 
similar methods. 

Diagnostic Uses 

25 In various embodiments, embodiments of sptm described herein can be configured to be used 

to design probes useful in diagnostic assays known to those skilled in the art. Such assays can be 
configured to be used to diagnose, detect, confirm or quantitate conditions, disorders, or diseases 
associated with abnormal levels of sptm expression. Labeled probes developed from sptm sequences 
are added to a sample under hybridizing conditions of desired stringency. In some instances, sptm, or 

3 o fragments or oligonucleotides derived from sptm, may be used as primers in amplification steps prior to 
hybridization. The amount of hybridization complex formed is quantified and compared with standards 
for a selected cell or tissue type. Indication of the presence of the condition, disorder, or disease can 
be determined by variation of the amount of sptm expression from the assay standard. The amount of 
variation indicative of the condition can be above or below the standard, can be selected by the 

3 5 medical practioner, can be determined from known patient populations and/or amounts known in the 
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medical arts and/or associated standards organizations or regulations (e.g. CLtA). Examples of 
qualitative or quantitative diagnostic assays or methods may include but are not limited to northern, dot 
blot, or other membrane or dip-stick based technologies or multiple-sample format technologies such 
as PCR, enzyme-linked immunosorbent assay (ELISA)-like, pin, chip-based assays and the like. 
5 The probes described above may also be used to monitor the progress of conditions, disorders, 

or diseases associated with abnormal levels of sptm expression, or to evaluate the efficacy of a 
particular therapeutic treatment. The candidate probe may be identified from the sptm that are 
specific to a given human tissue and have not been observed in GenBank or other genome databases. 
Such a probe may be used in animal studies, preclinical tests, clinical trials, or in monitoring the 

10 treatment of an individual patient. In a typical process, standard expression is established by methods 
well known in the art for use as a basis of comparison, samples from patients affected by the disorder 
or disease are combined with the probe to evaluate any deviation from the standard profile, and a 
therapeutic agent is administered and effects are monitored to generate a treatment profile. Efficacy 
is evaluated by determining whether the expression progresses toward or returns to the standard 

15 normal pattern. Treatment profiles may be generated over a period of several days or several months. 
Statistical methods well known to those skilled in the art may be use to determine the significance of 
such therapeutic agents. 

The polynucleotides are also useful for identifying individuals from minute biological samples,, 
for example, by matching the RFLP pattern of a sample's DNA to that of an individual's DNA. The 

2 o polynucleotides of the present invention can also be used to determine the actual base-by-base DNA 

sequence of selected portions of an individual's genome. These sequences can be used to prepare 
PCR primers for amplifying and isolating such selected DNA, which can then be sequenced. Using 
this technique, an individual can be identified through a unique set of DNA sequences. Once a unique 
ID database is established for an individual, positive identification of that individual can be made from 

25 extremely small tissue samples. 

In a particular aspect, oligonucleotide primers derived from the sptm of the invention may be 
used to detect single nucleotide polymorphisms (SNPs). SNPs are substitutions, insertions and 
deletions that are a frequent cause of inherited or acquired genetic disease in humans. Methods of 
SNP detection include, but are not limited to, single-stranded conformation polymorphism (SSCP) and 

30 fluorescent SSCP (fSSCP) methods. In SSCP, oligonucleotide primers derived from sptm are used to 
amplify DNA using the polymerase chain reaction (PCR). The DNA may be derived, for example, 
from diseased or normal tissue, biopsy samples, bodily fluids, and the like. SNPs in the DNA cause 
differences in the secondary and tertiary structures of PCR products in single-stranded form, and 
these differences are detectable using gel electrophoresis in non-denaturing gels. In fSCCP, the 

3 5 oligonucleotide primers are fluorescently labeled, which allows detection of the amplimers in high- 
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throughput equipment such as DNA sequencing machines. Additionally, sequence database analysis 

methods, termed in silico SNP (isSNP), are capable of identifying polymoiphisms by comparing the 

sequences of individual overlapping DNA fragments which assemble into a common consensus 

sequence. These computer-based methods filter out sequence variations due to laboratory preparation 
5 of DNA and sequencing errors using statistical models and automated analyses of DNA sequence 

chromatograms. In the alternative, SNPs may be detected and characterized by mass spectrometry 

using, for example, the high throughput MASSARRAY system (Sequenom, Inc., San Diego CA). 
DNA-based identification techniques can be used in forensic technology. DNA sequences 

taken from very small biological samples such as tissues, e.g., hair or skin, or body fluids, e.g., blood, 
10 saliva, semen, etc., can be amplified using, e.g., PCR, to identify individuals. (See, e.g., Erlich, H. 

(1992) VCR Technology. Freeman and Co., New York, NY). Similarly, polynucleotides of the present 

invention can be used as polymorphic markers. 

There is also a need for reagents capable of identifying the source of a particular tissue. 

Appropriate reagents can comprise, for example, DNA probes or primers prepared from the 
15 sequences of the present invention that are specific for particular tissues. Panels of such reagents can 

identify tissue by species and/or by organ type. In a similar fashion, these reagents can be used to 

screen tissue cultures for contamination. 

The polynucleotides of the present invention can also be used as molecular weight markers on 

nucleic acid gels or Southern blots, as diagnostic probes for the presence of a specific mRNA in a 
20 particular cell type, in the creation of subtracted cDNA libraries which aid in the discovery of novel 

polynucleotides, in selection and synthesis of oligomers for attachment to an array or other support, 

and as an antigen to elicit an immune response. 

Disease Model Systems Using sptm 

2 5 The polynucleotides encoding SPTM or their mammalian homologs may be "knocked out" in 

an animal model system using homologous recombination in embryonic stem (ES) cells. Such 
techniques are well known in the art and are useful for the generation of animal models of human 
disease. (See, e.g., U.S. Patent Number 5,175,383 and U.S. Patent Number 5,767,337.) For example, 
mouse ES cells, such as the mouse 129/SvJ cell line, are derived from the early mouse embryo and 

3 o grown in culture. The ES cells are transformed with a vector containing the gene of interest disrupted 

by a marker gene, e.g., the neomycin phosphotransferase gene (neo; Capecchi, M.R. (1989) Science 
244:1288-1292). The vector integrates into the corresponding region of the host genome by 
homologous recombination. Alternatively, homologous recombination takes place using the Cre-loxP 
system to knockout a gene of interest in a tissue- or developmental stage-specific manner (Marth, J.D. 
35 (1996) Clin. Invest. 97:1999-2002; Wagner, K.U. et al. (1997) Nucleic Acids Res. 25:4323-4330). 
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Transformed ES cells are identified and microinjected into mouse cell blastocysts such as those from 
the C57BL/6 mouse strain. The blastocysts are surgically transferred to pseudopregnant dams, and 
the resulting chimeric progeny are genotyped and bred to produce heterozygous or homozygous 
strains. Transgenic animals thus generated may be tested with potential therapeutic or toxic agents. 
5 The polynucleotides encoding SPTM may also be manipulated in vitro in ES cells derived from 

human blastocysts. Human ES cells have the potential to differentiate into at least eight separate cell 
lineages including endoderm, mesoderm, and ectodermal cell types. These cell lineages differentiate 
into, for example, neural cells, hematopoietic lineages, and cardiomyocytes (Thomson, J.A. et al. 
(1998) Science 282:1145-1147). 

10 The polynucleotides encoding SPTM of the invention can also be used to create "knockin" 

humanized animals (pigs) or transgenic animals (mice or rats) to model human disease. With knockin 
technology, a region of sptm is injected into animal ES cells, and the injected sequence integrates into 
the animal cell genome. Transformed cells are injected into blastulae, and the blastulae are implanted 
as described above. Transgenic progeny or inbred lines are studied and treated with potential 

15 pharmaceutical agents to obtain information on treatment of a human disease. Alternatively, a 
mammal inbred to overexpress sptm, resulting, e.g., in the secretion of SPTM in its milk, may also 
serve as a convenient source of that protein (Janne, J. et al. (1998) Biotechnol. Annu. Rev. 4:55-74). 

Screening Assays 

20 SPTM encoded by polynucleotides of the present invention may be used to screen for 

molecules that bind to or are bound by the encoded polypeptides. The binding of the polypeptide and 
the molecule may activate (agonist), increase, inhibit (antagonist), or decrease activity of the 
polypeptide or the bound molecule. Examples of such molecules include antibodies, oligonucleotides, 
proteins (e.g., receptors), or small molecules. 

25 Preferably, the molecule is closely related to the natural ligand of the polypeptide, e.g., a ligand 

or fragment thereof, a natural substrate, or a structural or functional mimetic. (See, Coligan et al., 
(1991) Current Protocols in Immunology 1(2): Chapter 5.) Similarly, the molecule can be closely 
related to the natural receptor to which the polypeptide binds, or to at least a fragment of the receptor, 
e.g., the active site. In either case, the molecule can be rationally designed using known techniques. 

30 Preferably, the screening for these molecules involves producing appropriate cells which express the 
polypeptide, either as a secreted protein or on the cell membrane. Preferred cells include cells from 
mammals, yeast, Drosonhila . or E. coll Cells expressing the polypeptide or cell membrane fractions 
which contain the expressed polypeptide are then contacted with a test compound and binding, 
stimulation, or inhibition of activity of either the polypeptide or the molecule is analyzed. 

3 5 An assay may simply test binding of a candidate compound to the polypeptide, wherein binding 
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is detected by a fluorophore, radioisotope, enzyme conjugate, or other detectable label. Alternatively, 
the assay may assess binding in the presence of a labeled competitor. 

Additionally, the assay can be carried out using cell-free preparations, polypeptide/molecule 
affixed to a solid support, chemical libraries, or natural product mixtures. The assay may also simply 
comprise the steps of mixing a candidate compound with a solution containing a polypeptide, 
measuring polypeptide/molecule activity or binding, and comparing the polypeptide/molecule activity or 
binding to a standard. 

Preferably, an ELISA assay using, e.g., a monoclonal or polyclonal antibody, can measure 
polypeptide level in a sample. The antibody can measure polypeptide level by either binding, directly 
or indirectly, to the polypeptide or by competing with the polypeptide for a substrate. 

All of the above assays can be used in a diagnostic or prognostic context The molecules 
discovered using these assays can be used to treat disease or to bring about a particular result in a 
patient (e.g., blood vessel growth) by activating or inhibiting the polypeptide/molecule. Moreover, the 
assays can discover agents which may inhibit or enhance the production of the polypeptide from 
suitably manipulated cells or tissues. 

Transcript Imaging and Toxicologjcal Testing 

Another embodiment relates to the use of sptm to develop a transcript image of a tissue or cell 
type. A transcript image represents the global pattern of gene expression by a particular tissue or cell 
type. Global gene expression patterns are analyzed by quantifying the number of expressed genes and 
their relative abundance under given conditions and at a given time. (See Seilhamer et al., 
"Comparative Gene Transcript Analysis," U.S. Patent Number 5,840,484, expressly incorporated by 
reference herein.) Thus a transcript image may be generated by hybridizing the polynucleotides of the 
present invention or their complements to the totality of transcripts or reverse transcripts of a 
particular tissue or cell type. In an embodiment, the hybridization takes place in high-throughput 
format, wherein the polynucleotides of the present invention or their complements comprise a subset 
of a plurality of elements on a microarray. The resultant transcript image would provide a profile of 
gene activity pertaining to cell signaling. 

Transcript images which profile sptm expression may be generated using transcripts isolated 
from tissues, cell lines, biopsies, or other biological samples. The transcript image may thus reflect 
sptm expression in vivo, as in the case of a tissue or biopsy sample, or in vitro , as in the case of a cell 
line. 

Transcript images which profile sptm expression may also be used in conjunction with in vitro 
model systems and preclinical evaluation of pharmaceuticals, as well as toxicological testing of 
industrial and naturally-occurring environmental compounds. All compounds induce characteristic 
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gene expression patterns, frequently termed molecular fingerprints or toxicant signatures, which are 
indicative of mechanisms of action and toxicity (Nuwaysir, E. R et aL (1999) Mol. Carcinog. 24:153- 
159; Steiner, S. and Anderson, N. L. (2000) Toxicol. Lett. 112-113:467-71, expressly incorporated by 
reference herein). If a test compound has a signature similar to that of a compound with known 
toxicity, it is likely to share those toxic properties. These fingerprints or signatures are most useful and 
refined when they contain expression information from a large number of genes and gene families. 
Ideally, a genome-wide measurement of expression provides the highest quality signature. Even 
genes whose expression is not altered by any tested compounds are important as well, as the levels of 
expression of these genes are used to normalize the rest of the expression data. The normalization 
procedure is useful for comparison of expression data after treatment with different compounds. 
While the assignment of gene function to elements of a toxicant signature aids in interpretation of 
toxicity mechanisms, knowledge of gene function is not necessary for the statistical matching of 
signatures which leads to prediction of toxicity. (See, for example, Press Release 00-02 from the 
National Institute of Environmental Health Sciences, released February 29, 2000, available at 
http://www.niehs.nih.gov/oc/news/toxchipJitm.) Therefore, it is important and desirable in 
toxicological screening using toxicant signatures to include all expressed gene sequences. 

In an embodiment, the toxicity of a test compound is assessed by treating a biological sample 
containing nucleic acids with the test compound. Nucleic acids that are expressed in the treated 
biological sample are hybridized with one or more probes specific to the polynucleotides of the present 
invention, so that transcript levels corresponding to the polynucleotides of the present invention may be 
quantified. . The transcript levels in the treated biological sample are compared with levels in an 
untreated biological sample. Differences in the transcript levels between the two samples are 
indicative of a toxic response caused by the test compound in the treated sample. 

Another particular embodiment relates to the use of SPTM encoded by polynucleotides of the 
present invention to analyze the proteome of a tissue or cell type. The term proteome refers to the 
global pattern of protein expression in a particular tissue or cell type. Each protein component of a 
proteome can be subjected individually to further analysis. Proteome expression patterns, or profiles, 
are analyzed by quantifying the number of expressed proteins and their relative abundance under 
given conditions and at a given time. A profile of a cell's proteome may thus be generated by 
separating and analyzing the polypeptides of a particular tissue or cell type. In one embodiment, the 
separation is achieved using two-dimensional gel electrophoresis, in which proteins from a sample are 
separated by isoelectric focusing in the first dimension, and then according to molecular weight by 
sodium dodecyl sulfate slab gel electrophoresis in the second dimension (Steiner and Anderson, 
supra) . The proteins are visualized in the gel as discrete and uniquely positioned spots, typically by 
staining the gel with an agent such as Coomassie Blue or silver or fluorescent stains. The optical 
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density of each protein spot is generally proportional to the level of the protein in the sample. The 
optical densities of equivalently positioned protein spots from different samples, for example, from 
biological samples either treated or untreated with a test compound or therapeutic agent, are 
compared to identify any changes in protein spot density related to the treatment The proteins in the 

' 5 spots are partially sequenced using, for example, standard methods employing chemical or enzymatic 
cleavage followed by mass spectrometry. The identity of the protein in a spot may be determined by 
comparing its partial sequence, preferably of at least 5 contiguous amino acid residues, to the 
polypeptide sequences of the present invention. In some cases, further sequence data may be 
obtained for definitive protein identification. 

10 A proteomic profile may also be generated using antibodies specific for SPTM to quantify the 

levels of SPTM expression. In one embodiment, the antibodies are used as elements on a microarray, 
and protein expression levels are quantified by exposing the microarray to the sample and detecting 
the levels of protein bound to each array element (Lueking, A. et al. (1999) Anal. Biochem. 270:103- 
11; Mendoze, L. G. et al. (1999) Biotechniques 27:778-88). Detection may be performed by a variety 

15 of methods known in the art, for example, by reacting the proteins in the sample with a thiol- or amino- 
reactive fluorescent compound and detecting the amount of fluorescence bound at each array 
element. 

Toxicant signatures at the proteome level are also useful for toxicological screening, and 
should be analyzed in parallel with toxicant signatures at the transcript level. There is a poor 

20 correlation between transcript and protein abundances for some proteins in some tissues (Anderson, 
N. L. and Seilhamer, J. (1997) Electrophoresis 18:533-537), so proteome toxicant signatures maybe 
useful in the analysis of compounds which do not significantly affect the transcript image, but which 
alter the proteomic profile. In addition, the analysis of transcripts in body fluids is difficult, due to rapid 
degradation of mRNA, so proteomic profiling may be more reliable and informative in such cases. 

25 In another embodiment, the toxicity of a test compound is assessed by treating a biological 

sample containing proteins with the test compound. Proteins that are expressed in the treated 
biological sample are separated so that the amount of each protein can be quantified. The amount of 
each protein is compared to the amount of the corresponding protein in an untreated biological sample. 
A difference in the amount of protein between the two samples is indicative of a toxic response to the 

3 o test compound in the treated sample. Individual proteins are identified by sequencing the amino acid 
residues of the individual proteins and comparing these partial sequences to the SPTM encoded by 
polynucleotides of the present invention. 

In another embodiment, the toxicity of a test compound is assessed by treating a biological 
sample containing proteins with the test compound. Proteins from the biological sample are incubated 

3 5 with antibodies specific to the SPTM encoded by polynucleotides of the present invention. The 
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amount of protein recognized by the antibodies is quantified. The amount of protein in the treated 
biological sample is compared with the amount in an untreated biological sample. A difference in the 
amount of protein between the two samples is indicative of a toxic response to the test compound in 
the treated sample. 

5 Transcript images may be used to profile sptm expression in distinct tissue types. This 

process can be used to determine cell signaling activity in a particular tissue type relative to this 
activity in a different tissue type. Transcript images may be used to generate a profile of sptm 
expression characteristic of diseased tissue. Transcript images of tissues before and after treatment 
may be used for diagnostic purposes, to monitor the progression of disease, and to monitor the efficacy 

10 of drug treatments for diseases which affect cell signaling activity. 

Transcript images of cell lines can be used to assess cell signaling activity and/or to identify 
cell lines that lack or misregulate this activity. Such cell lines may then be treated with pharmaceutical 
agents, and a transcript image following treatment may indicate the efficacy of these agents in 
restoring desired levels of this activity. A similar approach may be used to assess the toxicity of 

15 pharmaceutical agents as reflected by undesirable changes in cell signaling activity. Candidate 

pharmaceutical agents maybe evaluated by comparing their associated transcript images with those of 
pharmaceutical agents of known effectiveness. 

Antisense Molecules 

20 The polynucleotides of the present invention are useful in antisense technology. Antisense 

technology or therapy relies on the modulation of expression of a target protein through the specific 
binding of an antisense sequence to a target sequence encoding the target protein or directing its 
expression. (See, e.g., Agrawal, S., ed. (1996) Antisense Therapeutics , Humana Press Inc., Totawa 
NJ; Alama, A. et al. (1997) Pharmacol. Res. 36(3):171-178; Crooke, S.T. (1997) Adv. Pharmacol 

25 40:1-49; Sharma, H.W. and R. Narayanan (1995) Bioessays 17(12):1055-1063; and Lavrosky, Y. et 
al. (1997) Biochem. Mol. Med. 62(l):ll-22.) An antisense sequence is a polynucleotide sequence 
capable of specifically hybridizing to at least a portion of the target sequence. Antisense sequences 
bind to cellular mRNA and/or genomic DNA, affecting translation and/or transcription. Antisense 
sequences can be DNA, RNA, or nucleic acid mimics and analogs. (See, e.g., Rossi, J. J. et al (1991) 

30 Antisense Res. Dev. l(3):285-288; Lee, R. et al. (1998) Biochemistry 37(3):900-1010; Pardridge, 
W.M. et al. (1995) Proc. Natl. Acad. Sci. USA 92(12):5592-5596; and Nielsen, P. E. and Haaima, G. 
(1997) Chem. Soc. Rev. 96:73-78.) Typically, the binding which results in modulation of expression 
occurs through hybridization or binding of complementary base pairs. Antisense sequences can also 
bind to DNA duplexes through specific interactions in the major groove of the double helix. 

3 5 The polynucleotides of the present invention and fragments thereof can be used as antisense 
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sequences to modify the expression of the polypeptide encoded by sptm. The antisense sequences 
can be produced ex vivo , such as by using any of the ABI nucleic acid synthesizer series (Applied 
Biosystems) or other automated systems known in the art. Antisense sequences can also be produced 
biologically, such as by transforming an appropriate host cell with an expression vector containing the 
5 sequence of interest. (See, e.g., Agrawal, supra .) 

In therapeutic use, any gene delivery system suitable for introduction of the antisense 
sequences into appropriate target cells can be used. Antisense sequences can be delivered 
intracellularly in the form of an expression plasmid which, upon transcription, produces a sequence 
complementary to at least a portion of the cellular sequence encoding the target protein. (See, e.g., 

10 Slater, J.E., et al. (1998) J. Allergy Clin. Immunol. 102(3):469-475; and Scanlon, K.J., et al. (1995) 
9(13):1288-1296.) Antisense sequences can also be introduced intracellularly through the use of viral 
vectors, such as retrovirus and adeno-associated virus vectors. (See, e.g., Miller, A.D. (1990) Blood 
76:271; Ausubel, F.M. et al. (1995) Current Protocols in Molecular Biology , John Wiley & Sons, New 
York NY; Uckert, W. and W. Walther (1994) Pharmacol. Ther. 63(3)323-347.) Other gene delivery 

15 mechanisms include liposome-derived systems, artificial viral envelopes, and other systems known in 
the art. (See, e.g., Rossi, J.J. (1995) Br. Med. Bull. 51(l):217-225; Boado, RJ. et al. (1998) J. Pharm.. 
Sci. 87(11):1308-1315; and Morris, M.C. et al. (1997) Nucleic Acids Res. 25(14):2730-2736.) 

Expression 

20 In order to express a biologically active SPTM, the nucleotide sequences encoding SPTM or 

fragments thereof may be inserted into an appropriate expression vector, i.e., a vector which contains 
the necessary elements for transcriptional and translational control of the inserted coding sequence in 
a suitable host. Methods which are well known to those skilled in the art may be used to construct 
expression vectors containing sequences encoding SPTM and appropriate transcriptional and 

2 5 translational control elements. These methods include in vitro recombinant DNA techniques, synthetic 
techniques, and in vivo genetic recombination. (See, e.g., Sambrook, supra , Chapters 4, 8, 16, and 17; 
and Ausubel, supra . Chapters 9, 10, 13, and 16.) 

A variety of expression vector/host systems may be utilized to contain and express sequences 
encoding SPTM. These include, but are not limited to, microorganisms such as bacteria transformed 

30 with recombinant bacteriophage, plasmid, or cosmid DNA expression vectors; yeast transformed with 
yeast expression vectors; insect cell systems infected with viral expression vectors (e.g., baculovirus); 
plant cell systems transformed with viral expression vectors (e.g., cauliflower mosaic virus, CaMV, or 
tobacco mosaic virus, TMV) or with bacterial expression vectors (e.g., Ti or pBR322 plasmids); or 
animal (mammalian) cell systems. (See, e.g., Sambrook, supra ; Ausubel, 1995, supra , Van Heeke, G. 

35 and S.M. Schuster (1989) J. Biol. Chem. 264:5503-5509; Bitter, G.A. et al. (1987) Methods Enzymol. 
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153:516-544; Scorer, C.A. et al (1994) Bio/Technology 12:181-184; Engelhard, E.K. et aL (1994) 
Proc. Natl. Acad. Sci. USA 91:3224-3227; Sandig, V. et al. (1996) Hum. Gene Ther. 7:1937-1945; 
Takamatsu, N. (1987) EMBO J. 6:307-311; Coruzzi, G. et al. (1984) EMBO J. 3:1671-1680; Broglie, 
R. et al. (1984) Science 224:838-843; Winter, J. et al. (1991) Results Probl. Cell Differ. 17:85-105; 
5 The McGraw Hill Yearbook of Science and Technology (1992) McGraw Hill, New York NY, pp. 
191-196; Logan, J. and T. Shenk (1984) Proc. Natl. Acad. Sci. USA 81:3655-3659; and Harrington, 
J.J. et al. (1997) Nat. Genet. 15:345-355.) Expression vectors derived from retroviruses, 
adenoviruses, or herpes or vaccinia viruses, or from various bacterial plasmids, may be used for 
delivery of nucleotide sequences to the targeted organ, tissue, or cell population. (See, e.g., Di Nicola, 

10 M. et al. (1998) Cancer Gen. Ther. 5(6):350-356; Yu, M. et al, (1993) Proc. Natl. Acad. Sci. USA 

90(13):6340-6344; BuDer, R.M. et al. (1985) Nature 317(6040):813-815; McGregor, D.P. et al. (1994) 
Mol. Immunol. 31(3):219-226; and Verma, LM. and N. Somia (1997) Nature 389:239-242.) The 
invention is not limited by the host cell employed. 

For long term production of recombinant proteins in mammalian systems, stable expression of 

15 SPTM in cell lines is preferred. For example, sequences encoding SPTM can be transformed into cell 
lines using expression vectors which may contain viral origins of replication and/or endogenous 
expression elements and a selectable marker gene on the same or on a separate vector. Any number 
of selection systems may be used to recover transformed cell lines. (See, e.g., Wigler, M. et al. 
(1977) Cell 11:223-232; Lowy, L et al. (1980) Cell 22:817-823.; Wigler, M. et al. (1980) Proc. Natl. 

20 Acad. Sci. USA 77:3567-3570; Colbere-Garapin, F. et al. (1981) J. Mol. Biol. 150:1-14; Hartman, S.C. 
and R.C.Mulligan (1988) Proc. Natl. Acad. Sci. USA 85:8047-8051; Rhodes, C.A. (1995) Methods 
Mol. Biol. 55:121-131.) 

Therapeutic Uses of sptm 

25 The polynucleotides encoding SPTM of the invention may be used for somatic or germline 

gene therapy. Gene therapy may be performed to (i) correct a genetic deficiency (e.g., in the cases 
of severe combined immunodeficiency (SCID)-Xl disease characterized by X-linked inheritance 
(Cavazzana-Calvo, M. et aL (2000) Science 288:669-672), severe combined immunodeficiency 
syndrome associated with an inherited adenosine deaminase (ADA) deficiency (Blaese, R.M. et al. 

30 (1995) Science 270:475-480; Bordignon, C et al. (1995) Science 270:470-475), cystic fibrosis (Zabner, 
J. et al. (1993) Cell 75:207-216; Crystal, R.G. et al. (1995) Hum. Gene Therapy 6:643-666; Crystal, 
R.G. et al. (1995) Hum. Gene Therapy 6:667-703), thalassemias, familial hypercholesterolemia, and 
hemophilia resulting from Factor VHI or Factor IX deficiencies (Crystal, R.G. (1995) Science 
270:404-410; Verma, LM. and Somia, N. (1997) Nature 389:239-242)), (ii) express a conditionally 

3 5 lethal gene product (e.g., in the case of cancers which result from unregulated cell proliferation), or 
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(iii) express a protein which affords protection against intracellular parasites (e.g., against human 
retroviruses, such as human immunodeficiency virus (HIV) (Baltimore, D. (1988) Nature 335:395- 
396; Poeschla, E. et al. (1996) Proc. Natl. Acad. Sci. USA. 93:11395-11399), hepatitis B or C virus 
(HBV, HCV); fungal parasites, such as Candida albicans and Paracoccidioides brasiliensis ; and 
5 protozoan parasites such as Plasmodium falciparum and Trypanosoma cruzi) . In the case where a 
genetic deficiency in sptm expression or regulation causes disease, the expression of sptm from an 
appropriate population of transduced cells may alleviate the clinical manifestations caused by the 
genetic deficiency. 

In a further embodiment of the invention, diseases or disorders caused by deficiencies in sptm 
10 are treated by constructing mammalian expression vectors comprising sptm and introducing these 
vectors by mechanical means into sptm-deficient cells. Mechanical transfer technologies for use with 
cells in vivo or ex vitro include (i) direct DNA microinjection into individual cells, (ii) ballistic gold 
particle delivery, (iii) liposome-mediated transfection, (iv) receptor-mediated gene transfer, and (v) the 
use of DNA transposons (Morgan, R.A. and Anderson, W.R (1993) Annu. Rev. Biochem. 62:191- 
15 217; Ivies, Z. (1997) Cell 91:501-510; Boulay, J-L. and Recipon, H. (1998) Curr. Opin. BiotechnoL 
9:445-450). 

Expression vectors that may be effective for the expression of sptm include, but are not 
limited to, the PCDNA 3.1, EPITAG, PRCCMV2, PREP, PVAX vectors (Invitrogen, Carlsbad CA), 
PCMV-SCRIPT, PCMV-TAG, PEGSHZPERV (Stratagene, La Jolla CA), and PTET-OFF, 

20 PTET-ON, PTRE2, PTRE2-LUC, PTK-HYG (Clontech, Palo Alto CA). The sptm of the invention 
may be expressed using (i) a constitutively active promoter, (e.g., from cytomegalovirus (CMV), Rous 
sarcoma virus (RSV), SV40 virus, thymidine kinase (TK), or P-actdn genes), (ii) an inducible promoter 
(e.g., the tetracycline-regulated promoter (Gossen, M. and Bujard, H. (1992) Proc. Natl. Acad. Sci. 
U.S.A. 89:5547-5551; Gossen, M. et al., (1995) Science 268:1766-1769; Rossi, F.M.V. and Blau, 

25 H.M. (1998) Curr. Opin. BiotechnoL 9:451-456), commercially available in the T-REX plasmid 
(Invitrogen); the ecdysone-inducible promoter (available in the plasmids PVGRXR and PIND; 
Invitrogen); the FK506/rapamycin inducible promoter; or the RU486/mifepristone inducible promoter 
(Rossi, RM.V. and Blau, H.M. supra) , or (iii) a tissue-specific promoter or the native promoter of the 
endogenous gene encoding SPTM from a normal individual. 

3 o Commercially available liposome transformation kits (e.g., the PERFECT LIPID 

TRANSFECTION KIT, available from Invitrogen) allow one with ordinary skill in the art to deliver 
polynucleotides to target cells in culture and require minimal effort to optimize experimental 
parameters. In the alternative, transformation is performed using the calcium phosphate method 
(Graham, F.L. and Eb, A J. (1973) Virology 52:456-467), or by electroporation (Neumann, E. et al. 

35 (1982) EMBO J. 1:841-845). The introduction of DNA to primary cells involves modification of these 
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standardized mammalian transfection protocols. 

In another embodiment of the invention, diseases or disorders caused by genetic defects with 
respect to sptm expression are treated by constructing a retrovirus vector consisting of (i) sptm under 
the control of an independent promoter or the retrovirus long terminal repeat (LTR) promoter, (ii) 
5 appropriate RNA packaging signals, and (iii) a Rev-responsive element (RRE) along with additional 
retrovirus cis-acting RNA sequences and coding sequences required for efficient vector propagation. 
Retrovirus vectors (e.g., PFB and PFBNEO) are commercially available (Stratagene) and are based 
on published data (Riviere, I. et aL (1995) Proc. Natl. Acad. Sci. U.S.A. 92:6733-6737), incorporated 
by reference herein. The vector is propagated in an appropriate vector producing cell line (VPCL) 

10 that expresses an envelope gene with a tropism for receptors on the target cells or a promiscuous 

envelope protein such as VSVg (Armentano, D. et al. (1987) J. Virol. 61:1647-1650; Bender, M.A. et 
aL (1987) J. Virol. 61:1639-1646; Adam, M.A. and Miller, AJD. (1988) J. Virol. 62:3802-3806; Dull, T. 
et al. (1998) J. Virol. 72:8463-8471; Zufferey, R. et al. (1998) J. Virol. 72:9873-9880). U.S. Patent 
Number 5,910,434 to Rigg ('Method for obtaining retrovirus packaging cell lines producing high 

15 transducing efficiency retroviral supernatant* ') discloses a method for obtaining retrovirus packaging 
cell lines and is hereby incorporated by reference. Propagation of retrovirus vectors, transduction of a 
population of cells (e.g., CD4 + T-cells), and the return of transduced cells to a patient are procedures 
well known to persons skilled in the art of gene therapy and have been well documented (Ranga, U. et 
al. (1997) J. Virol. 71:7020-7029; Bauer, G. et al. (1997) Blood 89:2259-2267; Bonyhadi, M.L. (1997) 

20 J. Virol. 71:4707-4716; Ranga, U. et al. (1998) Proc. NatL Acad. Sci. U.S.A. 95:1201-1206; Su, L. 
(1997) Blood 89:2283-2290). 

In the alternative, an adenovirus-based gene therapy delivery system is used to deliver sptm to 
cells which have one or more genetic abnormalities with respect to the expression of sptm. The 
construction and packaging of adenovirus-based vectors are well known to those with ordinary skill in 

25 the art Replication defective adenovirus vectors have proven to be versatile for importing genes 
encoding immunoregulatory proteins into intact islets in the pancreas (Csete, M.E. et al. (1995) 
Transplantation 27:263-268). Potentially useful adenoviral vectors are described in U.S. Patent 
Number 5,707,618 to Armentano ("Adenovirus vectors for gene therapy"), hereby incorporated by 
reference. For adenoviral vectors, see also Antinozzi, P.A. et al. (1999) Annu. Rev. Nutr. 19:511-544 

30 and Venna, I.M. and Somia, N. (1997) Nature 18:389:239-242, both incorporated by reference herein. 

In another alternative, a herpes-based, gene therapy delivery system is used to deliver sptm to 
target cells which have one or more genetic abnormalities with respect to the expression of sptm. The 
use of herpes simplex virus (HSV)-based vectors maybe especially valuable for introducing sptm to 
cells of the central nervous system, for which HS V has a tropism. The construction and packaging of 

3 5 herpes-based vectors are well known to those with ordinary skill in the art. A replication-competent 
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herpes simplex virus (HSV) type 1 -based vector has been used to deliver a reporter gene to the eyes 
of primates (Liu, X. et al. (1999) Exp. Eye Res. 169:3 85-395). The construction of a HSV-1 virus 
vector has also been disclosed in detail in U.S. Patent Number 5,804,413 to DeLuca ("Herpes simplex 
virus strains for gene transfer"), which is hereby incorporated by reference. U.S. Patent Number 
5 5,804,413 teaches the use of recombinant HSV d92 which consists of a genome containing at least 
one exogenous gene to be transferred to a cell under the control of the appropriate promoter for 
purposes including human gene therapy. Also taught by this patent are the construction and use of 
recombinant HSV strains deleted for ICP4, ICP27 and ICP22. For HSV vectors, see also Goins, W. 
R et al. 1999 J. Virol. 73:519-532 and Xu, H. et al., (1994) Dev. Biol. 163:152-161, hereby 

10 incorporated by reference. The manipulation of cloned herpesvirus sequences, the generation of 

recombinant virus following the transfection of multiple plasmids containing different segments of the 
large herpesvirus genomes, the growth and propagation of herpesvirus, and the infection of cells with 
herpesvirus are techniques well known to those of ordinary skill in the art. 

In another alternative, an alphavirus (positive, single-stranded RNA virus) vector is used to 

15 deliver sptm to target cells. The biology of the prototypic alphavirus, Semliki Forest Virus (SFV), has 
been studied extensively and gene transfer vectors have been based on the SFV genome (Garoff, H. 
and Li, K-J. (1998) Curr. Opin. Biotech. 9:464-469). During alphavirus RNA replication, a 
subgenomic RNA is generated that normally encodes the viral capsid proteins. This subgenomic RNA 
replicates to higher levels than the full-length genomic RNA, resulting in the overproduction of capsid 

20 proteins relative to the viral proteins with enzymatic activity (e.g., protease and polymerase). 

Similarly, inserting sptm into the alphavirus genome in place of the capsid-coding region results in the 
production of a large number of sptm RNAs and the synthesis of high levels of SPTM in vector 
transduced cells. While alphavirus infection is typically associated with cell lysis within a few days, 
the ability to establish a persistent infection in hamster normal kidney cells (BHK-21) with a variant of 

25 Sindbis virus (SIN) indicates that the lytic replication of alphaviruses can be altered to suit the needs of 
the gene therapy application (Dryga, S. A. et al. (1997) Virology 228:74-83). The wide host range of 
alphaviruses will allow the introduction of sptm into a variety of cell types. The specific transduction 
of a subset of cells in a population may require the sorting of cells prior to transduction. The methods 
of manipulating infectious cDNA clones of alphaviruses, performing alphavirus cDNA and RNA 

30 transfections, and performing alphavirus infections, are well known to those with ordinary skill in the 
art. 



Antibodies 

Anti-SPTM antibodies may be used to analyze protein expression levels. Such antibodies 
3 5 include, but are not limited to, polyclonal, monoclonal, chimeric, single chain, and Fab fragments. For 
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descriptions of and protocols of antibody technologies, see, e.g., Pound J.D. (1998) Immunochemical 
Protocols , Humana Press, Totowa, NJ. 

The amino acid sequence encoded by the sptm of the Sequence Listing may be analyzed by 
appropriate software (e.g., LASERGENE NAVIGATOR software, DNASTAR) to determine 
5 regions of high immunogenicity. The optimal sequences for immunization are selected from the C- 
terminus, the N-tenninus, and those intervening, hydrophilic regions of the polypeptide which are likely 
to be exposed to the external environment when the polypeptide is in its natural conformation. 
Analysis used to select appropriate epitopes is also described by Ausubel (1997, supra . Chapter 11.7). 
Peptides used for antibody induction do not need to have biological activity; however, they should be 

10 antigenic. Peptides used to induce specific antibodies may have an amino acid sequence consisting of 
at least five amino acids, preferably at least 10 amino acids, and most preferably at least 15 amino 
acids. A peptide which mimics an antigenic fragment of the natural polypeptide may be fused with 
another protein such as keyhole limpet hemocyanin (KLH; Sigma, St. Louis MO) for antibody 
production. A peptide encompassing an antigenic region maybe expressed from an sptm, synthesized 

15 as described above, or purified from human cells. 

Procedures well known in the art may be used for the production of antibodies. Various hosts 
including mice, goats, and rabbits, may be immunized by injection with a peptide. Depending on the 
host species, various adjuvants may be used to increase immunological response. 

In one procedure, peptides about 15 residues in length may be synthesized using an ABI 431 A 

20 * peptide synthesizer (Applied Biosystems) using fmoc-chemistry and coupled to KLH (Sigma) by 

reaction with M-maleimidobenzoyl-N-hydroxysuccinimide ester (Ausubel, 1995, supra). Rabbits are 
immunized with the peptide-KLH complex in complete Freund's adjuvant. The resulting antisera are 
tested for antipeptide activity by binding the peptide to plastic, blocking with 1% bovine serum albumin 
(BS A), reacting with rabbit antisera, washing, and reacting with radioiodinated goat anti-rabbit IgG. 

25 Antisera with antipeptide activity are tested for anti-SPTM activity using protocols well known in the 
art, including ELIS A, radioimmunoassay (RIA), and immunoblotting. 

In another procedure, isolated and purified peptide may be used to immunize mice (about 100 
fig of peptide) or rabbits (about 1 mg of peptide). Subsequently, the peptide is radioiodinated and used 
to screen the immunized animals* B-lymphocytes for production of antipeptide antibodies. Positive 

3 o cells are then used to produce hybridomas using standard techniques. About 20 mg of peptide is 
sufficient for labeling and screening several thousand clones. Hybridomas of interest are detected by 
screening with radioiodinated peptide to identify those fusions producing peptide-specific monoclonal 
antibody. In a typical protocol, wells of a multi-well plate (FAST, Becton-Dickinson, Palo Alto, CA) 
are coated with affinity-purified, specific rabbit-anti-mouse (or suitable anti-species IgG) antibodies at 

35 10 mg/ml. The coated wells are blocked with 1% BSA and washed and exposed to supernatants from 



48 



WO 02/083876 



PCT/US02/09921 



hybridomas. After incubation, the wells are exposed to radiolabeled peptide at 1 mg/ml 

Clones producing antibodies bind a quantity of labeled peptide that is detectable above 
background. Such clones are expanded and subjected to 2 cycles of cloning. Cloned hybridomas are 
injected into pristane-treated mice to produce ascites, and monoclonal antibody is purified from the 
5 ascitic fluid by affinity chromatography on protein A (Amersham Pharmacia Biotech). Several 

procedures for the production of monoclonal antibodies, including in vitro production, are described in 
Pound (supra) . Monoclonal antibodies with antipeptide activity are tested for anti-SPTM activity using 
protocols well known in the art, including ELISA, RIA, and immunoblotxing. 

Antibody fragments containing specific binding sites for an epitope may also be generated. 

l o For example, such fragments include, but are not limited to, the F(ab^)2 fragments produced by pepsin 
digestion of the antibody molecule, and the Fab fragments generated by reducing the disulfide bridges 
of the F(ab^)2 fragments. Alternatively, construction of Fab expression libraries in filamentous 
bacteriophage allows rapid and easy identification of monoclonal fragments with desired specificity 
(Pound, supra , Chaps. 45-47). Antibodies generated against polypeptide encoded by sptm can be used 

15 to purify and characterize full-length SPTM protein and its activity, binding partners, etc. 

Assays Using Antibodies 

Anti-SPTM antibodies maybe used in assays to quantify the amount of SPTM found in a 

particular human cell. Such assays include methods utilizing the antibody and a label to detect 
20 expression level under normal or disease conditions. The peptides and antibodies of the invention may 

be used with or without modification or labeled by joining them, either covalently or noncovalently, 

with a reporter molecule. 

Protocols for detecting and measuring protein expression using either polyclonal or monoclonal 

antibodies are well known in the art Examples include ELISA, RIA, and fluorescent activated cell 
25 sorting (FACS). Such immunoassays typically involve the formation of complexes between the SPTM 

and its specific antibody and the measurement of such complexes. These and other assays are 

described in Pound (supra) . 

Without further elaboration, it is believed that one skilled in the art can, using the preceding 

description, utilize the present invention to its fullest extent. The following embodiments are, therefore, 
30 to be construed as merely illustrative, and not limitative of the remainder of the disclosure in any way 

whatsoever. 

Without further elaboration, it is believed that one skilled in the art can, using the preceding 
description, utilize the present invention to its fullest extent. The following embodiments are, therefore, 
to be construed as merely illustrative, and not limitative of the remainder of the disclosure in any way 
35 whatsoever. 
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The disclosures of all patents, applications, and publications mentioned above and below, . 
including U.S. Application Ser. No. 60/280,067, U.S. Application Ser. No. 60/280,068, U.S. 
Application Ser. No.60/291,280, U.S. Application Ser. No. 60/291,849, U.S. Application Ser. No. 
60/291,829, U.S. Application Ser. No. 60/299,428, U.S. Application Ser. No. 60/300,001, and U.S. 
5 Application Ser. No. 60/299,776, are hereby expressly incorporated by reference herein. 

EXAMPLES 

I. Construction of cDNA Libraries 

RNA was purchased from CLONTECH Laboratories, Inc. (Palo Alto CA) or isolated from 

10 various tissues. Some tissues were homogenized and lysed in guanidinium isothiocyanate, while others 
were homogenized and lysed in phenol or in a suitable mixture of denaturants, such as TRIZOL (Life 
Technologies), a monophasic solution of phenol and guanidine isothiocyanate. The resulting lysates 
were centrifuged over CsCl cushions or extracted with chloroform. RNA was precipitated with either 
isopropanol or sodium acetate and ethanol, or by other routine methods. 

15 Phenol extraction and precipitation of RNA were repeated as necessary to increase RNA 

purity. In most cases, RNA was treated with DNase. For most libraries, poly(A+) RNA was isolated 
using oligo d(T)-coupled paramagnetic particles (Promega Corporation (Promega), Madison WI), 
OLIGOTEX latex particles (QIAGEN, Inc. (QIAGEN), Valencia CA), or an OLIGOTEX mRNA 
purification ltit (QIAGEN). Alternatively, RNA was isolated directly from tissue lysates using other 

20 RNA isolation kits, e.g., the POLY(A)PURE mRNA purification kit (Ambion, Inc., Austin TX). 

In some cases, Stratagene was provided with RNA and constructed the corresponding cDNA 
libraries. Otherwise, cDNA was synthesized and cDNA libraries were constructed with the 
UNIZAP vector system (Stratagene Cloning Systems, Inc. (Stratagene), La Jolla CA) or 
SUPERSCRIPT plasmid system (Life Technologies), using the recommended procedures or similar 

25 methods known in the art. (See, e.g., Ausubel, 1997, supra , Chapters 5.1 through 6.6.) Reverse 
transcription was initiated using oligo d(T) or random primers. Synthetic oligonucleotide adapters 
were ligated to double stranded cDNA, and the cDNA was digested with the appropriate restriction 
enzyme or enzymes. For most libraries, the cDNA was size-selected (300-1000 bp) using 
SEPHACRYL S1000, SEPHAROSE CL2B, or SEPHAROSE CL4B column chromatography 

3 o (Amersham Pharmacia Biotech) or preparative agarose gel electrophoresis. cDNAs were ligated into 
compatible restriction enzyme sites of the polylinker of a suitable plasmid, e.g., PBLUESCRIPT 
plasmid (Stratagene), PSPORT1 plasmid (Life Technologies), PCDNA2.1 plasmid (Invitrogen, 
Carlsbad CA), PBK-CMV plasmid (Stratagene), PCR2-TOPOTA plasmid (Invitrogen), PCMV-ICIS 
plasmid (Stratagene), pIGEN (Incyte Genomics, Palo Alto CA), pRARE (Incyte Genomics), or 

3 5 plNCY (Incyte Genomics), or derivatives thereof. Recombinant plasmids were transformed into 
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competent E. coli cells including XLl-Blue, XLl-BlueMRF, or SOLR from Stratagene or DH5a, 
DH10B, or ElectroMAX DH10B from Life Technologies. 

IL Isolation of cDNA Clones 

Plasmids were recovered from host cells by in vivo excision using the UNIZAP vector system 
(Stratagene) or by cell lysis. Plasmids were purified using at least one of the following: the Magic or 
WIZARD Minipreps DNA purification system (Promega); the AGTC Miniprep purification kit (Edge 
BioSystems, Gaithersburg MD); and the QIAWELL 8, QIAWELL 8 Phis, and QIAWELL 8 Ultra 
plasmid purification systems or the R.E.A.L. PREP 96 plasmid purification kit (QIAGEN). Following 
precipitation, plasmids were resuspended in 0.1 ml of distilled water and stored, with or without 
lyophilization, at 4°C. 

Alternatively, plasmid DNA was amplified from host cell lysates using direct link PCR in a 
high-throughput format (Rao, V.B. (1994) AnaL Biochem. 216:1-14.) Host cell lysis and thermal 
cycling steps were carried out in a single reaction mixture. Samples were processed and stored in 
384-well plates, and the concentration of amplified plasmid DNA was quantified fluorometrically using 
PICOGREEN dye (Molecular Probes, Inc. (Molecular Probes), Eugene OR) and a FLUOROSKAN 
II fluorescence scanner (Labsystems Oy, Helsinki, Finland). 

HI. Sequencing and Analysis 

cDNA sequencing reactions were processed using standard methods or high-throughput 
instrumentation such as the ABI CATALYST 800 thermal cycler (Applied Biosystems) or the PTC- 
200 thermal cycler (MJ Research) in conjunction with the HYDRA microdispenser (Robbins 
Scientific Corp., Sunnyvale CA) or the MICROLAB 2200 liquid transfer system (Hamilton). cDNA 
sequencing reactions were prepared using reagents provided by Amersham Pharmacia Biotech or 
supplied in ABI sequencing kits such as the ABI PRISM BIGDYE Terminator cycle sequencing 
ready reaction kit (Applied Biosystems). Electrophoretic separation of cDNA sequencing reactions 
and detection of labeled polynucleotides were carried out using the MEGAB ACE 1000 DNA 
sequencing system (Molecular Dynamics); the ABI PRISM 373 or 377 sequencing system (Applied 
Biosystems) in conjunction with standard ABI protocols and base calling software; or other sequence 
analysis systems known in the art. Reading frames within the cDNA sequences were identified using 
standard methods (reviewed in Ausubel, 1997, supra , Chapter 7.7). Some of the cDNA sequences 
were selected for extension using the techniques disclosed in Example VHI. 

IV. Assembly and Analysis of Sequences 

Component sequences from chromatograms were subject to PHRED analysis and assigned a 
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quality score. The sequences having at least a required quality score were subject to various pre- 
processing editing pathways to eliminate, e.g., low quality 3' ends, vector and linker sequences, polyA 
tails, Alu repeats, mitochondrial and ribosomal sequences, bacterial contamination sequences, and 
sequences smaller than 50 base pairs. In particular, low-information sequences and repetitive 
5 elements (e.g., dinucleotide repeats, Alu repeats, etc.) were replaced by "n's", or masked, to prevent 
spurious matches. 

Processed sequences were then subject to assembly procedures in which the sequences were 
assigned to gene bins (bins). Each sequence could only belong to one bin. Sequences in each gene 
bin were assembled to produce consensus sequences (templates). Subsequent new sequences were 

10 added to existing bins using BLASTN (v.1.4 WashU) and CROSSMATCH. Candidate pairs were 

identified as all BLAST hits having a quality score greater than or equal to 150. Alignments of at least 
82% local identity were accepted into the bin. The component sequences from each bin were 
assembled using a version of PHRAP. Bins with several overlapping component sequences were 
assembled using DEEP PHRAP. The orientation (sense or antisense) of each assembled template 

15 was determined based on the number and orientation of its component sequences. Template 

sequences as disclosed in the sequence listing correspond to sense strand sequences (the "forward" 
reading frames), to the best determination. The complementary (antisense) strands are inherently 
disclosed herein. The component sequences which were used to assemble each template consensus 
sequence are listed in Table 3 by their positions along the template nucleotide sequences. 

20 Bins were compared against each other and those having local similarity of at least 82% were 

combined and reassembled. Reassembled bins having templates of insufficient overlap (less than 95% 
local identity) were re-split. Assembled templates were also subject to analysis by 
SUTCHER/EXON MAPPER algorithms which analyze the probabilities of the presence of splice 
variants, alternatively spliced exons, splice junctions, differential expression of alternative spliced 

25 genes across tissue types or disease states, etc. These resulting bins were subject to several rounds 
of the above assembly procedures. 

Once gene bins were generated based upon sequence alignments, bins were clone joined 
based upon clone information. If the 5' sequence of one clone was present in one bin and the 3 T 
sequence from the same clone was present in a different bin, it was likely that the two bins actually 

3 o belonged together in a single bin. The resulting combined bins underwent assembly procedures to 
regenerate the consensus sequences. 

The final assembled templates were subsequently annotated using the following procedure. 
Template sequences were analyzed using BLASTN (v2.0, NCBI) versus gbpri (GenBank version 
128). "Hits" were defined as an exact match having from 95% local identity over 200 base pairs 

3 5 through 100% local identity over 100 base pairs, or a homolog match having an E-value, i.e. a 
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probability score, of < 1 x 10" 8 . The hits were subject to frameshift FASTx versus GENPEPT 
(GenBank version 128). (See Table 6). In this analysis, a homolog match was defined as having an 
E-value of ^ 1 x 10" 8 . The assembly method used above was described in "System and Methods for 
Analyzing Biomolecular Sequences," U.S.S.N. 09/276,534, filed March 25, 1999, and the LJEESEQ 
5 Gold user manual (Incyte) both incorporated by reference herein. 

Following assembly, template sequences were subjected to motif, BLAST, and functional 
analyses, and categorized in protein hierarchies using methods described in, e.g., 'Database System 
Employing Protein Function Hierarchies for Viewing Biomolecular Sequence Data," U.S. Patent 
Number 6,023,659; "Relational Database for Storing Biomolecule Information," U.S.S.N. 08/947,845, 
lo filed October 9, 1997; "Project-Based Full-Length Biomolecular Sequence Database," U.S. Patent 
Number 5,953,727; and "Relational Database and System for Storing Information Relating to 
Biomolecular Sequences," U.S.S.N. 09/034,807, filed March 4, 1998, all of which are incorporated by 
reference herein. 

The template sequences were further analyzed by translating each template in all three 

15 forward reading frames and searching each translation against the Pfam database of hidden Markov 
model-based protein families and domains using the HMMER software package (available to the 
public from Washington University School of Medicine, St. Louis MO). (See also World Wide Web 
site http://pfam.wustl.edu/ for detailed descriptions of Pfam protein domains and families.) 

Additionally, the template sequences were translated in all three forward reading frames, and . 

20 each translation was searched against hidden Markov models for signal peptides using the HMMER 
software package. Construction of hidden Markov models and their usage in sequence analysis has 
been described. (See, for example, Eddy, SJL (1996) Curr. Opin. Str. Biol. 6:361-365.) Only those 
signal peptide hits with a cutoff score of 11 bits or greater are reported. A cutoff score of 1 1 bits or 
greater corresponds to at least about 91-94% true-positives in signal peptide prediction. Template 

25 sequences were also translated in all three forward reading frames, and each translation was 

searched against TMHMMER, a program that uses a hidden Markov model (HMM) to delineate 
transmembrane segments on protein sequences and determine orientation (Sonnhammer, E.L. et al. 
(1998) Proc. Sixth IntL Conf. On Intelligent Systems for MoL Biol, Glasgow et al., eds., Hie Am. 
Assoc. for Artificial Intelligence (AAAI) Press, Menlo Park, CA, and MTT Press, Cambridge, MA, 

3 o pp. 175-182.) Regions of templates which, when translated, contain similarity to signal peptide or 
transmembrane consensus sequences are reported in Table 2. 

Template sequences are further analyzed using the bioinfonnatics tools listed in Table 6, or 
using sequence analysis software known in the art such as MACDNASIS PRO software (Hitachi 
Software Engineering, South San Francisco CA) and LASERGENE software (DNASTAR). 

3 5 Template sequences may be further queried against public databases such as the GenBank rodent, 
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mammalian, vertebrate, prokaryote, and eukaryote databases. 

The template sequences were translated to derive the corresponding longest open reading 
frame as presented by the polypeptide sequences as reported in Table 5. Alternatively, a polypeptide 
of the invention may begin at any of the methionine residues within the fall length translated 
5 polypeptide. Polypeptide sequences were subsequently analyzed by querying against the GenBank 
protein database (GENPEPT, (GenBank version 128)). Full length polynucleotide sequences are also 
analyzed using MACDNASIS PRO software (Hitachi Software Engineering, South San Francisco 
CA) and LASERGENE software (DNASTAR). Polynucleotide and polypeptide sequence alignments 
are generated using default parameters specified by the CLUSTAL algorithm as incorporated into the 

10 MEGAIIGN multisequence alignment program (DNASTAR), wbich also calculates the percent 
identity between aligned sequences. 

Table 5 shows sequences with homology to the polypeptides of the invention as identified by 
BLAST analysis against the GenBank protein (GENPEPT) database. Column 1 shows the 
polypeptide sequence identification number (SEQ ID NO:) for the polypeptide segments of the 

15 invention. Column 2 shows the reading frame used in the translation of the polynucleotide sequences 
encoding the polypeptide segments. Column 3 shows the length of the translated polypeptide 
segments. Columns 4 and 5 show the start and stop nucleotide positions of the polynucleotide 
sequences encoding the polypeptide segments. Column 6 shows the GenBank identification number 
(GI Number) of the nearest GenBank homolog. Column 7 shows the probability score for the match 

20 between each polypeptide and its GenBank homolog. Column 8 shows the annotation of the GenBank 
homolog. 

V, Analysis of Polynucleotide Expression 

Northern analysis is a laboratory technique used to detect the presence of a transcript of a 
25 gene and involves the hybridization of a labeled nucleotide sequence to a membrane on which RNAs 

from a particular cell type or tissue have been bound. (See, e.g., Sambrook, supra , ch. 7; Ausubel, 

1995, supra , ch. 4 and 16.) 

Analogous computer techniques applying BLAST were used to search for identical or related 

molecules in cDNA databases such as GenBank or LIFESEQ (Incyte Genomics). This analysis is 
3 o much faster than multiple membrane-based hybridizations. In addition, the sensitivity of the computer 

search can be modified to determine whether any particular match is categorized as exact or similar. 

The basis of the search is the product score, which is defined as: 
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BLAST Score x Percent Identity 
5 x minimum {length(Seq. 1), length(Seq. 2)} 

The product score takes into account both the degree of similarity between two sequences and the 
5 length of the sequence match. The product score is a normalized value between 0 and 100, and is 
calculated as follows: the BLAST score is multiplied by the percent nucleotide identity and the 
product is divided by (5 times the length of the shorter of the two sequences). The BLAST score is 
calculated by assigning a score of +5 for every base that matches in a high-scoring segment pair 
(HSP), and -4 for every mismatch. Two sequences may share more than one HSP (separated by 

10 gaps). If there is more than one HSP, then the pair with the highest BLAST score is used to calculate 
the product score. The product score represents a balance between fractional overlap and quality in a 
BLAST alignment For example, a product score of 100 is produced only for 100% identity over the 
entire length of the shorter of the two sequences being compared. A product score of 70 is produced 
either by 100% identity and 70% overlap at one end, or by 88% identity and 100% overlap at the 

15 other. A product score of 50 is produced either by 100% identity and 50% overlap at one end, or 79% 
identity and 100% overlap. 

Alternatively, polynucleotide sequences encoding SPTM are analyzed with respect to the 
tissue sources from which they were derived. Polynucleotide sequences encoding SPTM were 
assembled, at least in part, with overlapping Incyte cDNA sequences. Each cDNA sequence is 

20 derived from a cDNA library constructed from a human tissue. Each human tissue is classified into 
one of the following organ/tissue categories: cardiovascular system; connective tissue; digestive 
system; embryonic structures; endocrine system; exocrine glands; genitalia, female; genitalia, male; 
germ cells; hemic and immune system; liver; musculoskeletal system; nervous system; pancreas; 
respiratory system; sense organs; skin; stomatognathic system; unclassified/mixed; or urinary tract 

25 The number of libraries in each category for each polynucleotide sequence encoding SPTM is counted 
and divided by the total number of libraries across all categories for each polynucleotide sequence 
encoding SPTM. Similarly, each human tissue is classified into one of the following disease/condition 
categories: cancer, cell line, developmental, inflammation, neurological, trauma, cardiovascular, pooled, 
and other, and the number of libraries in each category for each polynucleotide sequence encoding 

3 o SPTM is counted and divided by the total number of libraries across all categories for each 

polynucleotide sequence encoding SPTM. The resulting percentages reflect the tissue-specific and 
disease-specific expression of cDNA encoding SPTM. Percentage values of tissue-specific 
, expression are reported in . cDNA sequences and cDNA library/tissue information are found in the 
LJFESEQ GOLD database (Incyte Genomics, Palo Alto CA). 
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VI. Tissue Distribution Profiling 

A tissue distribution profile is determined for each template by compiling the cDNA library 
tissue classifications of its component cDNA sequences. Each component sequence, is derived from 
a cDNA library constructed from a human tissue. Each human tissue is classified into one of the 
5 following categories: cardiovascular system; connective tissue; digestive system; embryonic 

structures; endocrine system; exocrine glands; genitalia, female; genitalia, male; germ cells; hemic and 
immune system; liver; musculoskeletal system; nervous system; pancreas; respiratory system; sense 
organs; skin; stomatognathic system; unclassified/mixed; or urinary tract. Template sequences, 
component sequences, and cDNA library/tissue information are found in the LIFESEQ GOLD 
10 database (Incyte Genomics, Palo Alto CA). 

shows the tissue distribution profile for the templates of the invention. For each template, the 
three most frequently observed tissue categories are shown in column 2, along with the percentage of 
component sequences belonging to each category. Only tissue categories with percentage values of 
^10% are shown. A tissue distribution of "widely distributed" in column 2 indicates percentage values 
15 of <10% in all tissue categories. 

VII. Transcript Image Analysis 

Transcript images are generated as described in Seilhamer et aL, "Comparative Gene 
Transcript Analysis," U.S. Patent Number 5,840,484, incorporated herein by reference. 

20 

VIII. Extension of Polynucleotide Sequences and Isolation of a Full-length cDNA 

Oligonucleotide primers designed using an sptm of the Sequence Listing are used to extend 
the nucleic acid sequence. One primer is synthesized to initiate 5' extension of the template, and the 
other primer, to initiate 3' extension of the template. The initial primers may be designed using OLIGO 

25 4.06 software (National Biosciences, Inc. (National Biosciences), Plymouth MN), or another 

appropriate program, to be about 22 to 30 nucleotides in length, to have a GC content of about 50% or 
more, and to anneal to the target sequence at temperatures of about 68 °C to about 72 °C. Any 
stretch of nucleotides which would result in hairpin structures and primer-primer dimerizations are 
avoided. Selected human cDNA libraries are used to extend the sequence. If more than one 

3 o extension is necessary or desired, additional or nested sets of primers are designed. 

High fidelity amplification is obtained by PCR using methods well known in the art. PGR is 
performed in 96-well plates using the PTC-200 thermal cycler (MJ Research). The reaction mix 
contains DNA template, 200 nmol of each primer, reaction buffer containing Mg 2+ , (NH^SO^ and B- 
mercaptoethanol, Taq DNA polymerase (Amersham Pharmacia Biotech), ELONGASE enzyme (Life 

3 5 Technologies), and Pfti DNA polymerase (Stratagene), with the following parameters for primer pair 
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PCI A and PCI B: Step 1: 94°C, 3 min; Step 2: 94°C, 15 sec; Step 3: 60°C, 1 min; Step 4: 68°C, 2 
min; Step 5: Steps 2, 3, and 4 repeated 20 times; Step 6: 68 °C, 5 min; Step 7: storage at 4°C. In the 
alternative, the parameters for primer pair T7 and SK+ are as follows: Step 1: 94 °C, 3 min; Step 2: 
94°C, 15 sec; Step 3: 57°C, 1 min; Step 4: 68°C, 2 min; Step 5: Steps 2, 3, and 4 repeated 20 times; 
5 Step 6: 68 °C, 5 min; Step 7: storage at 4°C. 

The concentration of DNA in each well is determined by dispensing 100 /il PICOGREEN 
quantitation reagent (0.25% (v/v); Molecular Probes) dissolved in IX Tris-EDTA (TE) and 0.5 /il of 
undiluted PCR product into each well of an opaque fhiorimeter plate (Corning Incorporated (Corning), 
Corning NY), allowing the DNA to bind to the reagent. The plate is scanned in a FLUOROSKAN II 

10 (Labsystems Oy) to measure the fluorescence of the sample and to quantify the concentration of 

DNA. A 5 fxl to 10 fx\ aliquot of the reaction mixture is analyzed by electrophoresis on a 1 % agarose 
mini-gel to determine which reactions are successful in extending the sequence. 

The extended nucleotides are desalted and concentrated, transferred to 384-well plates, 
digested with CviH cholera virus endonuclease (Molecular Biology Research, Madison WI), and 

15 sonicated or sheared prior to religation into pUC 18 vector (Amersham Pharmacia Biotech). For 
shotgun sequencing, the digested nucleotides are separated on low concentration (0.6 to 0.8%) 
agarose gels, fragments are excised, and agar digested with AGAR ACE (Promega). Extended 
clones are religated using T4 ligase (New England Biolabs, Inc., Beverly MA) into pUC 18 vector 
(Amersham Pharmacia Biotech), treated with Pfu DNA polymerase (Stratagene) to fill-in restriction 

20 site overhangs, and transfected into competent E. coli cells. Transformed cells are selected on 

antibiotic-containing media, individual colonies are picked and cultured overnight at 37 °C in 384-well 
plates in LB/2x carbeniciHin liquid media. 

The cells are lysed, and DNA is amplified by PCR using Taq DNA polymerase (Amersham 
Pharmacia Biotech) and Pfu DNA polymerase (Stratagene) with the following parameters: Step 1: 

25 94 °C, 3 min; Step 2: 94°C, 15 sec; Step 3: 60°C, 1 min; Step 4: 72°C, 2 min; Step 5: steps 2, 3, and 4 
repeated 29 times; Step 6: 72 °C, 5 min; Step 7: storage at 4°C. DNA is quantified by PICOGREEN 
reagent (Molecular Probes) as described above. Samples with low DNA recoveries are reamplified 
using the same conditions as described above. Samples are diluted with 20% dimethysulfoxide (1:2, 
v/v), and sequenced using DYENAMIC energy transfer sequencing primers and the DYENAMIC 

3 o DIRECT kit (Amersham Pharmacia Biotech) or the ABI PRISM BIGD YE Terminator cycle 
sequencing ready reaction kit (Applied Biosystems). 

In like manner, the sptm is used to obtain regulatory sequences (promoters, introns, and 
enhancers) using the procedure above, oligonucleotides designed for such extension, and an 
appropriate genomic library. 



57 



WO 02/083876 



PCTYUS02/09921 



IX. Labeling of Probes and Southern Hybridization Analyses 

Hybridization probes derived from the sptm of the Sequence Listing are employed for 
screening cDNAs, mRNAs, or genomic DNA. The labeling of probe nucleotides between 100 and 
1000 nucleotides in length is specifically described, but essentially the same procedure may be used 
5 with larger cDNA fragments. Probe sequences are labeled at room temperature for 30 minutes using 
a T4 polynucleotide kinase, y 32 P-ATP, and 0.5X One-Phor-AIl Plus (Amersham Pharmacia Biotech) 
buffer and purified using a ProbeQuant G-50 Microcolumn (Amersham Pharmacia Biotech). The 
probe mixture is diluted to 10 7 dpm//*g/ml hybridization buffer and used in a typical membrane-based 
hybridization analysis. 

lo The DNA is digested with a restriction endonuclease such as Eco RV and is electrophoresed 

through a 0.7% agarose gel. The DNA fragments are transferred from the agarose to nylon 
membrane (NYTRAN Phis, Schleicher & Schuell, Inc., Keene NH) using procedures specified by the 
manufacturer of the membrane. Prehybridization is carried out for three or more hours at 68 °C, and 
hybridization is carried out overnight at 68 °C. To remove non-specific signals, blots are sequentially 

15 washed at room temperature under increasingly stringent conditions, up to O.lx saline sodium citrate 
(SSC) and 0.5% sodium dodecyl sulfate. After the blots are placed in a PHOSPHORIMAGER 
cassette (Molecular Dynamics) or are exposed to autoradiography film, hybridization patterns of 
standard and experimental lanes are compared. Essentially the same procedure is employed when 
screening RNA. 

20 

X. Chromosome Mapping of sptm 

The cDNA sequences which were used to assemble SEQ ED NO:l-567 are compared with 
sequences from the Incyte LEFESEQ database and public domain databases using BLAST and other 
implementations of the Smith-Waterman algorithm. Sequences from these databases that match SEQ 

25 ID NO: 1-567 are assembled into clusters of contiguous and overlapping sequences using assembly 
algorithms such as PHRAP (Table 6). Radiation hybrid and genetic mapping data available from 
public resources such as the Stanford Human Genome Center (SHGC), Whitehead Institute for 
Genome Research (WIGR), and Genethon are used to determine if any of the clustered sequences 
have been previously mapped. Inclusion of a mapped sequence in a cluster will result in the 

3 o assignment of all sequences of that cluster, including its particular SEQ ID NO:, to that map location. 
The genetic map locations of SEQ ID NO:l-567 are described as ranges, or intervals, of human 
chromosomes. The map position of an interval, in centiMorgans, is measured relative to the terminus 
of the chromosome's p-arm. (The centiMorgan (cM) is a unit of measurement based on 
recombination frequencies between chromosomal markers. On average, 1 cM is roughly equivalent to 

35 1 megabase (Mb) of DNA in humans, although this can vary widely due to hot and cold spots of 
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recombination.) The cM distances are based on genetic markers mapped by Genethon which provide 
boundaries for radiation hybrid markers whose sequences were included in each of the clusters. 

XI. Microarray Analysis 
5 Probe Preparation from Tissue or Cell Samples 

Total RNA is isolated from tissue samples using the guanidinium thiocyanate method and 
polyA* RNA is purified using the oligo (dT) cellulose method. Each polyA + RNA sample is reverse 
transcribed using MMLV reverse-transcriptase, 0.05 pg//il oligo-dT primer (21mer), IX first strand 
buffer, 0.03 units/jil RNase inhibitor, 500 jiM dATP, 500 (lU dGTP, 500 ptM dTTP, 40 /iM dCTP, 40 

10 /*M dCIP-Cy3 (BDS) or dCTP-Cy5 (Amersham Pharmacia Biotech). The reverse transcription 
reaction is performed in a 25 ml volume containing 200 ng polyA* RNA with GEMBRIGHT kits 
(Incyte). Specific control polyA* RNAs are synthesized by in vitro transcription from non-coding 
yeast genomic DNA (W. Lei, unpublished). As quantitative controls, the control mRNAs at 0.002 ng, 
0.02 ng, 0.2 ng, and 2 ng are diluted into reverse transcription reaction at ratios of 1:100,000, 1:10,000, 

15 1 :1000, 1 :100 (w/w) to sample mRNA respectively. The control mRNAs are diluted into reverse 
transcription reaction at ratios of 1:3, 3:1, 1:10, 10:1, 1:25, 25:1 (w/w) to sample mRNA differential 
expression patterns. After incubation at 37° C for 2 hr, each reaction sample (one with Cy3 and 
another with Cy5 labeling) is treated with 2.5 ml of 0.5M sodium hydroxide and incubated for 20 
minutes at 85° C to the stop the reaction and degrade the RNA. Probes are purified using two 

20 successive CHROMA SPIN 30 gel filtration spin columns (CLONTECH Laboratories, Inc. 

(CLONTECH), Palo Alto CA) and after combining, both reaction samples are ethanol precipitated 
using 1 ml of glycogen (1 mg/ml), 60 ml sodium acetate, and 300 ml of 100% ethanol. The probe is 
then dried to completion using a Speed VAC (Savant Instruments Inc., Holbrook NY) and resuspended 
inl4^15XSSC/0.2%SDS. 

25 

Microarray Preparation 

Sequences of the present invention are used to generate array elements. Each array element 
is amplified from bacterial cells containing vectors with cloned cDNA inserts. PCR amplification uses 
primers complementary to the vector sequences flanking the cDNA insert. Array elements are 

3 o amplified in thirty cycles of PCR from an initial quantity of 1 -2 ng to a final quantity greater than 5 fig. 
Amplified array elements are then purified using SEPHACRYL-400 (Amersham Pharmacia Biotech). 

Purified array elements are immobilized on polymer-coated glass slides. Glass microscope 
slides (Corning) are cleaned by ultrasound in 0.1% SDS and acetone, with extensive distilled water 
washes between and after treatments. Glass slides are etched in 4% hydrofluoric acid (VWR 

35 Scientific Products Corporation (VWR), West Chester, PA), washed extensively in distilled water, and 
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coated with 0.05% aminopropyl silane (Sigma) in 95% ethanol. Coated slides are cured in a 110°C 
oven. 

Array elements are applied to the coated glass substrate using a procedure described in US 
Patent No. 5,807,522, incorporated herein by reference. 1 /xl of the array element DNA, at an average 
5 concentration of 100 ng//zl, is loaded into the open capillary printing element by a high-speed robotic 
apparatus. The apparatus then deposits about 5 nl of array element sample per slide. 

Microarrays are UV-crosslinked using a STRATALINKER UV-crosslinker (Stratagene). 
Microarrays are washed at room temperature once in 0.2% SDS and three times in distilled water. 
Non-specific binding sites are blocked by incubation of microarrays in 0.2% casein in phosphate 
lo buffered saline (PBS) (Tropix, Inc., Bedford, MA) for 30 minutes at 60°C followed by washes in 
0.2% SDS and distilled water as before. 

Hybridization 

Hybridization reactions contain 9 /xl of probe mixture consisting of 0.2 /xg each of Cy3 and Cy5 
15 labeled cDNA synthesis products in 5X SSC, 0.2% SDS hybridization buffer. The probe mixture is 
heated to 65° C for 5 minutes and is aliquoted onto the microarray surface and covered with an 1.8 
cm 2 coverslip. The arrays are transferred to a waterproof chamber having a cavity just slightly larger 
than a microscope slide. The chamber is kept at 100% humidity internally by the addition of 140 /xl of 
5x SSC in a corner of the chamber. The chamber containing the arrays is incubated for about 6.5 
20 hours at 60°C. The arrays are washed for 10 min at 45°C in a first wash buffer (IX SSC, 0.1% 
SDS), three times for 10 minutes each at 45° C in a second wash buffer (0.1X SSC), and dried. 

Detection 

Reporter-labeled hybridization complexes are detected with a microscope equipped with an 
25 Innova 70 mixed gas 10 W laser (Coherent, Inc., Santa Clara CA) capable of generating spectral lines 
at 488 nm for excitation of Cy3 and at 632 nm for excitation of Cy5. The excitation laser light is 
focused on the array using a 20X microscope objective (Nikon, Inc., Melville NY). The slide 
containing the array is placed on a computer-controlled X-Y stage on the microscope and raster- 
scanned past the objective. The 1.8 cm x 1.8 cm array used in the present example is scanned with a 
3 o resolution of 20 micrometers. 

In two separate scans, a mixed gas multiline laser excites the two fluorophores sequentially. 
Emitted light is split, based on wavelength, into two photomultiplier tube detectors (PMT R1477, 
Hamamatsu Photonics Systems, Bridgewater NJ) corresponding to the two fluorophores. Appropriate 
filters positioned between the array and the photomultiplier tubes are used to filter the signals. The 
3 5 emission maxima of the fluorophores used are 565 nm for Cy3 and 650 nm for Cy5. Each array is 
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typically scanned twice, one scan per fluorophore using the appropriate filters at the laser source, 
although the apparatus is capable of recording the spectra from both fluorophores simultaneously. 

The sensitivity of the scans is typically calibrated using the signal intensity generated by a 
cDNA control species added to the probe mix at a known concentration. A specific location on the 
5 array contains a complementary DNA sequence, allowing the intensity of the signal at that location to 
be correlated with a weight ratio of hybridizing species of 1:100,000. When two probes from different 
sources (e.g., representing test and control cells), each labeled with a different fluorophore, are 
hybridized to a single array for the purpose of identifying genes that are differentially expressed, the 
calibration is done by labeling samples of the calibrating cDNA with the two fluorophores and adding 

10 identical amounts of each to the hybridization mixture. 

The output of the photomultiplier tube is digitized using a 12-bit RTI-835H analog-to-digital 
(A/D) conversion board (Analog Devices, Inc., Norwood, MA) installed in an IBM-compatible PC 
computer. The digitized data are displayed as an image where the signal intensity is mapped using a 
linear 20-color transformation to a pseudocolor scale ranging from blue (low signal) to red (high 

15 signal). The data is also analyzed quantitatively. Where two different fluorophores are excited and 

measured simultaneously, the data are first corrected for optical crosstalk (due to overlapping emission 
spectra) between the fluorophores using each fluorophore's emission spectrum. 

A grid is superimposed over the fluorescence signal image such that the signal from each spot 
is centered in each element of the grid. The fluorescence signal within each element is then 

20 integrated to obtain a numerical value corresponding to the average intensity of the signal. The 
software used for signal analysis is the GEMTOOLS gene expression analysis program (Incyte). 

XEL Complementary Nucleic Acids 

Sequences complementary to the sptm are used to detect, decrease, or inhibit expression of 
25 the naturally occurring nucleotide. The use of oligonucleotides comprising from about 15 to 30 base 

pairs is typical in the art. However, smaller or larger sequence fragments can also be used. 

Appropriate oligonucleotides are designed from the sptm using OLIGO 4.06 software (National 

Biosciences) or other appropriate programs and are synthesized using methods standard in the art or 

ordered from a commercial supplier. To inhibit transcription, a complementary oligonucleotide is 
3 o designed from the most unique 5' sequence and used to prevent transcription factor binding to the 

promoter sequence. To inhibit translation, a complementary oligonucleotide is designed to prevent 

ribosomal binding and processing of the transcript. 

XIIL Expression of SPTM 

3 5 Expression and purification of SPTM is accomplished using bacterial or virus-based 
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expression systems. For expression of SPTM in bacteria, cDNA is subcloned into an appropriate 
vector containing an antibiotic resistance gene and an inducible promoter that directs high levels of 
cDNA transcription. Examples of such promoters include, but are not limited to, the Wp-lac (tac) 
hybrid promoter and the T5 or T7 bacteriophage promoter in conjunction with the lac operator 
regulatory element. Recombinant vectors are transfonned into suitable bacterial hosts, e.g., 
BL2 1(DE3). Antibiotic resistant bacteria express SPTM upon induction with isopropyl beta-D- 
thiogalactopyranoside (IPTG). Expression of SPTM in eukaryotic cells is achieved by infecting insect 
or mammalian cell lines with recombinant Autographica californica nuclear polyhedrosis virus 
(AcMNPV), commonly known as baculovirus. The nonessential polyhedrin gene of baculovirus is 
replaced with cDNA encoding SPTM by either homologous recombination or bacterial-mediated 
transposition involving transfer plasmid intermediates. Viral infectivity is maintained and the strong 
polyhedrin promoter drives high levels of cDNA transcription. Recombinant baculovirus is used to 
infect Spodoptera frugiperda (Sf9) insect cells in most cases, or human hepatocytes, in some cases. 
Infection of the latter requires additional genetic modifications to baculovirus. (See e.g., Engelhard, 
supra ; and Sandig, supra .) 

In most expression systems, SPTM is synthesized as a fusion protein with, e.g., glutathione S- 
transferase (GST) or a peptide epitope tag, such as FLAG or 6-His, pennitting rapid, single-step, 
affinity-based purification of recombinant fusion protein from crude cell lysates. GST, a 26-kilodalton 
enzyme from Schistosoma japonicum , enables the purification of fusion proteins on immobilized 
glutathione under conditions that maintain protein activity and antigenicity (Amersham Pharmacia 
Biotech). Following purification, the GST moiety can be proteolytically cleaved from SPTM at 
specifically engineered sites.' FLAG, an 8-amino acid peptide, enables immunoaffinity purification 
using commercially available monoclonal and polyclonal anti-FLAG antibodies (Eastman Kodak 
Company, Rochester NY). 6-His, a stretch of six consecutive histidine residues, enables purification 
on metal-chelate resins (QIAGEN). Methods for protein expression and purification are discussed in 
Ausubel (1995, supra. Chapters 10 and 16). Purified SPTM obtained by these methods can be used 
directly in the following activity assay. 

XTV. Demonstration of SPTM Activity 

An assay for SPTM activity measures the expression of SPTM on the cell surface. cDNA 
encoding SPTM is subcloned into an appropriate mammalian expression vector suitable for high levels 
of cDNA expression. The resulting construct is transfected into a nonhuman cell line such as 
NIH3T3. Cell surface proteins are labeled with biotin using methods known in the art. 
Immunoprecipitations are performed using SPTM-specific antibodies, and immunoprecipitated samples 
are analyzed using SDS-PAGE and immunoblotting techniques. The ratio of labeled 
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immunoprecipitant to unlabeled immunoprecipitant is proportional to the amount of SPTM expressed 
on the cell surface. 

Alternatively, an assay for SPTM activity measures the amount of SPTM in secretory, 
membrane-bound organelles. Transfected cells as described above are harvested and lysed. The 
5 lysate is fractionated using methods known to those of skill in the art, for example, sucrose gradient 
ultracentrifugation. Such methods allow the isolation of subcellular components such as the Golgi 
apparatus, ER, small membrane-bound vesicles, and other secretory organelles. Immunoprecipitations 
from fractionated and total cell lysates are performed using SPTM-specific antibodies, and 
immunoprecipitated samples are analyzed using SDS-PAGE and immunoblotting techniques. The 
10 concentration of SPTM in secretory organelles relative to SPTM in total cell lysate is proportional to 
the amount of SPTM in transit through the secretory pathway. 

XV. Functional Assays 

SPTM function is assessed by expressing sptm at physiologically elevated levels in 

15 mammalian cell culture systems. cDNA is subcloned into a mammalian expression vector containing 
a strong promoter that drives high levels of cDNA expression. Vectors of choice include pCMV 
SPORT (life Technologies) and pCR3.1 (Invitrogen Corporation, Carlsbad CA), both of which 
contain the cytomegalo virus promoter. 5-10 /ig of recombinant vector are transiently transfected into 
a human cell line, preferably of endothelial or hematopoietic origin, using either liposome formulations 

20 or electroporation. 1-2 fig of an additional plasmid containing sequences encoding a marker protein 
are co-transfected. 

Expression of a marker protein provides a means to distinguish transfected cells from 
nontransfected cells and is a reliable predictor of cDNA expression from the recombinant vector. 
Marker proteins of choice include, e.g., Green Fluorescent Protein (GFP; CLONTECH), CD64, or a 

25 CD64-GFP fusion protein. Flow cytometry (FCM), an automated laser optics-based technique, is 
used to identify transfected cells expressing GFP or CD64-GFP and to evaluate the apoptotic state of 
the cells and other cellular properties. 

FCM detects and quantifies the uptake of fluorescent molecules that diagnose events 
preceding or coincident with cell death. These events include changes in nuclear DNA content as 

3 o measured by staining of DNA with propidium iodide; changes in cell size and granularity as measured 
by forward light scatter and 90 degree side light scatter; down-regulation of DNA synthesis as 
measured by decrease in bromodeoxyuridine uptake; alterations in expression of cell surface and 
intracellular proteins as measured by reactivity with specific antibodies; and alterations in plasma 
membrane composition as measured by the binding of fluorescein-conjugated Annexin V protein to the 

35 ceD surface. Methods in flow cytometry are discussed in Ormerod, M. G. (1994) Flow Cytometry , 
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Oxford, New York NY. 

The influence of SPTM on gene expression can be assessed using highly purified populations 
of cells transfected with sequences encoding SPTM and either CD64 or CD64-GFP. CD64 and 
CD64-GFP are expressed on the surface of transfected cells and bind to conserved regions of human 
immunoglobulin G (IgG). Transfected cells are efficiently separated from nontransfected cells using 
magnetic beads coated with either human IgG or antibody against CD64 (DYNAL, Inc., Lake 
Success NY). mRNA can be purified from the cells using methods well known by those of skill in the 
art. Expression of mRNA encoding SPTM and other genes of interest can be analyzed by northern 
analysis or microarray techniques. 

XVI. Production of Antibodies 

SPTM substantially purified using polyacrylamide gel electrophoresis (PAGE; see, e.g., 
Harrington, M.G. (1990) Methods Enzymol. 182:488-495), or other purification techniques, can be 
used to immunize rabbits and to produce antibodies using standard protocols. 

Alternatively, the SPTM amino acid sequence is analyzed using LASERGENE software 
(DNASTAR) to determine regions of high immunogenicity, and a corresponding peptide is synthesized 
and used to raise antibodies by means known to those of skill in the art. Methods for selection of 
appropriate epitopes, such as those near the C-terminus or inhydrophilic regions are well described in 
the art (See, e.g., Ausubel, 1995, supra . Chapter 11.) 

Typically, peptides 15 residues in length are synthesized using an ABI 431 A peptide 
synthesizer (Applied Biosystems) using fmoc-chemistry and coupled to KLH (Sigma) by reaction with 
N-maleimidobenzoyl-N-hydroxysucciiiimide ester (MBS) to increase immunogenicity. (See, e.g., 
Ausubel, supra .) Rabbits are immunized with the peptide-KLH complex in complete Freund's 
adjuvant. Resulting antisera are tested for antipeptide activity by, for example, binding the peptide to 
plastic, blocking with 1% BSA, reacting with rabbit antisera, washing, and reacting with radio- 
iodinated goat anti-rabbit IgG. Antisera with antipeptide activity are tested for anti-SPTM activity 
using protocols well known in the art, including EUSA, RIA, and immunoblotting. 

XVII. Purification of Naturally Occurring SPTM Using Specific Antibodies 
Naturally occurring or recombinant SPTM is substantially purified by immunoaffinity 

chromatography using antibodies specific for SPTM. An immunoaffinity column is constructed by 
covalently coupling anti-SPTM antibody to an activated chromatographic resin, such as 
CNBr-activated SEPHAROSE (Amersham Pharmacia Biotech). After the coupling, the resin is 
blocked and washed according to the manufacturer's instructions. 

Media containing SPTM are passed over the immunoaffinity column, and the column is 



64 



WO 02/083876 PCTAJS02/09921 
washed under conditions that allow the preferential absorbance of SPTM (e.g., high ionic strength 

buffers in the presence of detergent). The column is ehited under conditions that disrupt 

antibody/SPTM binding (e.g., a buffer of pH 2 to pH 3, or a high concentration of a chaotrope, such as 

urea or thiocyanate ion), and SPTM is collected. 

5 

XVIII. Identification of Molecules Which Interact with SPTM 

SPTM, or biologically active fragments thereof, are labeled with 125 I Bolton-Hunter reagent. 
(See, e.g., Bolton, A.E. and W.M. Hunter (1973) Biochem. J. 133:529-539.) Candidate molecules 
previously arrayed in the wells of a multi-well plate are incubated with the labeled SPTM, washed, 
10 and any wells with labeled SPTM complex are assayed. Data obtained using different concentrations 
of SPTM are used to calculate values for the number, affinity, and association of SPTM with the 
candidate molecules. 

Alternatively, molecules interacting with SPTM are analyzed using the yeast two-hybrid 
system as described in Fields, S. and O. Song (1989) Nature 340:245-246, or using commercially 
15 available kits based on the two-hybrid system, such as the MATCHMAKER system (CLONTECH). 

SPTM may also be used in the PATHCALL1NG process (CuraGen Corp., New Haven CT) 
which employs the yeast two-hybrid system in a high-throughput manner to determine all interactions 
between the proteins encoded by two large libraries of genes (Nandabalan, K. et aL (2000) U.S. 
Patent No. 6,057,101). 

20 

All publications and patents mentioned in the above specification are herein incorporated by 
reference. Various modifications and variations of the described method and system of the invention 
will be apparent to those skilled in the art without departing from the scope and spirit of the invention. 
Although the invention has been described in connection with specific embodiments, it should be 
25 understood that the invention as claimed should not be unduly limited to such specific embodiments. 
Indeed, various modifications of the above-described modes for carrying out the invention which are 
obvious to those skilled in the field of molecular biology or related fields are intended to be within the 
scope of the following claims. 
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TABLE 1 



SEQ ID NO: 


Template ID 


SEQ ID NO: 


ORF ID 


1 


LG: 104 1 015.22:2001MAR30 


568 


LG:1041015.22.orfl:2001MAR30 


2 


LG:106877.10:2001MAR30 


569 


LG:106877.10.orf3:2001MAR30 


3 


LG:1138554.16:2001MAR30 


570 


LG:1 138554. 16.orf2:2001MAR30 


4 


LG: 1 383277.7:2001MAR30 


571 


LG:1383277.7.orf3:2001MAR30 


5 


LG:1 397614. 15:2001MAR30 


572 


LG:1397614.15.orfl:2001MAR30 


6 


LG: 1 3993 1 5.S:2001MAR30 


. 573 


LG : 1 3993 1 5 .8.orf 1 :200 1 MAR30 


7 


LG: 1 98782. 1 :2001 MAR30 


574 


LG: 1 98782. 1 .orf2a:2001 MAR30 


7 


LG: 198782. 1 :2001MAR30 


575 


LG : 1 98782. 1 .orf2b:2001 MAR30 


7 


LG:198782.1:2001MAR30 


576 


LG: 1 98782. 1 .orf3 :2001 MAR30 


8 


LG:236046.1:2001MAR30 


577 


LG:236046. 1 .orf2:2001MAR30 


9 


LG:332 1 22. 6:2001 MAR30 


578 


LG:332122.6.orf3:2001MAR30 


10 


LG:345320. 16:2001MAR30 


579 


LG:345320.16.orfl:2001MAR30 


11 


LG:350827.10:2001MAR30 


580 


LG:350827.10.orf3:2001MAR30 


12 


LG:399901 .5:2001MAR30 


581 


LG:399901.5.orf3:2001MAR30 


13 


LG:404563. 1 :2001MAR30 


582 


LG:404563.1.orf2:2001MAR30 


14 


LG:977812.15:2001MAR30 


583 


LG:977812.15.orf2:2001MAR30 


15 


LG:9838 10. 1:2001 MAR30 


584 


LG:9838 10.1. orf L2001MAR30 


16 


LG:984488.1:2001MAR30 


585 


LG:984488. 1 .orf 1 :2001MAR30 


17 


LG:011606.1:2001MAR30 


586 


LG:01 1 606. 1 .orf 1 :2001 MAR30 


18 


LG:025465.5:2001MAR30 


587 


LG:025465.5.orf 1 :2001MAR30 


19 


LG:025724.10:2001MAR30 


588 


LG:025724.10.orf3:2001MAR30 


20 


LG: 1095426. 1 :2001 MAR30 


589 


LG: 1 095426. 1 .orf3:2001MAR30 


21 


LG: 1 1 324 1 8. 1 :2001MAR30 


590 


LG: 1 1 324 1 8 . 1 .orf2:2001 M AR30 


22 


LG : 1 377900. 1 4 : 200 1 MAR30 


591 


LG:1377900.14.orf3:2001MAR30 


23 


LG:1383812.1:2001MAR30 


592 


LG: 1 3838 1 2. 1 .orf2:2001MAR30 


24 


LG:1468687.1:2001MAR30 


593 • 


LG: 1468687. 1 .orf3:2001MAR30 


25 


LG:1505513.1:2001MAR30 


594 


LG: 15055 13. l.orfl :2001MAR30 


26 


LG: 1 78823.9:2001 MAR30 


595 


LG:178823.9.orf2:2001MAR30 


27 


LG:198342.3:2001MAR30 


596 


LG : 1 98342.3 .orf3 :2001 MAR30 


28 


LG:210672. 1 :2001MAR30 


597 


LG:210672. 1 .orf 1 :2001MAR30 


29 


LG:212823.8:2001MAR30 


598 


LG:212823.8.orfl:2001MAR30 


30 


LG:220495.9:2001MAR30 


599 


LG:220495.9.orf2:2001MAR30 


31 


LG:238262.1:2001MAR30 


600 


LG:238262. 1 .orO:200lMAR30 


32 


LG:2394 1 0.21 :2001MAR30 


601 


LG:2394 1 0.2 1 .orf2:2001M AR30 


33 


LG:245854.7:2001MAR30 


602 


LG:245854.7.orf3:2001MAR30 


34 


LG:294697.1:2001MAR30 


603 


LG:294697.1.orf3:2001MAR30 


35 


LG:345884.1:2001MAR30 


604 


LG:345884. 1 .orfl :2001MAR30 


36 


LG:400095.15:2001MAR30 


605 


LG:400095.15.orfl:2001MAR30 


37 


LG:402180.1:2001MAR30 


606 


LG:4021 80. 1 .orf3:2001MAR30 


38 


LG:403401 . 1 :2001MAR30 


607 


LG:403401 . 1 .orf3:2001MAR30 


39 


LG:41 1327.29:2001MAR30 


608 


LG:4 1 1 327.29.orf 1 :2001MAR30 


40 


LG:4 17464. 1 0:200 1 MAR30 


• 609 


LG:4 1 7464. 1 0.orf2:2001MAR30 


41 


LG:481997.1 :2001MAR30 


610 


LG:48 1 997. 1 .orfl :2001 MAR30 


42 


LG:979304.7:2001MAR30 


611 ... 


LG:979304.7.orf3:2001MAR30 


43 


LG:997964.1:2001MAR30 


612 


LG:997964. 1 .orf3:2001MAR3O 


44 


LG:998845. 1 :2001 MAR30 


613 


LG:998845.1.orf2:2001MAR30 


45 


LG:000014.1:2001MAR30 


614 


LG:000014.1.orfl:2001MAR30 


46 


LG:000290.9:2001MAR30 


615 


LG:000290.9.orf I :2001MAR30 


47 


LG:001923.1:2001MAR30 


616 


LG:00 1 923. 1 .orf3a:2001 MAR30 


47 


LG:001923.1:2001MAR30 


617 


LG:00 1 923. 1 ,orOb:2001MAR30 


48 


LG:008606.2 1 :200 1 MAR30 


618 


LG:008606.21 .orO:2001MAR30 


49 


LG:009699.32:2001MAR30 


619 


LG:009699.32.orf3:2001MAR30 


50 


LG:0 1 6723.6:2001 MAR30 


620 


LG:01 6723.6.orfl :2001MAR30 


51 


LG:017126.5:2001MAR30 


621 


LG:0I7l26.5.orf2:200IMAR30 . 
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SEQ ID NO: 


Template ID 


SEQ ID NO: 


ORF ID 


52 


LG:019362.10:2001MAR30 


622 


LG:019362.10.orfl:2001MAR30 


53 


LG:O22183.1:20OlMAR30 


623 


LG :022 183.1 .orf2:200 1 MAR30 


54 


LG:028493.1:2001MAR30 


624 


LG:028493. 1 .orf3 :2001 M AR30 


55 


LG:034197.1:2001MAR30 


625 


LG:034197.1.orf2:2001MAR30 


56 


LG:054096.31:2001MAR30 


626 


LG:054096.3 1 .orf 1 :2001MAR30 


57 


LG:054807.3:2001MAR30 


627 


LG:054807.3.orf2:2001MAR30 


58 


LG:065873.12:2001MAR30 


628 


LG:065873.12.orf2:2001MAR30 


59 


LG:083814.6:2001MAR30 


629 


LG:083814.6.orfl:2001MAR30 


59 


LG:083814.6:2001MAR30 


630 


LG:083814.6.orf2:2001MAR30 


60 


LG:093477. 1 :2001MAR30 


631 


LG:093477.Lorf3:2001MAR30 


61 


LG:099572.12:2001MAR30 


632 


LG:099572. 1 2.orf 1 :200 1MAR30 


62 


LG: 1 00396.3 1:2001 MAR30 


633 


LG: 100396.3 1 .orf3:2001MAR30 


63 


LG: 1026903 .5:2001 MAR30 


634 


LG:1026903.5.orf2:2001MAR30 


63 


LG:1026903.5:2001MAR30 


635 


LG: 1026903 .5.orf3:2001MAR30 


64 


LG:1060168.6:2001MAR30 


636 


LG:1060168.6.orfl:2001MAR30 


65 


LG: 1 086906.4 1 :2001 M AR30 


637 


LG: 1086906.41 .orf 1 :2001MAR30 


66 


LG: 1 089326. 1 8 :2001 M AR30 


638 


LG: 1089326. 1 8.orf2:2001MAR30 


67 


LG: 1090862.32:200 1 MAR30 


639 


LG:1090862.32.orf3:2001MAR30 


68 


LG:1091941.41:2001MAR30 


640 


LG : 1 09 1 94 1 .4 1 .orf3 :2001 MAR30 


69 


LG:1093386.8:2001MAR30 


641 


LG:1093386.8.orf2:2001MAR30 


70 


LG:1094187.33:2001MAR30 


642 


LG:1094187.33.orf3:2001MAR30 


71 


LG: 1 098692. 1 8 :200 1 MAR30 


643 


LG : 1 098692. 1 8 .orf2:200 1 MAR30 


72 


LG: 11731 04.22:200 1 MAR30 


644 


LG:1 173104.22.orf3:2001MAR30 


73 


LG:1215335.7:2001MAR30 


645 


LG:1215335.7.orfl:2001MAR30 


74 


LG:1256753.1:2001MAR30 


646 


LG: 1256753. 1 .orf2:2001MAR30 


75 


LG: 1326702. 10:200 1 MAR30 


647 


LG:1326702.10.orf2:2001MAR30 


76 


LG:1327239.15:2001MAR30 


648 


LG: 1327239. 15.orf2:2001 MAR30 


77 


LG:1327867.15:2001MAR30 


649 


LG:1327867.15.orf2:2001MAR30 


78 


LG: 1 383232. 1 :200 1 MAR30 


650 


LG: 1383232. 1 .orf 1 :2001MAR30 


79 


LG:1383368.40:2001MAR30 


651 


LG:1383368.40.orf2:2001MAR30 


80 


LG: 1 384477. 1 :200 1 MAR30 


652 


LG:1384477.1.orf2:2001MAR30 


81 


LG:1 390822. 1:200 1MAR30 


653 


LG: 1390822. 1 .orf 1 :2001MAR30 


82 


LG:1398274.13:2001MAR30 


654 


LG: 1 398274. 1 3 .orf3:2001MAR30 


83 


LG: 1 398646. 1:2001 MAR30 


655 


LG: 1398646. 1 .orf2:2001MAR30 


84 


LG: 1 398905 .1:2001 MAR30 


656 


LG: 1 398905. 1 .orf 1 :2001M AR30 


84 


LG: 1 398905. 1 :200 1 MAR30 


657 


LG: 1398905 . 1 .orf2:2001MAR30 


85 


LG:1399785.1:2001MAR30 


658 


LG: 1399785. 1 .orf 1 :2001MAR30 


86 


LG:1446193.10:2001MAR30 


659 


LG: 1446193. 10.orfl:2001MAR30 


87 


LG: 14462 1 0.8:200 1 MAR30 


660 


LG:1446210.8.orfl:2001MAR30 


88 


LG: 1450054.6:200 1 MAR30 


661 


LG:1450054.6.orf2:2001MAR30 


89 


LG: 1 4525 1 6.4:200 1 MAR30 


662 


LG:1452516.4.orf3:2001MAR30 


90 


LG:1455293.7:2001MAR30 


663 


LG:1455293.7.orf2:2001MAR30 


91 


LG:1498113.1:2001MAR30 


664 


LG:1498113.1.orfl:2001MAR30 


92 


LG: 1 500042. 1 :200 1 MAR30 


665 


LG:1500042.1.orfl:2001MAR30 


93 


LG: 1 500434.4:200 1 MAR30 


666 


LG:1500434.4.orf3:2001MAR30 


94 


LG:1501102.4:2001MAR30 


667 


LG:1501102.4.orf3:2001MAR30 


95 


LG: 1 50 1768.2:200 1 MAR30 


668 


LG: 1 50 1 768.2.orf 1 :2001 MAR30 


96 


LG:1502155.6:2001MAR30 


669 


LG: 1 502 1 55 .6.orf 1 :200 1 MAR30 


97 


LG: 1 5 1 2304.2:200 1MAR30 


670 


LG:1512304.2.orf3:2001MAR30 


98 


LG: 1 5 1293 1 . 1 1 :200 1 MAR30 


671 


LG: 1 5 1 293 1 . 1 1 .orf3 :200 1 MAR30 


99 


LG: 155076. 1 8:200 1 MAR30 


672 


LG:155076.18.orf3:2001MAR30 


100 


LG:1591 1 1.41 :2001MAR30 


673 


LG:1591 1 1.41 .orf3:2001MAR30 


101 


LG: 1 70604. 1 :2001 MAR30 


674 


LG: 170604. 1 .orf3:2001MAR30 


102 


LG: 190477.4:2001 MAR30 


675 


LG:190477.4.orf3:2001MAR30 
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SEQ ID NO: 


Template ID 


SEQ ID NO: 


ORFID 


103 


LG:198087.8:2001MAR30 


676 


LG:198087.8.orf2:2001MAR30 


104 


LG:198743.2:2001MAR30 


677 


LG:198743.2.orf3:2001MAR30 


105 


LG: 1 99 1 94. 1 :2001 MAR30 


678 


LG: 1 99 1 94. 1 .orf2:2001MAR30 


106 


LG:200727.6:2001MAR30 


679 


LG:200727.6.orf2:2001MAR30 


107 


LG:201572.20:2001MAR30 


680 


LG :201 572.20.orf 1 :200 1M AR30 


108 


LG:201669.25:2001MAR30 


681 


LG:20l669.25.orf3:2001MAR30 


109 


LG:208588.4:2001MAR30 


682 


LG:208588.4.orf 1 :2001MAR30 


110 


LG:210412.29:2001MAR30 


683 


LG:210412.29.orfl:2001MAR30 


111 


LG:215051.15:2001MAR30' 


684 


LG:215051.15.orfl:2001MAR30 


112 


LG:215475.21:2001MAR30 


685 


LG:215475.21.orfl:2001MAR30 


113 


LG:224523.1:2001MAR30 


686 


LG:224523.1.orfl:2001MAR30 


114 


LG:228 1 86. 1 :2001 MAR30 


687 


LG:228 186.1 .orf2:2001 MAR30 


115 


LG:233138.2:2001MAR30 


688 


LG:233138.2.orf2:2001MAR30 


116 


LG:234811.10:2001MAR30 


689 


LG:23481 1.10.orf2:2001MAR30 


117 


LG:236092.1:2001MAR30 


690 


LG:236092.1.orf2:2001MAR30 


118 


LG:236098. 12:2001MAR30 


691 


LG:236098.12.orfl:2001MAR30 


119 


LG:236697.15:2001MAR30 


692 


LG:236697.15.orfl:2001MAR30 


120 


LG:237503.21 :2001MAR30 


693 


LG:237503.21 .orf3:2001MAR30 


121 


LG:238023.7:2001MAR30 


694 


LG:238023.7.orf2:2001MAR30 


122 


LG:238209.1:2001MAR30 


695 


LG:238209. 1 .orf2:2001MAR30 


123 


LG:238456.10:2001MAR30 


696 


LG:238456.10.orf3:2001MAR30 


124 


LG:239245. 1 :2001MAR30 


697 


LG:239245. 1 .orf3:2001MAR30 


125 


LG:239579.8:2001MAR30 


698 


LG:239579.8.orf3:2001MAR30 


126 


LG:23960 1 .22:2001 MAR30 


' 699 


LG:23960 1 .22.orf 1 :2001 MAR30 


126 


LG:239601.22:2001MAR30 


700 


LG:239601 .22.orf3:2001MAR30 


127' 


■ LG:240121.1:2001MAR30 


701 


LG:240121.1.orf3:2001MAR30 


128 


LG:241 1 10.2:2001MAR30 


702 


LG:241 1 10.2.orf3:2001MAR30 


129 


LG:244948.4:2001MAR30 


* 703 


LG:244948.4.orf3:2001MAR30 


130 


LG:245378.6:2001MAR30 


704 


LG:245378.6.orf3:2001MAR30 


131 


LG:248203.9:2001MAR30 


705 


LG:248203.9.orf 1 :2001MAR30 


132 


LG:249247. 1 :2001MAR30 


706 


LG:249247. 1 .orf3:2001 MAR30 


133 


LG:267 153. 1 6:2001MAR30 


707 


LG:267153.16.orf2:2001MAR30 


134 


LG:291759.5:2001MAR30 


708 


LG:291759.5.orf2:2001MAR30 


135 


LG:298102.1:2001MAR30 


709 


LG:298102.1.orfl:200IMAR30 


136 


LG:30889 1 . 1 :2001MAR30 


710 


LG:30889 1 . 1 .orf2:2001M AR30 


137 


LG:312668.4:2001MAR30 


711 


LG:312668.4.orfl:2001MAR30 


138 


LG:331642.6:200IMAR30 


712 


LG:331642.6.orf2:2001MAR30 


139 


LG:331851.12:2001MAR30 


713 


LG:331851.12.orf3:2001MAR30 


140 


LG:332414.5:2001MAR30 


714 


LG:332414.5.orf2:2001MAR30 


141 


LG:332730. 1 2:2001MAR30 


735 


LG:332730.12.orf2:2001MAR30 


142 


LG:333062.22:2001MAR30 


716 


LG:333062.22.orf2:2001MAR30 


143 


LG:335705.2:2001MAR30 


717 


LG:335705.2.orf2:2001MAR30 


144 


LG:337930. 1 6:2001MAR30 


718 


LG:337930. 1 6.orf2:2001MAR30 


145 


LG:34648 1.15 :200 1M AR30 


719 


LG:34648 1. 15.orf 1 :2001MAR30 


146 


LG:349164.1:2001MAR30 


720 


LG:349 1 64. 1 .orf3 :2001 M AR30 


147 


LG:350957.5:2001MAR30 


721 


LG:350957.5.orfl :2001MAR30 


148 


LG:383512.8:2001MAR30 


722 


LG:3835 1 2.8.orfl :2001MAR30 


149 


LG:401163.10:2001MAR30 


723 


LG:401 163.10.orfl:2001MAR30 


150 


LG:402133.1:2001MAR30 


724 


LG :402 1 33. 1 .orfl :2001 M AR30 


151 


LG:405820.1:2001MAR30 


725 


LG:405820.1 .orf2:2001MAR30 


152 


LG:405846.1:2001MAR30 


726 


LG:405846. 1 .orf3:2001MAR30 


153 


LG:407401.2:2001MAR30 


727 


LG:40740I.2.orf2:2001MAR30 


154 


LG:408448.10:2001MAR30 


728 


LG:408448. 10.orD:2001MAR30 


155 


LG:408854.13:2001MAR30 


729 


LG:408854.13.orf2:2001MAR30 
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156 


LG:41 1 150.14:2001MAR30 


730 


LG:41 1 150.14.orf2:2001MAR30 


157 


LG:411466.1:2001MAR30 


731 


1X3:41 1466.1 .orf2:2001MAR30 


158 


LG:413969.68:2001MAR30 


732 


LG:413969.68.orfI:2001MAR30 


159 


LG:419641.35:2001MAR30 


733 


LG:4 1 964 1 .35 .orf 1 :200 1 MAR30 


160 


LG:428206/7:2001MAR30 


734 


LG:428206.7.orf2:2001MAR30 


161 


LG:430059.1:2001MAR30 


735 


1X3:430059. 1 .orf3:2001MAR30 


162 


LG:448040.3:2001MAR30 


736 


LG:448040.3.orf2:2001MAR30 


163 


LG:451274.1:2001MAR30 


737 


1X3:451274.1 .orf3:2001MAR30 


164 


LG:456 1 1 0. 1 :2001MAR30 


738 


1X3:4561 10.1 .orf 1:200 1MAR30 


165 


LG:456954.1 :2001MAR30 


739 


LG :456954 . 1 .orf3 :2001 M AR30 


166 


LG:474942. 12:2001MAR30 


740 


LG:474942. 1 2.orf3:2001MAR30 


167 


LG:475119.14:2001MAR30 


741 


1X3:4751 19.14.orfl:2001MAR30 


168 


LG:479908.77:2001MAR30 


742 


LG:479908.77.orf3:2001MAR30 


169 


LG:480127.47:2001MAR30 


743 


LG:480127.47.orf3:2001MAR30 


170 


LG:481154.12:2001MAR30 


744 


LG:48 1 1 54. 1 2.orf 1 :2001 MAR30 


171 


LG:481414.6:2001MAR30 


745 


LG:481414.6.orf2:2001MAR30 


172 


LG:481941 .1 :2001MAR30 


746 


LG:48 1 94 1. 1 .orf3:2001M AR30 


173 


LG:887216.4:2001MAR30 


747 


LG:887216.4.orf3:2001MAR30 


174 


LG:899402.3:2001MAR30 


748 


LG:899402.3.orf 1 :2001MAR30 


175 


LG:899894.2:2001MAR30 


749 


LG:899894.2.orf3:2001MAR30 


176 


LG:977908.1 :2001MAR30 


750 


1X3:977908. 1 .orf3:2001MAR30 


177 


1X3:977929. 1:2001MAR30 


751 


LG:977929. 1 .orf 1 :2001MAR30 


178 


LG:978008. 14:2001MAR30 


752 


LG:978008.14.orf3:2001MAR30 


179 


LG:979054.18:2001MAR30 


• 753 


LG:979054. 1 S.orf 1 :2001M AR30 


180 


LG:979185.10:2001MAR30* 


754 


LG:979185.10.orfl:2001MAR30 


181 


LG:983654. 1 :2001MAR30 


755 


1X3:983654.1. orf2:2001MAR30 


182 


LG:985092.12:2001MAR30 


756 


LG:985092.12.orf3:2001MAR30 


183 


LG:987396.8:2001MAR30 


757 


LG:987396.8.orf2:2001MAR30 


184 


LG:987418.10:2001MAR30 


. 758 


LG:987418.10.orf2:2001MAR30 


184 


LG:987418.10:2001MAR30 


759 


LG:987418.10.orf3:2001MAR30 


185 


LG:997203.25:2001MAR30 


760 


LG:997203.25.orf3:2001MAR30 


186 


LG:997477.8:2001MAR30 


761 


LG:997477.8.orf3:2001MAR30 


187 


LG:998855.4:2001MAR30 


762 


LG:998855.4.orfl :2001MAR30 


188 


LG:999093.1:2001MAR30 


763 


LG:999093.1 .orf2:2001MAR30 


189 


LG:999183.1:2001MAR30 


764 


LG:999183.1 .orO:2001MAR30 


190 


LI:1032972.1:2001MAY17 


765 


0:1032972.1. orfl:2Q01MAY17 


191 


LI:170666.6:2001MAY17 


766 


LI:170666.6.orf2:2001MAY17 


192 


LI:1 97048. 10:2001MAY17 


767 


LI: 1 97048. 1 0.orO :2001 MAY 1 7 


193 


LI:228655.5:2001MAY17 


768 


LI:228655.5.orf3:2001MAY17 


194 


LI:229789.6:2001MAY17 


769 


LI:229789.6.orf3:2001MAY17 


195 


LI:231500.8:2001MAY17 


770 


LI:23 1 500.8 .orf 1 :2001 MAY 17 


196 


LI:253851.26:2G01MAY17 


771 


LI:253851.26.orf3:2001MAY17 


197 


LI:373302.1:2001MAY17 


772 


LI:373302. 1 .orf 1 :200 1 MAY 1 7 


198 


LI:405707.12:2001MAY17 


773 


LI:405707.12.orf2:2001MAY17 


199 


LI:411441.8:2001MAY17 


774 


LI:411441.8.orf3:2001MAY17 


200 


LI:758193.3:2001MAY17 


775 


LI:758193.3.orf2:2001MAY17 


201 


LI:1Q28562.3:2001MAY17 


776 


LI:1028562.3.orf2:2001MAY17 


202 


LI:104650.7:2001MAY17 


777 


LI:104650.7.orf3:2001MAY17 


203 


LI:10945574:2001MAY17 


778 


LI:1094557.4.orO:200lMAY17 


204 


LI:1143528.4:2001MAY17 


779 


LI: 1 143528 .4. orf2:2001 MAY17 


205 


LI:1172210.7:2001MAY17 


780 


LI:1172210.7.orf2:2001MAY17 


206 


LI:1 178659.14:2001MAY17 


781 


LI: 1 178659. 14.orfl:200lMAY17 


207 


LI:1983726.3:2001MAY17 


782 


LI:1983726.3.orf3:2001MAY17 


208 


L1:2051495.3:2001MAY17 


783 


LI:205l495.3.orf2:200lMAY17 
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209 


LI:2117629.1:2001MAY17 


784 


LI:21 17629.1. orf3:2001MAY17 


210 


LI:2118007.3:2001MAY17 


785 


LI:21 18007 .3.orD:2001MAY17 


211 


LI:2 11 8292.9:2001 MAY 17 


786 


LI:21 18292.9.orf 1 :2001MAY17 


212 


LI:2118733.7:2001MAY17 


787 


LI:2118733.7.orfl:2001MAY17 


213 


LI:212702.3:2001MAY17 


788 


LI:212702.3.orfl:2001MAY17 


214 


LL220787 1 . 1 0:2001M A Y 1 7 


789 


LI:2207871.10.orf2:2001MAY17 


215 


LI:2207876.5:2001MAY17 


790 


LI:2207876.5.orf 1 :2001MAY17 


215 


LI:2207876.5:2001MAY17 


791 


LI:2207876.5.orf2:2001MAY17 


216 


LI:2208743.1:2001MAY17 


792 


LI:2208743 . 1 .orf3 :200 1 MAY 1 7 


217 


LI:2208744 . 1 :2001M A Y 17 


793 


0:2208744.1. orf2:2001MAY17 


218 


LI:230905.3:2001MAY17 


794 


LI:230905.3.orf2:200 1 MAY 1 7 


219 


LI:235233.95:2001MAY17 


795 


LI:235233.95 .orf3 :200 1 MAY 1 7 


220 


• LI:235359.24:2001MAY17 


796 


LI:235359.24.orD :200 1 MAY 1 7 


221 


LI:238365.6:2001MAY17 


797 


LI:238365.6.orf2:2001MAY17 


222 


LI:260259.23:2001MAY17 


798 


LI:260259.23.orf2:200lMAYI7 


223 


LI:321069.2:2001MAY17 


799 


LI:321 069.2.orf 1 :200 1 MAY 1 7 


224 


LI:331499.8:2001MAY17 


800 


LI:331499.8.orfl:2001MAY17 


225 


LI:332176.8:2001MAY17 


801 


LI:332176.8.orf2:2001MAY17 


226 


LI:333952.7:2001MAY17 


802 


LI:333952.7.orf 1 :200 1 MAY 1 7 


227 


LI:338428.2:2001MAY17 


803 


LI:338428.2.orf3 :200 1 MAY 1 7 


228 


LI:343869.2:2001MAY17 


804 


LI:343 869.2.orf3:200 1 MA Y 1 7 


229 


L1:363532.1:2001MAY17 


805 


LI:363532. 1 .orf 1 :200 1 MAY 1 7 


230 


LI:398153.37:2001MAY17 


806 


LL398 15337.orf3:200 1 MAY 1 7 


231 


LI:416650.1:2001MAY17 : 


807 


. LI:416650.1.orf3:2001MAY17 


232 


LI:444767.32:2001MAY17 • 


. 808 


LI:444767.32.orf2:200lMAY17 


233 


LI:759073.1:2001MAY17 / - 


• : 809 > . ■ 


LI:759073. 1 .orf 1 :200 1 M A Y 1 7 


234 


LI:759902.4:2001MAY17 


.810 


. LI:759902.4.orf3 :200 1 MA Y 1 7 


235 


LI:762268.1:2001MAY17 ■ 


811 


LL762268. 1 .orf 1 :200 IMA Y 1 7 


236 


LI:813699.1:2001MAY17 


• 812 


LI:813699.1.orf3:2001MAY17 


237 


LI:024142.16:2001MAY17 


813 


LL024142. 16.orf2:2001 M AY 17 


238 


LI:1018424.4:2001MAY17 


814 


LI:1018424.4.orf2:2001MAY17 


239 


LI:1085250.6:2001MAY17 


815 


LI: 1085250.6.orf 1 :2001 MAY 1 7 


240 


LI:179233.63:2001MAY17 


816 


LI: 1 79233. 63.orf2:200 1 MAY 1 7 


241 


LI:2207125.3:2001MAY17 


817 


LI:2207125.3.orf3:2001MAY 1 7 


242 


LI:235153.44:2001MAY17 


818 


LI:235153.44.orfl:2001MAY17 


243 


LI:00710L10:2001MAY17 


819 


LI:007 101 . lO.orf 1 :2001 MA Y 1 7 


244 


LI:00854L2:2001MAY17 


820 


LI:008541.2.orf3:2001MAY17 


245 


LI:0O9658.13:2001MAY17 


821 


LI.-009658. 13.orf 1 :2001 MAY 1 7 


246 


LI:020012.14:2001MAY17 


822 


LI:020012.14.orf3:200lMAY17 


247 


LI:020691.1:2001MAY17 


823 


LL02069 1 . 1 .orf 1 :200 1 M A Y 1 7 


248 


LI:021188.12:2001MAY17 


824 


LI:021188.12.orf2:2001MAY17 


249 


LI:021324.4:2001MAY17 


825 


U:021324.4.orf3:2001MAY 1 7 


250 


L1:021834.15:2001MAY17 


826 


LL021 834. 15.orf 1 :2001 M A Y 1 7 


251 


LI:024841.1:2001MAY17 


827 


LL024841 . 1 .orf 1 :200 1 MAY 1 7 


252 


LI:025724.12:2001MAY17 


828 


LI:025724.12.orf2:200lMAY17 


253 


LJ:029328.2:2001MAY17 


829 


U:029328.2.orf2:2001 MAY 1 7 


254 


LI:03217L5:2001MAY17 


830 


LL03217 1 .5.orf2:2001 M AY 1 7 


255 


LI:035055.1:2001MAY17 


831 


LI:035055. 1 .orf2a:200 J MAY 1 7 


255 


LI:035055.1:2001MAY17 


832 


LL035055. 1 .orf2b:200 1 MAY 1 7 


256 


LI:036747.17:2001MAYI7 


833 


LI:036747. 17.orf2:200 1 MAY 1 7 


257 


LI:044301.2:2001MAY17 


834 


LL044301 .2.orf3:200 1 MAY 1 7 


258 


LI:061585.10:2001MAY17 


835 


LI:061585.10.ori3:2001MAY17 


259 


LI:066742.21:2001MAY17 


836 


U:066742.21 .orf2:2001MAY 17 


260 


LI:075492.206:2001MAY17 


837 


LI:075492.206.orf2:2001 MAY 1 7 
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261 


LI:090782.3:2001MAY17 


838 


LI:090782.3.orfl:2001MAY17 


262 


LI:1031308.1:2001MAY17 


839 


LI:1031308.1.orf2:2001MAY17 


263 


LI: 1054377. 1:2001 MAY 17 


840 


LI:1054377.1.orf2:2001MAY17 


264 


LI:1072074.10:2001MAY17 


841 


LI: 1 072074. 1 0.orf2:200 1M AY 1 7 


265 


LI:1072889.15:2001MAY17 


842 


LI:1072889.15.orf3:2001MAY17 


266 


LI: 1077480.1 :2001MAY17 


843 


LI:1077480.1.orf3:2001MAY17 


267 


LI:1079555.1:2001MAY17 


844 


LI:1079555.1.orf2:2001MAY17 


268 


LI:1084992.28:2001MAY17 


845 


LI:1084992.28.orf2:2001MAY17 


269 


LI:1085472.5:2001MAY17 


846 


LI: 1085472.5 .orfl :2001M AY 17 


270 


LI:1086800.7:2001MAY17 


847 


LI:1086800.7.orf2:2001MAY17 


271 


LI:1089871.9:2001MAY17 


848 


LI: 1089871. 9.orf2:2001MAY17 


272 


LI:110297.6:2001MAY17 


849 


LI:1 10297.6.orf2:2001MAY17 


273 


LI:1143463.8:2001MAY17 


850 


LI: 1 143463 .8 .orfl :2001MA Y 1 7 


274 


LI:1 144466.1 :2001MAY17 


851 


LI:1144466.1.orf2:2001MAY17 


275 


LI:1170624.2:2001MAY17 


852 


LI:1 170624.2.orf2:2001MAY17 


276 


LI:1171602.39:2001MAY17 


853 


LI:1171602.39.orf2:2001MAY17 


277 


LI:1182361.3:2001MAY17 


854 


LI:1182361.3.orfl:2001MAY17 


278 


LI:1188194.15:2001MAY17 


855 


LI:1188194.15.orfl:2001MAY17 


279 


LI: 11 89 1 95.7:2001MAY 17 


856 


LI:1189195.7.orf3:2001MAY17 


280 


LI:1190092.13:2001MAY17 


857 


LI: 1 190092.1 3.orf3:2001M AY 17 


281 


LI:1190318.4:2001MAY17 


858 


LI:1190318.4.orf2:2001MAY17 


282 


LI:144233.1:2001MAY17 


859 


LI:144233.1.orf3:2001MAY17 


283 


LI:154608.1:2001MAY17 


860 


LI:154608.1.orf2:2001MAY17 


284 


LI:17010L1:2001MAY17 


. 861 . 


LI:170101.1.orf2:2001MAY17 


285 


LI:180043.1:2001MAY17 


862 


LI: 1 80043. 1 .orfl :200 IMA Y 1 7 


286 


LI:193050.1:2001MAY17 


. 863 


LI: 193050. Lorf2:2001MAYl 7 


287 


LI:197477,31:2001MAY17 . 


864 \ . 


• U:197477.31.orfl:2001MAY17 


288 


LI:199639.12:2001MAY17 


865 


LI: 1 99639. 1 2.orf 1 :2001 M A YI 7 


' 289 


LI:200058.6:2001MAY17 


866 • : 


•. LI:200058.6.orf3:2001MAY17 


290 


LI:201374.23:2001MAY17 


867 


LI:201374.23.orf2:2001MAY17 


291 


LI:201824.1:2001MAY17 


868 


LI:201 824. 1 .orf2:2001 M AY 1 7 


292 


LI:201989.11:2001MAY17 


869 


LI:201989.1Lorf2:2001MAY17 


293 


LI:2035159.1:2001MAY17 


870 


LI:2035 1 59. 1 .orf3:2001 MAY 1 7 


294 


LI.2048 1 8. 10:2001MAY17 


871 


LL2048 1 8. lO.orf 1 :2001 MAY 17 


295 


LI:2048337.1:2001MAY17 


872 


LI:2048337.1.orf3:2001MAY17 


296 


LI:2049697.4:2001MAY17 


873 


LI:2049697.4.orf3:2001MAY17 


297 


LI:2050808.19:2001MAY17 


874 


LI:2050808. 19.orf2:200 1 MAY 1 7 


298 


LI:209773.25:2001MAY17 


875 


LI:209773.25.orf3:2001MAY17 


299 


LI:2117881.32:2001MAY17 


876 


LI:21 17881 .32.orf2:2001MAY 1 7 


300 


LI:2118140.9:2001MAY17 


877 


LI:2 1181 40.9.orf 1 :2001 MA Y 1 7 


301 


LI:21 18151. 15:2001MAY17 


878 


LI:2118151.15.orf2:2001MAY17 


302 


LI:2118324.9:2001MAY17 


879 


LI:2118324.9.orf2:2001MAY17 


303 


LI:2118368.12:2001MAY17 


880 


LI:2 1 1 8368. 1 2.orf2:2001 MAY 1 7 


304 


LI:2119448.5:2001MAY17 


881 


LI:2119448.5.orD:2001MAY17 


305 


LI:212023.7:2001MAY17 


882 


LI:212O23.7.orf2:2001MAY17 


306 


LI:2120556.1:2001MAY17 


883 


LI:2 1 20556. 1 .orf2:2001 M A Y ] 7 


307 


LI:2121577.3:2001MAY17 


884 


LI:2121577.3.orf3:2001MAY17 


308 


LI:2123395.11:2001MAY17 


885 


LI: 2 1 23395. 1 1 .orf3 : 200 1 MAY 1 7 


309 


LI:2123452.9:2001MAY17 


886 


LI:2123452.9.orf2:2001MAYI7 


310 


LI:2164109.1:2001MAY17 


887 


LI:2164109.Lorf3:2001MAY17 


311 


LI:2168320.1:2001MAY17 


888 


LL2168320. 1 .orfl :2001 MAY 17 


312 


LI:2173577.1:2001MAY17 


889 


LI:2 173577. 1 .orfl :200 1 MA Y 1 7 


313 


LI:2179256.J:2001MAY17 


890 


LI:2179256.1.orfl:200]MAY17 


314 


LI:2180388.1:2001MAY17 


891 


LI:2180388.1.orfl:2001MAY17 
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315 


LI:2199713.8:2001MAY17 


892 


LI : 2 1 997 1 3 .8 .orf 1 :200 1 MAY 1 7 


316 


LI:2200587.2:2001MAY17 


893 


LI :22005 87 .2 .orf 1 :200 1 M AY 1 7 


317 


LI:2200761.12:2001MAY17 


894 


LL22007 61.1 2.orf2:200 1 MA Y 1 7 


318 


LL2203624. 1 :2001MAY 17 


895 


LI:2203624.1.orf2:2001MAY17 


319 


LI:220495.9:2001MAY17 


896 


LI:220495 .9.orf2:200 1 MAY 1 7 


320 


LI:2205532.1:2001MAY17 


897 


LI:2205532.1.orf3:2001MAY17 


321 


0:2206277. 1 :2001 MAY 17 


898 


LL2206277. 1 .orf3 :200 1 MAY 1 7 


322 


LI:2207765.8:2001MAY17 


899 


LI :22077 65 .8 .orf3 :200 1 MAY 1 7 


323 


LI:2208404.4:2001MAY17 


900 


LI:2208404.4.orf2:2001MAY17 


324 


LI:2208715.3:2001MAY17 


901 


LL22087 15.3.orf 1 :2001MAY 17 


325 


LI:2208766.2:2001MAY17 


902 


LI:2208766.2.orf3:2001MAY17 


326 


LI:2209636.3:2001MAY17 


903 


LI:2209636.3.orfl:2001MAY17 


327 


LI:221864.68:2001MAY17 


904 


LI:221864.68.orfl:2001MAY17 


328 


LI:229267.1:2001MAY17 


905 


LI:229267.1.orf3:2001MAY17 


329 


LI:229648.2:2001MAY17 


906 


LI:229648.2.orfl:2001MAY17 


330 


LI:231016.1:2001MAY17 


907 


LI:23 1 0 1 6. 1 .orf3 :2001 M A Y 1 7 


331 


LI:231140.5:2001MAY17 


908 


LI:23 1 1 40.5 .orf 1 :2001M A Y 1 7 


332 


LI:231695.14:2001MAY17 


909 


LI:23 1 695. 1 4.orf3:2001 MAY 1 7 


333 


LI:232846.24:2001MAY17 


910 


LI:232846.24.orf3:200lMAYl7 


334 


LI:23341L11:2001MAY17 


911 


LI :2334 11.11 .orf3:2001 MAY 1 7 


335 


LI:233545.13:2001MAY17 


912 


LI:233545.13.orO:200lMAY17 


336 


LI:234671.101:2001MAY17 


913 


LI:23467 1.101 .orf3:200 1 MAY 1 7 


337 


LI:236098.14:2001MAY17 


914 


LI:236098.14.orf3:2001MAY17 


338 


LI:236196.15:2001MAY17 


915 


. ,LI:236196.15.orfl:2001MAY17 


339 


LI:237086.1:2001MAY17 


916 


LI:237086.1.orf2:2001MAY17 


340 


LI:2385S5.30:2001MAY17 


917 • 


LI:238585.30.orf2:200 1 MA Y 17 


341 


LI:238672.6:2001MAY17 


918 


,LI:238672.6.orf2:2001MAY17 


342 


LI:239579.9:2001MAY17 


919 


LI:239579.9.orf2:2001MAY17 


343 


LI:23972ai:2001MAY17 


920 


LI:239720,l.orf3:2001MAY17 


344 • 


LI:240037.6:2001MAY17 


921 


LI:240037.6.orf2:2001MAY17 


345 


LI:243900.7:2001MAY17 


922 


LI:243900.7.orf3:200lMAY17 


346 


LI:244378.1:2001MAY17 


923 


LI:244378.1.oif2:2001MAY17 


347 


LI:245500.3:2001MAY17 


924 


LI:245500.3.orfl:2001MAY17 


348 


LI:245982.24:2001MAY17 


925 


LI:245982.24.orf2:2001MAY17 


349 


LL246054. 1 :2001MA Y 17 


926 


LL246054. 1 .orf3:2001MA Y 1 7 


350 


LL25605 1.229:2001MAY17 


927 


LL25605 1 .229.orf3:2001MA Y 1 7 


351 


LI:260629.7:2001MAY17 


928 


LI:260629.7.orfl:2001MAY17 


352 


LI:272723.1:2001MAY17 


929 


LL272723.1 .orf3a:2001MAY17 


352 


LI:272723.1:2001MAY17 


930 


LL272723.1 .orf3b:2001MAY17 


353 


LI:272766.1:2001MAY17 


931 


LL272766. 1 ,orf2:2001MAY 1 7 


354 


LI:275726.1:2001MAY17 


932 


LI:275726.1.orf2:2001MAY17 


355 


LI:276815.1:2001MAY17 


933 


Ll:276815.Lorf2:2001MAY17 


356 


U:283562.5:2001MAY17 


934 


LI:283562.5.orf3:2001MAY17 


357 


LI:289066.15:2001MAY17 


935 


LI:289066.15.orf3:2001MAY17 


358 


LI:331040.17:2001MAY17 


936 


LI:33 1 040. 17. orf 1 :2001MA Yl 7 


359 


LI:332414.5:2001MAY17 


937 


LI:332414.5.orfl:2001MAY17 


360 


LI:332730.16:2001MAY17 


938 


LI:332730.16.orf2:2001MAY17 


361 


LI:333849.21:2001MAY17 


939 


LI:333849.21.orf3:2001MAY17 


362 


LI:337038.15:2001MAY17 


940 


LI.337038. 15.orf 1 :2001MA Y 17 


363 


LI:337606.6:2001MAY17 


941 


LI:337606.6.orf2:2001MAY17 


364 


LI:338032.10:2001MAY17 


942 


LI:338032.10.orf2:200JMAY!7 


365 


LI:339265.16:2001MAY17 


943 


LI:339265.l6.orf3:2001MAY17 


366 


LI:344646.4:2001MAY17 


944 


LI:344646.4.orf3:2001MAY17 


367 


LI:347393.7:2001MAY17 


945 


LI:347393.7.orf2:2001MAY17 , 
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368 


LI:348107.36:2001MAY17 


946 


0:348 1 07.36.orf3:200 1 MAY 1 7 


369 


LI:351120.6:2001MAY17 


947 


0:351 120.6.orf3:2001MAY17 


370 


LI:358762.41:2001MAY17 


948 


0:35 8762.4 1 .orf3 :200 1 MAY 1 7 


371 


LI:363003.48:2001MAY17 


949 


0:363003.48.orf2:2001MAY17 


372 


LI:370899.6:2001MAY17 


950 


LI:370899.6.orf 1 :200 1 MAY 1 7 


373 


LI:376470.1:2001MAY17 


951 


0:376470.1. orf2:2001MAY17 


374 


LL40096 1 . 1 8:2001MA Y 17 


952 


0:40096 1 . 1 8 .orf 1 :200 1 MAY i 7 


375 


LI:404482.20:2001MAY17 


953 


0:404482.20.orO:2001MAY17 


376 


L1:405985.1:2001MAY17 


954 


0:405985.Lorf2:2001MAY17 


377 


LI:406389.1:2001MAY17 


955 


0:406389. 1 .orf2:2001 MA Y 1 7 


378 


LI:406833.1:2001MAY17 


956 


0:406833.1. orf2:2001MAY17 


379 


LI:407921.3:2001MAY17 


957 


0:407921.3.orfI:2001MAY17 


380 


LI:409078.54:2001MAY17 


958 


0:409078.54.orf3:2001MAY17 


381 


L1:423601.6:2001MAY17 


959 


LI:423601.6.orf3:2001MAY17 


382 


O:425024.5:2001MAY17 


960 


0:425024.5.orfl:2001MAY17 


383 


LI:427909.29:2001MAY17 


961 


LI:427909.29.orf 1 :2001MAY17 


384 


LI:428198.20:2001MAY17 


962 


0:428198.20.orf3:2001MAY17 


385 


LI:429738.6:2001MAY17 


963 


0:429738.6.orf3:2001MAY17 


386 


LI:449437.1:2001MAY17 


964 


LI:449437. 1 .orf 1 :2001MAY 17 


387 


LI:459269.25:2001MAY17 


965 


0:459269.25.orfl:2001MAY17 


388 


0:464206.1 :2001MAY17 


966 


LI:464206.1.orf3:2001MAY17 


389 


LI:465821.2:2001MAY17 


967 


0:465821.2.orfl:200lMAY17 


390 


O:474414.28:2001MAY17 


968 


0:4744 1 4.28.orf 1 :2001M AY 17 


391 


LI:474435.14:2001MAY17 


969 


LI:474435.14.orf2:200lMAY17 


392 


LI:474458.1 1:2001MAY17 


970 


0:474458.1 l.orf3:2001MAY17 


393 


LL477 127 . 1 8:2001MAY 17 


971 


0:477127.18.orf3:2001MAY17 


394 


LI:480375.55:2001MAY17 


972 


0:480375.55.orf3:2001MAY17 


395 


LI:480467.24:2001MAY17 


973 


0:480467:24.orf2:2001MAY17 


396 


LI:480587.1:2001MAY17 


974 


0:480587.1.orf3:2001MAY17 


397 


LI:480798.13:2001MAY17 


975 


0:480798.13.orf2:2001MAY17 


398 


LI:481203.14:2001MAY17 


976 


0:48 1 203. 1 4.orf 1 :2001 M A Yl 7 


399 


L1:481237.11:2001MAY17 


977 


0:481237.1 l.orfl:2001MAY17 


400 


LI:481368.12:2001MAY17 


978 


0:481368.12.orf3:2001MAY17 


401 


0:482301. 8:2001MAY17 


979 


0:482301.8.orf3:2001MAY17 


402 


O:482482.29:2001MAY17 


980 


0:482482.29.orfl:2001MAY17 


403 


O:758877.26:2001MAY17 


981 


0:758877.26.orO:2001MAY17 


404 


O:791042.1:2001MAY17 


982 


0:791042.1.orf3:2001MAY17 


405 


O:808999.26:2001MAY17 


983 


0:808999.26.orB:2001MAY17 


406 


O:815715.10:2001MAY17 


984 


0:815715.10.orfl:2001MAY17 


407 


O:902980.16:2001MAY17 


985 


0:902980. 1 6.orf3:2001 MA Y 1 7 


408 


O:903196.25:2001MAY17 


986 


0:903196.25.orf2:2001MAY17 


409 


O:903914.10:2001MAY17 


987 


0 :9039 1 4. 1 0.orf2:2001 M AY 1 7 


410 


LG:006764.2:2001JUN22 


'988 


LG:006764.2.orf2:2001 JUN22 


411 


LG:014704.8:2001JUN22 


989 


LG:014704.8.orf3:2001JUN22 


412 


LG: 1447607 .7:2001 JUN22 


990 


LG: 1 447607 ,7.orf 1 :2001JUN22 


413 


LG: 1455032.3:2001 JUN22 


991 


LG:1455032.3.orf2:2001JUN22 


414 


LG: 1 50 1 898. 1 8:2001 JUN22 


992 


LG : 1 50 1 898. 1 8.orf 1 :2001JUN22 


415 


LG:15O2692.5:2001JUN22 


993 


LG: 1502692.5. orf2:2001JUN22 


416 


LG:208949.8:2001JUN22 


994 


LG:208949.8.orf2:2001JUN22 


417 


LG:240501.10:2001JUN22 


995 


LG:240501.10.orf3:2001JUN22 


418 


LG:329228.27:2001JUN22 


996 


LG:329228.27.orf2:2001JUN22 


419 


LG:337056.1 1:2001 JUN22 


997 


LG:337056.1 l.orf2:2001 JUN22 


420 


LG:346663.9:2001JUN22 


998 


LG:346663.9.orf3:2001 JUN22 


421 


LG:7685586.2:2001JUN22 


999 


LG:7685586.2.orf3:2001JUN22 
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422 


LG:407730. 1 3:2001 JUN22 


1000 


LG:407730. 1 3.orf 1 :200 1JUN22 


423 


LG:025465.5:2001JUN22 


1001 


LG:025465.5.orf3:2001JUN22 


424 


LG:054509. 14:2001 JUN22 


1002 


LG:054509.14.orf3:2001JUN22 


425 


LG: 1067876.1:2001 JUN22 


1003 


LG: 1067876. 1 .orfl :200 1 JUN22 


426 


LG:1327699.55:2001JUN22 


1004 


LG: 1 327699.55 .orf3 :200 1 JUN22 


427 


LG: 1482904.1 0:2001 JUN22 


1005 


LG: 1482904. 10.orf3 :200 1 JUN22 


428 


LG:2223 17.4:2001 JUN22 


1006 


LG:2223 17.4.oif2:2001 JUN22 


429 


LG:332701.3:2001JUN22 


1007 


LG:332701 .3.orf 1 :2001 JUN22 


430 


LG:369881. 5:2001 JUN22 


1008 


LG:369881.5.orfl:2001JUN22 


431 


LG:404381. 2:2001 JUN22 


1009 


. LG:40438 1 .2.orf2:2001 JUN22 


432 


LG:405709.2:2003JUN22 


1010 


LG:405709.2.orf2:2001JUN22 


433 


LG:406664.17:2001JUN22 


1011 


LG:406664.17.orf3:2001JUN22 


434 


LG:7670681.1:2001JUN22 


1012 


LG:767068 1 . 1 .orfl :200 1 JUN22 


435 


LG:7687404.1 :2001JUN22 


1013 


LG:7687404. 1 .orf2:2001 JUN22 


436 


LG:7690030.24:2001JUN22 


1014 


LG:7690030.24.orf3:2001JUN22 


437 


LG:7690229.3:2001JUN22 


1015 


LG:7690229.3.orf 1 :2001 JUN22 


438 


LG:7690533.16:2001JUN22 


1016 


LG:7690533. 1 6.orf3 :2001 JUN22 


439 


LG :7 691 13 1.2:200 1JUN22 


1017 


LG:7691 131.2.orf3:200lJUN22 


; 440 


LG:7692559.6:2001JUN22 


1018 


LG:7692559.6.orf3:2001JUN22 


441 


LG:7684866. 10:2001 JUN22 


1019 


LG:7684866. 1 0.orf2:200 1JUN22 


442 


LG:002 1 06.5:2001 JUN22 


1020 


LG:002 1 06.5.orf 1 :2001 JUN22 


443 


LG:004064.1 :2001 JUN22 


1021 


LG:004064. 1 .orf2:2001 JUN22 


444 


LG:00791 6.8:2001 JUN22 


1022 


LG:007916.8.orf2:2001JUN22 


^445 


LG:0147 19. 14:2001 JUN22 


1023 


LG:014719.14.orf3:2001JUN22 


■ -446 


LG:021763.31:2001JUN22 


1024 


LG :02 1 763.3 1 .orf3: 200 1 JUN22 


447 


LG:025397. 1 :2001 JUN22 


1 ' 1025 


■' LG:025397.1.orf3:2001JUN22 


448 


LG:029880.20:2001JUN22 


1026 


LG:029880.20.orf2:2001JUN22 


449 


LG:040422.37:2001JUN22 


1027 


LG:040422.37.orf 1 :200 1 JUN22 


450 


LG:065935.11:2001JUN22 


1028 


LG:065935.1 Lorf2:2001JUN22 


451 


LG:074381.1:2001JUN22 


1029 


LG:07438 1 . 1 ,orf2:2001 JUN22 


452 


LG:08381 4.6:2001 JUN22 


1030 


LG:083814.6.orf3:2001JUN22 


453 


LG:090985.1:2001JUN22 


1031 


LG:090985.1.orf2:2001JUN22 


454 


LG:093750.2:2001JUN22 


1032 


LG;093750.2.orD:2001JUN22 


455 


LG: 1 01 3708 .26:2001 JUN22 


1033 


LG: 101 3708.26.orfl :2001 JUN22 


456 


LG: 1022283.8:2001 JUN22 


1034 


LG:1022283.8.orfI:2001JUN22 


457 


LG:1 034386. 1:2001 JUN22 


1035 


LG: 1034386. l.orf3:2001JUN22 


458 


LG:1045617.36:2001JUN22 


1036 


LG:1045617.36.orfl:2001JUN22 


459 


LG:1063303.1:2001JUN22 


1037 


LG: 1 063303 . 1 .orfl :2001 JUN22 


460 


LG: 1094200. 1 :2001 JUN22 


1038 


LG: 1094200. 1 .orfl :2001 JUN22 


461 


LG: 1099249. 19:2001 JUN22 


1039 


LG:1099249.19.orf3:2001JUN22 


462 


LG:110667.1:2001JUN22 


1040 


LG:1 10667.1.orfl:2001JUN22 


463 


LG:1 132386.20:2001 JUN22 


1041 


LG:1 132386.20.orf2:2001 JUN22 


464 


LG:1 16035.2:2003 JUN22 


1042 


LG:1 16015.2.orfl:2001JUN22 


465 


LG:1 173104. 15:2001JUN22 


1043 


LG:1173104.15.orf3:2001JUN22 


466 


LG: 3 285 1 09. 14:2001 JUN22 


1044 


LG: 1285 109. 14.orf3:2001JUN22 


467 


LG:1 31 477.1 1:2001 JUN22 


1045 


LG:131477.1 l.orB:2001JUN22 


468 


LG:1333618.1:2001JUN22 


1046 


LG : 1 3336 18.1 .orf2:200 1 JUN22 


469 


LG: 1347760. 1 6:2001 JUN22 


1047 


LG: 1 347760. 16.orf 1 :2001 JUN22 


470 


LG: 1 383039.369:2001 JUN22 


1048 


LG:1383039.369.orf3:2001JUN22 


471 


LG:1383313.3:2003JUN22 


1049 


LG:1383313.3.orf3:2001JUN22 


472 


LG:1384075.8:2001JUN22 


1050 


LG:1384075.8.orf2:2001JUN22 


473 


LG: 13841 55. 1:2001 JUN22 


1051 


LG: 1 384 1 55 . 1 .orfl :2001JUN22 


474 


LG: 1 385280. 12:2001 JUN22 


1052 


, LG: 1 385280. 1 2.orf3:2001 JUN22 


475 


LG:1390535.25:2001JUN22 


1053 


LG: 1390535.25. orf3:2001JUN22 
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476 


LG: 1 397047. 1 :2001 JUN22 


1054 


LG: 1 397047. 1 .orf3:200l JUN22 


477 


LG:1398646.15:2001JUN22 


1055 


LG.i 398646. 15.orf2:2001JUN22 


478 


LG:1446193.10:2001JUN22 


1056 


LG: 1 446 1 93. lO.orf 1 :2001 JUN22 


479 


LG: 1446405. 14:2001 JUN22 


1057 


LG: 1446405 . 1 4.orf2:2001 JUN22 


480 


LG: 1448148. 1:2001 JUN22 


1058 


LG: 1448 148. 1 .orf 1 :2001 JUN22 


481 


LG: 1452619.13:2001 JUN22 


1059 


LG:1452619.13.orfl:2001JUN22 


482 


LG: 1452783.22:2001JUN22 


1060 


LG:1452783.22.orD:2001JUN22 


483 


LG: 14534 17.5:2001 JUN22 


1061 


LG:1453417.5.orf3:2001JUN22 


484 


LG: 1455222.23:2001 JUN22 


1062 


LG:1455222.23.orfl:2001JUN22 


485 


LG: 149 121.8:2001 JUN22 


1063 


LG:149121.8.orfl:2001JUN22 


486 


LG:1500175.18:2001JUN22 


1064 


LG:1500175.18.orf3:2001JUN22 


487 


LG:1500434.6:2001JUN22 


1065 


LG: 1500434.6.orf2:2001 JUN22 


488 


LG:1501550.19:2001JUN22 


1066 


LG:1501550.19.orfl:2001JUN22 


489 


LG:1501923.26:2001JUN22 


1067 


LG:1501923.26.orf2:2001JUN22 


490 


LG: 1 50960.9:2001 JUN22 


1068 


LG:150960.9.orf2:2001JUN22 


491 


LG: 1 82744.29:2001 JUN22 


1069 


LG:182744.29.orfl:2001JUN22 


492 


LG:197166.1:2001JUN22 


1070 


LG: 197 166. 1 .orfl :2001 JUN22 


493 


LG:197455.5:2001JUN22 


1071 


LG:197455.5.orf2:2001JUN22 


494 


LG: 198251.8:2001 JUN22 


1072 


LG: 19825 1 .8.orf2:2001 JUN22 


495 


LG:200149.3:2001JUN22 


1073 


LG:200149.3.orfl:2001JUN22 


496 


LG:203483.3:2001JUN22 


1074 


LG:203483.3.orf2:200UUN22 


497 


LG:209701.7:2001JUN22 


1075 


LG:20970L7.orf 1 :2001 JUN22 


498 


LG:210614.1:2001JUN22 


1076 


LG:210614.1.orfl:2001JUN22 


499 . . 


LG:210672.1:2001JUN22 


1077 


LG:2 10672. 1 .orfl :2001 JUN22 


500 


LG:215051.10:2001JUN22 


1078 


LG:215051.10.orf3:2001JUN22 


501 


LG:218989.3:2001JUN22 


1079 


LG:2 1 8989.3 .orf2:2001 JUN22 


502 


LG:228 107.1 1:2001 JUN22 


1080 


LG:228107.1 l.orf3:2001 JUN22 


503 


LG:231016.1:2001JUN22 


1081 


LG :23 1 0 1 6. 1 ,orf2:200 1 JUN22 


504 


LG:235943.60:2001JUN22 


1082 


LG:235943.60.orf 1 :200I JUN22 


505 


LG:235970.14:2001JUN22 


1083 


LG:235970.14.orf2:2001JUN22 


506 


LG:236697.15:2001JUN22 


1084 


. LG:236697.15.orfl:2001JUN22 


507 


LG:238576.3:2001JUN22 


1085 


LG:238576.3.orf2:2001JUN22 


508 


LG:238602.2:200IJUN22 


1086 


LG:238602.2.orfl:2001JUN22 


509 


LG:241291.46:2001JUN22 


1087 


LG:24 1 29 1 .46.orf 1 :2001 JUN22 


510 


LG:24 1 742. 1 :2001 JUN22 


1088 


LG:241742.1 .orf3:2001 JUN22 


511 


LG:244520.33:2001JUN22 


1089 


LG:24452O.33.orf2:2001JUN22 


512 


LG:247556.1:2001JUN22 


1090 


LG:247556. 1 .orfl :2001JUN22 


513 


LG:247792.5:200 1 JUN22 


1091 


LG:247792.5.orf3:2001JUN22 


514 


LG:253580.6:2001JUN22 


1092 


LG:253580.6.orf3:2001JUN22 


515 


LG:291 759.5:200 1JUN22 


1093 


LG:291759.5.orf3:2001JUN22 


516 


LG:298226. 1 :200 1 JUN22 


1094 


LG: 298226.1 . orf 1:200 1JUN22 


517 


LG:306342. 1:2001 JUN22 


1095 


LG:306342. 1 .orf2:2001 JUN22 


518 


LG:327144.5:200!JUN22 


1096 


LG:327144.5.orf2:200IJUN22 


519 


LG:331499.8:2001JUN22 


1097 


LG:331499.8.orf3:2001JUN22 


520 


LG:331582.12:2001JUN22 


1098 


LG:331582.12.orf2:2001JUN22 


521 


LG:333017. 1 2:2001 JUN22 


1099 


LG:333017.12.orf2:2001JUN22 


522 


LG:334438.8:2001JUN22 


1100 


LG:334438.8.orf2:2001JUN22 


523 


LG:337835.7:2001JUN22 


1101 


LG:337835.7.orf3:2001JUN22 


524 


LG:346536.12:2001JUN22 


1102 


LG:346536.12.orf2:2001JUN22 


525 


LG:3481 17.5:2001 JUN22 


1103 


LG:3481 17.5.orf 1:2001 JUN22 


526 


LG:350407.22:2001JUN22 


1104 


LG:350407.22.orf3:2001JUN22 


527 


LG:37321 9. 1 3:200 1 JUN22 


1105 


LG:373219.13.orf2:2001JUN22 


528 


LG:375048. 1 5:200 1 JUN22 


1106 


LG:375048.15.orf3:2001JUN22 


529 


LG:4001 14.3:2001 JUN22 


1107 


LG:4001 14.3.orf3:2001 JUN22 
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530 


LG:400652.1:2001JUN22 


1108 


LG:400652.Lorfl:2001JUN22 


531 


LG:401313.10:2001JUN22 


1109 


LG:401313.10.orfl:2001JUN22 


532 


LG:406389.1:2001JUN22 


1110 


LG:406389. 1 .6rf2:2001 JUN22 


533 


LG:406595.2:2001JUN22 


1111 


LG:406595.2.orf 1 :2001 JUN22 


534 


LG:410628.21:2001JUN22 


1112 


LG:410628.21.orf2:2001JUN22 


535 


LG:413583.15:2001JUN22 


1113 


LG:413583.15.orf3:2001JUN22 


536 


LG:419641.35:2001JUN22 


1114 


LG:4 1964 1 .35.orf3:2001 JUN22 


537 


LG:420759.4:2001JUN22 


1115 


LG:420759.4.orf 1 :2001 JUN22 


538. 


LG:425448.18:2001JUN22 


1116 


LG:425448.18.orfl :2001JUN22 


539 


LG:435717.5:2001JUN22 


1117 


LG:435717.5.orfl :2001 JUN22 


540 


LG:441159.31:2001JUN22 


1118 


LG:44 1 159.3 1 .orf 1 :2001 JUN22 


541 


LG:461375.2:2001JUN22 


1119 


LG:461375.2.orf 1 :2001 JUN22 


542 


LG:474674.34:2001JUN22 


1120 


LG:474674.34.orf3:2001JUN22 


543 


LG:481414.8:2001JUN22 


1121 


LG:481414.8.orfl:2001JUN22 


544 


LG:7669276. 1 :2001 JUN22 


1122 


LG:7669276. 1 .orf2:2001 JUN22 


545 


LG:7677848. 1:2001 JUN22 


1123 


LG:7677848. 1 .orD :2001 JUN22 


546 


LG:7684981. 3:2001 JUN22 


1124 


LG:7684981.3.orf3:2001JUN22 


547 


LG:7685048.6:2001JUN22 


1125 


LG:7685048.6.orf2:2001JUN22 


548 


LG:7688302.1:2001JUN22 


1126 


LG:7688302.1.orf3:2001JUN22 


549 


LG:7690463.3:2001JUN22 


1127 


LG:7690463.3.orfl:2001JUN22 


550 


LG:7691479.5:2001JUN22 


1128 


LG:7691479.5.orfl:2001JUN22 


551 


LG:769 1527.4:2001 JUN22 


1129 


LG:7691527.4.orfl:2001JUN22 


552 


LG:7691663.1:2001JUN22 


1130 


LG:7691663.1.orf2:2001JUN22 


553 


LG :7 69 1 854 . 1 :200 1 JUN22 


1131 


LG:7691854.1.orf2:2001JUN22 


554 


LG:7692235.2:2001JUN22 


1132 


LG:7692235.2.orf2:2001JUN22 


555- 


LG:7692239. 1 :2001 JUN22 


1133 


LG:7692239. 1 .orf 1 :2001 JUN22 


556 


LG:7692575 . 1 :2001 JUN22 


1134 


LG:7692575. 1 .orf 1 :2001 JUN22 


557 


LG:7692742. 1 :2001 JUN22 


1135 


LG:7692742. 1 .orf 1 :2001 JUN22 


558 


..LG:7693942.L:2001JUN22 


1136 


LG:7693942.1.orf3:2001JUN22 


559 


LG:899248.22:2001JUN22 


1137 


LG:899248.22.orfl:2001JUN22 


560 


LG:97905 1.25:2001 JUN22 


1138 


LG:97905 1 .25 .orf2:2001 JUN22 


561 


LG:979054. 1 8:2001 JUN22 


1139 


LG:979054. 1 8.orf2:2001 JUN22 


562 


LG:979415.1:2001JUN22 


1140 


LG:979415.1.orfl:2001JUN22 


562 


LG:979415.1:2001JUN22 


1141 


LG:9794 15.1 .orf3:2001 JUN22 


563 


LG:980685.1:2001JUN22 


1142 


LG:980685.1.orf3:2001JUN22 


564 


LG:98 1272.6:2001 JUN22 


1143 


LG:981272.6.orfl:2001JUN22 


565 


LG:982723.4:2001JUN22 


1144 


LG:982723.4.orf3:2001JUN22 


566 


LG:982915.8:2001JUN22 


1145 


LG :9829 1 5. 8.orf2:2001 JUN22 


567 


LG:987785.10:2001JUN22 


1146 


LG:987785.10.orf2:2001JUN22 
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TABLE 2 








DNO: 


Template ID 


Start 


Stop 


Frame 


Domain Type 


Todo1o<*v 




LG: 1 04 1015.22:2001MAR30 


1 


19 


forward 1 


TM 


Non-Cytosolic 




LG- 1041015 22-2001MAR30 


20 


42 


forward 1 

AVI ** IUU A 


TM 


Transmembrane 




LG: 1 04 1 015.22:2001MAR30 


43 


54 


forward 1 


TM 


Cvtosolic 




LG* 1041015 22-2001MAR30 


55 


77 


forward 1 

ivl "(Uv A 


TM 


Transmembrane 




LG1041015 22-2001MAR30 


78 


290 


forward 1 


TM 


Non-Cvtnsolic 




LG* 1041015 22-2001MAR30 


1 

X 


60 


forward 2 


TM 


Pvtosolic 




LG* 1041015 22*2001 MAR30 


61 


83 


forward 2 


TM 


Tran Qmpmhranft 

1 iclJJoillC'IilL/i alio 




T fi- 104101 5 22-2001 MAR^O 


84 


900 


forwnrH 9 


TM 




9 


T fi- 106877 10-9001MAR10 


1 

1 


78 


fIr*r\A/5*rH 1 

J \JX VV ill u X 


TM 


Nnn -.f^vtn Qfil i f 
JiUil V»J'lUoUIIW 


o 
z 


i n-10^877 io-9ooima"rio 

-L/VJ. J wO / / . 1 U .^UUIlVLr\lv.jU 


70 


101 


fr»ru/5irff 1 
iui woju x 


X ivx 


X luIlMilCIIlUIallC/ 


o 

z. 


T fM 06877 10-9001MAB10 


109 

XUZ 


197 
iz / 


forwnrrl 1 

1 v/l WdJ \J X 


TM 


<r*vtr\^n1ir 
iuouiiv 


9 
z 


T n-106R77 10-9001MAPin 


198 
xZo 


1*^0 

i JsJ 


fnru/n r/1 1 
lUI VVai (J 1 


x ivx 


1 lalidlllCIIIUIallC 


9 
z 


T H- 106877 10-9001 A/I AR 10 

JL>U. 1VSUO / / . 1 U.Z.UVllVl.rvI\.JU 


1 *?1 


0S9 


lUlwdJU X 


TM 
X xvx 


1NUII lUoUll^ 


9 
z 


T O-l 06877 10-9001 TV/TAR 10 


i 
1 


71 


T/"YT"\I/0 r/i *s 


TM 

X JVl 


i n ui i ** w y iu c>ui it» 


Z 


1 n- 106877 10-90011V/1 AP10 

l_»\J.luOO/ /.lU.ZuVllVJL/\lwU 


79 

/ Z 


Q4 

!?4 


lUi WoTU J 


TM 


i ransmemor one 


9 
z 


1 H- 106877 10-9001 MAR 10 




177 

III 


■fV-vT~\\./ri T*ri a 
IUI WdlU J 


TM 

1 ivx 


r^v/tncrtlir* 
v^y luiuii^ 


Z 


T 106877 1 0*900 lA/f AT? lO 
JL»lJ.luv>0/ /.1U.ZuUI1Vx/\xv:*»U 


178 

I/O 


900 
ZUU 


lorwaro j 




i ransiiiciiiur aJic 


9 
z 


T n* 106877 10-9001 "MAP 10 

X-iU.luOO/ /. lU.ZUUilVJLrVlvjVJ 


7A1 
ZU1 


749 
/4Z 


lorwdru j 


TM 
1 xvx 


in on - V—y lUbU lit* 


9 
Z 


Tn*106877 10-900lA/f APIO 


*74Q 
/4 j 


/Oj 


rorwaru o 


JLiVx 


i iunsiuernorane 


9 

Z 


T n* 106R77 10'9001"MAP10 
l-.kJ.lUOo/ / . lU.ZUv J.1VLM.K.JVJ 


/oo 


yoz 


iorwaro j 


TM 
1 lvl 


\_yiosonc 




JLO. i x j6jj*f. lO.ZuuxlVl/uwu 


1 


007 


forward 3 


TM 


in on-<^ y tosoi ic 




lAJ. 1 1 jojD4.10.ZUU1XVI/VKoU 


zzo 


Z3U 


iorwaro j 


TM 
1 IV1 


xransrnemDrane 




T H-inR^^A 16«9001lVyf APIO 


zDl 


zJ>0 


iorwaro o 


TIUT 
liVl 


cytosoiic 


-a 


JLO.l 1oojj4. lO.ZUUIM AK3U 


ZD / 


770 

z/y 


forward 3 


77\/f 
UVl 


Transmeni brane 




JLO. 1 1 JoDD4.10.ZUUIIVl/\xOU 


zoU 




forward 3 


1 JVl 


Non-Cytosolic 


q 

J 


JLO: 1 1 joZ>j4.10.ZUUiM/vKJU 


zy4 


310 


forward 3 


1JV1 


Transmembrane 


-> 


JLO.l 1 joO3H.10.ZuU1W1/\J\.JU 


31 / 


no 

JOZ 


forward 3 


1 ivl 


L.yiosonc 


4 


JLO.iJOJZ/ /. /.ZUvilVi/VJKoU 


i 
1 


44 


forward 1 


T"M 
Xlvl 


Cytosolic 


/I 
4 


1 f"M ^81979 7-9001'MAP'^n 


4Z5 


Of 


iorwaro i 


TM 


i ransmemorane 


4 


T fl- 1 18^999 9*9001Ti>f AP70 


Oo 




rorwara i 


T*M 
Ixvl 


iNon-v^ytosojic 


4 


T r~M1Q1977 7*900lMAP1O 


xDO 


17S 
1 /o 


iorwaro i 


TM 


i ransmemorane 


4 


T f~M1R1977 7-9001 MAP 10 

LU.IjOjZ./ / . / .ZUUliVJLrYJtVju 


170 


10R 


iorwaro i 


TM 

J. 1V1 


■^yiosoiic 


4 


T fM1R1977 7-9001MAP1O 

JLO. UojZ/ / . / .ZUUllVl/VlxJu 


1QO 


91R 
Zlo 


forward 1 


1 1V1 


Transmembrane 


4 


T O* 1181977 7-9001 MAP 10 


710 


99 1 
ZZl 


iorwaro i 


TM 


iNon-v^yiosoiic 


4 


T d- 1181977 7-9001MAP10 
JLO. IjOjZ/ / - / .ZUuilvl/VlVjVJ 


t 

X 


*?9 


IUI WdlU z 


TA4 


iNon-"^yiosoiic 


4 


T O- 1181977 7-9001MAP10 


^1 


ID 


lurwdiu Z 


TM 


i ransiueiuurane 


*+ 


7 o- 1181977 7-9001 MAPIO 


76 


991 

ZZl 


IUI WdlU £. 


TM 
iivi 


"wyiuouiiu 




T H- 1181977 7-9001MAP10 


i 

X 


67 

U / 


IUI WdJ U j 


XXVI 


\*y iu*>uiiv 




T 0-1 181977 7-2001MAP10 


68 


00 


fnrwarH 1 

IUI W«H U J 


TM 

A IVX 


X I dllMUCIIIUI CllIC 




X Ci- 1181977 7-9001 MARIO 

X_»VJ. J JOJZ. / / . / .ZUV/lXVX^VXvJU 


01 


01 
yj 


forwnrH 1 

1 UI WdlU J 


TM 
x ivx 


IN UJ I V_y LUoUIIU 


4 


T O-l 181977 7-9001 MAR 10 


04 


1 11 
i ij 


fnrwnrH 1 

1U1 WtU U J 


TM 
x xvx 


Tmncmpmhrnnp 
X I UllMUCIIIUI <X1 Iv 


4 


T G- 1181277 7-2001MAR10 


1 14 
1 xt 


1*?1 


fnru/ArH 1 

1U1 WdJ Ll J 


TM 


V— Y IvoUIlv 


4 


T n*1 181977 7-2001MAR10 


1-1 *T 


176 


fr»r\x/arH 1 

IUI WdlU J 


TM 

X IVX 


X I dl loll ICII IUI dlio 


4 


T n- 1181977 7*2001 MARIO 

X-/VJ. 1 jOji 11,1 .^v\/XXVi/A.XvJV 


177 


708 


fWrwiirrl 1 

1U1 Well U J 


TM 

1 IVX 


Mr»n - {~ t \ft nc r»1 1 c 
INUll J iuouiiw 


4 


T O- 1181977 7-2001MAP10 


100 


918 

Zl o 


firkru/nrH 1 

IUI WdlU J 


TM 

X IVX 


TrJi n c ttip m bra nf* 
x I diiaiJiciiiui diiw 


4 


1 n* 1181977 7-9001 MAP10 


910 


990 
zzu 


IUI Well u J 


TM 

1XVX 


"w^y iujUIIw 


< 


in-1107614 1 *>-9001MAP10 


1 


1 


iorwaro i 


TM 
1 lvl 


"wyiOSOIIL. 


5 


LG:1397614.15:2001MAR30 


2 


21 


forward 1 


TM 


Transmembrane 


5 


LG:13976I4.15:2001MAR30 


22 


35 


forward I 


TM 


Non-Cytosolic 


5 


LG:1397614.15:2001MAR30 


36 


58 


forward 1 


TM 


Transmembrane 


5 


LG: 1 397614. 15:2001MAR30 


59 


193 


forward 1 


TM 


Cytosolic 


5 


LG: 1 3976 14. 1 5:2001MAR30 


194 


216 


forward 1 


TM 


Transmembrane 


5 


LG:1397614.15:2001MAR30 


217 


225 


forward 1 


TM 


Non-Cytosolic 


5 


LG:13976I4.I5:2001MAR30 


226 


243 


forward 1 


TM 


Transmembrane 



77 



WO 02/083876 



PCT/US02/09921 







TABLE 2 








cprj NTH* 


i empiaie iu 


otart 


otop 


rTamc 


Dnmnin Tvnf* 

l_yUULUIIl 1 j L/C 


TYir\f\ \r\ cr\) 

lupoiogy 


c 
J 


1AJ. 1 JZ7 /014. 13.ZUUllVl/vK.3tJ 


OA A 
Z44 


Z3y 


lUlWai U I 


1 1V1 


v^yiosoiic 


c 


.LAJ. /Ol4.13.ZUUllVI/\I\3v 


zou 


ZoZ 


iur Weir u 1 


TM 
1 IVl 


1 ransiucrnordnc 


c 
J 


LrO.l jy/014. 13. ZUU1MAK3<J 


oca 
Zo3 


ASQ 
43 O 


lorwaru 1 


1 ivl 


iNon-v—ycosoiic 


3 


iAj.ijy /014. l3.ZUUiMAK3U 


ASQ 

43 y 


4ol 


iorwara 1 


Hvl 


Transmembrane 


c, 

3 


LU. 1 J? /014. 13.ZUUllVi/\l\3tJ 


4oZ 


<1A 
334 


IUI WalU I 


TM 


v-»yiosonc 


c 

3 


IAJ. 1 3y /0 14. 13.ZUU1IYJ/VK3U 


333 


33 / 


iorwara 1 


11VI 


Transmembrane 


C 
3 


T rj«1 ^QTAI/t K-OflfllMAP^n 
1_.Lt. 1 jy /014.13.ZUU1M/\K31/ 


33 o 


300 


iorwara i 


TM 


Non-Cytosolic 


c 


T QQT/^l/l 1 ^•OfifillWl APIA 
Lu . 1 D y 1 0 14 . 1 3 . ZUU 1 M AKoU 


30/ 


3©y 


forward 1 


TM 

11V1 


Transmembrane 


c 
3 


t n«iiQ*7Ai/* 1 c-ofini m a Pin 
LAj.ljy /Ol4.13.ZUUliviAK3U 


coa 
390 


AAA 

044 


forward 1 


TM 
I JVJ 


Cytosolic 


c 


LO. 13y /Oi4. 13.zuUlMAl\3tJ 


i 
1 


A1 

43 


forward 2 


TM 


Non-Cytosolic 


c 
3 


L0.13y /014.13:ZUU1MAK3U 


A A 

44 


OO 


forward 2 


1M 


Transmembrane 


3 


T /"'.I 1CV7A1 A K.Onm TV/f ADlrt 

LO : 1 39 /o 14 . 1 3 :zUUl M AK3U 


67 


AT 

97 


forward 2 


TTV/f 


Cytosolic 


c 

3 


LO. 1 3976 14.l3:zOUlMAK3U 


98 


1 OA 

120 


forward 2 


TTV>f 
liVl 


Transmembrane 


5 


LO : 1 39 /6 14 . 1 5 :2U01 MAR30 


121 


1 AC 

195 


forward 2 


iM 


Non-Cytosolic 


3 


LG:139/ol4.15:zOUlMAR30 


196 


218 


forward 2 


"TTk A 

IM 


Transmembrane 


5 


LG : 1 3976 14 . 1 5 :200 1 MAR30 


219 


260 


forward 2 


Ttv if 

IM 


Cytosolic 


c 

5 


t z*"' . i o A*7/r i a i conning a tita 

LO : 1 3976 14.15 :2001 M AR30 


261 


283 


forward 2 


IM 


Transmembrane 


5 


LO : 1 3976 1 4 . 1 5 :2001 MAR30 


284 


342 


iorwara 2 


IM 


Non-Cytosolic 


5 


LG : 1 3976 1 4 . 1 5 :200l MAR30 


343 


365 


forward 2 


TM 


Transmembrane 


5 


LG:1397614.15:2001MAR30 


366 


457 


forward 2 


TM 


Cytosolic 


5 


LG:1397614.15:2001MAR30 


458 


480 


forward 2 


TM 


Transmembrane 


5 


LG:1 397614. 15:2001MAR30 


481 


499 


forward 2 


TM 


Non-Cytosolic 


5 


LG : 1 3976 14. 1 5 :2001 MAR30 


500 


522 


forward 2 


TM 


Transmembrane 


5 


LG: 1 397614.15:2001MAR30 


523 


644 


forward 2 


TM 


Cytosolic 


5 


LG : 1 3976 14 . 1 5 :2001 MAR30 


1 


1 


forward 3 


TM 


Cytosolic 


5 


LG: 1 39761 4.15 :2001MAR3Q 


2 


19 


forward 3 


TM 


Transmembrane 


5 


LG: 1 397614. 15:2001 MAR30 


20 


33 


forward 3 


TM 


Non-Cytosolic 


5 


LG:l 397614. 15 :2001MAR30 


34 


56 


forward 3 


TM 


Transmembrane 


5 


LG : 1 3976 14 . 1 5 : 2001MAR30 


57 


195 


forward 3 


TM 


Cytosolic 


5 


LG:l3976l4.l5:200lMAR30 


196 


218 


forward 3 


TM 


Transmembrane 


5 


LG: 1 397614. 15:2001 MAR30 


219 


263 


forward 3 


TM 


Non-Cytosolic 


5 


LG: 1397614. 15 :2001MAR30 


264 


286 


forward 3 


TM 


Transmembrane 


5 


LG: 1 397614. 15:2001MAR30 


287 


292 


forward 3 


TM 


Cytosolic 


c 
5 


Lu:l3y7614.l5:2001MAK30 


293 


315 


forward 3 


TA if 
IM 


Transmembrane 


5 


t t~> i oAn £ i A 1 c or»r\t x a a r» ia 

LG : 1 3976 1 4 . 1 5 : 2001 MAR30 


316 


324 


forward 3 


TM 


Non-Cytosolic 


c 
3 


LO : 13976 14.1 5 :2u01MAK3U 


325 


347 


forward 3 


IM 


Transmembrane 


5 


T /"» . 1 1f\T/C1 vl 1C.AAA1\/T AD1A 

LO: 1 397ol4.15:200lMAK30 


348 


396 


forward 3 


IM 


Oytosolic 


D 


LO : 1 39 /0 1 4. 1 3 . 2UU 1 JV1AK3U 


OAT 

397 


A 1 C 

416 


forward 3 


IM 


Transmembrane 


3 


LO:13y /ol4.13:zuUlMAK3U 


A 1 1 

417 


457 


forward 3 


IM 


Non-Cy tosol i c 


3 


LO: 1 39 /ol4. 1 5:ZUU1MAK3U 


430 


A OA 

480 


forward 3 


IM 


Tran s mem brane 


3 


LO: I3y /014.13.ZUU1MAK3U 


4ol 


coo 

533 


lorwaru 3 


TTV/f 
IM 


Cytosolic 


c 


LO. 1 3y /ol4. 13.ZUU1JVIAX3U 


CIA 

334 


556 


forward 3 


TTV/f 
IM 


Transmembrane 


c 

J 


LO. 1 3y /Ol4. iJlZvULM AKJl/ 


337 


c^c 

565 


forward 3 


TTV A 
IM 


Non-Cytosolic 


3 


T P.l^m^lA K.OAnm^ ADOA 

LO: 13y /ol4.13:zUUlMAK3U 


500 


588 


forward 3 


TTV/f 

IM 


Tran s membrane 


ff 

J 


LO: J 397614. 13:2UU1MAK3U 


COA 

589 


644 


iorwara 3 


IM 


LytosoJic 




LO: 1 3993l3.o:2001MAK3U 


1 


612 


forward 2 


IM 


Non-Cytosolic 


0 


LG : 1 3993 15.8 :200 1MAR30 


613 


635 


forward 2 


TM 


Transmembrane 


6 


LG:1399315.8:2001MAR30 


636 


742 


forward 2 


TM 


Cytosolic 


6 


LG:1399315.8:2001MAR30 


743 


760 


forward 2 


TM 


Transmembrane 


6 


LG: 1 3993 15.8:2001MAR30 


761 


987 


forward 2 


TM 


Non-Cytosolic 


6 


LG : 1 3993 1 5 . 8 :200 1 MAR30 


1 


243 


forward 3 


TM 


Non-Cytosolic 


6 


LG: 1 3993 15.8:2001MAR30 


244 


261 


forward 3 


TM 


Transmembrane 


6 


LG: 1 399315.8:2001MAR30 


262 


292 


forward 3 


TM 


Cytosolic 


6 


LG:1399315.8:2001MAR30 


293 


315 


forward 3 


TM 


Transmembrane 
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SEQ D NO: 


Template ID 


Start 


Stop 


Frame 


Domain Type 


Topology 


6 


LG: 1 3993 1 5.8:2001MAR30 


316 


986 


forward 3 


TM 


Non-Cytosolic 


7 


LG:198782.1:2001MAR30 


1 


735 


forward 1 


TM 


Non-Cytosolic 


7 


LG:198782.1:2001MAR30 


736 


758 


forward 1 


TM 


Transmembrane 


7 


LG : 1 98782. 1 : 200 1 MAR30 


759 


770 


forward 1 


TM 


Cytosolic 


7 


LG: 1 98782. 1 :2001MAR30 


771 


793 


forward 1 


TM 


Transmembrane 


7 


LG: 198782. 1 :2001MAR30 


794 


851 


forward 1 


TM 


Non-Cytosolic 


7 


LG: 198782. 1 :2001MAR30 


1 


27 


forward 2 


TM 


Non-Cytosolic 


7 


LG: 1 98782. 1 :2001MAR30 


28 


50 


forward 2 


TM 


Transmembrane 


7 


LG:198782.1:2001MAR30 


51 


377 


forward 2 


TM 


Cytosolic 


7 


LG: 1 98782. 1 :2001MAR30 


378 


400 


forward 2 


TM 


Transmembrane 


7 


LG: 1 98782. 1 :2001MAR30 


401 


404 


forward 2 


TM 


Non-Cytosolic 


7 


LG* 198782 12001MAR30 


405 


424 


forward 2 


TM 


Transmembrane 


7 


LG' 198782 L2001MAR30 


425 


769 


forward 2 


TM 


Cytosolic 


7 


LG 198782 L2001MAR30 


770 


792 


forward 2 


TM 


Transmembrane 


7 


LG' 198782 L20G1MAR30 


793 


801 


forward 2 


TM 


Non-Cytosolic 


7 


LG' 198782 1*2001MAR30 


802 


819 


forward 2 


TM 


Transmembrane 


7 


LG- 198782 1*200 1MAR30 


820 


850 


forward 2 


TM 


Cytosolic 


7 


LG* 198782 1*200 1MAR30 


1 


33 


forward 3 


TM 


Non-Cytosolic 


7 


LG* 198782 1* / >001MAR30 


34 


51 


forward 3 


TM 


Transmembrane 


7 


F 0 198782 1 *2001MAR30 


52 


380 


forward 3 


TM 


Cytosolic 


7 


T fMQR7R? 1-9001MAR30 


381 


403 


forward 3 


TM 


Transmembrane 


7 


T fMQ87R9 1 -9001 M AR^O 


404 


406 


forward "3 


TM 


Non-Cvtosolic 


7 




407 


424 


forward 3 

x V/i w at u j 


TM 


Transmembrane 


7 


t O-10R7R7 1*2001 MARIO 


425 


436 


forward 


TM 


Cvtosolic 


7 


I 0*108789 1*2001 MAR30 


437 


459 


forward 3 


TM 


Tra nsmem brane 


7 


Tn-1Q87R9 1*9001 MAR 30 


460 


541 


fnrwarH 3 

l\JL VTCUU mJ 


TM 


Non-Cvtosolic 


7 


TCJ-1QR7R9 1-9001MAR30 


542 


564 


forward *3 


TM 


Transmembrane 

X i C41 \OX 1 1 will \JX 111V 


7 


T H* 198789 1-9001MAR30 


565 


. 770 


forward 3 


TM 


Cvtosolic 


7 


LG* 198782 1-2001MAR30 


• 771 


793 


forward 3 


TM 


Transmembrane 


7 


LG* 198782 1*2001MAR30 


794 


802 


forward 3 


TM 


Non-Cytosolic 


7 


LG- 198782 1*2001MAR30 


803 


822 


forward 3 


TM 


Tra n sm em brane 


7 


LG* 198782 1*2001 MAR30 


823 


850 


forward 3 


TM 


Cytosolic 




LG'236046 1*2001MAR30 




160 


forward 1 

X \JX V T Ul V-l X 


TM 


Non-Cytosolic 


8 


LG*236046 1*2001MAR30 


161 


183 


forward 1 

X Ul IX-1 v* ^ 


TM 


Transmembrane 


8 


LG'236046 L2001MAR30 


184 


203 


forward 1 


TM 


Cytosolic 


8 


LG'236046 12001MAR30 


204 


226 


forward 1 


TM 


Transmembrane 


8 


LG :236046. 1 :2001MAR30 


227 


235 


forward 1 


TM 


Non-Cytosolic 


8 


LG:236046.1:2001MAR30 


236 


253 


forward 1 


TM 


Transmembrane 


8 


LG:236046. 1 :2001MAR30 


254 


273 


forward 1 


TM 


Cytosolic 


8 


LG:236046.1 :2001MAR30 


274 


296 


forward 1 


TM 


Transmembrane 


8 


LG:236046.1 :2001MAR30 


297 


367 


forward 1 


TM 


. Non-Cytosolic 


8 


LG:236046.1 :2001MAR30 


368 


390 


forward 1 


TM 


Transmembrane 


8 


LG:236046.1 :2001MAR30 


391 


396 


forward 1 


TM 


Cytosolic 


8 


LG:236046.1 :2001MAR30 


397 


416 


forward 1 


TM 


Transmembrane 


8 


LG:236046.1.:2001MAR30 


417 


848 


forward 1 


TM 


Non-Cytosolic 


9 


LG:332122.6:2001MAR30 


1 


389 


forward 1 


TM 


Non-Cytosolic 


9 


LG :332 1 22.6:2001 MAR30 


390 


412 


forward 1 


TM 


Transmembrane 


9 


LG:332122.6:2001MAR30 


413 


447 


forward 1 


TM 


Cytosolic 


9 


LG:332122.6:2001MAR30 


448 


470 


forward 1 


TM 


Transmembrane 


9 


LG:332122.6:2001MAR30 


471 


557 


forward 1 


TM 


Non-Cytosolic 


9 


LG:332122.6:2001MAR30 


558 


575 


forward 1 


TM 


Transmembrane 


9 


LG:332122.6:2001MAR30 


576 


655 


forward 1 


TM 


Cytosolic 


9 


LG:332I22.6:2001MAR30 


656 


678 


forward 1 


TM 


Transmembrane 


9 


LG:332122.6:2001MAR30 


679 


681 


forward 1 


TM 


Non-Cytosolic 
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SEQ D NO: 


Template ID 


Start 


Stop 


Frame 


Domain Type 


Topology 


9 


LG:332122.6:2001MAR30 


682 


701 


forward 1 


TM 


Transmembrane 


9 


LG:332122.6:2001MAR30 


702 


758 


forward 1 


TM 


Cytosolic 


9 


LG:332122.6:2001MAR30 


759 


778 


forward 1 


TM 


Transmembrane 


9 


LG:332122.6:2001MAR30 


779 


797 


forward 1 


TM 


Non-Cytosolic 


9 


LG:332122.6:2001MAR30 


798 


817 


forward 1 


TM 


Transmembrane 


9 


LG:332122.6:2001MAR30 


818 


837 


forward 1 


TM 


Cytosolic 


9 


LG:332122.6:2001MAR30 


1 


66 


forward 2 


TM 


Cytosolic 


9 


LG:332122.6:2001MAR30 


67 


84 


forward 2 


TM 


Transmembrane 


9 


LG:332122.6:2001MAR30 


85 


120 


forward 2 


TM 


Non-Cytosolic 


9 


LG :332 1 22. 6:2001 MAR30 


121 


140 


forward 2 


TM 


Transmembrane 


9 


LG:332122.6:2001MAR30 


141 


235 


forward 2 


TM 


Cytosolic 


9 


LG:332122.6:2001MAR30 


236 


255 


forward 2 


TM 


Transmembrane 


9 


LG:332122.6:2001MAR30 


256 


269 


forward 2 


TM 


Non-Cytosolic 


9 


LG:332122.6:2001MAR30 


270 


289 


forward 2 


TM 


Transmembrane 


9 


LG:332122.6:2001MAR30 


290 


347 


forward 2 


TM 


Cytosolic 


9 


LG:332122.6:2001MAR30 


348 


370 


forward 2 


TM 


Transmembrane 


9 


LG:332122.6:2001MAR30 


371 


396 


forward 2 


TM 


Non-Cytosolic 


9 


LG:332122.6:2001MAR30 


397 


419 


forward 2 


TM 


Transmembrane 


9 


LG:332122.6:2001MAR30 


420 


431 


forward 2 


TM 


Cytosolic 


9 


LG:332122.6:2001MAR30 


432 


451 


forward 2 


TM 


Transmembrane 


9 


LG:332122.6:2001MAR30 


452 


465 


forward 2 


TM 


Non-Cytosolic 


9 


LG:332122.6:2001MAR30 


466 


488 


forward 2 


TM 


Transmembrane 


9 


LG:332122.6:2001MAR30 


489 


554 


forward 2 


TM 


Cytosolic 


9 


LG:332122.6:2001MAR30 


555 


574 


forward 2 


TM 


Transmembrane 


9 


LG:332122.6:2001MAR30 " 


575 


837 


forward 2 


TM 


Non-Cytosolic 


9 


LG:332122.6:2001MAR30 


1 


231 


forward 3 


TM 


Cytosolic 


9 


LG:332122.6:2001MAR30 


232 


254 


forward 3 


TM 


Transmembrane 


9 


LG:332122.6:2001MAR30 


255 


468' 


forward 3 


TM 


Non-Cytosolic 


9 


LG:332 1 22.6:2001MAR30 


269 


286 


forward 3 


TM 


Transmembrane 


9 


LG:332122.6:2001MAR30 


287 


328 


forward 3 


TM 


Cytosolic 


9 


LG:332122.6:2001MAR30 


329 


351 


forward 3 


TM 


Transmembrane 


9 


LG:332122.6:2001MAR30 


352 


393 


forward 3 


TM 


Non-Cytosolic 


9 


LG:332122,6:2001MAR30 


394 


416 


forward 3 


TM 


Transmembrane 


9 


LG:332 1 22.6:2001MAR30 


417 


428 


forward 3 


TM 


Cytosolic 


9 


LG:332122.6:2001MAR30 


429 


451 


forward 3 


TM 


Transmembrane 


9 


LG :332 1 22.6:2001 MAR30 


452 


836 


forward 3 


TM 


Non-Cytosolic 


10 


LG:345320.16:2001MAR30 


1 


82 


forward 1 


TM 


Cytosolic 


10 


LG:345320.1 6:2001MAR30 


83 


105 


forward 1 


TM 


Transmembrane 


10 


LG:345320.16:2001MAR30 


106 


114 


forward 1 


TM 


Non-Cytosolic 


10 


LG:345320. 1 6:2001MAR30 


115 


137 


forward 1 


TM 


Transmembrane 


10 


LG:345320.16:2001MAR30 


138 


290 


forward 1 


TM 


Cytosolic 


10 


LG:345320. 1 6:200 1 MAR30 


291 


313 


forward 1 


TM 


Transmembrane 


10 


LG:345320. 16:2001MAR30 


314 


327 


forward 1 


TM 


Non-Cytosolic 


10 


LG:345320. 1 6:200 1MAR30 


328 


350 


forward 1 


TM 


Transmembrane 


10 


LG:345320. 1 6:2001MAR30 


351 


424 


forward 1 


TM 


Cytosolic 


10 


LG :345 320. 1 6:200 1 M AR30 


425 


447 


forward 1 


TTiVf 

TM 


Transmembrane 


10 


LG:345320.16:2001MAR30 


448 


764 


forward 1 


TM 


Non-Cytosolic 


10 


LG:345320.16:2001MAR30 


1 


98 


forward 2 


TM 


Cytosolic 


10 


LG:345320.16:2001MAR30 


99 


121 


forward 2 


TM 


Transmembrane 


10 


LG:345320.16:2001MAR30 


122 


159 


forward 2 


TM 


Non-Cytosolic 


10 


LG:345320.16:2001MAR30 


160 


182 


forward 2 


TM 


Transmembrane 


10 


LG:345320. 1 6:2001MAR30 


183 


188 


forward 2 


TM 


Cytosolic 


10 


LG:345320.16:2001MAR30 


189 


211 


forward 2 


TM 


Transmembrane 


10 


LG :345320. 1 6:2001MAR30 


212 


331 


forward 2 


TM 


Non-Cytosolic 
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cpon no- 

3Jc.V< IJ INw. 


1 ei lipid lu iiy 


O vc\Y I 




rrame 


rirmnain Tvnp 
U\ji\\aii\ J jr jjc 


Tf\r»r\1 no V 

1 upoiogy 


< 


1 (1*1^07614 K*9001MAR^0 


944 


9^Q 


lOrWalO 1 


1 ivi 


r^\7tncr\1ir* 


J 


T 01'W7614 l*v9001MAP^0 


260 


282 


lorwdJu i 


1 IV! 


TV 1 n c m & m rM*^i n 
IlallMIlCiJlUlanC 


C, 
J 


T 01^07614 IS -9001 MAP 


98^ 

Z0-> 




fAnuani 1 
lUIWdJU 1 


TM 




3 


t n*i^Q76i4 i s*90oimapio 

JLAJ. 1 J7 /014. 1 3. ZUU 1 1V1/\K3U 


4S0 

*+J*7 


481 


forward 1 


TTV/f 
1M 


1 ransmeniDrane 


c 


T f?*1 ^07614 1*v9001MAP10 


489 


^4 


1UI WdJU 1 


TM 
1 1V1 


v^yiOiOiiu 


c 
3 


J H-1^07614 1 S -9001 MAP 30 


Jjj 


SS7 


lorwaTu i 


TM 

1 IVI 


1 r a n j> mem 01 due 


c 


T H*1 ^07614 1 S*9001MAP^n 

LJyJ.XOy /01*+.I J.ZUU11V1/\I\.3U 


JJO 


JUO 


lorwaru i 


TM 

llvl 


XT/a ri t/tr^O/^lir* 

iNon-i^yiOiOiii/ 


c 


t 1^07^14 is-90oimapio 

IAJ. IJy /014. 13. ZUU11Y1/\I\..3U 


S67 
JO / 




iorwaru i 


TM 
1 ivi 


i ransmem Drane 


c 

j 


T H-1^07614 1 *v9001MAP3fi 


5Q0 


644 


forward 1 


TM 


1^1 »♦ /*«\ n r\l 1 r** 

i^yiosoiic 


c 


r n»i 307614 1 s-90oim ap^o 

L.VJ. 1 J? /0 1*4.1 3.ZUU1M/Vl\3v 


i 
i 


4^ 
*tj 


forward 2 


TM 
llvl 


Non-Cytosolic 


c 

3 


T ^07614 1 S^OOIMAPIO 


44 
f *+ 


oo 


iorwaru z 


TM 
1 IVI 


1 ns rn qui oranc 


c 

J 


T 0-1^07614 1 S*9001MAP30 
Li\J. LJy /014.I3.ZUU1M/\Iy:)U 


0/ 


07 

y / 


forward 2 


TM 
1M 


Cytosolic 


c 
3 


T n- 1107/^14 1 S-90A1M AP^O 


yo 


100 

1ZU 


forward 2 


TM 
1M 


Transmembrane 


c 
3 


LO. 13y /0 14.13. ZUU1MAK3U 


101 

1Z1 


1 O^N 

iy3 


forward 2 


1M 


Non-Cytosolic 


3 


T C' ITQO/^I A 1 <J.OAA1M APIA 
LO.l 3y /014.I3.2UU1MAK3U 


iyo 


Ol Q 
ZiO 


forward 2 


1M 


Transmembrane 


3 


Lu. 1 39 /0l4. 13.ZUU1MAK3U 


ziy 


ZOU 


forward 2 


1M 


Lytosoiic 


3 


LO. 13y /014.13.ZUU1MAK3U 


zol 


zo3 


iorwaru 2 


1M 


Transmembrane 


3 


LO. 13y /014.13.ZUU1MAK3U 


Zo4 


34Z 


iorwaru z 


1M 


Non-Cytosolic 


C 
3 


t p.nrn/ci/i 1 c.oaai x/f a doo 
LO: 1 3y /o 14.13:zUUlMAK3U 


343 


303 


iorward z 


1M 


Transmembrane 


c 

3 


LO: 1 397614. 15. 2UU1MAK3U 


3oo 


457 


iorward 2 


1M 


CytosoJic 


C 


L0.139/614.13:2UU1MAK3U 


45 o 


yl OA 

4oU 


forward 2 


1M 


Transmembrane 


5 


T P.10n7£l/I 1 c.onfti ik/t Anon 

LO: 1 397614 .15 :2UU1MAK3U 


481 


A AH 

499 


Iorward 2 


1M 


Non-Cytosolic 


5 


LO: 1 3976 14. 1 5 :zuU 1MAR30 


500 


coo 

522 


forward 2 


IM 


Transmembrane 


c 

J 


LG:1 397614.15 :2001MAR30 


523 


644 


iorward 2 


TM 


Cytosolic 


5 


LO: 1 3976 14. 15 :2001MAR30 


1 


1 


forward 3 


TM 


Cytosolic 


5 


LO:l 397614. 15:2001MAR30 


2 


1 A 

19 


iorward 3 


IM 


Transmembrane 


5 


T . 1 on*J<C 1 yl IC.OAAUjf AD1A 

LO: 1397614.1 5 :z001MAR30 


OA 


oo 
33 


iorward 3 


IM 


Non-Cytosolic 


c 

J 


LO. 1 jy /o 14. 1 j :ZUUl MAK3U 


34 


56 


iorward 3 


IM 


Transmembrane 


5 


LO: 1397614. 15:z001MAR30 


57 


1 AC 

195 


iorward 3 


IM 


Cytosolic 


c 


T O . 1 onT/C 1 /I ICOAAH/f AB^A 

LO: 1 3976 1 4. 1 5 :2001 M AR30 


n A/: 
196 


O 1 o 

218 


iorward 3 


IM 


Transmembrane 


5 


LO:l 397614. 15:zUUlMAKiO 


219 


OAO 

zo3 


iorward 3 


TM 


Non-Cytosolic 


3 


T f"'. 1 Qm/^l vl 1 COAA1 ~KA A DQA 

LO. 13y /Ol4.1j.zUUlMAKoU 


OA/1 

zo4 


2oo 


iorward 3 


IM 


Transmembrane 


3 


LO. 13y /014.1 j.zUUIMAKjU 


zo/ 


OQO 

zyz 


forward 3 


IM 


Cytosolic 


3 


LO. 13y /Ol4.1j.zUUlMAKil; 


293 


313 


forward 3 


IM 


Trans membrane 


3 


LO. 13y /0 14.13. zUUlMAKJU 


310 


3z4 


forward 3 


IM 


Non-Cytosolic 


3 


LLj. 1 oy /014. 13. ZUUlMAKJU 


3z3 


j4/ 


forward 3 


IM 


Transmembrane 


c 

• 3 


L,Lr.l jy /014.13.ZUU1MAK3U 


34 o 


3yo 


forward 3 


IM 


Cytosolic 


c 
3 


JLLi . 1 oy / 01 4. 13 .ZUU1JYLAK 


107 

jy 1 


416 
41 0 


forward 3 


IM 


Transm embrane 


3 


T n-1 ^07^14 1 <\ '9001X4 A P^O 
JLLj. loy / 014.13.ZUUliVlAJ\.jU 


41 7 
41 / 


4*^7 
43 / 


iorwaru 3 


TM 
IM 


Non-Cytosolic 


3 


T r:-1'^Q'7Al4 1 ^'^OOlXvf AP^O 
l_,vjr.l Dy /014.13.ZUU1JVIA1s.jU 


43 O 


480 


iorwaru 3 


TM 
IM 


Transmembrane 


c 


T Ci- 1^07614 1 ^*9001A4AP30 
Lj\J. A oy /014.13.ZUI/11YL/VIV3U 


481 
401 


->33 


lorwara j 


TM 
llvl 


Cytosolic 


c 
3 


l^O. 1 jy /014. 13. ZUUllVl/livjU 


*^4 
334 


S^6 
J30 


fbrwsrd 3 


TM 
llvl 


Transmembrane 


c 


l^O. 1 Jy /014.13.ZUU11VIAK0U 


33 / 


J03 


iorwaru 3 


TM 
IM 


Non-Cytosolic 


c 


T n-1 ^07614 1*^«900l1V4AP3O 
JLAJ. 13y /014.13.ZUU11V1/\1xjU 


**;A6 

300 


S88 
30O 


iorwaru 3 


TM 
IM 


1 ransmerriDrane 


c 


T CI' 1 "XQIf*. \A \^'1C\CWKA APIA 
LO. Uy /0 14. 13. ZUUlMAKJU 


**T80 

3oy 


044 


forward 3 


TTV/f 
IM 


Cytosolic 


0 


LO. 1 DyyD 13. o. ZUUlMAKJU 


1 
1 


01Z 


iorwaru z 


TM 
IM 


Non-Cy tosolic 


0 


LO: 1 oyyo 13.5:zUUlMAKiU 


613 


635 


forward 2 


TTV/f 
IM 


Transmembrane 


6 


LG:1399315.8:2001MAR30 


636 


742 


forward 2 


TM 


Cytosolic 


6 


LG:1399315.8:2001MAR30 


743 


760 


forward 2 


TM 


Transmembrane 


6 


LG:1399315.8:2001MAR30 


761 


987 


forward 2 


TM 


Non-Cytosolic 


6 


LG:1399315.8:2001MAR30 


1 


243 


forward 3 


TM 


Non-Cytosolic 


6 


LG: 1 3993 15,8:2001MAR30 


244 


261 


forward 3 


TM 


Transmembrane 


6 


LG:1399315.8:2001MAR30 


262 


292 


forward 3 


TM 


Cytosolic 


6 


LG:1399315.8:2001MAR30 


293 


315 


forward 3 


TM 


Transmembrane 
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SEO D NO- 


1 vIHUlaLO JUL/ 


Start 




Frarns 


Domain Type 


1 \Jy\Jl\Jgy 


6 


LG* 1399315 8-2001 MAR30 


316 


98 fi 


forw^rvl 3 

IUX WoiU J 


TM 

X XYl 


Mn n _ f^ v fs\ c r» 1 ir* 
iNUil v-'jf lUoUilO 


7 


I G-198782 1*2001 MAR30 

i-»VJ. 170 / Oi.. 1 . ZAJKJ x XVXJr\X\. .JU 


1 
1 


73S 


fnrvn/arH 1 

X\Jl YVCtlU X 


X 1VI 


in on-v^yiOoOiit' 


7 


LG* 198782 L2001MAR30 


736 


758 


forw^rH 1 

X\JA VrdiU X 


TM 

X xvx 




7 


TG-1QR7R? 1*9001MAR^O 


7S0 


770 
/ /u 


1U1 Well Li X 


TM 


v^yiosonc 


7 


LG- 198782 L2O01MAR3O 


771 


793 


fVi rwp rrl 1 

1U1 WdiCI X 


TM 

X xvx 


TrJincmpmhnnp 


7 


TG-1987R? I^OOIMAR^O 


7Q4 


8S1 


■frirwiirrl 1 

X\Jl vVcUU X 


TM 

X 1V1 


iNuu-v^y luauiiu 


7 


TG- 19878? t-?001MAR^O 




97 


Vc\T\\i^\rr\ 9 

X\JX W(UU 


TM 

X JLYI 


PvT r\ n _ a / f /a e r\ 1 1 r» 
JL^UII-^yiUoUllL. 


7 


TG-1QR7R9 l^OOIMAR^O 

X-/VJ.A~0 / OZ>. X .ZrV/UXXVX/^JXJU 


98 


SO 


1U1 WoiU z. 


TM 

X 1V1 


TV O n C tTi o Tin 1-vr o »\ o 


7 
/ 


TGT987R7 1*9001MAR^.O 


~/X 


377 


XUI WolU 


TM 

X XVX 


f^vtpic r\l i r* 

v^yiusoiit/ 


7 


I G- 198782 1*2001 MAR 30 


378 


400 


fnTAx/nrrl 9 
1LU WaXU Z* 


TM 
X xvx 


1 IdllisIHCillUI due 


7 


T fMQR7R9 i^ooimap^o 

JL»VJ. 170 / Oa> x .Z-UUllVx/VtxOv/ 


HU1 


4 04 
4UH- 


xorwaTu z 


T\A 
xxvx 


Non-Cytosolic 


7 


T fMQR7R9 1 -7001MAP3O 

X-Ajf. iyo / OZ. 1 . ZUU llvl/ViVOU 


H-UJ 


494 


lorwaru z 


TTV/I 
11V1 


i raiismeiiiDrane 


7 


T fMQR7R9 1-7001MAP3O 

1AJ. iyO / OZ. x ♦ ZUUliVx/VtV.OU 


49*; 

^fZj 


7fi0 

/oy 


lorwaro z 


IxVl 


Cytosolic 


7 


T O-10R7R9 1*7001MAP3O 
LAJT.iyO / OZ. 1 .ZUUllVx/YxvjU 


/ /u 


709 

/yz 


forward 2 


xlvl 


Transmembrane 


7 


t n-iQR7fto 1 '7Ani\/r AP3A 

1AJ. 1 y 0 / OZ. 1 .ZUU 1 IVIAJK. j\j 


703 


sni 

oUl 


forward 2 


TTV4 
11V1 


Non-Cytosolic 


7 


T n*10R7R9 1 -9001X4 AP30 
J-AJ.iyO /oZ. 1 .ZUUlJwi-rYxvOU 


ft no 
ouz 


si 0 
oiy 


forward 2 


TTV/I 
IJV1 


Transmembrane 


7 


xAj.iyo/OZ.l.ZuUlMAK3U 


OZU 




forward 2 


1 M 


Cytosolic 


7 


t rviQR7R9 1 -9001 iv4 Apin 

J-.Lt. iyO / OZ. 1 .ZUUllVi/Vtwl/ 


1 
i 


Q3 


forward 3 


1M 


Non -Cy tos olic 


7 


Lu: iys /oz. 1 .ZUU1MAK3U 


1 A 




forward 3 


1M 


Transmembrane 


7 


Xaj. lyo / oZ. 1 .ZUU1MAK3U 


->Z 


o on 
jou 


forward 3 


1M 


Cytosolic 


/ 


JLCj. xyo /oz. 1 :zuulMAK3U 


Jol 


403 


forward 3 


1M 


Transmembrane 


7 


iAJ.iyo /OZ.1.ZUUIMAK3U 


4U4 


4UO 


forward 3 


1M 


Non-Cytosolic 


. 7 


iAJ.iyo /0Z.1.ZUUIMAK3U 


A CXI 


AO A 

, 4z4 


forward 3 


IM 
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forward 3 


TM 


Transmembrane 


14 


LG:9778l2.l5:200lMAR30 


175 


209 


forward 3 


TM 


Non-Cytosolic 


14 


LG:9778l2.l5:200lMAR30 


210 


227 


forward 3 


TM 


Transmembrane 


14 " 


LG:9778l2.l5:200lMAR30 


228 


246 


forward 3 


TM 


Cytosolic 


14 


LG:9778l2.l5:200lMAR30 


247 


269 


forward 3 


TM 


Transmembrane 


14 


LG:9778l2.l5:200lMAR30 


270 


283 


forward 3 


TM 


Non-Cytosolic 


14 


LG:9778l2.l5:200lMAR30 


284 


306 


forward 3 


TM 


Transmembrane 


14 


LG:9778l2.l5:200lMAR30 


307 


337 


forward 3 


TM 


Cytosolic 


14 


LG:9778l2.l5:200lMAR30 


338 


355 


forward 3 


TM 


Transmembrane 


14 


LG:9778l2.l5:200lMAR30 


356 
85 


381 


forward 3 


TM 


Non-Cytosolic 
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TABLE 2 



SEQ D NO: 


Template ID 


Start 


Stop 


Frame 


Domain Type 


Topology 


14 


LG :9778 1 2. 1 5 :200 1 M AR30 


382 


404 


forward 3 


TM 


Transmembrane 


14 


LG :977 8 1 2. 1 5 :200 1 M AR30 


405 


446 


forward 3 


TM 


Cytosolic 


14 


LG :977 812.15 :200 1 M AR30 


447 


469 


forward 3 


TM 


Transmembrane 


14 


LG :977 812. 1 5:200 1 MAR30 


470 


481 


forward 3 


TM 


Non-Cytosolic 


15 


LG:9838 1 0. 1 :2001M AR30 


1 


86 


forward 1 


TM 


Non-Cytosolic 


15 


LG:983810.1:2001MAR30 


87 


109 


forward 1 


TM 


Transmembrane 


15 


LG :9838 1 0. 1 :2001 M AR30 


110 


115 


forward 1 


TM 


Cytosolic 


15 


LG:9838 1 0. 1 :2001MAR30 


116 


138 


forward 1 


TM 


Transmembrane 


15 


LG:9838 1 0. 1 :2001MAR30 


139 


380 


forward 1 


TM 


Non-Cytosolic 


15 


LG :9838 1 0. 1 :200 1 MAR30 


381 


403 


forward 1 


TM 


Transmembrane 


15 


LG:983810.1:2001MAR30 


404 


451 


forward 1 


TM 


Cytosolic 


15 


LG:983810.1:2O01MAR3O 


452 


474 


forward 1 


TM 


Transmembrane 


15 


LG:983810.1:2001MAR30 


475 


493 


forward 1 


TM 


Non-Cytosolic 


15 


LG:9838 10. 1 :2001MAR30 


494 


516 


forward 1 


TM 


Transmembrane 


15 


LG:983810.1:2001MAR30 


517 


528 


forward 1 


TM 


Cytosolic 


15 


LG:983810.1:2001MAR30 


529 


551 


forward 1 


TM 


Transmembrane 


15 


LG:983810.1:2001MAR30 


552 


615 


forward 1 


TM 


Non-Cytosolic 


15 


LG :9838 1 0. 1 :2001MAR30 


616 


638 


forward 1 


TM 


Transmembrane 


15 


LG:983810.1:2001MAR30 


639 


650 


forward 1 


TM 


Cytosolic 


15 


LG:983810.1:2001MAR30 


651 


673 


forward 1 


TM 


Transmembrane 


15 


LG:98381O.l:20OlMAR3O 


674 


773 


forward 1 


TM 


Non-Cytosolic 


15 


LG:98381O.l:2001MAR30 


1 


93 


forward 2 


TM 


Cytosolic 


15 


LG:983810.1:2001MAR30 


94 


116 


forward 2 


TM 


Transmembrane 


15 


LG:983810.1:2001MAR30 


117 


331 


forward 2 


TM 


Non-Cytosolic 


15 


LG:983810.1:2001MAR30 


332 


351 


forward 2 


TM 


Transmembrane 


15 


LG:98381O.l:2001MAR3O 


' 352 


455 


forward 2 


TM 


Cytosolic 


15 


LG:983810.1:2001MAR30 


: 456 


478 


forward 2 


TM 


Transmembrane 


15 


LG:983810:l:200IMAR30 


479 


521 


forward 2 


TM 


Non-Cytosolic 


15 


LG:983810.1:2001MAR30 


522 


541 


forward 2 


TM 


Transmembrane 


15 


LG:983810.1:2001MAR30 


542 


553 


forward 2 


TM 


Cytosolic 


15 


LG :983 8 1 0. 1 :2001 MAR30 


554 


571 


forward 2 


TM 


Transmembrane 


15 


LG:983 8 10. 1 :2001MAR30 


572 


613 


forward 2 


TM 


Non-Cytosolic 


15 


LG:98381O.l:2001MAR3O 


614 


636 


forward 2 


TM 


Transmembrane 


15 


LG:9838 10. 1 :2001MAR30 


637 


642 


forward 2 


TM 


Cytosolic 


15 


LG:983810.1:2001MAR30 


643 


665 


forward 2 


TM 


Transmembrane 


15 


LG:983810.1:2001MAR30 


666 


684 


forward 2 


TM 


Non-Cytosolic 


15 


LG :9 83 8 1 0. 1 :200 1 MAR30 


685 


707 


forward 2 


TM 


Transmembrane 


15 


LG:983810.1 :2001MAR30 


708 


772 


forward 2 


TM 


Cytosolic 


15 


LG:9838 1 0. 1 :2001MAR3O 


1 


94 


forward 3 


TM 


Non-Cytosolic 


15 


LG:983810.1:2001MAR30 


95 


117 


forward 3 


TM 


Transmembrane 


15 


LG:983810.1:2001MAR30 


118 


123 


forward 3 


TM 


Cytosolic 


15 


LG :9838 1 0. 1 :2001MAR30 


124 


146 


forward 3 


TM 


Transmembrane 


15 


LG:9838 3 0. 1 :2001MAR30 


147 


772 


forward 3 


TM 


Non-Cytosolic 


16 


LG:984488.1:2001MAR30 


1 


12 


forward 1 


TM 


Cytosolic 


16 


LG:984488. 1 :2001MAR30 


13 


35 


forward 1 


TM 


Transmembrane 


16 


LG:984488.1 :2001MAR30 


36 


54 


forward 1 


TM 


Non-Cytosolic 


16 


LG:984488.I:2001MAR30 


55 


77 


forward 1 


TM 


Transmembrane 


16 


LG:984488.1 :2001MAR30 


78 


218 


forward 1 


TM 


Cytosolic 


16 


LG:984488.1:2001MAR30 


1 


14 


forward 3 


TM 


Non-Cytosolic 


16 


LG:984488.1:2001MAR30 


15 


37 


forward 3 


TM 


Transmembrane 


16. 


LG:984488.1:2001MAR30 


38 


218 


forward 3 


TM 


Cytosolic 


17 


LG:011606.1:2001MAR30 


1 


92 


forward 3 


TM 


Cytosolic 


17 


LG:011606.1:2001MAR30 


93 


115 


forward 3 


TM 


Transmembrane 


17 


LG:0)1606.1:2001MAR30 


116 


129 


forward 3 


TM 


Non-Cytosolic 
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SEQDNO: 


Template ID 


Start 


Stop 


Frame 


Domain Type 


To polo sy 


17 


LG:01 1606.1:2001MAR30 


130 


152 


forward 3 


TM 


Tran s mem hra n e 


17 


LG:01 1606.1 :2001MAR30 


153 


400 


forward 3 


TM 


Cvto<?olic 


18 


LG:025465.5 :200 1 MAR30 


1 


374 


forward 2 


TM 


Non-Cy tosol ic 


18 


LG:025465 .5 :2001 MAR 30 


375 


397 


forward 2 


TM 


Transmembrane 


18 


LG:025465.5:2001MAR30 


398 


453 


forward 2 


TM 


(""vtnQrilir* 


18 


LG:025465.5:2001MAR30 


454 


476 


forward 2 


TM 


Tran^mpmhranp 

X 1 Uiloflll^iliUl CXI Iv/ 


18 


LG:025465.5:2001MAR30 


477 


661 


forward 2 


TM 


Mn n -(~* v t o c rv 1 1 r* 


19 


LG:025724. 1 0;2001MAR30 


1 


92 


forward 1 


TM 


lVnn ^f - * v f n c o 1 1 r* 


19 


LG*025724 10-2001 MAR30 


93 


115 


forward 1 


TM 

xivx 


X 1 aUMIICIIlurciuC 


19 


LG:025724.10:2001MAR30 


116 


403 


forward 1 


TM 


f/'v'tncolir- 


19 


LG'025724 1 0*200 1MAR30 


404 


426 


fnru/firfl 1 


TM 

x 1VX 


X lullblllCIIlUl dfiC 


19 


LG'025724 1 0*2001 MAR30 


427 


638 


forward 1 


TM 

X iVX 


l^i Ul I -v_ jr l Oo w 1 1 L. 


19 


LG* 025 724 102001MAR30 


639 


\J-/VJ 


IU1 WcU VJ X 


TM 
xjvx 


i ransinernDranc 


19 


LG'025724 102001MAR30 


657 


662 


fnrwnrfl 1 

IL/l Well U X 


TM 


v_y LOoOllL, 


19 


LG'025724 102001 MARIO 






iUlWolU 1 


TM 

ilvi 


Transmembrane 


19 


LG-025724 10*2001MAR30 


686 


694 


lUlWalU 1 


XlVl 


iNon-iwyiosoiic 


19 


LG-025724 102001MAR30 




717 


1 SJx WdfU 1 


TM 
ilvi 


Transmembrane 


19 


LG'025724 10*2001MAR30 


71R 


79 R 


lOrWcuu 1 


T\4 
XiYl 


Cy tosol ic 


19 

i y 


i G-095794 io^ooimar^o 

.L»V_J .\J 1 l\J.£Ai\3 XlVX/VlV.JV/ 


790 


74R 
/Ho 


iorwara i 


1M 


Transmembrane 


19 


IG-025724 10-2001 MAR30 


740 




xorwara i 


llVi 


Non-Cy tosolic 


xy 


t n*n?S794 io-9ooim ap^o 


/Oj 


/ OD 


forward 1 


1M 


Transmembrane 


19 

Jl y 


1 G-09S794 10-9001M AR*30 


/ oo 


ROS 


iorwara i 


1M 


Cylosolic 


19 

i y 


t r; n?S79d io-9ooim ar^o 


R06 


R9R 


iorwara l 


1M 


Transmembrane 


19 

1 y 


T G09S794 10*9001 MAR30 


R9Q 


o_> 1 


.forward 1 


ljyi 


Non-Cy toso lie 


19 

j. y 


1 G-095794 1 0-9001 MAR30 




R*"4 
OJ't 


iorwara i 




Transmem bran e 


19 

L y 


T G09S794 1 0-9001MAR10 




R^O 


. iorwaro i 




Cytosolic 


19 

ky 


1 G-09S794 10-9001MAR^O 


Rfil 


RR*^ 

OOJ 


. iorwara l 


TM 


Transmembrane 


19 

X y 


T G-095794 1 0-9001 MAR^O 


• RR4 


Q9Q 

y£y 


iorwara i 


T\/T 
iiVl 


Non-Cy tosolic 


19 


T G-095794 10-9001MAR10 


9^0 


OS9 


iorwara j 




Transmembrane 


19 


T G-095794 1 0-9001 MARIO 


9S^ 
y J J 




iorwara l 


TV/I 


Cytosolic 


19 


LG-025724 1O2001MAR3O 


994 


1016 


lUlWdlU 1 


TM 
x JYl 


Transmembrane 


19 

i y 


T G-095794 1 0-9001 MAR^O 


1017 

1U1 / 


11 SI 


1U1 WalU 1 




Non-Cy tosolic 


19 


LG-025724 1 0-2001 MAR30 


] 




"Fr\rMtarf\ 9 


TM 


Non-Cy tosolic 


19 


I G-02S724 1 0-9001 MAR^O 


6R4 


70^ 


r T\TT» 7 O T*^ O 

lorwdra z 


T\A 
1 XV 1 


Transmembrane 


19 


LG 025724 102001MAR3O 


704 


714 


■fnrwarH 9 

ivJi WalU Z> 


TM 


v^yiosonc 


19 


LG 025724 10 2001MAR30 


715 


739 


■fnru/arH 9 


TM 


Transmembrane 


19 


LG:025724. 1 0;2001MAR30 


733 


746 


forwarH 9 


TM 




19 


LG'025724 1 0*2001 MAR30 


747 


769 


■fnrwarH 9 

1U1 WcUU 


TM 

XI VI 


i rdnsmem crane 


19 


LG:025724.10:2001MAR30 


770 


845 


forward 9 


TM 

X1VX 


lUaUJIL- 


19 


LG:025724. 1 0:200 1 MAR30 


846 


868 


forward 2 


TM 


Trn n c m f» m Kt*?i n p» 


19 


LG.025724. 1 0:2001MAR30 


869 


934 


fnrwar/1 9 

L\Jl Wa» U ^ 


1 IVX 


i v un - v_*y loj>l/ J i k- 


19 


LG:025724.10:2001MAR30 


935 


957 


forward 2 


TM 


X icItloJIlCIIiUl due 


19 


LG : 025724. 1 0:200 1M AR30 


958 


968 


fnrwarH 9 

1U1 WCU VI X. 


TM 

X1VX 


v^y lUbOiiL- 


19 


LG:025724. 1 0:200 1MAR30 


969 


991 


forward 2 


TM 


Tr a n c m f> m H r sin 
llallMllCIIIUlullC 


19 


LG-025724 10 2001MAR30 


992 


1024 


fri ru/arH 9 

1 V/I W dl Ki £- 


TM 

X1VX 


7vJ< r vn_t* t/t/ACrt 1 

lNon-v^y iL/boiiL 


19 


LG:025724.10:2001MAR30 


1025 


1047 


forward 2 


TM 


Transmembrane 


19 


LG:025724.10:2001MAR30 


1048 


1151 


forward 2 


TM 


Cytosolic 


19 


LG :025724. 1 0:200 1MAR30 


1 


9 


forward 3 


TM 


Non-Cytosolic 


19 


LG:025724. 10.-2001MAR30 


10 


28 


forward 3 


TM 


Transmembrane 


19 


LG:025724. 1 0:2001MAR30 


29 


74 


forward 3 


TM 


Cytosolic 


19 


LG:025724. 1 0:2001MAR30 


75 


97 


forward 3 


TM 


Transmembrane 


19 


LG:025724. 1 0:2001MAR30 


98 


396 


forward 3 


TM 


Non-Cytosolic 


19 


LG:025724. !0:2001MAR30 


397 


419 


forward 3 


TM 


Transmembrane 


19 


LG:025724. 10:2001MAR30 


420 


635 


forward 3 


TM 


Cylosolic 
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SEQ D NO: 


Template ID 


Start 


Stop 


Frame 


Domain Type 


TopoIosy 


19 


LG:025724. 1 0:200 1MAR30 


636 


653 


forward 3 


TM 


Transmembrane 


19 


LG:025724.10:2001MAR30 


654 


680 


forward 3 


TM 


Non-Cytosolic 


19 


LG:025724.10:2001MAR3O 


681 


703 


forward 3 


TM 


Transmembrane 


19 


LG :025724. 1 0: 200 1 MAR30 


704 


871 


forward 3 


TM 


Cytosolic 


19 


LG:025724. 1 0:200 1MAR30 


872 


889 


forward 3 


TM 


Transmembrane 


19 


LG:025724. 1 0:2001MAR30 


890 


968 


forward 3 


TM 


Non-Cytosolic 


19 


LG'025724 10*9001MAR30 

Ani\J • \J**mJ f w M. \J m +m*\J\J X I'll 1JI\ — ' \-F 


969 


991 


forward 3 


TM 


Transmembrane 


19 


LG025724 102001MAR30 


992 


1083 


forward 3 


TM 


Cytosolic 


19 


LG'025724 102001MAR30 


1084 


1106 


forward 3 


TM 


Transmembrane 


19 


LG-025724 1 0*2001 MAR30 


1 107 


1115 


forward 3 


TM 


Non-Cvtosolic 


19 

xy 


LG-025724 1 0*2001 MAR30 


1 1 16 


1135 


forward 3 


TM 


Transmembrane 


19 

i y 


1 G-025724 1 0*2001 MAR30 


1 116 

1 1 JU 


1 1S1 

1 J J X 


forward 1 


TM 


Pvtosolic 


00 


T G- 1095426 1*2001 MAR30 


1 


168 


fnrwarH 1 

VY Cxi \J 1 


TM 


Non-Cvtosolic 


00 


T G-10QS496 1*20ftlMARlO 


160 
1 \jy 


101 

i.y 1 


"fnrwarrl 1 


TM 


Tran^m<*m hranp 


9ft 


T (V1ftQS49n 1*9ftft1MARlft 


192 


202 


forwarrl 1 
xyji. wai u i 


TM 


f^vtoQolir- 


20 


TG1095426 1*2001MAR30 


901 

iUJ 


295 


fnrwarH 1 


TM 


TranQmpmbranp 


20 


T G* 1095426 1*200 1MAR30 


996 


RR1 
00 j 


"frjrWJirH 1 

tui waiu X 


TM 


Nnn-OvtnQol if* 


9ft 


T O- 1 ftQS49n 1-9ftft1MARlft 


1 
1 


1 10 
1 iy 


Fnrwurrl 1 
tui wai u J 


TM 


f^vtoQolir" 


00 


T fMftQ-vl9n 1-9001 MARIO 

1_»V_J . lWJ'TiU. 1 .ZAJKJ 11V1/AIV_> W 


190 

1ZU 


149 


* ui waiu J 


TM 

X ivi 


Tran^mpm nrariR 
1 1 uiidiiiciiiLti aiiw 


00 


T 0*100^496 1-9001 MARIO 


141 


RR9 
ooz 


lUiwaiu J 


1 ivi 


in ui i - y iu*> ui id 


91 
zi 


r H- 1 1 194 1 J? 1 -9001 MARIO 


t 
1 


141 

141 


lUl Waiu J 


TM 

JL1V1 


f~"vtocolir* 


91 

Zl 


TfM1l941R 1-9001 MARIO 


149 


164 


1UI waJU J 


TM 


TrancmpmKranp 
x lailolllL/lllui alic 


91 
Zi 


T n-1 11941£ 1-9ftft1MAJ?lft 


Iuj 


9AO 
zou 


lUf WalCl J 


TM 


inuii v^yiuouiic 


99 
ZZ 


T n-1l770OO 14-9001 MAT? 10 


7 


Jjl 


1U1 Wai U 1 


TM 

1 IVI 


y lUouiiu 


99 
ZZ 


T n-imQOO 14-9001 MAR 10 
LiLl. I j / fy\JU.xH.ZVVlxVx/\x\.j\J 


1SR 

1 JO 


1 SO 
loU 


lorwaru i 


TM 


i rdnoineniurdJie 


99 

zz 


T 01177000 14-9001 MAR 10 


1R1 
1 0 i 


•100 

xyy- 


IUJ WdJU 1 


TM 
1 ivi 


^Jr»n ~r~* \; t oc ol i r* 
J Nuu-V-»yiUouiiu 


99 


T fJ- 1177000 14-9001 MAR 10 


900 


000 


f-nfM^iir/l 1 
1 Ul Wai Li x 


TM 

1 ivi 


TrnnQmpmhranp 


99 


T H- 1177000 14-9001 MAR 10 


991 

* ZZ J 


910 


fr\r\\J o r rl 1 
IVJ^I Wai u 1 


TM 


f'vtocolir* 


9^ 


Ttt-11R1R19 1-9001MAR10 


1 . 
■ 1 


Rl 

Oj 


1 VJl Wdl u z. 


TM 

11V1 


T**Jn n - \i t oc ol i r* 


91 


TG-11R1R19 1-9001MAR10 


R4 


106 
1 uo 


■f/-ir\i/nrH 9 
J. Ul Wai \-I Z. 


TM 

1 IVI 


Trancmf*mhranp 
1 1 aiioiiiciitui alio 


91 


TfMlfclR19 1-9001MAR1O 


107 


19S 
1 j 


lt>l WalU Z. 


TM 
1 ivi 


f^vtocolir* 


91 


TCT11R1R19 1-9001MAR10 


126 


141 


frirvwarH 9 
x\jl waiu jL 


TM 


TranQmpmKranp 

X ] Ul lOJ 1 Ibrif i ui tin V- 


91 


TG-11R1R19 1-9001MAR10 


144 


1S9 
1 jz 


f^r\r\A/flrrl 9 
l yJi waiu z. 


TM 

X 1»1 


iNf o n - v t oco 1 1 r* 


91 


T G-11R1R19 1-9001MAR10 


1S1 

1 j j 


170 


fr»rwarf1 9 

IVJI VV cli \J z> 


TM 

1 ivi 


Tra n <i m p m Hr a np 
1 1 anon ibjiiui aiic 


91 


TG-11R1R12 1-9001MAR10 


171 
1/4 


176 
1 / u 


fnrw/nrrl 9 
iui waiu z. 


TM 


P"vJOQolip 
y lyjoKji ic 


91 


TG-11R1R19 1-2001MAR10 


177 


106 


finrwarrl 9 
l vJl waiu z. 


TM 


Tran^mpmhranp 
X 1 al lol lltl 1 1 ui aiic 


91 


TG-11R1R19 1-2001 MARIO 
j_fVj, 1 jo jo i z>. 1 . 1 ivi^vrv j w 


107 


200 


-f!pirwf>rH 9 
ivJl waiu *> 


TM 


Mnn-f^vtOQoIir 

nun Vjr lv# 


23 


LG* 13838 12 1*200 1MAR30 


901 


21R 

£- \ O 


forward 9 

lUl VVulU X- 


TM 


Trnn^mpmhrflnp 

J. I Ullol 1 1*^1 11 UI ullv* 




TG-1383812 L2001MAR30 


910 


224 


fnrward 2 
i vji wai vj ^» 


TM 


r^vfo^olir* 




LG- 13838 12 L2001MAR30 


225 


247 


forward 0 

1 \Jl Wol Vl *~ 


TM 


Tran*^mpmhi-?inp 
x i aiioiii^iiiui ciiiv< 


23 


LG* 13838 12 L2001MAR30 


248 


732 


forward 2 


TM 


Non-Cvtosolic 


24 


LG* 1468687 1 2001MAR30 


J 


48 


forward 1 


TM 


Non-Cvtosolic 


24 


LG* 1468687 1*2001 MAR30 


49 


71 


forward 1 
i ui wai vi i 


TM 


Transmembrane 


24 


T G* 1468687 1*200 1MAR30 


72 


152 


forward 1 
iui wai \» x 


TM 


Cvtosolic 


25 


LG- 15055 13 1-2001MAR30 


1 


14 


forward 1 


TM 


Non-Cvtosolic 


9^ 


1 G* 1*5055 13 L2001MAR30 


15 


37 


forward 1 
jui wai yj x 


TM 


Tr?i n sm em hra n p 

x i aii»>J J Jti ii ui aut' 


25 


LG:1505513.1:2001MAR30 


38 


110 


forward 1 


TM 


Cytosolic 


25 


LG: 15055 13.1 :2001MAR30 


111 


133 


forward 1 


TM 


Transmembrane 


25 


LG:1505513.1:2001MAR30 


134 


152 


forward 1 


TM 


Non-Cytosolic 


25 


LG: 15055 13. L2001MAR30 


153 


172 


forward 1 


TM 


Transmembrane 


25 


LG:1505513.1:2001MAR30 


173 


344 


forward 1 


TM 


Cytosolic 


25 


LG: 15055 13. L2001MAR30 


1 


12 


forward 2 


TM 


Cytosolic 


25 


LG:1505513.1:2001MAR30 


13 


35 


forward 2 


TM 


Transmembrane 


25 


LG: 1 5055 1 3. 1 :2001MAR30 


36 


49 


forward 2 


TM 


Non-Cytosolic 
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SbQ U NU. 


I empiate ID 


Start 


Stop 


Frame 


Domain Type 


Topology 


Id 


I P.KnC^IQ 1 .1 AA 1 TiA A T5 OA 

LO : 1 5U j j 1 3 . 1 :zUU 1M AK 30 


f A 

50 


11 


forward 2 


IM 


Transmembrane 


Zj 


LO . 1 5U J D 13.1 .ZUU IM AK3U 


/3 


lift 

11U 


forward 2 


IM 


Cytosolic 


Zj 


LO : 1 5U55 13.1 .2UU 1 M AK30 


iii 
i 1 1 


133 


torward z 


IM 


Transmembrane 


n< 
Ij 


f n» i <acc i i .iaa i Ayr a dia 
LO . 1 5U55 1 3 .1 : zUU 1 MAR3 U 


1 1A 

134 


343 


forward 2 


IM 


Non-Cytosolic 


Z3 


LO:15Uj513.1:2UU1MAR3U 


1 


1 A 

14 


forward 3 


IM 


Non-Cytosolic 


ZJ 


LG : 150551 3. L20U1MAR30 


15 


37 


forward 3 


TM 


Transmembrane 


Iff 


LO: 1 5055 13.1 :2UU1MAR30 


38 


108 


lorward 3 


TM 


Cytosolic 


25 


r •/"• . i cncc 1 o 1 .aaai \>r a nin 

LO : 1 5055 13.1 :200 1 M AR30 


109 


126 


forward 3 


TM 


Transmembrane 


25 


LG.l 5055 13.1 :2001 MAR30 


127 


343 


forward 3 


TM 


Non-Cytosolic 


26 


LG: 178 823 . 9:2001 MAR30 


1 


262 


forward 1 


TM 


Non-Cytosolic 


26 


LG:178823.9:2001MAR30 


263 


281 


forward 1 


TM 


Transmembrane 


26 


LG: 178823 .9:2001MAR30 


282 


292 


forward 1 


TM 


Cytosolic 


26 


LG:178823.9:2001MAR30 


293 


312 


forward 1 


TM 


Transmembrane 


26 


LG:1 78823 .9:2001MAR30 


313 


316 


forward 1 


TM 


Non-Cytosolic 


26 


LG:178823.9:2001MAR30 


317 


334 


forward 1 


TM 


Transmembrane 


26 


LG:178823.9:2001MAR30 


335 


346 


forward 1 


TM 


Cytosolic 


26 


LG:178823.9:2001MAR30 


347 


369 


forward 1 


TM 


Transmembrane 


26 


LG:178823.9:2001MAR30 


370 


398 


forward 1 


TM 


Non-Cytosolic 


26 


LG: 178823.9:200iM AR30 


1 


90 


forward 2 


TM 


Cytosolic 


26 


LG:178823.9:2001MAR30 


91 


113 


forward 2 


TM 


Transmembrane 


26 


LG:178823.9:2001MAR30 


114 


127 


forward 2 


TM 


Non-Cytosolic 


26 


LG:178823.9:2001MAR30 


128 


150 


forward 2 


TM 


Transmembrane 


26 


LG:178823.9:2001MAR30 


151 


296 


forward 2 


TM 


Cytosolic 


26 


LG:178823.9:2001MAR30 


297 


319 


forward 2 


TM 


Transmembrane 


26 


LG:178823.9:2001MAR30 


320 


333 


forward 2 


TM 


Non-Cytosolic 


26 


LG: 1 78823.9:2001MAR30 


334 ' 


351 ' 


. forward 2 


TM 


Transmembrane 


26 


LG:178823.9:2001MAR30 


352 


398 


forward 2 


TM 


Cytosolic 


27 


LG : 1 98 342.3 :200 1 MAR30 


1 


1418 


forward 3 


TM 


Non-Cytosolic 


27 


LG:198342.3:2001MAR30 


1419 


1441 


forward 3 


TM 


Transmembrane 


27 


LG:198342.3:2001MAR30 


1442 


1545 


forward 3 


TM 


Cytosolic 


27 


LG:198342.3:2001MAR30 


1546 


1568 


forward 3 


TM 


Transmembrane 


27 


LG:198342.3:2001MAR30 


1569 


1597 


forward 3 


TM 


Non-Cytosolic 


28 


LG:2 10672. 1 :200 1MAR30 


1 


397 


forward 1 


TM 


Cytosolic 


28 


LG:210672.1:2001MAR30 


398 


420 


forward 1 


TM 


Transmembrane 


28 


LG:210672.1:2001MAR30 


421 


468 


forward I 


TM 


Non-Cytosolic 


28 


LG:210672.1:2001MAR30 


469 


491 


forward 1 


TM 


Transmembrane 


28 


LG:2 1 0672. 1 :200 1 MAR30 


492 


585 


forward 1 


TM 


Cytosolic 


28 


LG :2 10672. 1 : 200 1 MAR30 


1 


76 


forward 2 


TM 


Cytosolic 


28 


LG:2 10672. 1 :200 1 MAR30 


77 


99 


forward 2 


TM 


Transmembrane 


28 


LG :2 1 0672. 1 :2001 M AR30 


100 


102 


forward 2 


TM 


Non-Cytosolic 


28 


LG:2 10672. 1 :2001 MAR30 


103 


125 


forward 2 


TM 


Transmembrane 


28 


LG:2 10672. 1 :200 1 M AR30 


126 


402 


forward 2 


TM 


Cytosolic 


Art 

28 


LG:2 1 0672. 1 :200 1 M AR30 


403 


425 


forward 2 


TM 


Transmembrane 


28 


LG :2 10672. 1:200 1MAR30 


426 


585 


forward 2 


TM 


Non-Cytosolic 


29 


LG:212823.8:2001MAR30 


1 


58 


forward 1 


TM 


Non-Cytosolic 


29 


LG:212823.8:2001MAR30 


59 


81 


forward 1 


TM 


Transmembrane 


zy 


LO:2 12823.8:2001 MAR30 


82 


100 


forward 1 


TM 


Cytosolic 


29 


LG:212823.8:2001MAR30 


101 


123 


forward 1 


TM 


Transmembrane 


29 


LG:212823.8:2001MAR30 


124 


569 


forward 1 


TM 


Non-Cytosolic 


29 


LG:212823.8:2001MAR30 


570 


588 


forward 1 


TM 


Transmembrane 


29 


LG:212823.8:2001MAR30 


589 


594 


forward 1 


TM 


Cytosolic 


29 


LG:212823.8:2001MAR30 


595 


617 


forward 1 


TM 


Transmembrane 


29 


LG:212823.8:2001MAR30 


618 


835 


forward 1 


TM 


Non-Cytosolic 


29 


LG:212823.8:2001MAR30 


1 


37 


forward 2 


TM 


Cytosolic 
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SEQ D NO: 


Template ID 


Start 


Stop 


Frame 


Domain Type 


Topology 


29 


LG:212823.8:2001MAR30 


38 


60 


forward 2 


TM 


Transmembrane 


29 


LG:212823.8:2001MAR30 


61 


64 


forward 2 


TM 


Non-Cytosolic 


29 


LG:212823.8:2001MAR30 


65 


82 


forward 2 


TM 


Transmembrane 


29 


LG:212S23.8:2001MAR30 


83 


88 


forward 2 


TM 


Cytosolic 


29 


LG:212823.8:2001MAR30 


89 


111 


forward 2 


TM 


Transmembrane 


29 


LG:212823.8:2001MAR30 


112 


835 


forward 2 


TM 


Non-Cytosolic 


29 


LG :2 1 2823 .8 :2001 M AR30 


1 


9 


forward 3 


TM 


Non-Cytosolic 


29 


LG:212823.8;2001MAR30 


10 


32 


forward 3 


TM 


Transmembrane 


29 


LG:212823.8:2001MAR30 


33 


51 


forward 3 


TM 


Cytosolic 


29 


LG:2 1 2823- 8 :2001 MAR30 


52 


74 


forward 3 


TM 


Transmembrane 


29 


LG:212823.8:2001MAR30 


75 


587 


forward 3 


TM 


Non-Cytosolic 


29 


LG:212823.8:2001MAR30 


588 


610 


forward 3 


TM 


Transmembrane 


29 


LG:212823.8:2001MAR30 


611 


834 


forward 3 


TM 


Cytosolic 


30 


LG:220495.9:2001MAR30 


1 


14 


forward 1 


TM 


Non-Cytosolic 


30 


LG:220495.9:2001MAR30 


15 


37 


forward 1 


TM 


Transmembrane 


30 


LG:220495.9:2001MAR30 


38 


446 


forward 1 


TM 


Cytosolic 


30 


LG:220495.9:2001MAR30 


447 


465 


forward 1 


TM 


Transmembrane 


30 


LG:220495.9:2001MAR30 


466 


484 


forward 1 


TM 


Non-Cytosolic 


30 


LG:220495.9:2001MAR30 


485 


507 


forward 1 


TM 


Transmembrane 


30 


LG:220495.9:2001MAR30 


508 


567 


forward 1 


TM 


Cytosolic 


30 


LG:220495.9:2001MAR30 


568 


590 


forward 1 


TM 


Transmembrane 


30 


LG:220495.9:2001MAR30 


591 


599 


forward 1 


TM 


Non-Cytosolic 


30 


LG:220495.9:2001MAR30 


600 


622 


forward 1 


TM 


Transmembrane 


30 


LG:220495.9:2001MAR30 


623 


737 


forward 1 


TM 


Cytosolic 


30 


LG:220495.9:2001MAR30 


1 


40 


forward 2 


TM 


Non-Cytosolic 


30 


LG:220495.9:2001 MAR30 


41 


63' 


forward 2 


TM 


Transmembrane 


30 


LG:220495.9:2001MAR30 


64 


163 


forward 2 


TM 


Cytosolic 


30 


LG:220495.9:2001MAR30 


164 


183 


forward 2 


' TM 


Transmembrane 


30 - 


LG:220495.9:2001MAR30 


184 


192 


forward 2 


TM 


Non-Cytosolic 


30 


LG:220495.9:2001MAR30 


193 


210 


forward 2 


TM 


Transmembrane 


30 


LG:220495.9:2001MAR30 


211 


247 


forward 2 


TM 


Cytosolic 


30 


LG:220495.9:2001MAR30 


248 


270 


forward 2 


TM 


Transmembrane 


30 


LG:220495.9:2001MAR30 


271 


284 


forward 2 


TM 


Non-Cytosolic 


30 


LG:22O495.9:2001MAR30 


285 


307 


forward 2 


TM 


Transmembrane 


30 


LG:220495.9:2001MAR30 


308 


486 


forward 2 


TM 


Cytosolic 


30 


LG:220495.9:2001MAR30 


487 


509 


forward 2 


TM 


Transmembrane 


30 


LG:220495.9:2001MAR30 


510 


737 


forward 2 


TM 


Non-Cytosolic 


31 


LG:238262.1 :2001MAR30 


1 


327 


forward 1 


TM 


Cytosolic 


31 


LG:238262. 1 :2001MAR30 


328 


350 


forward 1 


TM 


Transmembrane 


31 


LG:238262. 1 :2001MAR30 


351 


369 


forward 1 


TM 


Non-Cytosolic 


31 


LG:238262. 1 :2001MAR30 


370 


392 


forward 1 


TM 


Transmembrane 


31 


LG:238262.1 :2001MAR30 


393 


405 


forward 1 


TM 


Cytosolic 


• 31 


LG:238262. 1 :2001MAR30 


1 


334 


forward 3 


TM 


Non-Cytosolic 


31 


LG:238262. 1 :2001MAR30 


335 


357 


forward 3 


TM 


Transmembrane 


31 


LG:238262. 1 ;2001MAR30 


358 


404 


forward 3 


TM 


Cytosolic 


32 


LG:2394 10.2 1 :2001MAR30 


1 


816 


forward 1 


TM 


Non-Cytosolic 


32 


LG:239410.21:2001MAR30 


817 


834 


forward 1 


TM 


Transmembrane 


32 


LG:2394 1 0.2 1 :2001MAR30 


835 


963 


forward 1 


TM 


Cytosolic 


32 


LG:2394 1 0.2 1 :200 1MAR30 


1 


139 


forward 2 


TM 


Non-Cytosolic 


32 


LG:2394 1 0.2 1 :2001MAR3O 


140 


162 


forward 2 


TM 


Transmembrane 


32 


LG:239410.21:2001MAR30 


163 


163 


forward 2 


TM 


Cytosolic 


32 


LG:239410.21:2001MAR30 


164 


186 


forward 2 


TM 


Transmembrane 


32 


LG:2394 1 0.2 1 :2001MAR30 


187 


219 


forward 2 


TM 


Non-Cytosolic 


32 


LG:2394 1 0.2 1 :2001MAR30 


220 


242 


forward 2 


TM 


Transmembrane 
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j empiate ils 




oiop 


jrntme 




1 opoiogy 


79 
5t 


T ri'97QA1 H 91 *9nm A/T AP7A 
!^O.Zjy41 U.Z1.ZUU1IVJA1\..3U 


9A7 

Z4 j 


9n7 


iorwaro z 


x IVJ 


Cytosolic 


79 


LAJ.Z, J74 1 U.Z 1 .ZUU 1 lYIAJK. jVJ 


ZOo 


9Q0 
zyu 


iorwaro z 


1 lvl 


Transmembrane 


70 
5L 


T f"l-97QA1 A 91 -Onni A/f A P7n 
LAJ.Z oy 4 1 U.Z 1 .ZUU I JV1 AJK..JU 


0Q1 

zy 1 


7n^ 
JVJJ 


forward 2 


1 lvl 


Non-Cytosolic 


70 
5L 


t n*97Q4i n oi 'Onniiwr Ai?7n 

JL.O . Z jy 4 1 U. Z 1 . ZUU 1 1V1 AKjU 


7^A 


7Rft 

JOO 


forward 2 


1M 


Transmembrane 


3Z 


JLO.Zjy41U.Zl .ZUUIMAKjU 


joy 


4Uo 


forward 2 




oytosoiic 


70 
5L 


t n-070/11 n 01 -onni N/T at?7h 

JLAj.Zjy41U.Zl ► ZUU 1MAK J U 


4uy 


/171 
4J 1 


forward 2 


TA/f 
1 M 


Transmembrane 


70 
3Z 


F ^2 '0704 in O 1 -Ofim A/f AT? 7H 
L.O . Zjy4 1 U.Z 1 . ZUU 1 M AK3U 


A 70 
43Z 


4 IV 


forward 2 


TA/f 


Non-Cytosolic 


70 
3Z 


t n-HQA in 01 'OnniA/r a "Don 
JbO . Z3 y4 1 U.Z 1 .ZUU 1 M AKJU 


4/1 


AQ7 

4yj 


forward 2 


1M 


Transmembrane 


70 
3Z 


t n«07Q/ti n 01 -onni aa a i?7n 

JLO.Z3y4i U.Zl . ZUU liYiAKoU 


4y4 


DUo 


forward 2 


TA/f 
1M 


Cytosolic 


70 

3Z 


t n »070/i 1 n 0 1 -onni A/f adio 
Lu . Z 5 y4 1 U.Z 1 . ZUU 1 MAKJ U 


ouy 


C7 1 


forward 2 


T\/f 

IM 


ry 1 n 

1 ransmembrane 


70 

51 


T fl-070/t 1 A O 1 .Onni \A AT?7A 

JLO .Z3y4 1 U.Z 1 . ZUU 1 MAK3U 


coo 
j3Z 


JDK) 


forward 2 


T*X/f 


Non-Cytosolic 


32 


JLO . Z3y 4 1 U.Z 1 :ZUU 1 M AK3U 


cc 1 

551 


5/3 


forward 2 


IM 


Transmembrane 


oo 

32 


Lo:Z3y41U.Zl:2UUlMAK3U 


574 


n^o 

963 


forward 2 


TM 


Cytosolic 


oo 

33 


LO : 24 d 85 4 . / : ZUU 1 JVLAK3 U 


1 


00 


forward 3 


TM 


Cytosolic 


33 


LO . Z4 j 0 54. / :ZUU 1 MAK3U 


69 


08 


forward 3 


IM 


Transmembrane 


33 


T P.1/ICOC/I O'.OnAtAjf A D OA 

Lo:245 854.7:200 1MAR30 


89 


1346 


forward 3 


TM 


Non-Cytosolic 


O /I 

34 


Lo:294697. 1 :200 1MAR30 


1 


61 


forward 1 


TM 


Cytosolic 


O A 

34 


T f~* *'*i(\A ccvn 1 .onni k a a t> oa 

Lo:2y4o97.1:2u01MAR30 


62 


O A 

84 


forward 1 


TM 


Transmembrane 


O 

34 


T . O n /I 1 .^AA1 TL A A T> On 

Lo:294697.l:20ulMAR30 


85 


225 


forward 1 


TM 


Non-Cytosolic 


O >l 

34 


LG : 2 94 697 . 1 : 200 1 MAR 30 


1 


85 


forward 3 


TM 


Cytosolic 


34 


LG:294697 . 1 :2001 M AR30 


86 


105 


forward 3 


TM 


Transmembrane 


34 


LG:294697. 1 :2001MAR30 


106 


178 


forward 3 


TM 


Non-Cytosolic 


34 


t /-» on vi reft 1 onn-i n x a t% in 

LG:294697.1:2001MAR30 


179 


201 


forward 3 


TM 


Transmembrane 


34 


LG:294697. 1 :2001MAR30 


202 


224 


forward 3 


TM 


Cytosolic 


35 


LG:345884. 1 :200lMAR30 


1 


28 


forward 1 


TM 


Cytosolic 


35 


LG:345884. 1 :2001MAR30 


29 


51 


forward 1 


TM 


Transmembrane 


o c 

35 


Lo:345884.l:2001MAR30 


52 


192 


forward 1 


TM 


Non-Cytosolic 


36 


LG:400095.15:2u01MAR30 


1 


970 


forward 1 


TM 


Non-Cytosolic 


36 


LG :400095 . 1 5 :200 1 MAR3 0 


971 


993 


forward 1 


TM 


Transmembrane 


36 


t /~* . a f\f\r\t\c 1 c f\r\f\ m 1 a T» or\ 

LG :400095 . 1 5:200 1MAR30 


994 


997 


forward 1 


TM 


Cytosolic 


36 


LG:400095.15:2001MAR30 


998 


1015 


forward 1 


TM 


Transmembrane 


o^ 
36 


t /-« a r\f\(\c\c 1 c onn in a Ti on 

LG :400095 . 1 5 :200 1 M AR30 


1016 


1018 


forward 1 


TM 


Non-Cytosolic 


o c 

36 


t a t\f\t\t\tz 1 c nnn ia< a non 

LO :400095. 1 5 :200 1M AR30 


1019 


1036 


forward 1 


TM 


Transmembrane 


o£ 
30 


T P./IAAAAC 1 C.ADAll A A T>0/\ 

Lo:400095.15:2001MAR30 


1037 


1062 


forward 1 


TM 


Cytosolic 


37 


t . a no 1 on 1 .onni x a a t> on 

Lo:402 1 80. 1 :2001MAR30 


J 


162 


forward 1 


TM 


Cytosolic 


3/ 


t tr* .a no 1 on 1 .onni a/t ad on 
LO:402 J 50.1:2001MAR3U 


163 


1 Of 

185 


forward 1 


TM 


Transmembrane 


3/ 


T r./iAOIOn I.IAAIX^ ADOA 

LO:4UZ 1 oU. 1 :ZUU1MAK3U 


1 OjC 

loo 


204 


forward 1 


TM 


Non-Cytosolic 


70 
3/ 


JLO:4UZ 1 oU. 1 :ZUU 1 MAK3U 


one 

205 


227 


iorwaro 1 


IM 


Transmembrane 


3/ 


T P.vlAO 1 On 1 .OAA1A* A DQA 

Lo:402 1 80. 1 :200l MAR3U 


000 
ZZo 


OQ7 

Zo3 


forward 1 


TM 


Cytosolic 


70 

51 


T n./1fl01QA t .Onni Avf AT?7n 
JL0.4UZ 1 oU.l :ZUU1IV1AKjU 


O0/i 
Zo4 


3UO 


forward 1 


IM 


Transmembrane 


3 / 


t f"*./ifio 1 on 1 .onni A/f a 1? 7n 
JLO :4 UZ J oU. 1 : ZUU 1 JMAJtOU 


ono* 
307 


00c 
325 


forward 1 


TTV/f 
IM 


Non-Cytosolic 


3 / 


t . a no 1 on 1 .onnt \a a doa 
LU : 4UZ 1 0 U. 1: ZUU 1M A K3U 


3Z0 


O/f 0 

348 


forward 1 


rr<\ A 
TM 


Transmembrane 


70 

3 / 


t i^.vinoion 1 .onni a^ a t>7n 
JLO:4UZ 1 oU. 1 .ZUU1MAK3U 


349 


560 


r | 1 

forward 1 




Cytosolic 


3/ 


T P./IAHOA I.OAAIAjf AD1A 

L0.4UZ J oU. 1 :zUUlMAK3U 


561 


coo 

583 


forward 1 


TM 


Transmembrane 


70 

3 / 


t rv/ino 1 on 1 .onni A>f a D7n 
JLO:4UZ 1 oU.l :ZUU1MAK3U 


Do4 


#C1 A 

614 


forward 1 


IM 


Non-Cytosolic 


70 

3 / 


t f./ino 1 on 1 .onm A>f AP7n 
JL0.4UZ 1 oU. 1 .ZUU 1 MAKJU 


UIJ 


UJ / 


r„ 1 1 

forward 1 




Transmembrane 


37 


T 0409180 1-9OO1MAR30 

J_iVJ.*TV/Z,l OU. X . il/U 1 AVl^VAVJvy 


638 


658 




TM 

JL AVI 


\-.yiosoiic 


37 


LG:402180.1:2001MAR30 


1 


318 


forward 2 


TM 


Non-Cytosolic 


37 


LG:402180.1:2001MAR30 


319 


341 


forward 2 


TM 


Transmembrane 


37 


LG:402180.1:2001MAR30 


342 


562 


forward 2 


TM 


Cytosolic 


37 


LG:402 1 80.1 :2001MAR30 


563 


585 


forward 2 


TM 


Transmembrane 


37 


LG:4021S0.1:2001MAR30 


586 


658 


forward 2 


TM 


Non-Cytosolic 


38 


LG:40340! . 1 :2001MAR30 


1 


176 


forward 1 


TM 


Cytosolic 


38 


LG:403401 . 1 :2001MAR30 


177 


199 


forward 1 


TM 


Transmembrane 



91 



WO 02/083876 



PCT/US02/09921 



TABLE 2 



SEQ D NO: 


Template ID 


Start 


Mop 


Frame 


Domain Type 


Topology 


38 


LG.403401.1 


A AA 1X1 AnOA 

20U1MAR30 


OAA 

200 


AlO 

218 


_____ » i 

forward 1 


TM 


Non-Cytosolic 


38 


LG:403401.1 


O f\f\ 1 IV Jl A mn 

2001MAR30 


219 


23 o 


forward 1 


TM 


Transmembrane 


38 


LG:403401.1 


200.1 MAR30 


AAA 

239 


250 


forward 1 


TM 


Cytosolic 


38 


LG:403401.1 


2001MAR30 


Aft 

251 


A^O 

273 


forward 1 


TM 


Transmembrane 


38 


T A f~\'~) Am 1 

LG:40340Ll 


AAA -i > yr A Tk Of\ 

2001MAR30 


274 


350 


forward 1 


TM 


Non-Cytosolic 


38 


T / — I . A A.O Am 1 

LG:403401.1 


2001MAR30 


1 


14 


forward 2 


TM 


Non-Cytosolic 


38 


LG:40340L1 


2001MAR30 


15 


37 


forward 2 


TM 


Transmembrane 


38 


LG.40340L1 


2001MAR30 


38 


176 


forward 2 


TM 


Cytosolic 


38 


LG:403401.1 


2001MAR30 


177 


199 


forward 2 


TM 


Transmembrane 


38 


LG:403401.1 


2001MAR30 


200 


213 


forward 2 


TM 


Non-Cytosolic 


38 


LG:403401.1 


2001MAR30 


214 


236 


forward 2 


TM 


Transmembrane 


38 


LG:4O3401.1 


2001MAR30 


237 


350 


forward 2 


TM 


Cytosolic 


38 


LG:403401.1 


2001MAR30 


1 


138 


forward 3 


TM 


Cytosolic 


38 


LG:403401.1 


2001MAR30 


139 


161 


forward 3 


TM 


Transmembrane 


38 


LG:40340LI 


2001MAR30 


162 


192 


forward 3 


TM 


Non-Cytosolic 


38 


LG:403401.1 


2001MAR30 


193 


215 


forward 3 


TM 


Transmembrane 


38 


LG.40340L1 


2001MAR30 


216 


226 


forward 3 


TM . 


Cytosolic 


38 


LG:40340L1 


2001MAR30 


227 


249 


forward 3 


TM 


Transmembrane 


38 


LG:403401.1 


2001MAR30 


250 


350 


forward 3 


TM 


Non-Cytosolic 


39 


LG:41 1327.29:2001MAR30 


1 


97 


forward 1 


TM 


Cytosolic 


39 


LG:41 1327.29:2001MAR30 


98 


120 


forward 1 


TM 


Trans mem brane 


39 


LG:41 1327.29:2001MAR30 


121 


371 


forward 1 


TM 


Non-Cytosolic 


40 


LG:4 1 7464. 1 0:200 1MAR30 


1 


19 


forward 1 


TM 


Non-Cytosolic 


40 


LG:417464.10:2001MAR30 


20 


42 


forward 1 


TM 


Transmembrane 


40 


LG:417464.10:2001MAR30 


43 


298 


forward 1 


TM 


Cytosolic 


40 


LG:4 1 7464. 1 0:200 1MAR30 


299 


321 


forward 1 


• TM 


Transmembrane 


.40 


LG:4 1 7464. 1 0:200 1MAR30 


322 


340 


forward 1 


TM 


Non-Cytosolic 


40 


LG:4 1 7464. 1 0:200 1MAR30 


341 


363 


forward 1 


TM 


Transmembrane 


40 


LG:417464.10:2001MAR30 


364 


418 


forward 1 


TM 


Cytosolic 


40 


LG:417464.10:2001MAR30 


1 


287 


forward 2 


TM 


Non-Cytosolic 


40 


LG:417464.10:2001MAR30 


288 


310 


forward 2 


TM 


Transmembrane 


40 


LG:4 1 7464. 1 0:2001MAR30 


311 


330 


forward 2 


TM 


Cytosolic 


40 


LG:4 1 7464. 1 0:200 1 MAR30 


331 


353 


forward 2 


TM 


Transmembrane 


40 


LG:417464.10:2001MAR30 


354 


367 


forward 2 


TM 


Non-Cytosolic 


40 


LG:4 1 7464. 1 0:200 1 MAR30 


368 


390 


forward 2 


TM 


Transmembrane 


40 


LG:417464.10:2001MAR30 


391 


418 


forward 2 


TM 


Cytosolic 


40 


LG:4 1 7464. 1 0:2001MAR30 


1 


1 


forward 3 


TM 


Cytosolic 


40 


LG:4 1 7464. 1 0:2001MAR30 


2 


24 


forward 3 


TM 


Transmembrane 


40 


LG:417464.10:2001MAR30 


25 


95 


forward 3 


TM 


Non-Cytosolic 


40 


LG:4 1 7464. 1 0:2001MAR30 


96 


118 


forward 3 


TM 


Transmembrane 


40 


LG:4 1 7464. 1 0:2001MAR30 


119 


328 


forward 3 


TM 


Cytosolic 


40 


LG:417464.10:2001MAR30 


329 


351 


forward 3 


TM 


Transmembrane 


40 


LG:4 1 7464. 1 0:2001MAR30 


352 


417 


forward 3 


TM 


Non-Cytosolic 


41 


LG :48 1 997. 1 :2001MAR30 


1 


82 


forward 1 


TM 


Cytosolic 


41 


LG:48I997.1:2001MAR30 


83 


105 


forward 1 


TM 


Transmembrane 


41 


LG:481997.1:2001MAR30 


106 


152 


forward 1 


TM 


Non-Cytosolic 


41 


LG:481997.1:2001MAR30 


153 


175 


forward 1 


TM 


Transmembrane 


41 


LG:481997.1:2001MAR30 


176 


253 


forward 1 


TM 


Cytosolic 


41 


LG:481997.1:2001MAR30 


254 


276 


forward 1 


TM 


Transmembrane 


41 


LG:481997.1:2001MAR30 


277 


279 


forward 1 


TM 


Non-Cytosolic 


41 


LG:48I997.I:2001MAR30 


280 


302 


forward 1 


TM 


Transmembrane 


41 


LG:481997.1:2001MAR30 


303 


383 


forward 1 


TM 


Cytosolic 


41 


LG:481 997.1 :2001MAR30 


1 


81 


forward 3 


TM 


Cytosolic 


41 


LG:48 1997.1 :200iMAR30 


82 


104 


forward 3 


TM 


Transmembrane 
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Tpmnlafp TD 

1 CIll JJldLC JUL/ 


Start 


Stop 


Frame 


Domain Type 


Tonoloov 


41 


T (V481997 1-9001MAR30 


105 


382 


forward 3 


TM 


Non vto^ol ic 


do 

HZ 


t G-97Q^04 7-9001 MAR30 


1 


319 


forward 2 


TM 


Non-Cvtosolic 


AO 

HZ 


T n-Q7Q^04 7-9001 MARIO 


320 


342 


forward 9 


TM 


TrariQmpmhranR 


AO 


T H*Q7Q^04 7-9001 MAR 30 


Ml 


354 


forward 1 


TM 


Cvto^olir 


AO 
HZ 


T H-070^04. 7-9001 MAR^O 


JJJ 


377 


forward 9 


TM 


Tnncmpmhmnp 

1 1 (UlolllvlilUl dllt- 


4Z 


T n-Q7Q^04 7-9001 MAP^n 


0/0 


301 


fr\rwnrH 9 


TM 


NAn »r^vt , ACAlir' 


AO 
HZ 


T n-Q7Q^04 7*9001 MARIO 


^09 


414 


friTAX/flrd 9 


TM 


TrnncmpTTihranp 


AO 
4Z 


jLLj.y /yjuH. / .zuuiivi/vKju 


41 *A 


49 f\ 


FrvrvunrH 9 
lUfWalU Z> 


TM 

1 IVi 




A1 
43 




91 
Zi 


1 10 

i iv 


IOiWalU J 


or 




AO 

43 


LXJ.yy /yOH.l.ZUUlJM/YKoU 


1 
1 




lOrWaiu J 


TM 

A1V1 




A1 

43 


LXj.yy /y04. 1 .zUUlIYl/\J*oU 


^7 


j/y 


lorwdiu j 


TM 


' 1 rancifiAfyinfQiiB 

i laJisincrnDrdjic 


A O 

43 


jlaj. yy / y 04. i . zuu i m akju 


OOA 


lUoZ 


iorwara j 


TM 


iNon-v^.yiosoiic 


A A 

44 


t r-QnoQ/}*: i .nnni Avf at>qo 
LO:yyoo4D. i .ZUUIMAK3U 


1 


00 


rorwaro z 


TM 


iNon-v^ycosoiic 


/t A 

44 


jlaj. y y o oHJ . 1 . ZUU 1 M AK3U 


(in 


By 


iorwara z 


TM 


i ransrn&rnorartc 


44 


t r.nnoo/i? 1 .0001 a^ atsaa 
jLA_i:yyoo4_>. 1 :ZUU1MAK3U 


yu 


Zol 


forward 2 


TA>I 
livl 


Cytosolic 


A A 

44 


Lu:y9oo45.1:ZUUlMAR3U 


1 


en 
O/ 


forward 3 


1M 


Non-Cytosolic 


A A 

44 


iaj :y y 8 ©43 . i : zuu i makju 


AO 
OO 


on 

yu 


forward 3 


1M 


Transmembrane 


A A 

44 


LU:yy so4j. i :zuuimak.3U 


yi 


i no 
1UZ 


iorwara 3 


1M 


Cytosolic 


44 




JU3 


1 AC 

Jzo 


forward 3 


1M 


Tran sm em brane 


44 


LG:998845.l :200lMAR30 


1 A^ 

126 


185 


forward 3 


TM 


Non-Cytosolic 


44 


LG:99oo45. 1 :2UI)1MAR3U 


loo 


A AO 

ZOiS 


forward 3 


1M 


Transmembrane 


44 


T /"~» AAOOylC 1 OAA1 *X >T A T> O A 

LG:998845. 1 :2001MAR30 


AAA 

209 


AO 1 

281 


forward 3 


1M 


Cytosolic 


45 


t /~».aaaai v* 1 .aaaitvjt a t>ia 

LO:0000 1 4. 1 :200lMAR30 


l 


AA 

92 


forward 1 




L.ytosoiic 


45 


LGiOOOOl 4. 1 :2001MAR30 


93 


115 


forward 1 


TM 


Transmembrane 


45 


LG:000014.1 :2001MAR30 


1 1 £. 

llo 


156 


forward 1 


IM 


Non-Cytosolic 


45 


LGrOOOOl 4. 1 :2001MAR30 


1 CI 

157 


t nc\ 

179 


forward 1 


IM 


Transmembrane 


45 


LG:000014. 1 :200lMAR30 


180 


198 


forward 1 


IM 


Cytosolic 


A C 

45 


LU:vui)vl4A :Zi)vlMAR3\) 


1 AA 

iyy 


AA 1 

ZZ1 


forward 1 


TA/r 
IM 


Transmembrane 


45 


LG : 00001 4 . 1 :200 1 M AR30 


222 


OA A 

300 


forward 1 


TTk A 

IM 


Non-Cytosolic 


AC 

45 


T /"■ - AAA A 1/1 1 . OAA 1 Ajf A D OA 

LG : UUUu 14.1: 2U0 1 M AK30 


^A 1 

3UI 


3Z3 


forward 1 


IM 


Transmembrane 


45 


T f~* . AAA A 1 A I.OAAITl^ ADQA 

LG:CKX)014. 1 :2UU1 MAK3U 


lOA 

3Z4 


ill 


forward 1 


TTv if 
IM 


Cytosolic 


A C 

45 


T f~* • A AAA 1 A 1 .OAA1 AVf A D1A 

LG :UUUU 1 4. 1 :2UU 1 M AK3U 


3Zo 


iAn 


forward 1 


IM 


Transmembrane 


45 


T T.AAAA1/I t.OAAIXyf ADOA 

LO:UUUU14. 1 :zUUlMAK3U 


1A O 

34 o 


303 


forward 1 


IM 


Non-Cytosolic 


45 


T P.AAAA1 /I 1 .OAA1 TVVf A T> 1 A 

LG : UUUU 1 4 . 1 : ZU U 1 MAK3 U 


t 
1 


lo3 


iorward z 


TA/I 
IM 


Non-Cytosolic 


A C 

45 


T ■ AAAA 1 A 1 -OAA1 Ti.A AT5QA 

LO .UUUU 14.1 .ZUU 1 M AK3U 


1 0/1 

lo4 


ZUO 


iorwara z 


IM 


Transmembrane 


45 


T T-AAAAl/1 1 'OAAIA/f AD1A 

LU.UUUVIh. 1 .ZUU I MAK.3U 


ZU/ 


OO A 

z/o 


forward 2 


IM 


uytosouc 


AC. 

4D 


LO.UUUU14. 1 .ZUU1IYIAK3U 


Z/ / 


zyo 


forward 2 


TM 


Transmembrane 


45 


t n-nnnni/i i-oaaimapia 


zy / 


30o 


forward 2 


IM 


iNon-u.yiosonc 


AG. 

45 


r r..nnnAi>i 1-OAAU/fADQA 


J 


Q4 

y4 


iorwara j 


TM 


L^yiosonc 


4j 


JLLl.UUUUl^t. 1 .ZUUllvlAixjU 


yD 


1 17 
1 1 1 


iorwara d 


TM 
llvi 




4j 


LU.UUUU14. 1 .ZUUl JV1/VK3U 


1 1 R 
1 1 o 


1ZU 


iorwara o 


TM 
livl 


in on-^y losoiic 


45 


T n .nAAAl A 1 .OAA1 A/f A D'JA 

Lvj.UUUU14. 1 .ZUU1MAK3U 


101 
1Z1 


14U 


forward 3 


TA /f 

llvi 


Tiansmembrane 


4.) 


t n-nnnni a 1 *onrnA^ adia 


1 A1 
141 


10U 


forward 3 


TM 


\^yiosoiic 


45 


t P..AAAA1 A 1 *OHA1 \A A D 'JH 
LU . UUUU 14.1. ZUU 1 M AK3U 


l£l 
101 


103 


iorwara 3 


TM 

11V1 


l ransmemurane 


45 


LO . UUUU 14.1. ZUU 1 M AK3U 


1 0>l 
104 


303 


forward 3 


T\A 


Non-Cytosolic 


AA. 
40 


LU.UUUZyu.y.ZUUlMAK3U 


1 


Djy 


forward 2 


TM 
IM 


Non-Cytosolic 


46 


LG:000290.9:2001MAR30 


560 


582 


forward 2 


TM 


Transmembrane 


46 


LG:000290.9:2001MAR30 


583 


617 


forward 2 


TM 


Cytosolic 


47 


LG:001923.1:2001MAR30 


1 


109 


forward 1 


TM 


Cytosolic 


47 


LG:001923.1:2001MAR30 


110 


132 


forward 1 


TM 


Transmembrane 


47 


LG:001923.1:2001MAR30 


133 


141 


forward 1 


TM 


Non-Cytosolic 


47 


LG:001923.1:2001MAR30 


142 


164 


forward 1 


TM 


Tiansmembrane 


47 


LG:001 923.1 :2001MAR30 


165 


176 


forward 1 


TM 


Cytosolic 


47 


LG:001923.1:2001MAR30 


377 


199 


forward 1 


TM 


Transmembrane 
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SEQ D NO: 


Template ID 


Start 


Stop 


Frame 


Domain Type 


Topology 


47 


LG:001923.1:2001MAR30 


200 


265 


forward 1 


TM 


Non-Cytosolic 


47 


LG:001923.1:2001MAR30 


266 


288 


forward 1 


TM 


Transmembrane 


47 


LG:001923.1:2001MAR30 


289 


461 


forward 1 


TM 


Cytosolic 


47 


LG :00 1 923. 1 :2001 MAR30 


462 


484 


forward 1 


TM 


Transmembrane 


47 


LG:001923.1 :2001MAR30 


485 


503 


forward 1 


TM 


Non-Cytosolic 


47 


LG:001923.1:2001MAR30 


504 


526 


forward 1 


TM 


Transmembrane 


47 


LG:001923.1:2001MAR30 


527 


532 


forward 1 


TM 


Cytosolic 


47 


LG:001923.1 :2001MAR30 


533 


555 


forward 1 


TM 


Transmembrane 


47 


LG:00 1 923. 1 :200 1 MAR30 


556 


590 


forward 1 


TM 


Non-Cytosolic 


47 


LG:001923.1:2001MAR30 


1 


135 


forward 3 


TM 


Non-Cytosolic 


47 


LG:001923.1 :2001MAR30 


136 


158 


forward 3 


TM 


Transmembrane 


47 


LG:001923.1 :2001MAR30 


159 


164 


forward 3 


TM 


Cytosolic 


47 


LG-001923 L2001MAR30 


165 


187 


forward 3 


TM 


Transmembrane 


47 


LG:001923.1:2001MAR30 


188 


201 


forward 3 


TM 


Non-Cytosolic 


47 

t / 


LG-001923 1 2001MAR30 


202 


221 


forward 3 


TM 


Transmembrane 


47 


LG001923 1 2001MAR30 


222 


241 


forward 3 


TM 


Cytosolic 


47 


LG001923 1 2001MAR30 


242 


264 


forward 3 


TM 


Transmembrane 


47 


LG-001923 1-2001MAR30 


265 


589 


forward 3 

*vl VVC4XU mJ 


TM 


Non-Cytosolic 


48 


LG -008606 21-2001MAR30 


1 


160 


forward 1 


TM 


Cytosolic 


48 


LG-008606 2 1 -2001MAR30 


161 


183 


forward 1 


TM 


Transmembrane 


48 

to 


I G -008606 21 -2001 MAR30 


184 


202 


forward 1 

i %jx w ax u x 


TM 


Non-Cvtosolic 


48 


X G-008606 21-200IMAR30 


203 


92S 


forward 1 


TM 


Transmembrane 


48 
to 


I G-008606 21 -2001 MAR30 




401 


forward 1 


TM 


Cvtosolic 


48 

HO 


T O008606 91-9001MAR30 


402 


424 


forward 1 


TM 


Tra nsmemhrane 


48 
to 


LG-008606 21-2001MAR30 


49 


443 
tt j 


forward 1 

X VI •¥ (XX \X X 


TM 


Non-Cytosolic 


48 
to 


T G 008606 21-?0OllViAR3O 


444 


466 


forward 1 

1 \JX W CXk KX 1 


TM 


Transmembrane 

X i uWOI UvlHUI Ul 1 w 


48 
to 


r G-008606 21-2001MAR30 


467 

tu / 


668 


forward 1 


TM 


Cvtosolic 


48 
to 


LG-008606 21 -2001MAR30 


1 


404 


forward 2 

1 VJ 1 TV iXi \-A 


TM 


Non-Cvtosolic ' 


48 
to 


LG-008606 21 -2001MAR30 


405 


427 


forward 2 


TM 


Transmembrane 


48 


LG-008606 21-2001MAR30 


428 


439 


forward 2 


TM 


Cytosolic 


48 


LG-008606 2L2001MAR30 


440 


462 


forward 2 

AV/1 W iX.1 KX ±— 


TM 


Transmembrane 


48 


LG-008606 2L2001MAR30 


463 


667 


forward 2 


TM 


Non-Cytosolic 


48 


LG-008606 21-2001MAR30 


1 


169 


forward 3 


TM 


Cytosolic 


48 


LG:008606.21:2001MAR30 


170 


192 


forward 3 


TM 


Transmembrane 


48 


LG-008606 2L2001MAR30 


193 


201 


forward 3 


TM 


Non-Cytosolic 


48 


LG.008606.21 :2001MAR30 


202 


224 


forward 3 


TM 


Transmembrane 


48 


LG:008606.21:2001MAR30 


225 


230 


forward 3 


TM 


Cytosolic 


48 


LG :008 606.2 1 :200 1 MAR30 


231 


253 


forward 3 


TM 


Transmembrane 


48 


LG:008606.21:2001MAR30 


254 


410 


forward 3 


TM 


Non-Cytosolic 


48 


LG :008606.2 1 :200 1 MAR30 


411 


433 


forward 3 


TM 


Transmembrane 


48 


LG:008606.21:2001MAR30 


434 


439 


forward 3 


TM 


Cytosolic 


48 


LG:008606.21:2001MAR30 


440 


462 


forward 3 


TM. 


Transmembrane 


48 


LG:008606.21:2001MAR30 


463 


667 


forward 3 


TM 


Non-Cytosolic 


49 


LG:009699.32:2001MAR30 


1 


6 


forward 1 


TM 


Cytosolic 


49 


LG:009699.32:2001MAR30 


7 


25 


forward 1 


TM 


Trans membrane 


49 


LG 009699 32*200 1MAR30 


26 


127 


forward 1 


TM 


Non-Cytosolic 


49 


LG:009699.32:2001MAR30 


128 


150 


forward 1 


TM 


Transmembrane 


49 


LG:009699.32:2001MAR30 


151 


180 


forward 1 


TM 


Cytosolic 


49 


LG:009699.32:2001MAR30 


1 


128 


forward 2 


TM 


Non-Cytosolic 


49 


LG:009699.32:2001MAR30 


129 


151 


forward 2 


TM 


Transmembrane 


49 


LG:009699.32:2001MAR30 


152 


180 


forward 2 


TM 


Cytosolic 


50 


LG:016723.6:2001MAR30 


1 


187 


forward 1 


TM 


Cytosolic 


50 


LG:016723.6:2001MAR30 


188 


205 


forward 1 


TM 


Transmembrane 


50 


LG:016723.6:2001MAR30 


206 


276 


forward 1 


TM 


Non-Cytosolic 
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SEQ D NO: 


Template ID 


Start 


Stop 


Frame 


Domain Type 


Topology 


51 


LG :0 1 7 1 26.5 :200 1 MAR30 


1 


310 


forward 1 


TM 


Cytosolic 


51 


LG:017126.5:2001MAR30 


311 


333 


forward 1 


TM 


Transmembrane 


51 


LG:0 1 7 1 26.5 :2001M AR30 


334 


360 


forward 1 


TM 


Non-Cytosolic 


51 


LG:017I26.5:2001MAR30 


361 


383 


forward 1 


« TM 


Transmembrane 


51 


LG:0 1 7 1 26.5:2001 MAR30 


384 


413 


forward 1 


TM 


Cytosolic 


51 


LG:0 1 7 1 26.5 :2001 M AR30 


414 


433 


forward 1 


TM 


Transmembrane 


51 


LG:017126.5:2001MAR30 


434 


952 


forward 1 


TM 


Non-Cytosolic 


52 


LG:019362.10:2001MAR30 


1 


20 


forward 1 


TM 


Cytosolic 


52 


LG:019362.10:2001MAR30 


21 


40 


forward 1 


TM 


Transmembrane 


52 


LG:019362.10:2001MAR30 


41 


49 


forward 1 


TM 


Non-Cytosolic 


52 


LG:019362.10:200IMAR30 


50 


72 


forward 1 


TM 


Transmembrane 


52 


LG:0 1 9362. 1 0:2001MAR30 


73 


304 


forward 1 


TM 


Cytosolic 


52 


LG:019362. 1 0:2001MAR30 


305 


323 


forward 1 


TM 


Transmembrane 


52 


LG:019362.10:2001MAR30 


324 


337 


forward 1 


' TM 


Non-Cytosolic 


52 


LG:019362.10:2001MAR30 


338 


357 


forward 1 


TM 


Transmembrane 


52 


LG:019362,10:2001MAR30 


358 


377 


forward 1 


TM 


Cytosolic 


52 


LG:01 9362. 10:2001MAR30 


378 


400 


forward 1 


TM 


Transmembrane 


52 


LG:019362.10:2001MAR30 


401 


494 


forward 1 


TM 


Non-Cytosolic 


52 


LG:019362.10:2001MAR30 


495 


514 


forward 1 


TM 


Transmembrane 


52 


LG:019362.10:2001MAR30 


515 


534 


forward 1 


TM 


Cytosolic 


52 


LG:019362.10:2001MAR30 


535 


557 


forward 1 


TM 


Transmembrane 


52 


LG:019362.10:2001MAR30 


558 


572 


forward 1 


TM 


Non-Cytosolic 


52 


LG:019362.10:2001MAR30 


1 


47 


forward 2 


TM 


Non-Cytosolic 


52 


LG:019362.10:2001MAR30 


48 


70 


forward 2 


TM 


Transmembrane 


52 


LG:019362.10:2001MAR30 


71 


377 


forward 2 


TM 


Cytosolic 


52 


LG:019362.10:2001MAR30 


378 


397 


forward 2 


TM 


Transmembrane' 


52 


LG:019362.10:2001MAR30 


398 


463 


forward 2 


TM 


Non-Cytosolic 


52 


LG:019362.10:2001MAR30 


464 


483 


forward 2 


TM 


Transmembrane 


52 ■ 


LG:019362.10:2001MAR30 


484 


495 


forward 2 


TM 


Cytosolic 


52 


LG:019362.10:2001MAR30 


496 


518 


forward 2 


TM 


Transmembrane 


52 


LG:0 1 9362. 1 0:2001MAR30 


519 


546 


forward 2 


TM 


Non-Cytosolic 


52 


LG:019362.10:2001MAR30 


547 


569 


forward 2 


TM 


Transmembrane 


52 


LG:019362.10:2001MAR30 


570 


571 


forward 2 


TM 


Cytosolic 


53 


LG:022 1 83. 1 :2001 MAR30 


1 


19 


forward 2 


TM 


Cytosolic 


53 


LG:022183.1:2001MAR30 


20 


42 


forward 2 


TM 


Transmembrane 


53 


LG:022183.1:2001MAR30 


43 


272 


forward 2 


TM 


Non-Cytosolic 


54 


LG:028493.1 :2001MAR30 


1 


521 


forward 3 


TM 


Non-Cytosolic 


54 


LG:028493.1 :2001MAR30 


522 


544 


forward 3 


TM 


Transmembrane 


54 


LG:028493. 1 :200IMAR30 


545 


689 


forward 3 


TM 


Cytosolic 


55 


LG:034197.1 :2001MAR30 


1 


12 


forward 3 


TM 


Cytosolic 


55 


LG:034197.1 :2001MAR30 


13 


35 


forward 3 


TM 


Transmembrane 


55 


LG:034197.1 :2001MAR30 


36 


139 


forward 3 


TM 


Non-Cytosolic 


55 


LG:034 1 97. 1 :200 1 MAR30 


140 


162 


forward 3 


TM 


Transmembrane 


55 


LG:034197.1:2001MAR30 


163 


192 


forward 3 


TM 


Cytosolic 


56 


LG:054096.3 1 :2001MAR30 


1 


723 


forward 1 


TM 


Non-Cytosolic 


56 


LG:054096.3 1 :2001MAR30 


724 


746 


forward 1 


TM 


Transmembrane 


56 


LG:054096.3 1 :2001MAR30 


747 


752 


forward 1 


TM 


Cytosolic 


56 


LG:054096.31:2001MAR30 


753 


775 


forward 1 


TM 


Transmembrane 


56 


LG:054096.3 1 :2001MAR30 


776 


789 


forward 1 


TM 


Non-Cytosolic 


56 


LG:054096.3 1 :2001MAR30 


790 


812 


forward 1 


TM 


Transmembrane 


56 


LG:054096.31 :2001MAR3O 


813 


844 


forward 1 


TM 


Cytosolic 


57 


LG:054807.3:2001MAR30 


1 


253 


forward 1 


TM 


Non-Cytosolic 


57 


LG:054807.3:2001MAR30 


254 


276 


forward 1 


TM 


Transmembrane 


57 


LG:054807.3:2001MAR30 


277 


330 


forward 1 


TM 


Cytosolic 
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TABLE 2 








SEO D NO 


Tern d1 ate ID 


Start 


Stop 


Pram 6 


Domain Type 


Tonolo^v 


57 


LG 054807 32001MAR30 


331 


350 


forward 1 


TM 


TraiTsmembrane 


57 


LG054807 3 2001MAR30 


351 


353 


forward 1 


TM 


Non-fT^vtosoiic 


57 


LG -054807 3*2001 MAR30 


354 


373 


forward 1 


TM 


TrarTsmembrane 


57 


LG -054 807 3-2001MAR30 


374 


385 


forward 1 


TM 


Cvto^olic 


57 


LG- 054 807 3-2001MAR30 


IRfi 

JOU 


408 

two 


forward 1 


TM 


Tran^mpmhrnnft 

X 1 i-lllolllV'llIL/1 UllVs 


57 


LG054807 3 2001MAR30 


409 


458 


forward 1 


TM 




57 


LG- 054 807 3 2001MAR30 


459 


481 


forward 1 

il^/l W 4X1 VI X 


TM 


TranQmpmhranft 


57 
~j i 


LG 054807 3-2001MAR30 


4R9 


551 


forward 1 

I VJ 1 WCX1 \* X 


TM 


Ovfri^riilir 

v — y iuoui i 


57 


T O 054807 3 -2001 MAR 30 


559 

JJZ 


574 
0 /*+ 


forward 1 


TM 


Trnncmpmhranp 
1 1 uii^ii itni ui aiiw 


57 

o / 


T O054.R07 1-9001 MAR 10 


575 


577 
0 / / 


Fnr\x/sirH 1 

1 Ul Wdl U I 


TM 

1 1V1 


1 X UII - *-. V lUdUill* 


57 


T O054R07 3-2001 MAR 30 


57R 

0/0 


Ann 
ouu 


1UI W(UU 1 


TM 


T rsricmpmhriinp 
1 1 aiI">llIClllUlaIIC 


O / 


t 0*054 R07 i-90oima"rio 


601 

DUl 


604 


"Ff*»r\i/i*iTfi 1 
lUiWaiu i 


TM 

1 1V1 




57 

O / 


t n-054R07 i-9ooimat*io 

xjVj.U-J*+0U / . J . £UU 1 lVl/VIS. D\J 


AQ5 


717 
fit 


1UI WdlU 1 


TM 


1 lallblilCllIUlallC 


57 

O / 


1" H-054807 1-9001 MAR 10 

I_AJ.uO*+0U/ . D . ZAJ\J 1 iVl/TkXv JV/ 


71 ft 

/AO 


R1 5 
010 


tV\i-mxmt-H 1 
1U1 WdlU 1 


TM 


T\J/~\f-» f^\»tr\cp»lir» 

iTUii-v^y lUMJiiu 


57 


T 0*054807 1-9001MAP10 

LjVJ.W^^+OI/ / .O.ZUUXlVxT*kx\.Ou 


1 


4ZO 


mnuarn 7 
1U1 WdlU z 


TM 


Jl^l UJl-\w>jrlU*>Ullt» 


57 


T O05AR07 1-9001MAR10 


4z/ 


AAQ 
44y 


T/"\*rwoivi 7 
It/J VVal U Z 


TM 


X I allblilCIIlUl tine 


57 
O / 


T n-054807 1-7001M AP^O 
IAJ .U 0*toU / , 0 . ZUU x xVl/VK. OU 


4ju 


A&1 
401 


IOrWaTU z 


TM 


^yiosoiic 


57 
O l 


T n*054R07 1-7001MAP10 
JLAJ .U 0*+oU / .0 . ZUU JLiVl/\.JV jU 


40Z 


AQA 
4o4 


iorwaru z 


TM 


x ransuieiTi orane 


57 


T H 054R07 1-7001MAR10 
LO.UO*™u/.0. ZUU xlVjy\i\OU 


4oj 


oyz 


iorwaru z 


TM 


Non-Cytosolic 


57 
0 1 


F n*054807 1»7001 MARIO 
JL.V.J.UO-45U /.O.ZUUxlVi/\ivOU 




om 
/ lu 


iorwaru z 


TM 


Transmembrane 


57 


T n-054807 ^-7flniMAP^ 
1AJ.UO*+oU / . o.zuurivi/vtvou 


it 1 
/il 


/ol 


-f r> »*>-i \jr% *r/~i O 

iorwara z 


TM 
llVl 


\^yiosouc 


57 


T n«05/lQ07 1-7001MAU10 




in a 
//4 


forward 2 


TM 


Transmembrane 


O 1 


1AJ . U 0*+ o U / . 0 , ZUU 1 iviy-LK^U 


/ / J 


/OO 


forward 2 




N on -Cy tosol ic 


O / 


T n'054807 ^-OOmTVif AP^O 


/oy , 


ono 

QUO 


forward 2 


TM 


Transmembrane 


57 

O 1 


T r;«054.807 ^onoixyf AP^fi 


ouy 


0 1 A 

oI4 


forward 2 


TM 
llVl 


Cytosolic 


D 1 


t r!-o^A8n'7 ^♦onni \>r a D-^n 


t 

i 


1 T*7 

MI 


forward 3 


1M 


Cytosolic 


57 

o / 


LAj . UJ'f ou /. J . ZUU l JVl/vK D U 


no 




forward 3 


TM 
1M 


Transmembrane 


5^ 
O/ 


T n-05A807 <l-700lTV>f AP^O 
L.VJ . UO*+ 5U / . D . Z UU 1 IVI/\K J U 


Jyo 


z4/ 


forward 3 


TM 
llVl 


Non-Cytosolic 


57 
J / 


T n«05AR07 ^'700l\>r AP^n 
LXj .Ujh- oU / .j . ZUU 1 jyi./ViOU 


Z4o . 


z/u 


forward 3 


TM 


Transmembrane 


57 
0 / 


JL.O ,UO*+oU / . j . ZUU 1 JV1/VK.3U 


01 1 


oz/ 


forward 3 


TM 


Cytosolic 


57 
O / 


T H 05AR07 ^-9001MAP^n 
L.KJ .U J*+ oU / . J . ZUUi jyl/VJtvOU 


3zo 


00U 


iorwara o 


TM 

J. 1V1 


Transmembrane 


57 


T n-05AR07 1-7001 TV/fAP^O 
LAJ.U JHOU / .J -ZUUI JVl/\lv3U 


1**" 1 
DJl 


400 


forward 3 


TK/f 
1 lv X 


Non-Cytosolic 


57 


T H 054R07 ^^OOlMAP^O 
LAJ .UO*+ OU / . J . ZUU I IVl/VtV JU 


4 J 4 


4o0 


iorwaru o 


TM 


i rdnsiiicrn Drane 


57 


T n-05AR07 1-9001MAP1O 


457 
40 / 


A 67 
40Z 


iorwaru o 


TM 
livi 


i^yiosouc 


57 


T CV054R07 1*9001 MAP30 


40O 


/I Q*"C 
480 


TratLU q 1 
1UJ WalU J 


TM 

XXVI 


J I aJlMil&Jlim aJIC 


57 

o / 


T f. 054R07 1*9001 MAP10 


4Rfi 
•too 


4RQ 
40V 


iorwaru o 


TM 


in on-Vw-y wsouc 


57 
o / 


T H-054R07 3 -9001 MAP 10 


400 

*t7U 


517 
0 1Z 


lUiWaiu J 


TM 

J. AVJL 


1 1 ullMUCIIlul aJIC 


57 


T n*054R07 1-9001MAP3O 


511 


550 
OOU 


1UI Well U J 


TM 

X 1V1 


lUdUHu 


57 


T H 054R07 1*9001 MAP 30 

JL.VJ.W«7*tOU / . J . Z»UU 1 1V1AVJV JU 


551 
00 1 


571 
0/0 


1UI Wal U J 


TM 

1 IVI 


TrflncrrvpmKranf* 
i I allalllCIIlurallC 


57 
o / 


T H 054R07 3-9001 MAP10 


574 


576 
O/O 


lUf WalU J 


TM 

X IVI 


i n ui l - v—y iu*> l; Hi/ 


57 


T O-054R07 3-9001 MAR30 

l~,\J .UJT^OU / . J.Z#UU11V1/TlXN.JU 


577 
0 / / 


506 

oyo 


■fnrwnrH 1 


TM 

X 1YX 


Trn n c rr>p m Kr n n f» 
J ] uj|*>jJiciJJUl alic 


57 
o i 


T H-054R07 1-9001 MAP10 


507 

OJ7 / 


609 

oyz 


Ttxrwi OTrl 1 
1UI WalU J 


TM 

X IV 1 




57 


T H-054R07 3-9001MAP30 


601 
D70 


719 
/ 1Z 


fnrwnrr! 1 

lUl WOxU J 


TM 

X IVX 


Tr ;i n c i*n p m K r !3 n p 
1 1 allMllUlHUl a) IC 


57 


T n-054R07 3-9001 MAP30 


711 
/ 10 


R14 


fnrwnrH 1 
1U1 w<uu J 


TM 

X IV i 




5R 


T f,-065f?71 19-9001 MARIO 


1 
l 


1R 

JO 


1 Ul WcUU 1 


TM 

J.1V1 




58 


I rf Ofi5873 1 2-9001 MAP30 

L/U.UUJO/ J. lA,(tUUli"I/lIVJU 


10 


OO 


Fr*rw?>rH 1 

iUl W 611 U 1 


TM 

I IVI 




5a 

JO 


T n 0A5R71 19-9OO1MAP10 

JL.W. VJuJ O / J. 1 Z.ZuuIiYl>\l\.J5U 


59 


925 


■f/-vrt\7Qf 1 

lOrWaJU i 


TM 

1 iVJ 


iNon-v^yiosoiiL 


58 


LG:065873.12:2001MAR30 


l 


19 


forward 3 


TM 


Cytosolic 


58 


LG:065873. 12:2001MAR30 


20 


42 


forward 3 


TM 


Transmembrane 


58 


LG:065 873.1 2:2001MAR30 


43 


867 


forward 3 


TM 


Non-Cytosolic 


58 


LG:065873.12:2001MAR30 


868 


890 


forward 3 


TM 


Transmembrane 


58 


LG.065873. 1 2:2001MAR30 


891 


924 


forward 3 


TM 


Cytosolic 


59 


LG.0838J 4.6:2,001 MAR30 


I 


660 


forward 1 


TM 


Non-Cytosolic 


59 


LG:083814.6:2001MAR30 


661 


680 


forward 1 


TM 


Transmembrane 



96 



WO 02/083876 
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TABLE 2 



QUA T-\ \TA. 


i empiate lu 


Mart 


Mop 


Frame 


Domain Type 


Topology 




LU.Uojoi4.o.zUUiMAK3U 




*71 A 

714 


forward 1 


TM 


Cytosolic 


Dy 


T /'I.AQQ Q1 /I /C..O AA1 X if A Din 


715 


733 


forward 1 


TM 


Transmembrane 






734 


1A 1 

741 


forward 1 


TM 


Non-Cytosolic 




i-.Vj.Uo J o 1 4.0-ZUU 1M AK 


1 


oo 1 


J o 

torward 3 


TM 


Non-Cytosolic 


jy 


Lu.UoOoi4.o.2U01MAR30 


/OA 

682 


701 


forward 3 


TM 


Transmembrane 


ay 


LCj.U53o^4.o.2UU1MAR30 


702 


H 1 A 

712 


forward 3 


TM 


Cytosolic 


^a 


T P.AOOOI /t i£.AAA1 Ajf A T"»QA 

LU.Uoooi4.o:2UOlMAR30 


713 


730 


forward 3 


TM 


Transmembrane 


59 


LCj:Oo3814,6:2001MAR30 


731 


740 


forward 3 


TM 


Non-Cytosolic 


<A 

oU 


Lu:l)y34/ /.1:2U01MAR30 


1 


12 


forward 2 


TM 


Cytosolic 


60 


LG:093477.1 :2001MAR30 


13 


35 


forward 2 


TM 


Transmembrane 


<CA 
60 


T A.nAl ATI 1 .inn nil n 0 f\ 

LG:093477 .1 :2001MAR30 


36 


291 


forward 2 


TM 


Non-Cytosolic 


60 


LG:093477.1:2001MAR30 


1 


6 


forward 3 


* TM 


Cytosolic 


60 


LG:093477. 1 :2001MAR30 


7 


29 


forward 3 


TM 


Transmembrane 


60 


LG:093477.1 :2001MAR30 


30 


291 


forward 3 


TM 


Non-Cytosolic 


61 


LG:099572. 1 2:2001 MAR30 


1 


803 


forward 2 


TM 


Non-Cytosolic 


61 


LG:099572.12:2001MAR30 


804 


826 


forward 2 


TM 


Transmembrane 


61 


LG:099572.12:2001MAR30 


827 


960 


forward 2 


TM 


Cytosolic 


61 


LG:099572. 1 2:2001MAR30 


961 


975 


forward 2 


TM 


Transmembrane 


61 


LG:099572.12:2001MAR30 


976 


984 


forward 2 


TM 


Non-Cytosolic 


61 


LG:099572.12:2001MAR30 


985 


1007 


forward 2 


TM 


Transmembrane 


61 


LG:099572. 12:2001MAR30 


• 1008 


1043 


forward 2 


TM 


Cytosolic 


61 


LG:099572.12:2001MAR30 


1044 


1066 


forward 2 


TM 


Transmembrane 


61 


LG:099572. 1 2:2001 MAR30 


1067 


1510 


forward 2 


TM 


Non-Cytosolic 


61 


LG:099572.12:2001MAR30 


1511 


.1533 


forward 2 


TM 


Transmembrane 


61 


LG:099572.12:2001MAR30 


1534 


1546 


forward 2 


™ 


Cytosolic 


61 


LG:099572. 1 2:2001MAR30 


1 


1008 


forward 3 


TM 


Non-Cytosolic 


61 


LG:099572.12:2001MAR30 


.1009 


1031 


forward 3 


TM 


Transmembrane 


61 


LG:099572.12:2001MAR30 


1032 


1089 


' forward 3 


TM 


Cytosolic 


61 


LG:099572.12:2001MAR30 


1090 


1112 


' forward 3 


TM 


Transmembrane 


61 


LG:099572.12:2001MAR30 


1113 


1546 


forward 3 


TM 


Non-Cytosolic 


62 


LG:100396.3 1 :2001MAR30 


1 


247 


forward 1 


TM 


Non-Cytosolic 


62 


LG: 1 00396.3 1 :2001MAR30 


248 


265 


forward 1 


TM 


Transmembrane 


62 


LG: 100396.3 1 :2001MAR30 


266 


318 


forward 1 


TM 


Cytosolic 


62 


LG: 100396.3 1 :2001MAR30 


319 


338 


forward 1 


TM 


Transmembrane 


62 


LG: 100396.3 1 :2001MAR30 


339 


373 


forward 1 


TM 


Non-Cytosolic 


62 


LG: 100396.3 1:2001MAR30 


374 


393 


forward 1 


TM 


Transmembrane 


62 


LG: 1 00396.3 1 :200 1 MAR30 


394 


394 


forward 1 


TM 


Cytosolic 


62 


LG: 1 00396.3 1 :2001 MAR30 


1 


361 


forward 2 


TM 


Non-Cytosolic 


62 


LG: 1 00396.3 1 :2001 MAR30 


362 


393 


forward 2 


TM 


Transmembrane 


/Co 

62 


LG: 1 00396.3 1 :2001MAR30 


394 


394 


forward 2 


TM 


Cytosolic 


/CO 

63 


LG : 1 026903 . 5 :2001 M AR30 


1 


84 


forward 1 


TM 


Cytosolic 


/Co 

63 


LG:1 026903.5 :2001MAR30 


85 


107 


forward 1 


TM 


Transmembrane 


63 


T /"* 1 A1ZAA') C Ann |\# a ATA 

LG: 1026903 .5:2001MAR30 


108 


452 


forward 1 


TM 


Non-Cytosolic 


64 


LG: 1 0601 68. 6:200 1MAR30 


1 


147 


forward 1 


TM 


Cytosolic 


65 


LG: 1 086906.4 1 :200lMAR30 


1 


417 


forward 2 


TM 


Non-Cytosolic 


65 




418 

» A O 




frwwi £> vf\ 

AVJI WOiU L 


TM 


i runsrneniDrane 


65 


LG: 1 086906.4 1:2001MAR30 


436 


551 


forward 2 


TM 


Cytosolic 


65 


LG:1086906.41 :2001MAR30 


1 


412 


forward 3 


TM 


Non-Cytosolic 


65 


LG: 1 086906.4 1:2001 MAR30 


413 


435 


forward 3 


TM 


Transmembrane 


65 


LG: 1 086906.4 1 :2001MAR30 


436 


551 


forward 3 


TM 


Cytosolic 


66 


LG: 1 089326. 1 8:2O01M AR30 


1 


73 


forward 2 


TM 


Cytosolic 


66 


LG: 1 089326. 1 8:2O0lM AR30 


74 


96 


forward 2 


TM 


Transmembrane 


66 


LG: 1089326. 1 8:2001MAR30 


97 


807 


forward 2 


TM 


Non-Cytosolic 


67 


LG: 1090862. 32:200 1MAR30 


1 


47 


forward 3 


TM 


Cytosolic 
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TABLE 2 








SEQ D NO: 


Template ID 


Start 


Stop 


Frame 


Domain Type 


Topology 


67 


LG: 1090862.32:2001MAR30 


48 


70 


forward 3 


TM 


Transmembrane 


67 


LG: 1090862.32:2001MAR30 


71 


568 


forward 3 


TM 


Non-Cytosolic 


68 


LG: 1 09 1 94 1 .4 1 :200 1MAR30 


1 


6 


forward 1 


TM 


Cytosolic 


68 


LG: 1091941 .4 1 :2001MAR30 


7 


29 


forward 1 


TM 


Transmembrane 


68 


LG:109194L41:2001MAR30 


30 


260 


forward 1 


• TM 


Non-Cytosolic 


69 


LG* 1093386 8 2001MAR30 * 


1 


22 


forward 1 


TM 


Non-Cytosolic 


69 


LG:1093386.8:2001MAR30 


23 


42 


forward 1 


TM 


Transmembrane 


69 


LG* 1093386 8*2001MAR30 


43 


254 


forward 1 


TM 


Cytosolic 


69 


LG' 1093386 8-2001MAR30 


255 


274 


forward 1 


TM 


Transmembrane 


69 


LG*1093386 8*2001MAR30 


275 


612 


forward 1 


TM 


Non-Cytosolic 


69 


LG* 1093386 8*2001 MAR30 


613 


635 


forward 1 


TM 


Transmembrane 


69 


LG* 1093386 8*2001 MAR30 


636 


647 


forward 1 

X KJM. VY U k U X 


TM 


Cvto^olic 


69 

\jy 


LG- 1093386 8-2001MAR30 


648 


670 


forward 1 

IVi VVU1 U X 


TM 


Transmembrane 


69 


LG* 1093386 8 2001MAR30 


671 

U/ J 


6R0 


forward 1 


TM 


Non-Cvtosolic 

1 ivll VT lUDvllv 


\ty 


T G-10933R6 S-20O1MAR30 


1 
i 


193 


forward 2 


TM 


Non-CvtoQolic 

i lull uY lUJUIlw 




1 ("MOQ33R6 R-2001MAR30 

JL/VJ - 1U7 JJ OU. O . i«uL/ 11V1.TA1X JU 


194 


146 


forward 2 


TM 


Tr a n q m f» m bra n ft 

x i ttiioiiiv-iiiui at iu 


6Q 
\jy 


T 0-1093386 R-9001MAR30 


147 


^07 

jy i 


fi or ward 9 


TM 


f^vfo^nlir 

V_* y lUOUllv 


vy 


T f"MOQ^ttR6 R^OOIMAR^O 


S0R 
jya 


690 


fnrwarH 9 


TM 


Tr a n c m <* m rira rtp 

X 1 fXi Id 11 lull IUI dllu 


60 
vy 


T fM0QT"lR6 R-?001MAP^0 


69 1 


649 


forwurH 9 

1U1 Well U £* 


TM 

j. ivu 


Nnn^r^vtriQnlir* 

1>UI1 V— J LUoUJ lu 




T n-100^' : *;R6 R-^OOIMAR^O 


64^ 


66S 


fnrwnrH 9 

1U1 WdlU z> 


TM 

1 1V1 


Trancmpmhrflnp 

X 1 Cll loll lul 11 Ul dllu 


6Q 
uy 


T H-1 09^86 R-9001MAR10 

JLAJ. 1 V/y.? J OU. O .iUU IJLVlrVIx. j u 


000 


o/y 


fnrwsirfl 9 


TM 


f^vtnQnlir* 

V>>Jf lUuUilu 


60 


T rMf>0'"ttR6 R-'JOOIMAP^O 


I 


9S9 
ZjZ 


fV\ r^l I/O r/i A 

1UI WctlU J 


TM 

1 ivi 


±\ ui i~*~r y LUaui i w 


60 


T f*MO0T*R6 R^OOIMAPIO 




97^ 
Z / 0 


Well U D 


TM 


X 1 ClllolllulllUl dllu 


60 
oy 


T n-1fi0'"t' : lR6 R-90O1MAP^O 

LAJ. x\jyj u'Ou.O.x.UUIaVI/AIwu 


Z /O 


904 


JUl WdlU J 


TM 


V_,Jf lUSUllu 


60 


T fMflQ*V*4R6 R-9001MAR10 


J.7J 


*41 7 


fnrwarrl 
iui wai u j 


TM 


Tr5i n c m ptti hra n p 

X IdllollIulllUl dllu 


60 
oy 


T n-10Q^^R6 R^OOIMAT^O 


^1 Q 
JIO . 


oyo 


IUI Wdl tl J 


TM 

1 IVI 


liUll-wjr lUoUllu 


60 

vy 


T n-1O0^^R6 R-9nniMAR'*tn 

LU. Iu.7 J ■JOU.O.^UU11Va/\a\Ou' 


^07 

jy / 


fil 0 

oiy 


IUI WolU J 


TM 

X 1*1 


AldllolHClllUI dllu 


60 

ui* 


T n-100^^R6 R*9001MA1?^0 


690 
ozu 


6^0 
D^y 


1U1 WdlU J 


TM 

XIV] 


V«. V IWVjl IW 


60 
oy 


T fMftQ'"t'"tR6 R*9001MAR^0 


OhU 


^A9 

ooz 


IUI Wdl U J 


TM 

X 1VX 


Tra n ^ m p m \> r a n f» 

1 1 dllolllulllUl dllu 


60 


T O10Q'"ttR6 R-90011\4A"R^O 


66^ 


670 

d /y 


IUI WdlU -7 


TM 


iNUii v^y lu&uiiw 


7n 

/u 


T H-10Q41R7 33 -9001 MAR 30 

JL/V-J. lU7tlO / .J-J.^UU11VJ,AYAX«JU 


1 

1 


1 9R 
1ZO 


fr»rwiirH 1 

IUI Wdl U J 


TM 


r^vfncnl \c 

\-r J lUOVllw 


70 


T O-10941R7 ^-9001MAR30 

LiU. 1 U7H JO/ . J-?.a»UU AlVirvi\.»JU 


190 
izy 


1^1 


for\x/?»rf1 1 

1 Ul Wdl U 1 


TM 


TrnnQmpmViranp 

1 1 0.11 Oil lull IUI 411 lu 


70 

/ U 


T O10941R7 33-9001MAR30 

JLAJ. 1 vJ^M^ 1 O / - JJ . Z,UU I 1V1/VA\._}U 


1 S9 


1 S4 


fc\r\\ic\rr] 1 
iui wdl u l 


TM 


Non-Cvtosolic 

iiuii ivjouiiu 


70 
/ u 


T O10Q41R7 33-9001 MAR 30 


1 ss 


177 
ill 


forwurfl 1 


TM 


Transmpmbrane 

x i aiioiiiuAiiL/i anv» 


70 


T H-10941R7 33-2001 MAR30 


17R 

I/O 


J l D 


frvrwarH 1 

l \Ji VT Ul VJ A 


TM 


Cvtosolic 

Vj-Jt Lu Jul iv 


70 
/ u 


1 G- 10941 87 33-2001MAR30 


374 


^06 


fnrwarH 1 

lul VY CXI U 1 


TM 


Transmembrane 

A i aiioiii^/iiiLyi cijiu 


70 


LG- 1094 187 33-2001MAR30 


397 


41 S 


forward 1 


TM 


Non-Cytosolic 


70 


LG* 10941 87 33*200 1MAR30 

1_jvJ . J. \J*/i l \J / -~> ~f • ±-r\J \S i i.VA/*AX«^ V 


416 


41R 


forward 1 


TM • 


Transmembrane 


70 


LG- 1094 187 33-2001MAR30 


439 


479 


forward 1 

1 ul W (11 IhI 1 


TM 


Cytosolic 


70 


LG- 1094 187 33-2001 MAR30 


3 


126 


forward 9 

1 ul rr dl u 


TM 


Cytosolic 


70 


LG- 1094 187 33 2001MAR30 


127 


140 


forward 2 

lvl vv Ul \J z- 


TM 


Transmembrane 


70 


LG- 1094 187 33 2001MAR30 


150 


1R1 

J O J 


forward 2 

J uj VT Cll \J Xr 


TM 


Non-Cytosolic 


70 


LG- 1094 187 33 2001MAR30 


182 


100 


forward 2 

iui vruiu 


TM 


Transmembrane 


70 


LG* 10941 87 33*2001MAR30 


200 


379 

OIL. 


forward 2 

lul WLllU ^ 


TM 


Cytosolic 


70 


LG- 1094 187 33 2001MAR30 


373 


jyj 


forward 2 

lul W Cll U 


TM 


Transmembrane 


70 


LG- 10941 87 33 2001 MAR30 


306 


49 1 
HZl 


forward 2 

lul VY Cll U A> 


TM 


Non-Cvtosolic 


70 

/U 


T H-10Q41R7 TV9001MAR30 


422 


444 


IUI Will U £. 


TM 

X 1V1 


Xr n n c m p m hranp 
A 1 dllolliuliiui aiiu 


70 


LG: 10941 87.33-.2001MAR30 


445 


471 


forward 2 


TM 


Cytosolic 


70 


LG: 1 094 1 87 .33 :200 1 MAR30 


1 


129 


forward 3 


TM 


Non-Cytosolic 


70 


LG: 1 094 1 87.3 3:2001 MAR30 


130 


149 


forward 3 


TM 


Transmembrane 


70 


LG:1094187.33:2001MAR30 


150 


150 


forward 3 


TM 


Cytosolic 


70 


LG: 10941 87.33:2001MAR30 


151 


170 


forward 3 


TM 


Transmembrane 


70 


LG:1094187.33:2001MAR30 


171 


179 


forward 3 


TM 


Non-Cytosolic 


70 


LG: 10941 87.33:2001MAR30 


180 


197 


forward 3 


TM 


Transmembrane 
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SEQDNO: 


Template ID 


Start 


Stop 


Frame 


Domain Type 


Topology 


70 


LG:1094187.33:2001MAR30 


198 


355 


forward 3 


TM 


Cytosolic 


70 


LG: 1094 1 87.33 :2001M AR30 


356 


375 


forward 3 


TM 


Transmembrane 


70 


LG:1094187.33:2001MAR30 


376 


404 


forward 3 


TM 


Non-Cytosolic 


70 


LG:1094187.33:2001MAR30 


405 


427 


forward 3 


TM 


Transmembrane 


70 


LG: 1 094 1 87.33 :2001 MAR30 


428 


439 


forward. 3 


TM 


Cytosolic 


70 


LG:1094187.33:2001MAR30 


440 


462 


forward 3 


TM 


Transmembrane 


70 


LG:1094187.33:2001MAR30 


463 


471 


forward 3 


TM 


Non-Cytosolic 


71 


LG: 1098692. 18:2001MAR30 


1 


37 


forward 2 


TM 


Non-Cytosolic 


71 


LG: 1098692. 18:2001MAR30 


38 


57 


forward 2 


TM 


Transmembrane 


71 


LG: 1098692. 18:2001MAR30 


58 


124 


forward 2 


TM 


Cytosolic 


71 


LG: 1098692. 18:2001MAR30 


125 


147 


forward 2 


TM 


Transmembrane 


71 


LG: 1098692. 18:2001MAR30 


148 


176 


forward 2 


TM 


Non-Cytosolic 


71 


LG: 1098692. 18:2001MAR30 


177 


199 


forward 2 


TM 


Transmembrane 


71 


LG: 1 098692. 1 8:2001MAR30 


200 


211 


forward 2 


TM 


Cytosolic 


71 


LG:1098692.18:2001MAR30 


212 


231 


forward 2 


TM 


Transmembrane 


71 


LG: 1 098692. 1 8 :200 1 MAR30 


232 


250 


forward 2 


TM 


Non-Cytosolic 


71 


LG: 1098692. 1 8:2001MAR30 


251 


273 


forward 2 


TM 


Transmembrane 


71 


LG : 1 098692. 1 8 :200 1 MAR30 


274 


588 


forward 2 


TM 


Cytosolic 


72 


LG:1 173104.22;2001MAR30 


] 


180 


forward 1 


TM 


Non-Cytosolic 


72 


LG : 1 1 73 1 04 .22:200 1 MAR30 


181 


203 


forward 1 


TM 


Transmembrane 


72 


LG:1 173104.22:2001MAR30 


204 


265 


forward 1 


TM 


Cytosolic 


72 


LG: 1 173104.22:2001MAR30 


266 


288 


forward 1 


TM 


Transmembrane 


72 


LG:1 173104.22:2001MAR30 


289 


297 


forward 1 


TM 


Non-Cytosolic 


72 


LG:1 173104.22:2001MAR30 


298 


320 


forward 1 


TM 


Transmembrane 


72 


LG:1 173104.22:2001MAR30 


321 


389 


forward 1 


TM 


Cytosolic 


72 


LG: 1 173 104.22:200 1MAR30 : 


1 


265 


forward 2 


TM 


Cytosolic 


72 


LG:1173104.22:2001MAR30 


266 


285 


forward 2 


TM 


Transmembrane 


72 


LG: 1 173104.22:2001MAR30 


286 


'299 


forward 2 • 


TM 


Non-Cytosolic 


72 


LG:1 173104.22:2001MAR30 


300 


322 


forward 2 


TM- 


Transmembrane 


72 


LG:1 173104 .22:2001MAR30 


323 


389 


forward 2 


TM 


Cytosolic 


72 


LG:1 173104.22:2001MAR30 


1 


267 


forward 3 


TM 


Non-Cytosolic 


72 


LG:1173104.22:2001MAR30 


268 


290 


forward 3 


TM 


Tran sm embran e 


72 


LG:1 173104.22:2001MAR30 


291 


296 


forward 3 


TM 


Cytosolic 


72 


LG:1173104.22:2001MAR30 


297 


319 


forward 3 


TM 


Trans me m brane 


72 


LG:1 173104.22:2001MAR30 


320 


388 


forward 3 


TM 


Non-Cytosolic 


73 


LG:1215335.7:2001MAR30 


. l 


971 


forward 1 


TM 


Non-Cytosolic 


73 


LG : 1 2 1 5335 .7 :200 1 MAR30 


972 


994 


forward 1 


TM 


Transmembrane 


73 


LG:1215335.7:2001MAR30 


995 


1050 


forward 1 


TM 


Cytosolic 


73 


LG : 1 2 1 5335 .7:200 1 MAR30 


1 


160 


forward 2 


TM 


Non-Cytosolic 


73 


LG:1215335.7:2001MAR30 


161 


183 


forward 2 


TM 


Transmembrane 


73 


LG:1215335.7:2001MAR30 


384 


467 


forward 2 


TM 


Cytosolic 


73 


LG : 1 2 1 5335 .7 :200 1 MAR30 


468 


490 


forward 2 


TM 


Transmembrane 


73 


LG: 1215335.7:2001MAR30 


491 


1050 


forward 2 


TM 


Non-Cytosolic 


74 


LG: 1256753. 1 :2001MAR30 


1 


10 


forward 1 


TM 


Cytosolic 


74 


LG : 1 25 6753 . 1 : 200 1 M AR30 


11 


33 


forward 1 


TM 


Transmembrane 


74 


LG:1256753.1:2001MAR30 


34 


614 


forward 1 


TM 


Non-Cytosolic 


74 


LG: 1 256753. 1 :2001MAR30 


615 


637 


forward 1 


TM 


Transmembrane 


74 


LG: 1256753. 1 :2001MAR30 


638 


669 


forward 1 


TM 


Cytosolic 


74 


LG: 1 256753. 1 :200 1MAR30 


1 


573 


forward 2 


TM 


Cytosolic 


74 


LG:1 256753. L2001MAR30 


574 


596 


forward 2 


TM 


Transmembrane 


74 


LG: 1 256753. L2001MAR30 


597 


615 


forward 2 


TM 


Non-Cytosolic 


74 


LG: 1 256753. 1 :2001M AR30 


616 


638 


forward 2 


TM 


Transmembrane 


74 


LG: 1 256753. 1 :2001MAR30 


639 


669 


forward 2 


TM 


Cytosolic 


74 


LG: 1256753. 1 :2001MAR30 


1 


45 


forward 3 


TM 


Non-Cytosolic 
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Template ID 


Start 


Stop 


Frame 


Domain Type 


Topology 


74 


LG: 1 256753. 1 :200 1MAR30 


46 


68 


forward 3 


TM 


Transmembrane 


74 


LG: 1256753.1 :2001MAR30 


69 


74 


forward 3 


TM 


Cytosolic 


74 


LG : 1 256753. 1 :2001 MAR30 


75 


97 


forward 3 


TM 


Transmembrane 


74 


LG: 1 256753 . 1 :2001 M AR30 


98 


503 


forward 3 


TM 


Non-Cytosolic 


74 


LG: 1256753. 1:2001MAR30 


504 


523 


forward 3 


TM 


Transmembrane 


74 


LG: 1 256753. 1 :200 1MAR30 


524 


669 


forward 3 


TM 


Cytosolic 


75 


LG: 1 326702. 10:2001MAR30 


1 


2173 


forward 1 


TM 


Non-Cytosolic 


75 


LG : 1 326702. 1 0: 200 1MAR30 


2174 


2196 


forward 1 


TM 


Transmembrane 


75 


LG: 1 326702. 1 0:2001MAR30 


2197 


2202 


forward 1 


TM 


Cytosolic 


75 


LG: 1 326702.10:2001MAR30 


2203 


2225 


forward 1 


TM 


Transmembrane 


75 


LG:1326702.10:2001MAR30 


2226 


2234 


forward 1 


TM 


Non-Cytosolic 


75 


LG:1326702.10:2001MAR30 


2235 


2257 


forward 1 


TM 


Transmembrane 


75 


LG:1326702.10:2001MAR30 


2258 


2258 


forward 1 


TM 


Cytosolic 


75 


LG:1326702.10:2001MAR30 


1 


2174 


forward 2 


TM 


Non-Cytosolic 


75 


LG: 1326702. 10:2001MAR30 


2175 


2197 


forward 2 


TM 


Transmembrane 


75 


LG:1326702.10:2001MAR30 


2198 


2209 


forward 2 


TM 


Cytosolic 


75 


LG:1326702.10:2001MAR30 


2210 


2232 


forward 2 


TM 


Transmembrane 


75 


LG:1326702.10:2001MAR30 


2233 


2257 


forward 2 


TM 


Non-Cytosolic 


75 


LG: 1 326702. 10:2001 MAR30 


1 1 


1425 


forward 3 


TM 


Non-Cytosolic 


75 


LG:1326702.10:2001MAR30 


1426 


1448 


forward 3 


TM 


Transmembrane 


75 


LG: 1 326702.10:2001MAR30 


1449 


1521 


forward 3 


TM 


Cytosolic 


75 


LG:1326702.10:2001MAR30 


1522 


1541 


forward 3 


TM 


Transmembrane 


75 " 


LG: 1 326702. 10:2001MAR30 


1542 


1608 


forward 3 


TM 


Non-Cytosolic 


75 


LG:1326702.10:2001MAR30 


1609 


1631 


forward 3 


TM 


Transmembrane 


75 


LG:1326702.10:2001MAR30 


1632 


2174 


forward 3 


TM 


Cytosolic 


75 


LG:1326702.10:2001MAR30 


2175 


2197 


forward 3 


TM 


Transmembrane 


75 


LG: 1 326702. 10:2001MAR30 


2198 


2211 


forward 3 


TM 


Non-Cytosolic 


75 


LG:1326702.10:2001MAR30 


2212 


2234 


forward 3 


TM 


Transmembrane 


75 


LG: 1326702. 10:2001MAR30 


2235 


2257 


forward 3 


TM 


Cytosolic 


76 


LG:1327239.15:2001MAR30 


1 


59 


forward 1 


TM 


Cytosolic 


76 


LG: 1 327239. 15:2001MAR30 


60 


82 


forward 1 


TM 


Transmembrane 


76 


LG: 1 327239. 15:2001M AR30 


83 


253 


forward 1 


TM 


Non-Cytosolic 


76 


LG:1327239.15:2001MAR30 


254 


276 


forward 1 


TM 


Transmembrane 


76 


LG:1327239.15:2001MAR30 


277 


287 


forward 1 


TM 


Cytosolic 


76 


LG: 1 327239. 15:2001MAR30 


288 


310 


forward 1 


TM 


Transmembrane 


76 


LG:1 327239. 15:2001MAR30 


311 


499 


forward 1 


TM 


Non-Cytosolic 


76 


LG: 1 327239. 15 :2001MAR30 


1 


60 


forward 2 


TM 


Cytosolic 


76 


LG : 1 327239. 1 5 :200 1 MAR30 


61 


83 


forward 2 


TM 


Transmembrane 


76 


LG:1327239.15:2O01MAR30 


84 


120 


forward 2 


TM 


Non-Cytosolic 


76 


LG: 1 327239. 15:2001MAR30 


121 


143 


forward 2 


TM 


Transmembrane 


76 


LG:1327239.15:2001MAR30 


144 


155 


forward 2 


TM 


Cytosolic 


76 


LG:1327239.15:2001MAR30 


156 


178 


forward 2 


TM 


Transmembrane 


76 


LG:1327239.15:2001MAR30 


179 


499 


forward 2 


TM 


Non-Cytosolic 


76 


LG: 1 327239. 15:2001MAR30 


1 


33 


Forward 3 


TM 


Cytosolic 


76 


LG:1327239.15:2001MAR30 


34 


56 


forward 3 


TM 


Transmembrane 


76 


LG:1327239.15:2001MAR30 


57 


60 


forward 3 


TM 


Non-Cytosolic 


76 


LG:1327239.15:2001MAR30 


61 


83 


forward 3 


TM 


Transmembrane 


76 


LG:1327239.15:2001MAR30 


84 


190 


forward 3 


. TM 


Cytosolic 


76 


LG : 1 327239. 1 5 :200 1 MAR30 


191 


213 


forward 3 


TM 


Transmembrane 


76 


LG: 1 327239. 1 5:2001MAR30 


214 


254 


forward 3 


TM 


Non-Cytosolic 


76 


LG: 1 327239. 15:2001MAR30 


255 


277 


forward 3 


TM 


Transmembrane 


76 


LG: 1 327239. 1 5 :200 1 MAR30 


278 


468 


forward 3 


TM 


Cytosolic 


76 


LG:1327239.15:2001MAR30 


469 


491 


forward 3 


TM 


Transmembrane 


76 


LG: 1 327239. 15:2001MAR30 


492 


499 


forward 3 


TM 


Non-Cytosolic 
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cpn r> ten- 




Qtnrt 
OtaTL 


OlOp 


Frame 




lopoiogy 


77 


JLAJ. 1 Ji/OO / . 1 J.ZUUIIVA/VKjU 


1 
1 


DUO 


lorwara i 


I IVl 


iNon-v-.yiosoiic 


77 


T n-1177867 1 S -7001 A/TAP in 


J\Jy 


^7R 


lorwara i 


llvl 


Transmembrane 


77 




^70 

jzy 




iorwaro i 


A1VI 


uytosojic 


77 


t o»i*v>7fttf7 i V9nniivyT Ap^n 

1AJ. 1 OL 1 OO / . 1 J .ZUU1 JV1/VK. jU 


DHy 


^71 

J / 1 


forward 1 


1 ivi 


Transmembrane 


77 
/ / 


LfVJ . 1 / OO f .ID .ZUU 1 lvi/\K. j\J 


D /Z 


J ID 


iorwara i 


Jim 


Non-Cytosolic 


77 
/ / 


T 11778^7 1^-7AA1 K/f APIA 


<7< 
J /O 


<oi 


forward 1 


T\A 
1M 


Transmembrane 


77 
/ / 


T n'T377»A7 1 ^ '7AA1 A>T AT?QA 
LU. J JZ/oO/. 1 


SO A 


/uo 


forward 1 


i m 


Cytosolic 


77 


i r5-H77RA7 1 ^•7nni\i! APin 


HC\H 


lly 


forward 1 


TTV4 
1M 


Tran smem brane 


nn 
1 1 


T f.1 1HH9A1 1 ^-OAAI A>f A'D'IA 

Lu.l 3Z /oO/.Ij.ZUUIMAKjU 


T3A 

Id\j 


HHA 


forward 1 


1M 


Non-Cytosolic 


ii 


LU.loZ /OO/. 1J.ZUU1MAK.3U 


HHG. 

f Id 


lyl 


forward 1 


1M 


Transmembrane 


nn 


LU.l 3Z/00/. 1 D.ZUU1MAK3U 


ly& 


Of\H 

803 


forward 1 


IM 


Cytosolic 


HH 

7 / 


Lu.l JZ/oO/ .J J.ZUU1MAK3U 


804 


82o 


forward 1 


IM 


Iransmem brane 


HH 

77 


LG. i 327867. 1 5 :2001M AR30 


827 


851 


forward 1 


TM 


Non-Cytosolic 


nn 
1 1 


LU : 1 3 27 oo / . 1 5 . 2UU 1 M AR30 


OCA 

852 


874 


forward 1 


fM 


Transmembrane 


nn 


LG:132/oo7.15:ZUUlMAR30 


875 


893 


forward 1 


TM 


Cytosolic 


HH 


LG: 1327867.1 5 :2001MAR30 


on a 

894 


916 


forward 1 


TM 


Transmembrane 


HH 

11 


LG: 1 32 /oo/. 15. 2U01MAR30 


917 


930 


forward 1 


TM 


Non-Cytosolic 


HH 

11 


LG: 1 327867. 1 5:2001MAR30 


931 


953 


forward 1 


TM 


Transmembrane 


HH 

11 


LG: 1327567.1 5 :2001MAR30 


954 


1158 


forward 1 


TM 


Cytosolic 


11 


LG: 1 327867. 1 5 :2001MAR30 


1159 


1181 


forward 1 


TM 


Transmembrane 


HH 
11 


LG : 1 327 867 . 1 5 :200 1 MAR3Q 


1182 


1212 


forward 1 


TM 


Non-Cytosolic 


11 


LG: 1 327867. 15: 2001 MAR30 


1 


450 


forward 2 


TM 


Non-Cytosolic 


11 


LG:1 327867. 15.2001MAR3G 


451 


473 


forward 2 


TM 


Transmembrane 


V 


LG : 1 327867 . 1 5 :200lMAR30 


474 


477 


forward 2 


TM 


Cytosolic 


11 


LG:i327867J5:2001MAR30 


478 


496 


forward 2 


TM 


Transmembrane 


11 


LG : 1 327867. 1 5 :2001MAR30 


. 497 


505 


forward 2 


TM 


Non-Cytosolic 


11 


LG : 1 327 8 67 . 1 5 : 200 1 MAR30 


506 


528 


forward 2 


TM 


Transmembrane 


11 


LG: 1 327867. 15:200 1MAR30 


529 


548 


forward 2 


TM ' 


Cytosolic 


H-7 
11 


LG. 1 327867. J5.2001MAR30 


549 


571 


forward 2 


TM 


Transmembrane 


11 


LG: 1 327867. 1 5 :2001MAR30 


572 


574 


forward 2 


TM 


Non-Cytosolic, 


11 


LG : 1 327 8 67 . 1 5 :200 1 MAR30 


575 


593 


forward 2 


TM 


Transmembrane 


HI 
11 


LG:1 327867. 15:2001MAR30 


594 


718 


forward 2 


TM 


Cytosolic 


HH 

11 


LG: 1 327oo7. 1 3:2001MAR30 


719 


741 


forward 2 


TM 


Transmembrane 


HH 
11 


LG: 1327867. 1 5:200 J MAR30 


H AH 

142 


760 


forward 2 


TM 


Non-Cytosolic 


HH 

11 


LG : 1 32 / o 67 . 1 5 :200 1 M AK30 


H£. 1 

761 


783 


forward 2 


TM 


Transmembrane 


HH 


LG: 13Z/oo/.1j:ZU01MAK3U 


HQ A 

784 


789 


forward 2 


TM 


Cytosolic 


HH 


T f-AIHHQCH 1C.AAA1X* ATJOn 

LU: Ml lob /. 1 j :Z001 MAKiO 


790 


812 


forward 2 


TM 


Transmembrane 


HH 
1 1 


1 O - 1 1HHQ£LH 1 C.AAAi aj a n^A 

LG.l 3Z7oo7. 15:2001MAK30 


ol3 


854 


iorwara 2 


TM 


Non-Cytosolic 


HH 
1 1 


LO. 1 3Z /OO /.I J.ZUuiMAKJO 




OHH 

0/7 


forward 2 


IM 


Transmem brane 


11 


LO. J ^Z /OO /. 13.ZUUIMAK3L/ 


0/0 


897 


forward 2 


TTV>I 

1 XVI 


Cytosolic 


in 
1 I 


LG. 1 3Z /oo /. 1 j:ZUUIMAKiU 


oy© 


yzu 


forward 2 


TM 


Transmembrane 


11 
1 1 


LL». 13Z /OO/.I J.ZUU1MAK3U 


yzi 


rvo a 
934 


forward 2 


IM 


Non-Cytosolic 


ii 
1 1 


T fl'linnQAH 1 ^.OAAIKif ADQA 

LU. 13Z /oo/.l j:ZUUllYlAKiU 




ACO 

952 


forward 2 


TM 


Transmembrane 


HH 
/ 1 


LU.I3Z /OO/. 1 J.ZUUlMAKoU 


yjS 


1211 


iorwara 2 


IM 


Lytosonc 


HH 


T r.llAnOi:! t c .AAAl x>r A DOA 

LU. I3Z/00/. J j:ZUUlMAKj0 


1 


447 


forward 3 


TM 


Non-Cytosolic 


HI 


LU. 1 3Z / OO/. 1 j:ZU01MAKjU 


A AO 

448 


470 


forward 3 


TM 


Transmembrane 


HH 

11 


LU: 1 327867.1 5 :2001MAR30 


471 


548 


forward 3 


TM 


Cytosolic 


11 


LG:1327867.15:2001MAR30 


549 


571 


forward 3 


TM 


Transmembrane 


11 


LG: 1 327867. 15:2001MAR30 


572 


574 


forward 3 


TM 


Non-Cytosolic 


11 


LG: 1 327867. 15:2001MAR30 


575 


.592 


forward 3 


TM 


Transmembrane 


11 


LG: 1 327867. 15:2001MAR30 


593 


771 


forward 3 


TM 


Cytosolic 


11 


LG: 1 327867. 15:2001MAR30 


772 


794 


forward 3 


TM 


Transmembrane 


11 


LG: 1 327867. 15:2001MAR30 


795 


798 


forward 3 


TM 


Non-Cytosolic 


11 


LG: 1 327867.15:2001MAR30 


799 


821 


forward 3 


TM 


Transmembrane 
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SEQDNO: 


Template ID 


Start 


Stop 


Frame 


Domain Type 


Topology 


77 


LG: 1 327867. 1 5:2001 MAR30 


822 


833 


forward 3 


TM 


Cytosolic 


77 


LG:1327867.15:2001MAR30 


834 


856 


forward 3 


TM 


Transmembrane 


77 


LG:1327867.15:2001MAR30 


857 


1174 


forward 3 


TM 


Non-Cytosolic 


77 


LG:1327867.15:2001MAR30 


1175 


1197 


forward 3 


TM 


Transmembrane 


77 


LG; 1 327867. 1 5:2001 MAR30 


1398 


1211 


forward 3 


TM 


Cytosolic 


78 


LG:1383232.1:2001MAR30 


1 


20 


forward 1 


TM 


Cytosolic 


78 


LG:1383232.1:2001MAR30 


21 


43 


forward 1 


TM 


Transmembrane 


78 


LG: 1 383232. 1 :200 1 MAR30 


44 


754 


forward 1 


TM 


Non-Cytosolic 


78 


LG:1383232.1:2001MAR30 


755 


777 


forward 1 


TM 


Transmembrane 


78 


LG: 1383232. 1 :2001MAR30 


778 


788 


forward 1 


TM 


Cytosolic 


78 


LG: 1 383232. 1 :200 1MAR30 


1 


14 


forward 2 


TM 


Non-Cytosolic 


78 


LG: 1 383232. 1 :2001MAR30 


15 


34 


forward 2 


TM 


Transmembrane 


78 


LG: 1 383232. 1 :200 1 MAR30 


35 


71 


forward 2 


TM 


Cytosolic 


78 


LG:1383232.1:2001MAR30 


72 


94 


forward 2 


TM 


Transmembrane 


78 


LG: 1383232. 1 :2001MAR30 


95 


113 


forward 2 


TM 


Non-Cytosolic 


78 


LG:1383232.1:2001MAR30 


114 


136 


forward 2 


TM 


Transmembrane 


78 


LG:1383232.1:2001MAR30 


137 


190 


forward 2 


TM 


Cytosolic 


78 


LG: 1383232.1 :2001MAR30 


191 


213 


forward 2 


TM 


Transmembrane 


78 


LG: 1 383232. 1 :2001MAR30 


214 


401 


forward 2 


TM 


Non-Cytosolic 


78 


LG:1383232.1:2001MAR30 


402 


424 


forward 2 


TM 


Transmembrane 


78 


LG: 1 383232. 1 :2001MAR30 


425 


604 


forward 2 


TM 


Cytosolic 


78 


LG:1383232.1:200IMAR30 


605 


627 


forward 2 


TM 


Transmembrane 


78 


LG:1383232.1:2001MAR30 


628 


720 


forward 2 


TM 


Non-Cytosolic 


78 


LG: 1 383232. 1 :200 1MAR30 


721 


743 


forward 2 


TM 


Transmembrane 


78 


LG:1 383232. L2001MAR30 


744 


749 


forward 2 


TM 


Cytosolic 


78 


LG: 1 383232. 1 :200 1MAR30 


-750 


.769 


forward 2 


TM 


. Transmembrane 


78 


LG: 1 383232.1 :2001MAR30 


770 


787 


forward 2 


TM 


Non-Cytosolic 


78 


LG: 1383232. 1 :2001MAR30 


1 


405 


forward 3 


TM 


Non-Cytosolic 


78 , 


LG: 1 383232. 1 :200 1MAR30 


406 


428 


forward 3 


TM 


Transmembrane 


78 


LG: 1383232. 1 :2001MAR30 


429 


480 


forward 3 


TM 


Cytosolic 


78 


LG:1383232.1 :2001MAR30 


481 


503 


forward 3 


TM 


Transmembrane 


78 


LG:1383232.1:2001MAR30 


504 


699 


forward 3 


TM 


Non-Cytosolic 


78 


LG: 1383232. 1 :2001MAR30 


700 


722 


forward 3 


TM 


Transmembrane 


78 


LG: 1 383232. 1 :2001MAR30 


723 


728 


forward 3 


TM 


Cytosolic 


78 


LG: 1 383232. 1 :2001MAR30 


729 


747 


forward 3 


TM 


Transmembrane 


78 


LG:I383232.1:2001MAR30 


748 


756 


forward 3 


TM 


Non-Cytosolic 


78 


LG: 1 383232. 1 :2001MAR30 


757 


776 


forward 3 


TM 


Transmembrane 


78 


LG:1383232.1:2001MAR30 


777 


787 


forward 3 


TM 


Cytosolic 


79 


LG:1383368.40:2001MAR30 


1 


393 


forward 1 


TM 


Cytosolic 


79 


LG:1383368.40:2001MAR30 


394 


416 


forward 1 


TM 


Transmembrane 


79 


LG:1383368.40:2001MAR30 


417 


482 


forward 1 


TM 


Non-Cytosolic 


79 


LG:1383368.40:2001MAR30 


483 


500 


forward 1 


TM 


Transmembrane 


79 


LG:1383368.40:2001MAR30 


501 


574 


forward 1 


TM 


Cytosolic 


79 


LG: 1 383368.40:2001MAR30 


575 


597 


forward 1 


TM 


Transmembrane 


79 


LG:1383368.40:2001MAR30 


598 


695 


forward 1 


TM 


Non-Cytosolic 


79 


LG:1383368.40:2001MAR30 


696 


718 


forward 1 


TM 


Transmembrane 


79 


LG:1383368.40:2001MAR30 


719 


753 


forward 1 


TM 


Cytosolic 


79 


LG:1383368.40:2001MAR30 


754 


776 


forward 1 


TM 


Transmembrane 


79 


LG:1383368.40:2001MAR30 


777 


795 


forward 1 


TM 


Non-Cytosolic 


79 


LG: 1 383368.40:2001 MAR30 


796 


818 


forward 1 


TM 


Transmembrane 


79 


LG:1383368.40:2001MAR30 


819 


838 


forward 1 


TM 


Cytosolic 


79 


LG:1383368.40:2001MAR30 


839 


861 


forward 1 


TM 


Transmembrane 


79 


LG:1383368.40:2001MAR30 


862 


922 


forward 1 


TM 


Non-Cytosolic 


79 


LG:1383368.40:2001MAR30 


923 


945 


forward I 


TM 


Transmembrane 
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SEQ D NO: 


Template ID 


Start 


Stop 

r 


Frame 


Domain Type 


Topology 


79 


LG:1383368.40:2001MAR30 


946 


1030 


forward 1 


TM 


Cytosoiic 


79 


LG:1383368.40:200IMAR30 


1031 


1050 


forward 1 


TM 


Transmembrane 


79 


LG:1383368.40:2001MAR30 


1051 


1077 


forward 1 


TM 


Non-Cytosolic 


79 


LG:1383368.40:2001MAR30 


1078 


1100 


forward 1 


TM 


Transmembrane 


79 


LG:1383368.40:2001MAR30 


1101 


1112 


forward 1 


TM 


Cytosoiic 


79 


LG:1383368.40:2001MAR30 


1 


398 


forward 2 


TM 


Non-Cytosolic 


79 


LG:1383368.40:2001MAR30 


399 


421 


forward 2 


TM 


Transmembrane 


79 


LG: 1 383368.40:2001MAR30 


422 


578 


forward 2 


TM 


Cytosoiic 


79 


LG:1383368.40:2001MAR30 


579 


601 


forward 2 


TM 


Transmembrane 


79 


LG: 1383368.40:2001MAR30 


602 


604 


forward 2 


TM 


Non-Cytosolic 


79 


LG:1383368.40:2001MAR30 


605 


627 


forward 2 


TM 


Transmembrane 


79 


LG:1383368.40:2001MAR30 


628 


704 


forward 2 


TM 


Cytosoiic 


79 


LG:1383368.40:2001MAR30 


705 


724 


forward 2 


TM 


Transmembrane 


79 


LG:1383368.40:2001MAR30 


725 


733 


forward 2 


TM 


Non-Cytosolic 


79 


LG* 1383368 40-2001MAR30 


734 


756 


forward 2 


TM 


Transmembrane 


79 


LG* 1383368 40*2001MAR30 


757 


767 


forward 2 


TM 


Cvtosolic 


79 


LG- 1 383368 40*2001MAR30 


768 

/ uo 


790 

/ y\J 


forward 2 


TM 


Transmembrane 


79 


LG* 1383368 40-2001MAR30 


791 

i y i 


804 


forward 2 


TM 


Non-Cvtosol ic 


79 


LG* 13 83368 40*200 1MAR30 


OUJ 


R93 


forward 2 


TM 


Transmembrane 


79 
/ y 




R94 


R79 


forward 9 


TM 


OvtOQolif* 


79 


T G-13RT*6R 40-2001MAR10 


QJV 


R47 


forward 9 


TM 


Trnn^mpmhranp 


79 


T G13RS36R 40-7001 MAR30 


R4R 


OJU 


forward 9 


TM 


Non -f~*vt o qo 1 i p 


79 
/ y 


T G* 1 383368 40-2001MAR30 


O J / 


879 
o / y 


forward 9 


TM 


Tran^mPTYihranp 
1 1 uiioji it^n im ant/ 


79 
i y 


T G-1 383368 40-2001 MAR30 


RRO 
oou 


lOOS 


forward 9 

X KJi YV til U Mr 


TM 


(^vto^olif 


79 

/ y 


T fi-HR^fiR 40-7001MAR^O 


I"JUD 


107R 


fnrwnrd 9 


TM 


Trjinimpmhrflni* 
1 1 ciiioi lic-i ii L/i alio 


79 


1 G-1 383368 40*7001 MAR30 


1090 




forward 9 


- TM 


• Non-fvtosolir 


79 


t fV13R336R 40-9001MAR10 




10S9 


finrwnrd 9 


TM 


TmntmpTTihranp 
x I alio 11 tt-11 1U1 allt^ 


79 

/ y 


LG* 1383368 40*200 1MAR30 




1077 


forward 9 


TM 


Ovtosolic 

v — • y LVJvllv 


79 


T G'n8^368 40-90O1MAR30 


1078 

JViO 


1 100 


forward 9 

IvH WCUU ^ 


TM 


Tran Qm^mhrpnp 

a i a i ioj iiv^i i ii/iaiiu 


79 
i y 


T G-1 383368 40-2001 MAR30 


1 101 


1119 


forward 9 


TM 


Non-Cvto<;o1ic 


79 

/ y 


LG- 1383368 40-2001MAR30 


1 

i 


199 


forward "3 

XVsiVYulU J 


TM 


Cvtosolic 


79 


LG* 1383368 40-2001MAR30 


1^0 


1S9 


forward % 

lVIVYOlU J 


TM 


Transmembrane 


79 


LG* 1383368 40-2001MAR30 


153 


396 


forward 3 

Ivl i*(UU — / 


TM 


Non -C vtosol ic 


79 


LG:1383368.40:2001MAR30 


397 

jy I 


419 
*+ 1 y 


forward 3 


TM 


Transmembrane 


79 


LG- 1383368 40-2001 MAR30 


420 


443 


forward 3 


TM 


Cytosoiic 


79 


LG:1383368.40:2001MAR30 


444 


466 


forward 3 


TM 


Transmembrane 


79 


LG:1383368.40:2001MAR30 


467 


485 


forward 3 


TM 


Non-Cytosolic 


79 


LG: 1383368.40:2001MAR30 


486 


508 


forward 3 


TM 


Transmembrane 


79 


LG:1383368.40:2001MAR30 


509 


574 


forward 3 


TM 


Cytosoiic 


79 


LG:1 383368.40:2001MAR30 


575 


597 


forward 3 


TM 


Tran s me m brane 


79 


LG:1383368.40:2001MAR30 


598 


61 1 


forward 3 


TM 


Non-Cytosolic 


79 


LG:1383368.40:2001MAR30 


612 


631 


forward 3 


TM 


Transmembrane 


79 


LG:1383368.40:2001MAR30 


632 


855 


forward 3 


TM 


Cytosoiic 


79 


LG : 1 3833 68.40:200 1MAR30 


856 


878 


forward 3 


TM 


Transmembrane 


79 


LG:1383368.40:2001MAR30 


879 


913 


forward 3 


TM 


Non-Cytosolic 


79 


LG: 1 383368.40:200 1MAR30 


914 


936 


forward 3 


TM 


Transmembrane 


79 


LG : 1 3 833 68 .40:200 1 MAR30 


937 


1002 


forward 3 


TM 


Cytosoiic 


79 


LG:1383368.40:2001MAR30 


1003 


1025 


forward 3 


TM 


Transmembrane 


79 


LG:1383368.40:2001MAR30 


1026 


1081 


forward 3 


TM 


Non-Cytosolic 


79 


LG: 1 383368.40:2001MAR30 


1082 


1 104 


forward 3 


TM 


Transmembrane 


79 


LG: 1383368.40:2001MAR30 


1105 


mi 


forward 3 


TM 


Cytosoiic 


80 


LG: 1 384477. 1 :2001MAR30 


1 


77 


forward 1 


TM 


Non-Cytosolic 


80 


LG:1384477.1:2001MAR30 


78 


100 


forward 1 


TM 


Transmembrane 


80 


LG:1384477.1:2001MAR30 


101 


112 


forward 1 


TM 


Cytosoiic 
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SEQ D NU. 


1 emplate id 


Start 


Stop 


Frame 




lopotogy 


on 
bO 


1AjJ3o44/ /.1.ZUUaJV1AK3U 


7 1 1 

115 


13D 


forward I 


TM 


1 iansriicrnui uiie 


on 


Lu.i 3844/ /.l.ZUUIMAKJU 


7 1/i 
1 JO 


oin 


forward 1 


TM 
11YI 


r>on-^yiosoiic 


on 
80 


JLU.l 3844/ /.1.ZU01MAK3U 


ouz 


0Z4 


forward 1 


TTV/1 
I IVi 


i ransrriernuranG 


on 
80 


i n*i iqaati i .onni \a a dqa 
Laj.I 3844/ /. i.ZUUlMAKjU 


0Z3 


/CIO 

039 


forward 1 


i. IVI 


^ycosouc 


on 

80 


LAj. 13844/ /.1:ZUU1MAK3U 


i 
1 


7 OT 
III 


forward 2 


1 IVI 


^yiosoiic 


on 
80 


LU. 1 3844 / /. 1 .ZUUiiVl AK3U 


1 OO 

128 


150 


forward 2 


llVi 


I ransrnerriDrane 


80 


t z" 1 . i o o /i >i n i .onni a >f a t> on 

LG: 1 384477. 1 :200 1 M AR30 


1 C 1 

151 


639 


forward z 


TTV/f 

1M 


Non-Cytosolic 


on 

80 


Lu: 1 384477. 1:2001 MAK30 


1 


^n 

62 


forward 3 




Cytosolic 


80 


LG:l384477.l:200lMAR30 


63 


on 

80 


jorward 3 


1M 


Transmembrane 


80 


LG: 1 384477. 1 :200 1 M AR30 


81 


639 


forward 3 


1M 


Non-Cytosolic 


81 


LG: 1 390822. 1 :200lMAR30 


1 


550 


forward 1 


nvi 


Non-Cytosolic 


81 


LG: 1 390822.1 :2001MAR30 


551 


573 


forward 1 


rivi 


Transmembrane 


81 


LG: 1 390822. 1 :2001MAR30 


574 


744 


forward 1 


TM 


Cytosolic 


81 


LG: 1 390822. 1 :200lMAR30 


745 


767 


forward 1 


TM 


Transmembrane 


81 


LG:1390822.1:2001MAR30 


768 


776 


forward 1 


TM 


Non-Cytosolic 


81 


LG: 1 390822. 1 :200 1MAR30 


in 


799 


forward 1 


TM 


Transmembrane 


81 


LG : 1 390822. 1 :200 1M AR30 


800 


811 


forward 1 


TM 


Cytosolic 


81 


LG: 1 390822. 1 :2001M AR30 


812 


834 


forward 1 


TM 


Transmembrane 


81 


LG: 1 390822. 1 :2001MAR30 


835 


921 


forward 1 


TM 


Non-Cytosolic 


81 


LG: 1 390822. 1 :2001MAR30 


922 


944 


forward 1 


TM 


Transmembrane 


81 


LG: 1 390822. 1 :200 1 MAR30 


945 


977 


forward 1 


TM 


Cytosolic 


81 


LG:1390822.1:2001MAR30 


978 


1000 


forward 1 


TM 


Transmembrane 


81 


LG: 1 390822. 1 :2001MAR30 


1001 


1049 


forward 1 


TM 


Non-Cytosolic 


81 ■ 


LG: 1 390822. 1 :200 1MAR30 


1050 


1067 


forward 1 


TM 


Transmembrane 


81 


LG: 1390822. 1 :2001MAR30 


1068 


1102 


forward 1 


TM 


Cytosolic 


81 


LG: 1 390822. 1 :2001MAR30 


1103 


1125 


forward 1 


TM 


Transmembrane 


81 


LG: 1 390822. 1 :2001MAR30 


1126 


1134 


forward 1 


TM 


Non-Cytosolic 


81 


LG: 1 390822. 1 :2001MAR30 


1135 


1157 


forward 1 


TM 


Transmembrane 


81 


LG: 1 390822. 1 :2001MAR30 


1158 


1236 


forward 1 


TM 


Cytosolic 


81 


LG : 1 390822. 1 :200 1MAR30 


1 


549 


forward 3 


TM 


Non-Cytosolic ' 


81 


LG: 1 390822. 1 :200 1MAR30 


550 


572 


forward 3 


TM 


Transmembrane 


81 


LG: 1 390822. 1 :2001MAR30 


573 


765 


forward 3 


TM 


Cytosolic 


81 


LG: 1390822. 1:200 1MAR30 


766 


788 


forward 3 


TM 


Transmembrane 


81 


LG : 1 390822. 1 :200 1 MAR30 


789 


816 


forward 3 


TM 


Non-Cytosolic 


81 


t -« o f\ Anna n r\ /\a i "X jT a ^ 

LG: 1 390822. 1 :2001MAR30 


817 


839 


forward 3 


TM 


Transmembrane 


81 


LG: 1 390822. 1 :200 1MAR30 


840 


910 


forward 3 


TM 


Cytosolic 


81 


LG: 1 390822. 1 :200 1MAR30 


911 


933 


forward 3 


TM 


Transmembrane 


81 


LG: 1 390822. 1 :2001MAR30 


934 


1049 


forward 3 


TM 


Non-Cytosolic 


81 


LG: 1 390822. 1 :200lMAR30 


1050 


1 067 


forward 3 


TM 


Transmembrane 


81 


LG: 1 390822, 1:200 1MAR30 


1068 


1 nm 

1097 


forward 3 


THJf 

IM 


Cytosolic 


81 


LG : 1 390822. 1 :200 1 M AR30 


1 098 


i i on 

1 120 


forward 3 


TM 


Transmembrane 


81 


LG:1 390822. 1:200 1MAR30 


112) 


1236 


forward 3 


TM 


Non-Cytosolic 


on 

82 


LG: 1 398274. 13 :2001MAR30 


I 


r\ 

y 


forward 1 


TM 


Non-Cytosolic 


on 

82 


LG: 1 398274. 13:2001 MAR30 


10 


o o 

32 


forward 1 


TM 


Transmembrane 


82 


LG: 1 398274.1 3:2001 MAR30 


33 


3o 


C, J -| 

forward l 


TM 


Cytosolic 


on 

82 


F P. i ir\oii 1 "> i>nAi\f Anon 

LG: 1 398274. 1 3:2001 MAR30 


3/ 


j4 


forward I 


TM 


Transmembrane 


QO 

oZ 


Lu: 1398274. 13:2001 MAR30 


55 


901 


forward l 


TTV>f 

IM 


Non-Cytosolic 


82 


LG: 1 398274. 1 3:2001MAR30 


902 


924 


forward I 


TM 


Transmembrane 


82 


LG:1398274.13:2001MAR30 


925 


973 


forward l 


TM 


Cytosolic 


82 


LG: 1 398274.13:2001MAR30 


974 


996 


forward l 


TM 


Transmembrane 


82 


LG:1398274.13:2001MAR30 


997 


1354 


forward l 


TM 


Non-Cytosolic 


82 


LG : 1 398274 . 1 3 :2001MAR30 


1355 


1377 


forward l 


TM 


Transmembrane 


82 


LG: 1 398274.13:2001MAR30 


1378 


1410 


forward I 


TM 


Cytosolic 


82 


LG:1398274.13:2001MAR30 


1 


4 


forward 2 


TM 


Non-Cytosolic 
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SEO D NO- 


Temnlntp TD 


Olal I 






Domain Xype 


lupoiogy 


R? 


TG*1398274 13-2001MAR30 


J 


71 


forward 9 

I UI VV £11 U £, 


TTvf 


T rftnempmnronp 

1 1 alloJllClllurallc 


R9 




9R 


J J 




TU 
I ivi 


uyiosoiic 


R? 




1A 


JO 




X IV i 


Transmembrane 


R? 
oz 


JL.VJ. J J^OZ (H, I J.ZUU11V1/\I\,2U 




AQQ 


lurwdiu z 


TM 


iNon-uyiosoiic 


R? 

oz. 


T G- 1398274 13-7001MAR30 




j 10 


■fArw^rfi 9 


TM 


j. rdnsniernDrane 


R9 


LvJ. 1 J70l /t. U.ZUUllYi/-VI\.2U 


j 1 / 


S99 
JZZ 


lorwaru z 


l Xvi 


Cytosolic 


R9 
oz 


irj-i^0R°74 i^*?nniMAi?^n 

l_#vJ. J J70Z 1 J.ZUUllVJ-rVXVJU 


^OQ 
JZJ 


04J 


lUrWalU Z 


I IVI 


Transmembrane 


R9 


t r?'i^0R97zi i ^'Onnnv/f ap^o 

JLU. JjyOZ U.ZUUJ1VJ>\J\JU 


D40 


R01 

oyi 


1 or war a z 


T\A 
1 JVl 


Non -Cytosolic 


R9 
OZ 


T n-1^QR974 1 ^-9nn ITVyf A P^O 
LAJ. 1 J7oZ f 1 j.ZUU11yI/\I\.-jU 


Q09 
OVz 


y 14 


lorwara z 


1 ivl 


Transmembrane 


R9 
OZ 


T fM^QR974 1 V9nni"M AP^fi 
iaj. i jyoz. /*+. io.zuuiivi/\i\.ju 


yij 


y34 


jorwara z 


T\A 


Cytosolic 


R9 
OZ 


T n-1'*QR97/t TV9/WtA/f ADin 
LU.l J70/ /4. Ij.ZUUIJVIAKjU 


yjj 


QCO 

yjZ 


forward 2 


lIVl 


Transmembrane 


R9 
OZ 


LU. 1 jyo/./ £ *.i j.ZUUIJVIAKjU 


yj3 


9oI 


forward 2 


T\A 
1 IVI 


Non-Cytosolic 


QO 
OZ 


T n« 1^0Q97zl T^'Oflfll VT A"DOfl 


yoz 


yo4 


forward z 


1 JVl 


Transmembrane 


R9 

oz 


Tn«noR97/i i ^'Onni \a at?o.a 

LAj. 1 J70Z /4. 1 O.ZUU1JVIAJ\.OU 




1 O yl A 

1349 


forward 2 


1 JVl 


Cytosolic 


Oo 

oz 


LU. 13"oz/4. 13.zUuiJVlAK3u 


1 OCA 

13jU 


1 ooo 
13/z 


lorward z 


1M 


Transmembrane 


R9 
OZ 


Tn«1^0R97id 1 ^ "OfMil 1UT A P Qfi 
IAj. 1.3yoz/4.13.ZUUllVlAK3U 


1373 


1 /I 1 A 

1410 


forward 2 


TTVA 
I JVl 


Non-Cytosolic 


OO 
OZ 


L/\j.l3yoz/4. 13:zUUiJVlAK3U 


1 
1 


236 


lorward 3 


1M 


Non-Cytosolic 


OO 
OZ 


T /"J. 1 0Q007/1 IO.OAAI A/f ADQA 


237 


OCA 

259 


forward 3 


1 M 


1 ransmemorane 


oo 
oz 


T f .IIGOOT/I ll.Oftftl A/f A D1A 

Iaj. 1 3yoz /4. 13:zuUlMAK3U 


260 


353 


iorward 3 


TM 


Cytosolic 


oo 
oz 


t f* 1 . 1 ooooo/t 1 0 .oaai X^f a t>oa 

Lu: 1 i^oz /4. 13:2UU1MAK30 


354 


376 


lorwara 3 


TM 


rp .1 

Transmembrane 


oo 
oz 


Lu: 139oz /4. 13:zUUlMAK3U 


377 


390 


forward 3 


TM 


Non-Cytosolic 


On 

oz 


t /"•- 1 onooT/i io.oaaiavi a nin 
Lu.l3yoz/4.13:zUulJVlAK3U 


391 


413 


forward 3 


TM 


Transmembrane 


oo 

oz 


LG: 1398274. 13:2001MAR30 


414 


448 


forward 3 


TM 


Cytosolic 


oo 

oz 


T r**. 1 OAOO*7>< t O .OAA1 "\ Atiort 

Lu: 1 3982 /4. 1 3:2001MAR30 


449 


471 


forward 3 


TM 


Transmembrane 


oo 

oi 


LO: livoz /4. 13:200 1MAR30 


472 


485 


forward 3 


TM 


Non-Cytosolic 


oo 
oz 


t p.iononyi 1 0 .oaai a a a t> oa 

Lu: 1 39oZ /4. 13:2001 MAR30 


486 


508 


forward 3 


TM 


Transmembrane 


oz 


Lu : 1 39 0 z /4 . 1 3 :2U0 1 M AR30 


509 


520 


forward 3 


TM 


Cytosolic 


oo 

oz 


LU: 13yoz/4. 13:zUUIMAK3U 


521 


538 


lorward 3 


TM 


Transmembrane 


oz 


LU:I3yoz /4.I3:zUUlMAK3L ) 


539 


754 


forward 3 


TM 


Non-Cytosohc 


oo 
oz 


T 1 O .OAA1 A/T A "DOA 

LU: l39oz /4. 13:ZU01MAR3u 


755 


774 


forward 3 


TM 


Transmembrane 


QO 

oz 


T r.nQOO'7/1 1 O.O AAt x / a nort 

LU: 13^5/ /4. 13:ZUU1MAK30 


775 


802 


forward 3 


TM 


Cytosolic 


oz 


I ^.110007/1 1 O-OAAl Xyf A "DOA 

LU. J 3Voz /4. 13.ZUUIJV1AK3U 


803 


825 


forward 3 


1JV1 


Transmembrane 


oo 
oz 


1 f* 1 . 10000*7/1 1 O .OAA1 A>l A T>0 A 

LU: 1 3yoz /4. 13.ZUU1MAK3U 


82o 


839 


lorward 3 


1M 


Non-Cytosolic 


QO 

oz 


T in. 1 00QO7/1 IQ.OfiAl A>f ADQn 
LU. I3yoz/4.i 3.ZUU1MAK3U 


O A A 

840 


862 


forward 3 


1M 


Transmembrane 


oo 
oz 


LU. J 3yoz/4. J 3.zUUJiVlAK3U 


503 


894 


lorward 3 


1 JVi 


Cytosolic 


QO 

oz 


LU. 13yoz/4. IO.ZUU1MAK3U 


one 

oyj 


A 1 A 

yi4 


forward 3 


IJVi 


Transmembrane 


R9 
oZ 


1 C\' 1 ^QR97zl 1 7*9nni\vf APO.A 
LU . 1 J7 0 Z./ 4 . 1 J . ZULU lYlAK jU 


A1 C 

915 


1286 


forward 3 


1M 


Non-Cytosolic 


QO 

oz 


Tr5'i^OQ974 1 '^•onniiv/f a pon 
LU.13yoz/4. 13.ZUUAJV1AK3U 


1 ooo 
lzo/ 


1 O AA 

i3oy 


forward 3 


IfVl 


Transmembrane 


R9 
oZ 


ir?»1^QR97zl t^-9nntAif Apor* 
LU . 1 Dv oZ /4 . 1 ^> . ZUu I JVl AK3U 


1 O 1 A 

1310 


1 QOA 
1320 


forward 3 


AM 


Cytosolic 


R9 
oz 


1 n-1"^QR974 T^'OAfillVyf APO^A 
LU. 1 /4. 1 J.ZUUllVlAJtv.JU 


1 00 1 
13zJ 


1 O AO 


forward 3 


TTV/f 
liVi 


Transmem brane 


R9 
oz 


LU. loyoZ /4. 1 j.ZUUIIVIAKjU 


1 O/t A 

1344 


1 O CO 

133Z 


forward 3 


1 JVl 


Non-Cytosolic 


R9 
oz 


I n-1^QQ97A 1 ^*9Ani A/f APO.A 
LU. loyoZ/4.U.ZUUllVl/\i\.jU 


1 oco 
13j3 


13/ J 


forward 3 


1M 


Transmembrane 


RO 
oZ 


LU. 1 3i/oZ /4. 1 3.ZUU1 JVLAK3U 


1 00c 
13/0 


1 A 1 A 
1410 


lorwara 3 


1JV1 


Cytosolic 


oa 
Oj 


LU. lJ7oOHO. 1 .ZUULlVl/VlvJU 


1 
1 


0 


forward 1 


TA/f 
1JV1 


Cytosolic 


ft*? 


LU. I jyo040. l.ZUUliViAlvJU 


■n 
/ 


Oil 

26 


forward 1 


TTV/f 
1 JVl 


Trans mem brane 


QO 
83 


LU . J Dy 0 04 0 . 1 . ZUU 1 JVl AX3U 


97 
Z/ 


401 


forward 1 


OTA>f 

1JV1 


Non-Cytosolic 


QO. 

OJ 




432 


454 


lorwara 1 


TU 
liVl 


TrinrmPmKrinP 

i rdnsmciriDranc 


83 


LG: 1 398646. 1 :2001MAR30 


455 


820 


forward 1 


TM 


Cytosolic 


83 


LG: 1 398646. 1 :2001MAR30 


82! 


843 


forward 1 


TM 


Transmembrane 


83 


LG: 1 398646. 1:2001M AR30 


844 


852 


forward 1 


TM 


Non-Cytosolic 


83 


LG: 1 398646. 1 :2001MAR30 


853 


872 


forward 1 


TM 


■ Transmembrane 


83 


LG: 1 398646. 1 :2001MAR30 


873 


873 


forward 1 


TM 


Cytosolic 


83 


LG: 1 398646. 1 :2001MAR30 


874 


891 


forward 1 


TM 


Transmembrane 


83 


LG: ) 398646. 1 :2001MAR30 


892 


905 


forward 1 


TM 


Non-Cytosolic 
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ccn p> Tan- 


TpmnlntP TT^ 
lcmpidLC 1U 


j i an 


oiup 


rrsme 




i opojogy 


0J 


T n-I^QRMn 1 '7001 MARIO 




09 R 


IV>l\VdIU 1 


TM 


1 Von c* m£» nn nron o 

i rdnsiTicniDranc 


RO 


t n ]iQRf\Af\ i-9finiMAP^n 

1 jyODHO. 1 .ZVJU11V1/\1\jU 


Q90 


10R1 

1 UO 1 


iorwara i 


11V1 


Cytosolic 


0 J 


i-.VJ. 1 j^Ovr+U. 1 .Z.\JVJ11VI/\IS. jU 


1 
I 


Rfi7 
oo / 


lUlWdrLl z 


TM 
11V1 


iNon-L^yiosoiic 


0 J 


T f~M1QQAdA 1 -9AniA/t APQO 
JLAJ. 1 jyoO^tO. 1 .ZUU1IVA/\I\jU 


ooo 


ft on 


iorwaro z 


i M 


Transmembrane 


RO 
Oj 


t n-iiQRA46 ioooimap^o 


RQl 

oy i 


i n^^ 

IUjj 


iorwara z 


TM 


Cytosolic 


R3 


t n-i'iQR/^fi i «9aoim apih 


ll/JH 


Iujj 


forward 2 


TM 
1 JVI 


Transmembrane 


RO 


T fM^ORA/lA 1 -9nA1M AP^O 


1 A^/l 


1 ARA 


forward 2 


TM 
J JVI 


Non -Cytosolic 


R'* 

OJ 


t n-i^QHA/iA 1 -9HA1M adih 

IAj. 1 jyoOnO. 1 .ZUUIIVIAKjU 


1 
1 


19 
1Z 


iorwaro j 


TM 
1 JVI 


Cytosolic 


R^ 

OJ 


T rVl^QQAvtA i oaaim apia 
JLAJ. 1 370040. 1 .ZUUlM/VK 3U 


1 j 


3D 


forward 3 


TM 

1 JVI 


Transmembrane 


OJ 


T CI' 1 3QQA/t A 1 -Ofim M A DQ.A 


jO 


A1/1 
0J4 


forward 3 


TM 

1 M 


Non-Cytosolic 


CT. 
OJ 


t n-nosA/iA 1 «9nAiM ai>q.a 

1AJ. 1 370040. 1 .ZUU 1 M AK3U 


00 


034 


forward 3 


1 M 


Transmembrane 


QO 

o3 


T n-T3Q0A/lA 1 «9fiA1 MAD OA 


635 


o<A 
866 


forward 3 


1M 


Cytosolic 


QO 

83 


t n.i^fto/i/f/c i .oaa i XjT a doa 
Iaj: 1 39oo46. 1 IzlHJ 1 MAK30 


00/ 


QQCi 

ooy 


forward 3 


1 M 


Transmembrane 


Oj 


LLj. 13yoo4o. I .ZUUIMAK3U 


OAA 

o9U 


AAO 

903 


forward 3 


1M 


Non-Cytosolic 


OO 

83 


LU: 1398646. 1 .zOU1MAk30 


AAil 

904 


AO A 

926 


forward 3 


TM 


Transmembrane 


OO 

83 


T fl-IOOOA/IA 1 -OAA1 IVjT A T> OA 

Lu: 1 39oo46. 1 .zUOlM AK3U 


AT7 

92/ 


1 AOO 

1032 


forward 3 


TM 


Cytosolic 


OO 

o3 


JLaj: 1 3y oo4o. 1 :200 1 M AK3U 


1033 


1055 


iorwara 3 


TM 


Transmembrane 


83 


LO: 1 398640. 1 :2001M AR30 


1056 


1080 


forward 3 


TM 


Non-Cytosolic 


OA 

84 


LG: 139 8905. 1:200 1MAR30 


1 


278 


forward 2 


TM 


Non-Cytosolic 


84 


LCj: 1 398905. 1 :2001MAR30 


279 


296 


forward 2 


TM 


Transmembrane 


84 


LG: 1 398905. 1 :200 1 MAR30 


297 


308 


forward 2 


TM 


Cytosolic 


O A 

84 


LG: 1398905. 1:200 1MAR30 


309 


331 


forward 2 


TM 


Transmembrane 


84 


LG: 1398905. 1:2001MAR30 


332 


488 


forward 2 


TM 


Non-Cytosolic 


O A 

84 


LG:l398905.l:200lMAR30 


1 


277 


forward 3 


TM 


Non-Cytosolic 


OA 

84 


T ^.lOAOAAC 1 .oriAi "K if A T» i rv 

LG: 1 398905 . 1 :200lM AR30 


278 


295 


forward 3 


TM 


Transmembrane 


84 • 


LG: 1398905. 1:200 1MAR30 


296 


487 


forward 3 


TM 


Cytosolic 


85 


T P.11AATOC I.^AAHifADOA . 

LG : 1 3997 85 . 1 :200 1 M AR30 


1 


104 


forward 1 


TM 


Non-Cytosolic 


Of 

85 


LG: 1399785. 1:200 1MAR30 


105 


124 


forward 1 


TM 


Transmembrane 


85 


LG: 1399785. 1 :2001MAR3O 


IOC 

125 


145 


forward 1 


TM 


Cytosolic 


85 


T Or\fV70C 1 . 0 AA 1 TV j< * nTA 

LG: 1399785. 1 .2001MAR3O 


146 


168 


forward 1 


TM 


Transmembrane 


o c 

85 


T n-IOAATOff 1 .^AAIX* A f»OA 

LG: 1399785. 1:2001MAR30 


169 


1902 


forward 1 


TM 


Non-Cytosolic 


OA 

86 


LG : 1 446 1 93 . 1 0:2001 M AR30 


1 


941 


forward 1 


TM 


Non-Cytosolic 


QA 

86 


T O . 1 A A C 1 flO 1 A.OAAll/I A 1>Ort 

LG : 1 446 193.1 0:200 1 M AR30 


ClA O 

942 


fti£ 1 

961 


forward 1 


TM 


Transmembrane 


oo 


T f~* . 1 A A C 1 AO 1 n.oftAI \Jt A DOrt 

LG: 14461 93.1 0:2001 MAR30 


962 


1 AOA 

1020 


forward I 


TM 


Cytosolic 


o/ 


LG: 1 4462 1 0. 8 :200 1M AR3U 


1 


en 

50 


forward I 


TM 


Cytosolic 


o/ 


LG:144621U.o:2001MAK30 


51 


OA 

70 


r i « 

forward 1 


TM 


Transmembrane 


O / 


T i A A £o i rv cnAAm/r a t> 0 A 
LG: 14462 1U.O.2001MAK3U 


91 
/l 


(Or 


forward 1 


TM 


Non-Cytosolic 


ft7 
5/ 


T Cl> 1 /l/l A0 1 A Q -O AA 1 A T> ^A 
1Aj . i 44 62 1 U. o . 2UU 1 MA K jU 


Id 


9/ 


forward 1 


T*\yr 
1 M 


Transmembrane 


on 
0 / 


T l"" 1 ♦ 1 /M £0 1 A COAAl lV/f A DOfl 

LG: 1 44 62 1 U. o : ZUU 1 JVI AK3 U 


Oft 


1 1*7 
1 J / 


forward 1 


T*H A 
J JVI 


LytosoJjc 


RT 
O / 


LUr. 14402 1U.O.ZUU1MAK3U 


iiQ 

Ho . 


i Af\ 

140 


forward 1 


1M 


Transmembrane 


O / 


T 1 1 A O.OAAHJf A "DO A 

LG:144621U.o:20UlMAK3U 


141 
141 


1 

oy 


forward 1 


1M 


Non-Cytosolic 


R7 


JLiVJ. X440Z1U.o.2uU1MAKjU 


1 AA 
10U 


lo2 


forward 1 


TTi A 

1 JVI 


Transmembrane 


R7 
o/ 


.LU. 14402 1U.o:zuU1jV1AK3U 


1 CI 

Ioj 


ooo 
333 


forward 1 


1M 


Cytosolic 


ft7 

o/ 


T r* 1 . 1 /fyfAo 1 A o.onAi \ a a doA 
Lvj: 14402 1U.o:z0U1MAK3U 


jj4 


OCA 

3j0 


forward 1 


fM 


Transmembrane 


R7 

0 / 


LO. 1440Z1U.O.ZUU1MAK3U 


J J / 


3/5 


forward I 


1M 


Non-Cytosolic 


Q.7 
Of 


LG : 1 4462 1 0.o .200 1 M AK3U 


J / u 


^0R 


forward I 


TM 


Transmembrane 


87 


T n-l4AA910 R-90O1MAP^0 
IAJ. 1 t^OZ J V. o. ZUV/ J iyU\ ix ju 


399 


404 


iorwara j 


TN4 

J JVI 


. uyiosoiic 


87 


LG:1446210.8:2001MAR30 


405 


427 


forward 1 


TM 


Transmembrane 


87 


LG: 14462 10.8:200 1MAR30 


428 


596 


forward 1 


TM 


Non-Cytosolic 


87 


LG: 1 4462 1 0. 8 :200 1MAR30 


1 


43 


forward 2 


TM 


Cytosolic 


87 


LG:1446210.8:2001MAR30 


44 


66 


forward 2 


TM 


Transmembrane 


87 


LG:1446210.8:2001MAR30 


67 


369 


forward 2 


TM 


Non-Cytosolic 


87 


LG:1446210.8:200!MAR30 


370 


392 


forward 2 


TM 


Transmembrane 


87 


LG: 14462 1 0.8 :200 1 MAR30 


393 


563 


forward 2 


TM 


Cytosolic 
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cpn T% MO- 


l empiaie iu 




olOp 


Frame 


r"lnmnin Tvnp 


lopoiogy 


0/ 


LU.IHHOZ 1 U.O.ZUUIiVlAlOU 


304 


30O 


iorwdju z 


llvl 


i ransniernDrune 


0/ 


l^U . 1 *t £ +OZ JU.O. ZUU 1 ivl A.JOU 


30 / 


3yo 


iorwaro z 


T\A 
IM 


iNon-uyiosoiic 


oo 


1-.U. 1^3Uu3H.O.ZUUIivl/vKjU 


i 


1 8fY7 
loU / 


i or war u z 


TM 
1 1V1 


Non-Cytosolic 


QC 
oo 


t n« 1 d^nn^ A-onn i A/t ad ^ a 

LU . 1 hj UU34 . 0. ZUU 1 Nl AK ju 


1 QAQ 
loUo 


loZ/ 


forward 2 


1 M 


Transmembrane 


QQ 

oo 


t n-i/t^nn^/i a-oaaia/i atj^a 
LU.143UU34 .O.ZUU IMAK3U 


loZo 


1003 


forward 2 


1 ivj 


Cylosolic 


oy 


T CI- 1 /l^OC. 1 A /I *OAA1 A4" A OO.A 
LU. 143Z3 i D.4.ZUUIMAK3U 


1 
1 


30/ 


forward 3 


J ivj 


Non-Cytosolic 


QQ 


T f'-l/IC.oc i £ /I .OAA1 A/f A OQA 

Lu. J 43 Z3 J oA.Zvvi MAKjv 


JOo 


<OA 

3yo 


forward 3 


i JV1 


Transmembrane 


QQ 
09 


T • 1 /I CO C 1 £ >1-OAA1"N/f ADIA 

Lb . 1 43 Z3 1 0.4 . ZUU 1 M AK30 


591 


est a 
034 


forward 3 


TA4 


Lytosolic 


AA 

yo 


LU: 1453293. 7:200 1MAR30 


1 

1 


11 


forward 1 


TTV A 


Non-Cytosolic 


yo 


T P-lyKCKW I.OAAI A jI A T>OA 

Lu. 1433293. /:2001±V1AR30 


oo 
2o 




forward 1 


llvl 


Transmembrane 


nn 

90 


t p.i jiccom i.onni x jf a r>on 

LG : 1 45 5293 .7 : 200 1 M AR30 


47 


ono 

202 


forward 1 


Tp* a 


Cytosolic 


90 


Lu:1455293.7:2001MAR30 


ono 

203 


ooc 

225 


forward 1 


IM 


Transmembrane 


90 


LG: 1455293.7:200 1MAR30 


226 


544 


forward 1 


TM 


Non-Cytosolic 


90 


T P.1 ^CCin') I.OAfll'M A BOA 

LG : 145 5293 . 7 : 200 1 M AR30 


1 


23 


forward 2 


TM 


Non-Cytosolic 


90 


T /""» .1 f^/\1 f^/\/\ 11/1 TT» O 

LG: 1455293.7:200 1MAR30 


24 


46 


forward 2 


TM 


Transmembrane 


90 


LG : 1 455293 .7 :200 1 MAR30 


47 


200 


forward 2 


TM 


Cytosolic 


90 


LG: 1455293.7:200 1MAR30 


201 


223 


forward 2 


TM 


Transmembrane 


90 


LG : 1 45 5293 .7 :200 1 MAR30 


224 


242 


forward 2 


TM 


Non-Cytosolic 


90 


LG : 1 45 5293 .7 : 200 1 MAR30 


243 


260 


forward 2 


TM 


Transmembrane 


90 


LG : 1 45 5293 .7 :200 1 M AR30 


261 


272 


forward 2 


TM 


Cytosolic 


90 


LG:1455293.7:2001MAR30 


273 


290 


forward 2 


TM 


Transmembrane 


90 


LG:1455293.7:2001MAR30 


291 


485 


forward 2 


TM 


Non-Cytosolic 


90 


LG:1455293.7:2001MAR30 


486 


505 


forward 2 


TM 


Transmembrane 


90 


LG:1455293.7:2001MAR30 


. 506 


511 


forward 2 


TM 


Cytosolic 


90 


LG:1455293.7:2001MAR30 


512 


534 


forward 2 


TM 


Transmembrane 


90 


LG : 1 45 5293 .7 : 200 1 MAR30 


535 


543 


forward 2 


TM 


Non-Cytosolic 


90 


LG : 1 45 5293 .7:200 1M AR30 


.1 


202 


forward 3 


TM 


Cytosolic 


90 


LG:1455293.7:2001MAR30 ■' 


• 203 


225 


forward 3 


TM 


Transmembrane 


90 


LG:1455293.7:2001MAR30. 


. 226 


262 


forward 3 


TM 


Non-Cytosolic 


90 


LG:1455293.7:2001MAR30 


263 


285 


forward 3 


TM 


Transmembrane 


90 


LG: 1 455293.7:2001 MAR30 


286 


305 


forward 3 


TM 


Cytosolic 


90 


LG:1455293.7:2001MAR30 


306 


328 


forward 3 


TM 


Transmembrane 


90 


LG : 1 45 5 293 .7 :200 1 M AR30 


329 


401 


forward 3 


TM 


Non-Cytosolic 


90 


LG: 1455293.7:2001MAR30 


402 


424 


forward 3 


TM 


Transmembrane 


90 


LG: 1 455293 .7 :200 1 M AR30 


425 


461 


forward 3 


TM 


Cytosolic 


90 


LG : 1 455 293 .7 : 200 1 M AR30 


462 


484 


forward 3 


TM 


Transmembrane 


90 


T P.I /ICCOrt'} T.OAftlUA a nin 

LG: 1455293 .7: 200 1MAR30 


485 


a on 

489 


forward 3 


TM 


Non-Cytosolic 


90 


t P.tACcono T.onm a if a T>on 

LG.l 455293.7:2001 MAR30 


490 


CIO 

512 


forward 3 


TM 


Transmembrane 


90 


LG: 1455293,7 :2001MAR30 


513 


CAO 

543 


forward 3 


TM 


Cytosolic 


91 


t p.i /noi i o i .onn i a * a fv on 

LG : 14981 13.1 :2001MAR30 


1 


216 


forward 3 


TM 


Cytosolic 


92 


Lu: 1 3U0042. 1 :200 1 MAR30 


1 


A 

4 


forward 1 


TTV A 

TM 


Non-Cytosolic 


92 


T P.I CAAA/11 1 .Onni A A A TlOA 

LG : 1 500042 . 1 :200 1 MAR30 


5 


0*7 

27 


forward 1 


T»A A 

TM 


Transmembrane 


no 
92 


t P.icAAA>n i .onm a a a Tkon 

LG :1 500042. 1 :2001MAR30 


oo 

28 


O 1 

31 


forward 1 


TM 


Cytosolic 


no 
92 


r p. t cnn/i/to t .onni x a a r»on 
LU. 1300U42. 1 .2001MAR30 


oo 

32 


CA 

54 


forward I 


TM 


Transmembrane 


no 

92 


T P.I CAAA/JO 1 - Onn 1 A M A T* Ifl 

Lu: 1500042. 1 :2001 MAR30 


55 


6S 


forward 1 


TM 


Non-Cytosolic 


yc 




AO 


01 


rorwara i 


TTVvf 


i ransmemorane 


92 


LG: 1 500042. 1 :200 1 MAR30 


92 


97 


forward 1 


TM 


Cytosolic 


92 


LG : 1 500042. 1 :200 1 MAR30 


98 


117 


forward 1 


. TM 


Transmembrane 


92 


LG: 1 500042. 1 :2001 M AR30 


118 


122 


forward 1 


TM 


Non-Cytosolic 


92 


LG: 1500042. 1 :200 1M AR30 


1 


6 


forward 2 


TM 


Cytosolic 


92 


LG: 1500042. 1 :200 1MAR30 


7 


29 


forward 2 


TM 


Transmembrane 


92 


LG: 1500042. 1 :200 1 MAR30 


30 


33 


forward 2 


TM 


Non-Cytosolic 


92 


LG: 1500042. 1 :200 1 MAR30 


34 


56 


forward 2 


TM 


Transmembrane 


92 


LG: 1 500042. 1 :200 1 MAR30 


57 


62 


forward 2 


TM 


Cytosolic 
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SEQ D NO: 


Template ID 


Start 


Stop 


Frame 


Domain Type 


Topology 


92 


LG:1500042.1:2001MAR30 


63 


85 


forward 2 


TM 


Transmembrane 


92 


LG: 1500042. 1:200 1MAR30 


86 


122 


forward 2 


TM 


Non-Cytosolic 


92 


LG: 1500042. 1 :2001M AR30 


1 


1 


forward 3 


TM 


Cytosolic 


92 


LG: 1500042. 1 :2001MAR30 


2 


24 


forward 3 


TM 


Transmembrane 


92 


LG:1500042.1:2001MAR30 


25 


38 


forward 3 


TM 


Non-Cytosolic 


92 


LG: 1 500042. 1 :200 1 MAR30 


39 


61 


forward 3 


TM 


Transmembrane 


92 


LG: 1500042. 1 :2001MAR30 


62 


87 


forward 3 


TM 


Cytosolic 


92 


LG: 1500042. 1 :200 1MAR30 


88 


no 


forward 3 


TM 


Transmembrane 


92 


LG: 1500042. 1 :2001 MAR30 


111 


122 


forward 3 


TM 


Non-Cytosolic 


93 


LG:1500434.4:2001MAR30 


1 


179 


forward 1 


TM 


Non-Cytosolic 


93 


LG: 1500434.4:2001MAR30 


180 


202 


forward 1 


TM 


Transmembrane 


93 


LG:1500434.4:2001MAR30 


203 


405 


forward 1 


TM 


Cytosolic 


93 


LG:1500434.4:2001MAR30 


406 


423 


forward 1 


TM 


Transmembrane 


93 


LG: 1500434.4:2001 MAR30 


424 


479 


forward 1 


TM 


Non-Cytosolic 


93 


LG:1500434.4:2001MAR30 


480 


502 


forward 1 


TM 


Transmembrane 


93 


LG:1500434.4:2001MAR30 


503 


543 


forward 1 


TM 


Cytosolic 


93 


LG:1500434.4:2001MAR30 


544 


566 


forward 1 


TM 


Transmembrane 


93 


LG:1500434.4:2001MAR30 


567 


593 


forward 1 


TM 


Non-Cytosolic 


93 


LG:1500434.4:2001MAR30 


594 


616 


forward 1 


TM 


Transmembrane 


93 


LG:1500434.4:2001MAR30 


617 


660 


forward 1 


TM 


Cytosolic 


93 


LG: 1 500434 .4:200 1 M AR30 


661 


683 


forward 1 


TM 


Transmembrane 


93 


LG: 1500434.4:2001 MAR30 


684 


697 


forward 1 


TM 


Non-Cytosolic 


93 


LG: 1500434.4:2001 MAR30 


698 


720 


forward 1 


TM 


Transmembrane 


93 


LG: 1 500434.4:2001 MAR30 


721 


726 


forward 1 


TM 


Cytosolic 


93 


LG:1500434.4:2001MAR30 


727 


749 


forward 1 


TM 


Transmembrane 


93 


LG: 1500434.4:200 1MAR30 


750 


763 


forward 1 


TM 


Non-Cytosolic 


93 


LG: 1500434 .4:200 1MAR30 


764 


786 


forward 1 


TM 


Transmembrane 


93 


LG:1500434.4:2001MAR30 


787 


951 


forward 1 


TM 


Cytosolic 


93 


LG:1500434.4:2001MAR30 


952 


974 


forward 1 


TM 


Transmembrane 


93 


LG:1500434.4:2001MAR30 


975 


1002 


forward 1 


TM 


Non-Cytosolic 


93 


LG: 1500434.4:2001 MAR30 


1003 


1025 


forward 1 


TM 


Transmembrane 


93 


LG: 1500434.4:200 1 MAR30 


3026 


1098 


forward 1 


TM 


Cytosolic 


93 


LG:1500434.4:2001MAR30 


1099 


1121 


forward 1 


TM 


Trans mem bran e 


93 


LG: 1 500434.4 :200 1 MAR30 


1122 


1135 


forward 1 


TM 


Non-Cytosolic 


93 


LG:1500434.4:2001MAR30 


1136 


1158 


forward 1 


TM 


Transmembrane 


93 


LG:1500434.4:2001MAR30 


1159 


1249 


forward 1 


TM 


Cytosolic 


93 


LG: 1500434.4:2001 MAR30 


I 


428 


forward 2 


TM 


Non-Cytosolic 


93 


LG:1500434.4:2001MAR30 


429 


451 


forward 2 


TM 


Transmembrane 


93 


LG:1500434.4:2O01MAR30 


452 


551 


forward 2 


TM 


Cytosolic 


93 


LG:1500434.4:2001MAR30 


552 


574 


forward 2 


TM 


Transmembrane 


93 


LG:1500434.4:2001MAR30 


575 


588 


forward 2 


TM 


Non-Cytosolic 


93 


LG:1500434.4:2001MAR30 


589 


611 


forward 2 


TM 


Transmembrane 


93 


LG:1500434.4:2001MAR30 


612 


696 


forward 2 


TM 


Cytosolic 


93 


LG:1500434.4:2001MAR30 


697 


719 


forward 2 


TM 


Transmembrane 


93 


LG:1500434.4:2001MAR30 


720 


733 


forward 2 


TM 


Non-Cytosolic 


93 


LG: 1500434.4:200 1MAR30 


734 


753 


forward 2 


TM 


Transmembrane 


93 


LG: 1500434.4:200 1 MAR30 


754 


834 


forward 2 


TM 


Cytosolic 


93 


LG: 1500434.4:2001 MAR30 


835 


857 


forward 2 


TM 


Transmembrane 


93 


LG:1500434.4:2001MAR30 


858 


871 


forward 2 


TM 


Non-Cytosolic 


93 


LG:1500434.4:2001MAR30 


872 


894 


forward 2 


TM 


Transmembrane 


93 


LG: 1500434.4:2001 MAR30 


895 


984 


forward 2 


TM 


Cytosolic 


93 


LG: 1500434.4:2001 MAR30 


985 


1007 


forward 2 


TM 


Transmembrane 


93 


LG: 1 500434.4:200 1 MAR30 


1008 


1096 


forward 2 


TM 


Non-Cytosolic 


93 


LG: 1500434.4:2001 MAR30 


1097 


1119 


forward 2 


TM 


Transmembrane 
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SEQ D NO: 


Template ID 


Start 


Stop 


Frame 


Domain Type 


Topology 


93 


LG: 1500434 ,4:2001MAR30 


1 1 OA 




torward z 


TX A 
1M 


Cytosolic 


93 


LG:1500434.4:2001MAR30 


1 1 A C 

1146 


I 1 *ZQ 

II DO 


forward 2 


r T r \ M 

lM 


Transmembrane 


93 


LG:1500434.4:2001MAR30 


1169 


1 1 11 


forward 2 


TM 


Non-Cytosolic 


93 


LG: 1 500434.4:200 1 M AR30 


1173 


i t ac 

1 195 


forward 2 


1M 


Transmembrane 


93 


LG:1 500434.4:2001 MAR30 


1196 


1 1/1 A 


forward 2 


im 


Cytosolic 


93 


LG : 1 500434.4:200 1 M AR30 


1 


C 1 1 

51 1 


torward 3 




Non-Cytosolic 


93 


LG:1500434.4:2001MAR30 


512 


531 


forward 3 


TK A 

TM 


Transmembrane 


93 


LG:1500434.4:2001MAR30 


532 


551 


forward 3 


TM 


Cytosolic 


93 


LG:1500434.4:2001MAR30 


552 


574 


forward 3 


TM 


Transmembrane 


93 


LG:1500434.4:2001MAR30 


575 


610 


forward 3 


TM 


Non-Cytosolic 


93 


LG:1500434.4:2001MAR30 


611 


633 


forward 3 


TM 


Transmembrane 


93 


LG:1500434.4:2001MAR30 


634 


655 


forward 3 


TM 


Cytosolic 


93 


LG: 1500434.4:2001MAR30 


656 


678 


forward 3 


TM 


Transmembrane 


93 


LG:1500434.4:2001MAR30 


679 


697 


forward 3 


TM 


Non-Cytosolic 


93 


LG:1500434.4:2001MAR30 


698 


720 


forward 3 


TM 


Transmembrane 


93 


LG:1500434.4:2001MAR30 


721 


732 


forward 3 


TM 


Cytosolic 


93 


LG:1500434.4:2001MAR30 


733 


755 


forward 3 


TM 


Transmembrane 


93 


LG:1500434.4:2001MAR30 


756 


963 


forward 3 


TM 


Non-Cytosolic 


93 


LG: 1500434 .4:200 1MAR30 


964 


986 


forward 3 


TM 


Transmembrane 


93 


LG: 1500434.4:2001MAR30 


987 


998 


forward 3 


TM 


Cytosolic 


93 


LG: 1500434.4:2001MAR30 


999 


1021 


forward 3 


TM 


Transmembrane 


93 


LG: 1500434.4:2001MAR30 


1022 


1060 


forward 3 


TM 


Non-Cytosolic 


93 


LG: 1500434.4:2001MAR30 


1061 


1078 


forward 3 


TM 


Transmembrane 


93 


LG:1500434.4:2001MAR30 


1079 


1145 


forward 3 


TM 


Cytosolic 


93 


LG: 1 500434.4:200 1MAR30 


1146 


1168 


forward 3 


TM 


Transmembrane 


93 


LG:1500434.4:2001MAR30 


1169 


1171 


forward 3 


TM 


Non-Cytosolic 


93 


LG: 1 500434.4:2001MAR30 


1172 


1189 


forward 3 


TM 


Transmembrane 


93 


LG: 1500434.4:2001MAR30 


1190 


1208 


forward 3 


TM 


Cytosolic 


93 


LG: 1500434.4:2001MAR30 


1209 


1231 


forward 3 


TM 


Transmembrane 


93 


LG:1500434.4:2001MAR30 


1232 


1249 


forward 3 


TM 


Non-Cytosolic 


94 


LG:1501102.4:2001MAR30 


1 


45 


forward 1 


TM 


Non-Cytosolic 


94 


LG: 1501 102.4:2001MAR30 


46 


68 


forward 3 


TM 


Transmembrane 


94 


LG:1501102.4:2001MAR30 


69 


98 


forward 1 


TM 


Cytosolic 


94 


LG:1501 102.4:2001MAR30 


99 


121 


forward 1 


TM 


Transmembrane 


94 


LG:1501 102.4:2001MAR30 


122 


426 


forward 1 


TM 


Non-Cytosolic 


94 


LG:1501102.4:2001MAR30 


1 


91 


forward 3 


TM 


Cytosolic 


94 


LG:1501 102.4:2001MAR30 


92 


111 


forward 3 


TM 


Transmembrane 


94 


LG:1501 1 02.4:200 1MAR30 


112 


114 


forward 3 


TM 


Non-Cytosolic 


94 


LG:1501 102.4:2001MAR30 


115 


134 


forward 3 


TM 


Transmembrane 


94 


LG:1501 102.4:2001MAR30 


135 


170 


forward 3 


TM 


Cytosolic 


94 


LG:1501102.4:2001MAR30 


171 


193 


forward 3 


TM 


Transmembrane 


94 


LG:1501 102.4:2001MAR30 


194 


425 


forward 3 


TM 


Non-Cytosolic 


95 


LG:1501768.2:2001MAR30 


1 


6 


forward 1 


TM 


Cytosolic 


95 


LG:1501768.2:2001MAR30 


7 


29 


forward 1 


TM 


Transmembrane 


95 


LG:1501768.2:2001MAR30 


30 


85 


forward 1 


TM 


Non-Cytosohc 


96 


LG:1502155.6:2001MAR30 


1 


315 


forward 2 


TM 


Non-Cytosolic 


96 


LG:1502155.6:2001MAR30 


316 


338 


forward 2 


TM 


Transmembrane 


96 


LG:1502155.6:2001MAR30 


339 


401 


forward 2 


TM 


Cytosolic 


97 


LG:1512304.2:2001MAR30 


1 


92 


forward 1 


TM 


Cytosolic 


97 


LG:1512304.2:2001MAR30 


93 


115 


forward 1 


TM 


Transmembrane 


97 


LG:1512304.2:2001MAR30 


116 


180 


forward 1 


TM 


Non-Cytosolic 


97 


LG:1512304.2:2001MAR30 


181 


203 


forward 1 


TM 


Transmembrane 


97 


LG:1512304.2:2001MAR30 


204 


245 


forward 1 


TM 


Cytosolic 


97 


LG:1512304.2:2001MAR30 


246 


268 


forward 1 


TM 


Transmembrane 
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Start 


Stop 


Frame 


Domain Type 


Topology 


97 


LG:1512304.2:2001MAR30 


269 


278 


forward 1 


TM 


Non-Cytosolic 


97 


LG:1512304.2:2001MAR30 


1 


240 


forward 2 


TM 


Non-Cytosolic 


97 


LG: 1 5 1 2304.2:2001MAR30 


241 


263 


forward 2 


TM 


Transmembrane 


97 


LG:1512304.2:2001MAR30 


264 


278 


forward 2 


TM 


Cytosolic 


97 


LG: 1512304 .2:2001MAR30 


1 


89 


forward 3 


• TM 


Cytosolic 


97 


LG:1512304.2:2001MAR30 


90 


112 


forward 3 


TM 


Transmembrane 


97 


LG:1512304.2:2001MAR30 


113 


137 


forward 3 


TM 


Non-Cytosolic 


97 


LG:1512304.2:2001MAR30 


138 


160 


forward 3 


TM 


Transmembrane 


97 


LG:1512304.2:2001MAR30 


161 


176 


forward 3 


TM 


Cytosolic 


97 


LG:1512304.2:2001MAR30 


177 


199 


forward 3 


TM 


Transmembrane 


97 


LG:1512304.2:2001MAR30 


200 


231 


forward 3 


TM 


Non-Cytosolic 


97 


LG:1512304.2:2001MAR30 


232 


254 


forward 3 


TM 


Transmembrane 


97 


LG: 15 12304. 2:2001MAR30 


255 


277 


forward 3 


TM 


Cytosolic 


98 


LG: 15 1293 1 . 1 1 :2001MAR30 


1 


260 


forward 2 


TM 


Non-Cytosolic 


98 


LG: 1512931 . 1 1 :2001MAR30 


261 


280 


forward 2 


TM 


Transmembrane 


98 


LG:1512931.11:2001MAR30 


281 


296 


forward 2 


TM 


Cytosolic 


98 


LG:1512931.11:2001MAR30 


1 


260 


forward 3 


TM 


Cytosolic 


98 


LG: 15 1 293 1 . 1 1 :2001MAR30 


261 


283 


forward 3 


TM 


Transmembrane 


98 


LG:1512931.11:2001MAR30 


284 


296 


forward 3 


TM 


Non-Cytosolic 


99 


LG:155076.18:2001MAR30 


1 


1165 


forward 2 


TM 


Non-Cytosolic 


99 


LG:155076.18:200iMAR30 


1166 


1188 


forward 2 


TM 


Transmembrane 


99 


LG: 155076.18:2001MAR30 


1189 


1194 


forward 2 


TM 


Cytosolic 


99 


LG:155076.18:2001MAR30 


1195 


1214 


forward 2 


TM 


Transmembrane 


99 


LG:155076.18:2001MAR30 


1215 


1590 


forward 2 


TM * 


Non-Cytosolic 


100 


LG: 1591 1 1 .41 :2001MAR30 


1 


193 


forward 1 


TM 


Non-Cytosolic 


100 


LG: 1591 11.41 :200 1MAR30 


194 


216 


forward Y 


TM ■ 


Transmembrane 


100 


LG:159111.41:2001MAR30 


217 


351 


forward 1 


TM 


Cytosolic 


100 


LG:159111.41:2001MAR30 


352 


374 


forward 1 


TM 


Transmembrane 


100 


LG:159111.41:2001MAR30 


375 


383 


forward 1 


TM 


Non-Cytosolic 


100 


LG:159111.41:2001MAR30 


384 


406 


forward 1 


TM 


Transmembrane 


100 


LG: 1591 1 1.41:2001MAR30 


407 


412 


forward 1 


TM 


Cytosolic 


100 


LG:159111.41:2001MAR30 


413 


430 


forward 1 


TM 


Transmembrane 


100 


LG: 1591 1 1.41 :2001MAR30 


431 


2269 


forward 1 


TM 


Non-Cytosolic 


100 


LG.1591 1 1.4 1 :2001MAR30 


1 


191 


forward 3 


TM 


Non-Cytosolic 


100 


LG:159111.41:2001MAR30 


192 


214 


forward 3 


TM 


Transmembrane 


100 


LG:159111.41:2001MAR30 


215 


382 


forward 3 


TM 


Cytosolic 


100 


LG: 1 59 1 1 1 .4 1 :2001MAR30 


383 


405 


forward 3 


TM 


Transmembrane 


100 


LG: 159 1 1 1 .4 1 :2001MAR30 


406 


2269 


forward 3 


TM 


Non-Cytosolic 


101 


LG:170604.1:2001MAR30 


1 


240 


forward 3 


TM 


Cytosolic 


101 


LG: 170604. 1 :200 1MAR30 


241 


260 


forward 3 


TM 


Transmembrane 


101 


LG:170604.1 :2001MAR30 


261 


262 


forward 3 


TM 


Non-Cytosolic 


102 


LG: 190477. 4:200 1MAR30 


1 


4 


forward 1 


TM 


Non-Cytosolic 


102 


LG: 190477.4-.2001MAR30 


5 


27 


forward 1 


TM 


Transmembrane 


102 


LG: 190477 .4:2001MAR30 


28 


70 


forward 1 


TM 


Cytosolic 


102 


LG: 190477.4 :2001MAR30 


71 


93 


forward 1 


TM 


Transmembrane 


102 


LG:l 90477.4:200lMAR30 


94 


124 


forward 1 


TM 


Non-Cytosolic 


102 


LG:l90477.4:200lMAR30 


125 


147 


forward 1 


TM 


Transmembrane 


102 


LG:l90477.4:200lMAR30 . 


148 


153 


forward 1 


TM 


Cytosolic 


102 


LG: 1 90477.4 :200lMAR30 


154 


176 


forward 1 


TM 


Transmembrane 


102 


LG: 1 90477.4:2001 MAR30 


177 


207 


forward 1 


TM 


Non-Cytosolic 


102 


LG: 1 90477.4:2001MAR30 


208 


230 


forward 1 


TM 


Transmembrane 


102 


LG: 1 90477.4:2001MAR30 


231 


341 


forward 1 


TM 


Cytosolic 


102 


LG:190477.4:2001MAR30 


342 


364 


forward 1 


TM 


Transmembrane 


. 102 


LG: 190477.4 :2001MAR30 


365 


401 


forward 1 


TM 


Non-Cytosolic 
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otv^ D 1NU: 


1 emplate ID 


Mart 


Stop 


Frame 


Domain Type 


Topology 


i ao 

1UZ 


T /*• . 1 AA/1T7 A .OAAl \A A T> OA 

LXj. 1 9U4 / /.4:ZUU 1 MAK3U 


A AO 

4UZ 


4Z1 


forward 1 


TTV a 

1M 


Transmembrane 


1 AO 

1UZ 


t f'.mn/m /i.oaaitva ADin 
LXj. iyU4 / /.4.ZUU1 MAKJU 


Ann 
4ZZ 


Ann 
4Z/ 


forward 1 


IM 


Cytosolic 


102 


LG: 1 90477.4:2001 MAR30 


428 


445 


r„ j i 

forward 1 


TM 


Transmembrane 


102 


T P.mA/m A .OAAl TV A ADOA 

Lu: 1 90477.4:2001 M AR30 


AA/Z 

440 


A AC\ 

449 


forward 1 


TTV A 
1M 


Non-Cytosolic 


102 


T /"* ' 1 AA/1T7 /4 O AA1 "\ A A T» O A 

LG: 1 90477.4:2001 MAR30 


a en 

450 


472 


forward .1 


TM 


Transmembrane 


1 AO 


T /""■» . 1 A A /lOO A .O AA 1 TV JT A T> 1 A 

LG: 1 90477.4.2001MAR30 


473 


CAO 

502 


forward 1 


TM 


Cytosolic 


102 


LG: 1 90477.4:200 1MAR30 


503 


525 


forward 1 


TM 


Transmembrane 


102 


T /""» 1 rtAjlTI vl O AA-I X jC A T» O A 

LG: 1 90477.4 :2001MAR30 


526 


623 


forward 1 


TM 


Non-Cytosolic 


102 


LG : 1 90477 .4:200 1 M AR30 


624 


646 


forward 1 


TM 


Transmembrane 


102 


LG: 190477.4:2001M AR30 


647 


652 


forward 1 


TM 


Cytosolic 


102 


LG:190477.4:2001MAR30 


653 


672 


forward 1 


TM 


Transmembrane 


102 


LG:190477.4:2001MAR30 


673 


691 


forward 1 


TM 


Non-Cytosolic 


102 


LG: 1 90477.4:200 1MAR30 


692 


714 


forward 1 


TM 


Transmembrane 


. 102 


LG: 190477.4:2001MAR30 


715 


720 


forward 1 


TM 


Cytosolic 


102 


LG: 1 90477.4 :2001MAR30 


721 


743 


forward 1 


TM 


Transmembrane 


102 


LG:190477.4:2001MAR30 


744 


757 


forward 1 


TM 


Non-Cytosolic 


102 


LG:190477.4:2001MAR30 


758 


780 


forward 1 


TM 


Transmembrane 


102 


LG:190477.4:2001MAR30 


781 


827 


forward 1 


TM 


Cytosolic 


102 


LG: 1 90477.4 :2001MAR30 


1 


51 


forward 2 


TM 


Cytosolic 


102 


LG: 1 90477.4:2001MAR30 


52 


74 


forward 2 


TM 


Transmembrane 


102 


LG: 1 90477.4:200 1MAR30 


75 


83 


forward 2 


TM 


Non-Cytosolic 


102 


LG: 1 90477.4:2001MAR30 


84 


106 


forward 2 


TM 


Transmembrane 


102 


LG: 1 90477 .4:2001MAR30 


107 


126 


forward 2 


TM 


Cytosolic 


102 


LG: 1 90477.4:200 1MAR30 


127 


149 


forward 2 


TM 


Transmembrane 


102 


LG: 1 90477.4:2001 MAR30 


150 


579 


forward 2 


TM 


Non-Cytosolic 


. . 102 


LG: 1 90477.4:2001MAR30 


580 


602 


forward 2 


TM 


Transmembrane 


102 


LG:19O477.4:2001MAR30 


603 


622 


forward 2 


TM '■■ 


Cytosolic 


102 


LG:190477.4:2001MAR30 


623 


645 


forward 2 


TM ' ' 


Transmembrane 


102 • 


LG: 1 90477.4:2001M AR30 


646 


664 


forward 2 


TM 


Non-Cytosolic 


102 


LG: 1 9O477.4:2001MAR30 


665 


682 


forward 2 


TM 


Transmembrane 


102 


LG: 1 90477.4:2001MAR30 


683 


826 


forward 2 


TM 


Cytosolic 


102 


LG: 1 90477.4:2001MAR30 


1 


65 


forward 3 


TM 


Cytosolic 


102 


LG: 1 90477.4:2001MAR30 


66 


83 


forward 3 


TM 


Transmembrane 


102 


LG: 1 90477.4:2001MAR30 


•84 


97 


forward 3 


TM 


Non-Cytosolic 


102 


LG:190477.4:2001MAR30 


98 


117 


forward 3 


TM 


Transmembrane 


102 


LG: 1 90477.4:2O01MAR30 


118 


123 


forward 3 


TM 


Cytosolic 


102. 


LG: 1 90477.4:2001MAR30 


124 


146 


forward 3 


TM 


Transmembrane 


102 


LG: 1 90477.4:2001MAR30 


147 


206 


forward 3 


TM 


Non-Cytosolic 


102 


LG: 1 90477.4:200lMAR30 


207 


229 


forward 3 


TM 


Transmembrane 


102 


LG: 1 90477.4:2001 MAR30 


230 


283 


forward 3 


TM 


Cytosolic 


102 


LG:190477.4:2001MAR30 


284 


306 


forward 3 


TM 


Transmembrane 


102 


LG: 1 90477.4:2001MAR30 


307 


333 


forward 3 


TM 


Non-Cytosolic 


102 


LG: 1 90477 .4:2001MAR30 


334 


356 


forward 3 


TM 


Transmembrane 


102 


LG : 1 90477.4 :200 1 M AR30 


357 


399 


forward 3 


TM 


Cytosolic 


102 


LG: 1 90477.4.2001MAR30 


400 


417 


forward 3 


TM 


Transmembrane 


102 


1 P.tAAjCn A .OAA1 XA A 15 O A 

LG. 1 90477.4:2001 MAK30 


418 


436 


forward 3 


TM 


Non-Cytosolic 


102 


LG: 1 90477.4:2001MAR30 


437 


456 


forward 3 


TM 


Transmembrane 


102 


LG: 1 90477 .4:200 1MAR30 


457 


584 


forward 3 


TM 


Cytosolic 


102 


LG: 1 9O477.4:2001MAR30 


585 


607 


forward 3 


TM 


Transmembrane 


102 


LG: 1 90477.4:2001MAR30 


.608 


626 


forward 3 


TM 


Non-Cytosolic 


102 


LG: 1 90477.4:2001MAR30 


627 


649 


forward 3 


TM 


Transmembrane 


102 


LG:190477.4:2001MAR30 


650 


661 


forward 3 


TM 


Cytosolic 


102 


LG: 1 90477.4:2001MAR30 


662 


684 


forward 3 


TM 


Transmembrane 


102 


LG: 1 90477.4:2001MAR30 


685 


693 


forward 3 


TM 


Non-Cytosolic 
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SEQ D NO: 


Template ID 


Start 


Stop 


Frame 


Domain Type 


Topology 


102 


LG:1 90477.4:2001 MAR30 


694 


713 


forward 3 


TM 


Transmembrane 


102 


LG: 190477. 4 :2001MAR30 


714 


719 


forward 3 


TM 


Cytosolic 


102 


LG: 190477.4:2001 MAR30 


720 


742 


forward 3 


TM 


Transmembrane 


102 


LG : 1 90477.4 :200 IM AR30 


743 


756 


forward 3 


TM 


Non-Cytosolic 


102 


LG: 1 90477.4:2001MAR30 


757 


779 


forward 3 


TM 


Transmembrane 


102 


LG:190477.4:2001MAR30 


780 


826 


forward 3 


TM 


Cytosolic 


103 


LG:198087.8:2001MAR30 


1 


312 


forward 2 


TM 


Non-Cytosolic 


103 


LG:198087.8:2001MAR30 


313 


335 


forward 2 


TM 


Transmembrane 


103 


LG: 1 98087.8:2001 MAR30 


336 


399 


forward 2 


TM 


Cytosolic 


103 


LG:198087.8:2001MAR30 


400 


419 


forward 2 


TM 


Transmembrane 


103 


LG: 1 98087. 8 :200 1 MAR30 


420 


433 


forward 2 


TM 


Non-Cytosolic 


103 


LG:198087.8:2001MAR30 


434 


456 


forward 2 


TM 


Transmembrane 


103 


LG: 1 98 087. 8 :200 1 MAR30 


457 


468 


forward 2 


TM 


Cytosolic 


103 


LG:198087.8:2001MAR30 


469 


491 


forward 2 


TM 


Transmembrane 


103 


LG:198087.8:2001MAR30 


492 


584 


forward 2 


TM 


Non-Cytosolic 


103 


LG:198087.8:2001MAR30 


585 


607 


forward 2 


TM 


Transmembrane 


103 


LG:198087.8:2001MAR30 


608 


781 


forward 2 


TM 


Cytosolic 


103 


LG: 1 98087.8 :2001MAR30 


782 


804 


forward 2' 


TM 


Transmembrane 


103 


LG: 1 98087.8:2001MAR30 


805 


835 


forward 2 


TM 


Non-Cytosolic 


103 


LG:198087.8:2001MAR30 


836 


858 


forward 2 


TM 


Transmembrane 


103 


LG: 198087.8:2001MAR30 


859 


864 


forward 2 


TM 


Cytosolic 


103 


LG:198087.8:2001MAR30 


865 


887 


forward 2 


TM 


Transmembrane 


103 


LG:198087.8:2001MAR30 


888 


997 


forward 2 


TM 


Non-Cytosolic 


103 


LG: 1 98087.8:2001MAR30 


998 


1017 


forward 2 


TM 


Transmembrane 


103 


LG:198087.8:2001MAR30 


1018 


1023 


forward 2 


TM 


Cytosolic 


103 


LG: 1 98087.8:2001MAR30 


■ 1024 


1046 


forward 2 


TM 


Transmembrane 


103 


LG: 1 98087.8:2001MAR30 


1047 


1055 


forward 2 


TM 


Non-Cytosolic 


- 103 


LG: 1 98087.8:2001MAR30 


1056 


1073 


forward 2 


TM' 


Transmembrane 


103 


LG:198087.8:2001MAR30 


1074 


1310 


forward 2 


TM 


Cytosolic 


103 


LG:198087.8:2001MAR30 


1 


405 


forward 3 


TM 


Non-Cytosolic 


103 


LG:198087.8:2001MAR30 


406 


428 


forward 3 


TM 


Transmembrane 


103 


LG:198087.8:2001MAR30 


429 


434 


forward 3 


TM 


Cytosolic 


103 


LG: 1 98087.8.-2001MAR30 


435 


457 


forward 3 


TM 


Transmembrane 


103 


LG: 1 98087.8:2001MAR30 


458 


987 


forward 3 


TM 


Non-Cytosolic 


103 


LG: 1 98O87.8:2001MAR3O 


988 


1010 


forward 3 


TM 


Transmembrane 


103 


LG:198087.8:2001MAR30 


1011 


1022 


forward 3 


TM 


Cytosolic 


103 


LG:198O87.8:2001MAR3O 


1023 


1040 


forward 3 


TM 


Transmembrane 


103 


LG:198087.8:2001MAR30 


1041 


1054 


forward 3 


TM 


Non-Cytosolic 


103 


LG: 1 98087.8:2001MAR30 


1055 


1072 


forward 3 


TM 


Transmembrane 


103 


LG:198087.8:2001MAR30 


1073 


1310 


forward 3 


TM 


Cytosolic 


104 


LG: 1 98743.2:2001MAR30 


1 


1132 


forward 1 


TM 


Non-Cytosolic 


104 


LG: 198743 .2:2001MAR30 


1133 


1152 


forward 1 


TM 


Transmembrane 


104 


LG:198743.2:2001MAR30 


1153 


1164 


forward 1 


TM 


Cytosolic 


104 


LG:I98743.2:2001MAR30 


1165 


1187 


forward 1 


TM 


Transmembrane 


104 


LG:198743.2:2001MAR30 


1188 


1215 


forward 1 


TM 


Non-Cytosolic 


104 


LG: 198743.2:2001 MAR30 


1 


1038 


forward 2 


TM 


Non-Cytosolic 


104 


LG:198743.2:2001MAR30 


1039 


1058 


forward 2 


TM 


Transmembrane 


104 


LG:198743.2:2001MAR30 


1059 


1105 


forward 2 


TM 


Cytosolic 


104 


LG:198743.2:2001MAR30 


1106 


1128 


forward 2 


TM 


Transmembrane 


104 


LG:198743.2:2001MAR30 


1129 


1215 


forward 2 


TM 


Non-Cytosolic 


104 


LG:198743.2:2001MAR30 


1 


983 


forward 3 


TM 


Non-Cytosolic 


104 


LG:198743.2:2001MAR30 


984 


1006 


forward 3 


TM 


Transmembrane 


104 


LG:198743.2:2001MAR30 


1007 


1012 


forward 3 


TM 


Cytosolic 


104 


LG: 1 98743.2:2001MAR30 


1013 


1035 


forward 3 


TM 


Transmembrane 
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TABLE 2 








<?FO D NO* 


Temnlate TD 


Start 


Stop 


Frame 


Domain Type 


TodoIo^v 


104 


LG- 198743 2-2001 MAR30 


1036 


1044 


forward 3 


TM 


Non-Cytosolic 


104 


LG- 198743 2*2001MAR30 


1045 


1067 


forward 3 


TM 


Transmembrane 


104 


LG- 198743 2-2001MAR30 


1068 


1214 


forward 3 


TM 


Cytosolic 


105 


LG- 199194 1-2001MAR30 


1 


75 


forward 1 


TM 


Cytosolic 


10S 


LG- 199 194 1-2001MAR30 


76 


95 


forward 1 


TM 


Transmembrane 




LG-199194 1 -2001MAR30 


96 


1183 


forward 1 


TM 


Non-Cytosolic 


ins 


LG-199194 1-2001MAR30 


1 


479 


forward 3 


TM 


Non -Cy toso I i c 


10^ 


LG* 199194 L2001MAR30 


480 


502 


forward 3 


TM 


Transmembrane 


ins 






597 


forward 3 

AVJl WU1U J 


TM 


Cvtosolic 


1 ns 

J. ID 


X H-1Q0104 1 -9001 A/I AP^O 


598 


617 


■fnrwnrfl *\ 


TM 


Tran srnem hranf* 

A 1 dllOUll'lllL/A til 'L' 


ins 


T G-10Q104 1^001 MAT* 10 


618 


631 

UJ A 


forward 3 

A \JX YY tu \A — ' 


TM 


Non-Cvto^olic 


ins • 

11D 


T O-1Q0104 1-9001MAR10 


632 


6S4 


"ForwarH ^ 

1U1W01U J 


TM 


Tran ^membrane 


ms 


t n-iQQiO/i 1-9001MAP10 

J-iU. 1 1-7*+. 1 .ZUUIIV1/\I\..jU 


65 S 


UJO 


ivji woiu j 


TM 


Pvto'iolic 


ms 


T n-1Q01Qd 1-9001MATHO 


6S9 


UO 1 


iv/l waiu j 


TM 

A 1V1 


Tra n cm **m hr an f* 
a i aiioiiiviilUA aiiv 


ins 




6R9 


1 1 R9 


1UI Waiu J 


TM 

JLiVl 


Mnn-P'vtOQolir 


1UO 


T f* -9 0079*7 6-90O1MAP1O 
JLAJ. ZUU / Z / .O.ZUUlAYl.r\.iwU 


i 
1 


^S1 




TM 


Mnn - C v t o qo! i r 


iUD 


T fl-900797 £«9001M AP^O 
1AJ.ZUU /Z/.O.ZL^1aVI/\IOU 


^S9 


^74 


lOiWtllU z 


TM 


i 1 allblllClllUl aliC 


in6 


T n-900797 £-9001K/fAP10 
1AJ .ZUU / Z / .O .ZUU 1 iVl/VK. jU 


^7S 


474 


lUlWalU z. 


TM 


r^vtncolif* 


1/V7 
iU/ 


T r;*7A1S7T 00«9001A>f Al?30 
lAJ.ZUl D / L.ZXj.iXjy) JIV1/\J\.0U 


1 


19 

IZ 


lorvVLiru i 


TM 

1 1V1 


iNUii~L^y lUaiJiiu 


1/VJ 


LXJ./AJLD 1 Z.ZU. ZUU IaVIYaIOU 


1 j 


j3 


iorwaru i 


TM 


1 1 allMllCillUl aliC 


1 AT 

ixjf 


T n.TAI^TT OA«OAA1K/T A1>1A 
•LOrzUlD /Z\ZU;ZAAJ11VLAK:}U 


JO 


74 


forward 1 


11V1 


v^yiooOiiw 


1/Y7 


T n-OA1^TO TA-OAA1 \A Aplft 
IwLf.zUlD /Azu:ZUUlJViAK:>U 




07 

7/ 


iorwara 1 


TA/f 


1 rallMllClHUI allc 


1 AT 


T n-TA1 ^TT OA-7AA11VA A1>^A 
LXj.ZvjlD 1 Z.ZU.ZUU IJYiAKoU 


QR 


15 J 


iorwara i 


TM 




1U7 


T /"I.OOK70 OA.TAAI'NA Al?<iA 
lAj'ZUl J / z.zuIZUUIJVaAKoU 


1 R£ 
150 


9 AO 
ZUJ 


iorwara i 


TM 


1 1 allMlICJIlUl allC 


1 /Y7 
107 


T /^.*TA1 *xTO OA-THAI 1V/T AD7A 


ZU4 




iorwara 1 


TM 
I IVI 


C\i t ncci 1 i <^ 

lOouiiLr 


1 AT 

.10/ 


T /T..TA1 <TO OA-TAA1 AA AD'IA 


*lo0 


DUo 


forward 1 


TM 


i lansmciuDTanc 


1 AT 
1U/ 


T n-TAI^TO TA-OAA11V4 ATJ^A 


*>oo 


j*+o 


forward 1 


TK/f 
livi 


i^un-v^yiosoiic 


1 AT 
1U7 


T fT-TAI <TT TA»TAA1\yf A D^A 




S6Q 


iorwara i 


llVI 


I lallblllCJllUl aliC 


1/Y7 
107 


T l^-TAI -\70 TA»TAA11V7f A 1>^A 
IvO.zUl J / Z.ZU.ZUU IaVIAKJU 


.^A 

, o/u 


SRO 

J07 


iorwaia i 


TM 




1 AT 
IU/ 


T n-TA1 ^TT OA'OAAlTVjf ATJ^A 
LXj.zAjID /Z.ZU.ZUulJYIAlOL! 


soo 


61 9 
01Z 


iorwara i 


TM 


Trancmpmhrflnp 
I J aJJoJJlC-llJUl ajic 


1 A*7 
107 


T IT-'TAI ^77 7A-0AA1TVA A1?^A 


Dl J 


706 
/UO 


iorwara i 


TM 

I Ivl 


Mnn jC* v tr\ c nl i c 
i^uii-i-^y iujuiju 


1 AT 
1U/ 


T n«7A1 7A»7AA1Tvyr AT?^A 
IAJ.ZUaO /Z.ZU.ZUU11VI/\j\3U 


707 
/U/ 


790 

/ Z7 


lOl WaXU 1 


TM 


1 1 aliz>lll\ZHlVL allC 


1 AT 


T n-OAl S77 TAOAAIX/T AP^H 
IjLt. ZU1 3 / Z.ZU.ZUU1aY1/\a\^U 


7^n 


R61 

OO A 


fr\m/!>r/l 1 

IUI Waiu l 


TM 


v-y lubuiiv 


1 AT 


T ri'901 S77 9A'7001K/f AT?^A 
a_,VJ . ZU 1 J / Z.ZU. ZUU I aV1/\iv jU 




RR4 


IUI WalU 1 


TM 


1 lallolllwliui ai it 




T n-901S79 9n*9001MAP^0 

i^VJ.ZUl-J /Z.ZVJ.ZlA/llVl/AAxJU 


8RS 


R0R 

07O 


"Forwarrl 1 


TM 


Mori -C vt oqoI i c 


1 AT 
107 


t n*9m S77 9n-9nniM AP^n 

I^VJ.ZUID /Z.ZU.ZUUlAVl/\t\.jU 


077 


7 1 O 


luiwoiu i 


TM 

A IV A 


T« « c m p tin h r a n 
llaiiolliwliui aiiw 


10/7 


t n-9MS79 9n-9oniA>f AR^n 

LU./.U1J / Z.ZU.ZUVlAVLrYlx_>\j" 


Q1Q 


030 


fVkrwftT'fl 1 

11/1 Wfll U 1 


TM 


Cvtocolic 


in7 

IU/ 


T G-901 S79 90-9001 A/I A R^n 

IjU.ii.UlJ / Z.ZU»ZUV/11V1/\1\.jVj" 


Q31 

7 J 1 


Q4R 

7^0 


i ua w a i vi i 


TM 


TrariQmpmriranft 


LU/ 


T G-901 S79 90-9001MAR10 


949 

7*t7 


1215 


forWflrH 1 

1U1 Will U 1 


TM 


Mon-r^vtosolic 


m7 


T G-901 S79 90-9001 A/f A R10 


1 
1 


14 


foru/flrH 9 

A KJl VY iAl U X. 


TM 


Nort-Cvfo<%olic 


107 
LU/ 


T G-901 S79 90-9001 A/I A RIO 

JL»VJ»^l/U / ^.Zu.ZL/UIaVa/tlIVJv/ 


is 

I J 


37 


fVirw/FirH 9 

Av/l Willi vi 


TM 


Tra n c m ft m r>ra ne 


107 


T G-901 S79 90-9001 A/I A R^0 

bU.i.UlJ / Z.Zu.ZwUlAVl/Ta\._)U 


JO 


234 


"Forw^rH 9 

AV/I Wa.1 vJ jL 


TM 


Cvfo^olic 

V — Y lUJUl IV 


107 

IV// 


T G-901 S79 90-9001 A/I AR^O 


91S 


257 


forward 2 


TM 


Transmembrane 


in7 

LU/ 


T G-901 S79 90*9001 A/fAR^O 

JL^VJ.rflV/U / Z.Zv.ZUUlAVlrt.l\.JU 


9S8 


486 


forwarH 9 
IUI WdlCl £• 


TM 


Non-r'vtosolic 


107 

iU/ 


T G»901S79 90-9001 MAR^O 
Liu.^uij /z.zv.zwvyiivi/Aivju 


4R7 


SOS 


fnrwarH 9 
i waiu *- 


TM 


Transmembrane 


107 
Lui 


T G-901 S79 90-9001A/T AR^O 


S06 


589 


1 Ul WcllU £. 


TM 


Cvtocnlip 


107 


T G'901 S79 90-9001 MAR ^0 


590 


612 


forwnrfl 9 
iui wal u 


TM 


Transmembrane 


107 


LG:201572.20:2001MAR30 


613 


703 


forward 2 


TM 


Non-Cytosolic 


107 


LG:201572.20:2001MAR30 


704 


726 


forward 2 


TM 


Transmembrane 


107 


LG:201572.20:2001MAR30 


727 


790 


forward 2 


TM 


Cytosolic 


107 


LG:201572.20:2001MAR30 


791 


813 


forward 2 


TM 


Transmembrane 


107 


LG:201 572.20:2001 MAR30 


814 


897 


forward 2 


TM 


Non-Cytosolic 


107 


LG:201572.20:2001MAR30 


898 


920 


forward 2 


TM 


Transmembrane 


107 


LG:201572.20:2001MAR30 


921 


938 


forward 2 


TM 


Cytosolic 
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TABLE 2 



SFD D MO* 

JCy XJ X> v_/. 


ICillpIUlC I LS 


Start 


Stop 




Domain Type 


ToDolo<*v 


107 


LG -20 1572 20-200 1MAR30 


939 


961 


Forward 2 


TM 


Transmembrane 


107 


LG '201 572 20-200 1MAR30 


962 


964 


forward 2 


TM 


Nbn-Cvtosolic 




1 G-201 572 ?0-?0niMAR30 


965 


982 


forward 2 


TM 


Transmembrane 




T n-201572 90-2001 MAR30 


983 


1215 


forward 9 


TM 


Pvtosolic 


107 

1 V / 


LG-201572 20-2001 MAR30 


1 


14 


forward 3 


TM 


Non-Cvtosolic 


107 


T G-201 57? 90-2001 MAR30 


1 j 


37 


forward 3 


TM 


Transmf*mhranp 


107 

1 V / 


T G-201 57? 90-7001MAR30 


38 


88 


forward 3 


TM 


Cvtosnlir 


107 
1U / 


T n*901 57? 90-9001MAR^0 




1 1 1 
ill 


fnrwarH 3 

lUi Well vi J 


TM 


Tr*i n c rn (* m h rn n e* 
x i aiidiiidiiui anc 


1H7 


T fr*901S79 7fV9nfnMAR30 


1 19 


1 R0 
1 ou 


LKJl WalU J 


TM 


1> Ul 1 ~V-« V lUaUI 1 u 


107 
1U/ 


T < r V901S79 90-9001 MAR^O 


101 


90^ 


firvrwarH 3 


TM 


TrnnQm^nihranp 


lfY7 
iU/ 


T n-901S79 90-900 1M A R30 
1AJ.Z.U1 J / ^.^u.^w llYlrYlvjU 


904 


^4R 


l\Jl Waiu j 


TM 

1 AVI 


v.. y lusui ii* 


1fV7 


T n*901 579 9fl*9iYi1MAP3n 
l^U.ZUI J / Z.ZU.ZUUllYIivrwU 


j*+y 


^6R 
JUo 


1UI Well u J 


TM 

X IVl 


TroncmAmnronP 
1 1 al lolllClllUIallC 


1fV7 
1U/ 


T n*9fii*\79 90*9001 Ivf A R^O 
1AJ.ZUIO / Z.ZU.ZUU11V1/\I^.3U 


joy 


404 


i or WalU J 


TM 

JL IVl 


IN Ul 1 "V^y lUoUllC 


1fY7 


T ^'901^79 90*9001 M A R^O 
lAj.ZUl j /Z.ZU.ZUUllYi/\Iv.}U 


*+yj 


S17 
J 1 / 


lurweuu J 


TM 

1 IVl 


Tranempmhranf* 
1 1 dllMllCIllLu allC 


107 
1U/ 


T fV9fi1 <>79 9f)*9fVi1M AT?3fi 
1AJ.ZU1 D / Z.ZU.£UvIlVl/\l\..jU 


•*;ir 

j 1 0 


S9^ 

JZJ 


1 UI Well U J 


TM 

1 IVl 


\^y LUSUlld 


lu/ 


T n«0O1 ^77 0O*9O0l"NyT AR^O 
LAj.ZKjl D / Z.ZU.ZUUlJVl/\JtOU 


S94 
JZ*t 


S49 
J*+Z 


lorwdiu j 


TM 
1 ivi 


i rdiibiiiciiiui due 


107 
1U/ 


T n-901^79 70*900 llvT A R^O 
lAJ.ZUi.} / Z.ZU.ZIAJ11V1/\I\..}U 


*^4^ 

J*+j 


S61 

joi 


IOrWaTU J 


TM 

A1VJL 


M/^n l^\»trtcr\l*r» 

iNun-i^-y lUauiic 


10*7 
1U7 


T I7,*901 <!T) 00-0001X4 AD ^O 
IAj.ZUI.) /Z.zU.ZUUIMAKjU 


*^^0 

joz 


J04 


iorwara j 


T\A 


i ransmem orane 


lu/ 


i n.ooi<*70 oo.OAOiiwf Aoin 
LO.ZU1 J / Z.ZU.zUvIMAKjVJ 


*^c^ 

JOJ 


SOO 

jyu 


forward 3 


TM 

1 IVl 


x^yiosoiic 




T /T..OA1 -tTO OA.OAA1\>f A1>1A 

JLOlzU 1 -> / z.zU. zUU IMAKjU 


jyi 


013 


forward 3 


1 ivi 


Transmembrane 


IU/ 


t /T..OA1 CT1 OA.OAA1X/I AD^fi 

iAj.ZO 13 / Z.zU. ZUU IMAKjU 


A1 A 
014 


0A0 
0U0 


forward 3 


TTVA 
1 M 


Non-Cytosolic 




T n«0A1 ^O 0O*0AO11Vyt AP^n 
LO.ZU13 /Z.ZU.ZUU1MAK.JU 


C0Q 

ouy 


CO 6 
oZD 


forward 3 


T\A 
11V1 


i ransmem orane 


1/Y7 
1U/ 


T n.0A1 <TO OA.OAA1 1VA A Dlft 

LU.zUO /Z.ZU.ZUU1MAK3U 


COT 

oz/ 


OAA 

yuu 


forward 3 


TKA 
1M 


Cytosolic 


1 AT 
1U7 


T ^.OAI CT") TA-OAA1 X/T A DIA 

Lu:zUl3 /Z.zU.zUUlMAKJU 


QA1 

yui 


QIC 

yio 


forward 3 


TTVA 

1M 


Transmembrane 


1 AT 
107 


T P.OA1 CT*) OA.OAA1X4 A T>1A 

JLO:zUl d /z.zUlzUUIMAKJU 


yiy 


yj / 


forward 3 


TTVA 

1 M 


Non-Cytosolic 


1 AT 

107 • 


T P.OA1 CT) OA.OAA1X/I A 15QA 

LU.zUIj/z.zU.zUUIMAKJU . 


yjo. 


you 


forward 3 


TTVA 
1M 


Transmembrane 


1 AT 
10/ 


T P.OA1 CIO OA»OAA1 X/I AIJ-JA 

LO.ZU10 / z. zU. ZUU1MAK J U 


yol 


111c 

1 1 lo 


forward 3 


T\A 


Cytosolic 


1 AT 
107 


T.fl.OAl <TO OA-OAA1X/T AT?^3A 

.LLr.zUlJ / z.zU,ZUU1JV1AKjU 


1 1 iy 


1 1 A 1 
1 141 


forward 3 


TlVA 
1 JYI 


Transmembrane 


1 AT 

10/ 


T ri.OAl **:*70 OA'OAAIXvf A1>1A 
l/O.ZUl-) /Z.zU.ZUUIMAKjU 


1 iao 

1 14Z 


IO 1 A 
1Z14 


forward 3 


TTVA 


Non-Cy tosol ic 


1 AO 

lOo 


T O-X-OAAI X/f A "Did 

LO . ZU 1 ooy . Z -> . ZUU 1 JYLAKJ U 


■• 
1 


OA 
zU 


forward 1 


TTVA 
1M 


Cytosolic 


1 AO 
I WO 


T rZ-OAl 6.A.Q 0*JT*OAniX/f AT?QA 

jlo . zui ooy . ZO . ZUU 1 MAK J U 


0 1 

Z J 


4j 


forward 1 


TTVA 
A IVI 


x ransmem orane 


1 no 
lOo 


T AAO 0<*-OAA1XA ADIO 

IAj. zU 1 OC>y .ZD .ZUU 1 M AKJU 




1 1 AO 
1 14<S 


forward 1 


TTVA 
1M 


iNon-i-.yiosoiic 


1 AQ 
lUo 


T n.OOI^AQ 0*?*0OO1X>lAR^A 
L/lj.ZUiOOy.Zj.ZUUiMAKJU 


1 
i 


10S 

iyj 


iorwara j 


TM 


iNon-v~ytusoiic 


1 0Q 
lUo 


T ri-OOl AAQ 0*\*0OO1\yf AR^O 
l^O . ZU 1 OOy . Zj . ZUU 1 IVl Alv j u 


iyo 


01C 
Zi 0 


iorwara d 


TM 


1 rallMIlCIIlUlaUC 


IOC 
lUo 


T /^«0O1A/\O 0*\*90O77V4 AR^O 
l\j . zu i ooy . Zj . ZUU 1 1V1/\K J u 


71Q 


944 
ZH*+ 


iorwara j 


TM 

11V1 


v^yiusouc 


IOC 
lUo 


T fi*901AfiQ 9^-OOOIX/I AR^O 

LiVj . zu i ooy . z -> . zuu i ivi ajv j u 


94**; 

Z*+J 


967 
ZO/ 


xorwdro j 


TM 


TV d n cm p» T¥i Vit*?s n P» 

i rdnbiiieniurdiic 


IOC 
lUo 


T n*901^0 95*900 lA/f A R^0 

IjVJ . ZU i tHjy . ZJ . ZUU I iVIrVlv J U 


96ft 
^uo 


971 


1UI Waiu J 


TM 

1 IVl 


1NU1I V IVyovJlJ^ 


IOC 
lUo 


T n*90l6^0 95-90O1X4 AR^O 

JjVJ.ZUI UU!7.Z-/.ZUUliVl/\I\.J)U 


979 


904 


■f7"\T*vi/c»irH \ 
1UI WaJ U J 


TM 

1 IVl 


Tr c» n c m p m Ht*** n p 

1 1 dJIolllCillUl dllC 


IOC 

1U5 


T n*90?^0 95*900 IMAR^O 

IjO , ZU I OOi7 . ZJ . ZUU 1 lVl/viv D u 


90S 


^90 

JZU 


lUIWalU J 


TM 


f^vtAcrxlir* 
\->y lUoUiic 


IOC 
lUo 


T ^'9016^0 9* : i*9001X/I AR^O 

1AJ.ZU1 OOy . ZJ . ZUU 1 JLVl/VIV J u 


^91 

JZl 


JJO 


lorwaio J 


TM 

1 IVl 


Tr 9 n c m p m Wra n P 
A lalldlllClllL/lallc 


toe 

1UO 


T n*?0l6rtQ 95»9001A7f AR^O 

LtXJ . ZU 1 OU7 • ^ J » ZUU 1 lVl/\JtS. J U 




349 


lUIWaiU J 


TM 

1 ivi 


NTnn -C vf ncn I i p 


10R 
lUo 


T 0901660 95-9001A/I AR^O 

LAJ . ZU 1 UU7 • ^« J ■ *w 1 lVlr\Jx J U 


^4^ 


360 


1UI WalU J 


TM 


Tr a n c m p m hra n P 

A 1 dliollLCll 1 Ui dl It/ 


IOC 


T n*9Ol660 9S*9001XyfAR^O 
lu . zu 1 ooy . Z J . ZUU 1 IVl/VtvJ u 


^61 


379 
J / z 


lorwaTo j 


TM 

1 IVl 


r" 1 v t oc<"\l if* 
v-^y lUSUIIv 


1 08 
lUo 


T H'901660 95'9001MAR^O 

JL»w . ZU 1 UUy . ZJ . ZUU 1 IVlrVlx J u 


j / j 


3Q9 


1 Or WalU J 


TM 

1 IVl 


Tra n c tn pm Hr3 np 


IOC 
1UO 


T n-901660 9S-9001MAR^0 
Lu . zu 1 ooy . Z J .ZUU 1 IVl A. a. j u 


10^ 


436 

HJU 


i or WalU J 


TM 

1 IVl 


Mnn-f^vtncrtlif 
i>(Uii-v-.y luauiii' 


IOC 
lUo 


T O90166Q 9^*900 A R^O 

Lu . zu 1 ooy . z j . zuu 1 ivi a t\ j u 


4^7 


4S4 


forward 3 


TM 
1 IVl 


T*r<» r* c m om p»rf! TIP 

1 rdiibiiiciuui OllC 


108 


LG:201669.25:2001MAR30 


455 


466 


forward 3 


TM 


Cytosolic 


108 


LG:201669.25:2001MAR30 


467 


489 


forward 3 


TM 


Transmembrane 


108 


LG:201669.25:2001MAR30 


490 


1147 


forward 3 


TM 


Non-Cytosolic 


109 


LG:208588.4:2001MAR30 


1 


35 


forward 2 


TM 


Cytosolic 


109 


LG:208588.4:2001MAR30 


36 


55 


forward 2 


TM 


Transmembrane 


109 


LG:208588.4:2001MAR30 


56 


93 


forward 2 


TM 


Non-Cytosolic 


110 


LG:210412.29:2001MAR30 


1 


33 


forward 1 


TM 


Cytosolic 


110 


LG:210412.29:2001MAR30 


34 


56 


forward 1 


TM 


Transmembrane 
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SEQ D NO: 


Template ID 


Start 


Stop 


Frame 


Domain Type 


l opology 


110 


LG.21 041 2.29:2001M AR30 


57 


373 


forward 1 


1M 


Non-Cytosolic 


110 


LG:210412.29:2001MAR30 


1 


31 


forward 2 


TTl A 


Non-Cytosolic 


110 


LG:210412.29:2001MAR30 


32 


54 


forward 2 


TX A 
1M 


Transmembrane 


110 


LG:210412.29:2001MAR30 


55 


134 


forward 2 


IM 


Cytosolic 


110 


LG:2l04l2.29:200lMAR30 


135 


157 


forward 2 


T*K A 
IM 


Transmembrane 


110 


LG:210412.29:20.01MAR30 


158 


373 


forward 2 


1 M 


Non-Cytosolic 


110 


LG:210412.29:2001MAR30 


1 


31 


forward 3 


TM 


Cytosolic 


110 


LG:210412.29:2001MAR30 


32 


51 


forward 3 


TM 


Transmembrane 


110 


LG:210412.29:2001MAR30 


52 


54 


forward 3 


TM 


Non-Cytosolic 


110 


LG:210412.29:2001MAR30 


55 


77 


forward 3 


TM 


Transmembrane 


110 


LG:210412.29:2001MAR30 


78 


372 


forward 3 


TM 


Cytosolic 


111 


LG:215051.15:2001MAR30 


1 


67 


forward 1 


TM 


Non-Cytosolic 


111 


LG:215051.15:2001MAR30 


68 


85 


forward 1 


TM 


Transmembrane 


111 


LG:21 505 1 . 1 5:2001MAR30 


86 


167 


forward 1 


TM 


Cytosolic 


111 


LG:215051.15:2001MAR30 


168 


190 


forward 1 


TM 


Transmembrane 


111 


LG:215051.15:2001MAR30 


191 


234 


forward 1 


TM 


Non-Cytosolic 


111 


LG:215051.15:2001MAR30 


235 


254 


forward 1 


TM 


Transmembrane 


111 


LG:215051.15:2001MAR30 


255 


292 


forward 1 


TM 


Cytosolic 


111 


LG:21505 1 . 15:2001MAR30 


293 


315 


forward 1 


TM 


Transmembrane 


111 


LG:215051.15:2001MAR30 


316 


329 


forward 1 


TM 


Non-Cytosolic 


111 


LG:215051.15:2001MAR30 


330 


352 


forward 1 


TM 


Transmembrane 


111 


LG:2 1505 1 . 15:2001MAR30 


353 


651 


forward 1 


TM 


Cytosolic 


111 


LG:21505L15:2001MAR30 


652 


674 


forward 1 


TM 


Transmembrane 


111 


LG:215051.15:2001MAR30 


« 675 


841 


forward 1 


TM 


Non-Cytosolic 


111 


LG:215O51.15:2001MAR30 


842 


864 


forward 1 


TM 


Transmembrane 


111 


LG:215051.15:2001MAR30 


865 


931 


forward 1 


TM 


Cytosolic 


111 


LG:215051:15:2001MAR30 


1 


167 


forward 3 


TM 


Non-Cytosolic 


111 


LG:215051.15:2001MAR30 


' 168 


190 


forward 3 


TM 


Transmembrane 


111 


LG:2 1 505 1 . 1 5:2001MAR30 


191 


201 


forward 3 


TM 


Cytosolic 


111 


LG:215051.15:2001MAR30 


202 


224 


forward 3 


TM 


Transmembrane 


111 


LG:21505 1 . 15.2001MAR30 


225 


846 


forward 3 


TM 


Non-Cytosolic 


111 


LG:215051.15:2001MAR30 


847 


869 


forward 3 


TM 


Transmembrane 


111 


LG:215051.15:2001MAR30 


870 


930 


forward 3 


TM 


Cytosolic 


112 


LG:215475.21:2001MAR30 


1 


153 


forward 1 


TM 


Cytosolic 


112 


LG:215475.21:2001MAR30 


154 


176 


forward 1 


TM 


Transmembrane 


112 


LG:215475,21 :2001MAR30 


177 


185 


forward 1 


TM 


Non-Cytosolic 


112 


LG:2 1 5475 .2 1 :200 1 MAR30 


186 


208 


forward 1 


TM 


Transmembrane 


112 


LG:215475.21:2001MAR30 


209 


293 


forward 1 


TM 


Cytosolic 


112 


LG:215475.21:2001MAR30 


294 


316 


forward 1 


TM 


Transmembrane 


112 


LG:2 1 5475 2 1 :200 1MAR30 


317 


445 


forward 3 


TM 


Non-Cytosolic 


112 


LG:2 15475.2 1 :2001 MAR30 


446 


468 


forward 1 


TM 


Transmembrane 


112 


LG :2 1 5475 .2 1 :200 1 MAR30 


469 


474 


forward 1 


TM 


Cytosolic 


112 


LG :2 1 5475.2 1 :200 1 MAR30 


475 


497 


forward 1 


TM 


Transmembrane 


112 


LG:215475.21 :2001MAR30 


498 


506 


forward 1 


TM 


Non-Cytosolic 


112 


LG:215475.21 :2001MAR30 


507 


529 


forward 1 


TM 


Transmembrane 


112 . 


LG:215475.21;2001MAR30 


530 


580 


forward 1 


TM 


Cytosolic 


112 


LG:215475.21:2001MAR30 


581 


603 


forward 1 


TM 


Transmembrane 


112 


LG:215475.21:2001MAR30 


604 


622 


forward 1 


TM 


Non-Cytosolic 


112 


LG :21 5475.2 1 :200 1M AR30 


623 


641 


forward 1 


TM 


Transmembrane 


112 


LG:215475.21:2001MAR30 


642 


647 


forward 1 


TM 


Cytosolic 


112 


LG;2 15475.2 1 :2001M AR30 


648 


670 


forward I 


TM 


Transmembrane 


112 


LG:215475.21:2001MAR30 


671 


684 


forward 1 


TM 


Non-Cytosolic 


112 


LG:215475.21:2001MAR30 


685 


707 


forward 3 


TM 


Transmembrane 


112 


LG:215475.21:2001MAR30 


708 


734 


forward 1 


TM 


Cytosolic 
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i empiaie llj 


Oltttl 


oiop 


rTJims 


Domain Tvne 


Tr^nnlncr v 
1 \Jy\Jl\JiZy 


1 19 
1 1Z 


LiKJ.L 1 J*t f J.Li .ZvU lIVI/\Iwv 


7^S 


7S7 

ID l 


fnrwnrH 1 


TM 

1 IVl 


TrarmriPiTihrflnp 


1 1? 
1 I Z 




7^R 
/ Do 


70^ 
IzJD 


frtrwnrrl 1 
iUl WdiU 1 


TM 


fMnn-fT'vtocAlfp 


1 19 


t n-9i ^47^ 9i ^nniMABin 

JL.U.Z f J.Li .L\JUliVl/\L\j\J 


7Q^ 


R1 8 
olo 


fnrui o Tt\ 1 
lUlWalU 1 




1 i alloIlIClllUlailC 


119 
J 1Z 


T n«91 ^47*? 9 1 -9nniM AP70 
IAj.Z j J4 / J.Z 1 . ZUU 1 IV1AI\3U 


R1Q 


099 

yzz 


fr\r\unrr] 1 

IUJ WalO J 


TM 


\/tocT\lir' 

lusojic 


119 
1 1Z 


t n-91 *\Ai*i 9i ^nniM AR7.n 

.L.VJ.Z IDH JD.L 1 .ZUUliVl/\l\.jU 


Q9^ 
yLD 


04^ 

y^D 


1U1 Well U 1 


TM 

1 IVl 


TranemPTVihronp 


1 19 
11Z 


T fl«9 1 ^d7*% 9 1 *9nniM AR^n 


OA A 


Q7A 
7 /0 


Tjr»f«/Q , rri 1 
iUIWalU 1 


TM 


l^r\ n - C~* v t rkcr» 1 \ r* 


1 19 


IAJ.Z104 O.Zl.ZUUl.tVl/\t\.3U 


077 


OOO 


IUIWalU 1 


1 ivi 


TroncmPni rit*»\Tio 

i rdiibii leu iur due 


119 
ill 


T n«91 ^A7^ 91 ^fiftlX/l - Apan 
JL*VJ. Zl.>4 ID. LI .LUVllrlJ\l\Dv 


i nrwi 
1UUU 


1 19C 
1 IZo 


T/VT*»If Ofrl 1 

I {jTWdlU I 


TM 






L.VJ .Z 1 -)4 O .Z 1 . ZUU 1 MAK3U 


i 


1/19 
14Z 


iQTwaro z 


TM 
1 IVl 


v^yiubonc 


119 

i xz 


1 n«9 1^/17^ 9 1 ^ftfll lV/f AP7H 
LVJ.Z1D4 / D.Z1 .ZUU llviAiOU 


1/17 

143 


i 

IDJ 


IUrWoTQ z 


TM 

I IVl 


1 laUMI iCIllUr aUC 


I 1Z 


LO.Z154/D.Z1.ZUU1JV1AK3U 


1 

lOD 


17 1 

Z31 


forward 2 


i IVl 


in on-v-.y losoii c 


III 


t </17^ 91 -9AA1X4 AD7A 
1AJ.Z04 O.ZI.ZUU1MAK3U 


070 

Z3Z 


Z51 


iorwara z 


TM 
11V1 


i ransmcmoranc 


1 1Z 


lAj.ZiI>4 /J.Z1.ZUU1MAK3U 


LDL 


77/I 

334 


forward 2 


11V1 


r*\t tAenl I/» 

\-,yiosonc 


1 1 1 

1U 


T /~*.0 1 ZAHZ. "> 1 -OAA1 \A A l>7f\ 

LG:Z1D4/j.Z1.ZUU1JV1AK3U 


70C 

33j 


7CT 

35/ 


forward 2 




Transnncnibran© 


112 


T P.01 C/ITC O 1 .1AA1 X4 A "D7A 

LG:Z154/5.Z1.ZUU1MAK3U 


35 o 


oo4 


forward 2 


TTV4 


Non-Cytosolic 


1 1 o 
l 12 


LG:Zi54 /j.Zl.ZUUIIWAKJU 


665 


/no 

687 


forward 2 


1M 


Transmem brane 


1 1 o 

112 


LG:zl54 /5.zl :zUul JV1AK3U 


/no 
OOO 


693 


forward 2 


TTV/l 

1 Jvl 


Cytosolic 


1 1 o 

llz 


T P.OK/t7C O 1 .OAA1 \/f A T>7 A 

1Aj:Z1 54 / j.Z l :ZUUliVIAK3U 


694 


716 


forward 2 


1 JV1 


Transmembrane 


1 1 1 

llz 


LG:215475.21:2001MAR3U 


in 


730 


lorward Z 


1 JV1 


Non-Cytosolic 


llz 


LG:215475.2I:20ulMAR3O 


731 


753 


forward 2 


THA 
1M 


Trans mem brane 


1 1 o 

112 


T P.01C4TC OI .O AA 1 X if a 

LG:2 1 5475.2 1 :200 1 MAR3U 


754 


799 


iorwaru z 


TTV if 

livl 


Lytosoiic 


112 


LG:215475.21:2001MAR30 


800 


822 


lorward 2 


nrx if 


Transmembrane 


112 


LG:21 5475.21 :2001MAR30 


823 


971 


lorward z 


TM 


Non-Cytosolic 


no 


LG :2 1 5475 .2 1 : 200 1 M AR30 


972 


994 


forward 2 


TTV iff 

1M 


Transmembrane 


112 


LG:215475.21:2001MAR30 


995 


1000 


Iorwara z 


1M 


Gytosolic 


112 


LG:21 5475.2 1 :2001MAR30 


.1001 


1023 


iorwara z 


1M 


Trans membrane 


112 


LG:215475.21 :2001MAR30 


1024 


1128 


iorwara 2 


TM 


Non-Cytosolic 


i to 

llz 


T ^.01 C A 7C O 1 1 X iff A O 1 

LG:2 15475.21 :20ulMAR3U 


1 


589' 


forward 3 


TM 


Non-Cytosolic 


112 


T /*"" 11 CilTC OI.O A A 1 X /T A niA 

LG:215475.zl:2uUlMAR3U . 


590 


612 


forward 3 


T*X /f 
1 IVl 


Trans membrane 


1 12 


LG.2 15475 .2 1 :200 1 MAR30 


613 


793 


iorwara 3 


TTV A 
1M 


Cytosolic 


112 


LG:215475.21:2001MAR30 


794 


816 


forward 3 


TTV if 

1M 


Transmembrane 


j 10 

1 12 


T P.01Cyf7C .inAIX/f A 0*3/1 

LG:Z 1 54 / 5 .2 1 :Z0U 1 MAK3U 


817 


1127 


forward 3 


TTV /ff 
1 M 


Non-Cytosolic 


i in 

113 


T . 01/1^7 1 .inAlTk* A DQH 

LG:z245Z3. 1 :zu01MAR3U 


1 


19 


forward 1 


livl 


Non-Cytosolic 


113 


LG:z24523.1:Zu01MAR3U 


20 


42 


forward 1 


1M 


Transmembrane 


1 13 


T r.OlilCH 1.1AAU/I AD^A 

LG:ZZ4Dz3. 1 :Z0U 1 MAK3U 


43 


116 


forward 1 


1 M 


Cytosolic 


1 13 


LAj : ZZ4J) Z3 . 1 . ZUU 1 M AK3U 


1 17 


134 


forward 1 


TTV/T 


Transmembrane 


1 1 7 
J J 3 


1AJ.ZZ4J23. 1 .ZUU1MAK3U 


135 


14o 


forward 1 


1 IVl 


Non-Cytosolic 


ill 
1 1 j 


1 r-OO/I^Ol 1 .OAA1 \A A D 7A 

IAj. ZZ4 j Z3.1 .ZUU1MAK3U 


149 


171 


forward 1 


1 M 


Transmembrane 


1 13 


LG : llhdlj. 1 . ZUU 1 M AK3U 


1 

1 /Z 


017 
Z13 


forward 1 


1M 


Cytosolic 


I 13 


LXJ . L/A JZ3 . 1 . ZUU 1 JV1 AK3U 


1 


I lo 


forward 2 


TTV/f 
1 IVl 


v^yiosoiic 


1 13 


1_,G.ZZ4jz3. 1 .ZUU J MAK3U 


1 1 / 


1 7A 

13y 


forward 2 


TTV/f 
1 IVI 


Trans m em brane 


ill 

1 13 


l_,Lr. ZZ4jZ3.1 .ZUU1MAK3U 


14U 


14o 


forward 2 


TTV/l 
1 IVl 


Non-Cytosolic 


117 

1 13 


L,G. ZZ4 JZ3.1 .ZUU 1MAK3U 


1 A(\ 

i4y 


1*71 
1/1 


forward 2 


TTV/f 
1 IVl 


Transmembrane 


117 
1 1 3 


LG .ZZ4 DZ3 . 1 .ZUU 1 M AJK.3U 


170 
1 11 


111 

Z1Z 


iorwara z 


TTV/f 
1 IVl 


v^yiosonc 


1 1 7 

I J 3 


HJ.ZZ4JZJ. J .ZUUZiVlAlv3U 


1 
1 
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forward 3 


TM 
1 iVI 


i^yiosoiic 


1 1 7 


LG:ZZ4DZ3.1.ZUU1MAK3U 


1 1 A 
lit) 


1 7^ 
13j 


forward 3 


TTV/f 
1 IVl 


Transmembrane 


1 1 7 


i n-994^97 i onni map^h 

I.AJ .ZZ^t JZj . 1 . Z.UU 1 IVl Alt D\) 


136 


139 


lOI WdlU D 


TM 

1 IVl 


IN Oil y LfJSUl 11* 


113 


LG :224523 . 1 :200 1 MAR30 


140 


162 


forward 3 


TM 


Transmembrane 


113 


LG;224523. 1 :2001MAR30 


163 


212 


forward 3 


TM 


Cytosolic 


114 


LG:228186.1:2001MAR30 


1 


32 


forward 1 


TM 


Non-Cytosolic 


114 


LG:228186.1:2001MAR30 


33 


55 


forward 1 


TM 


Transmembrane 


114 


LG:228186.1:2001MAR30 


56 


105 


forward 1 


TM 


Cytosolic 


114 


LG:228186.1:2001MAR30 


106 


125 


forward 1 


TM 


Transmembrane 


114 


LG:228186.1:2001MAR30 


126 


139 


forward 1 


TM 


Non-Cytosolic 
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ccr\ r\ KTf"V 
OCl^ U INU. 


lempiaie iLf 


oian 


oiop 


Fr&mc 


Domai n Tvne 


Trifw\l f\o v 
A upUJv/gy 


1 1 A 
1 14 


lAJ.ZZoloO. 1 


1 Aft 




lurwdiu 1 


TM 

A AVI 


A I aiiaiiiciiiui unc 


11 A 

114 


LU.ZZoloO. 1 .ZUU 1MAKJU 


1 &\ 


iOO 


lorwaru i 


A.1VA 


^-yiosojic 


11/1 
1 14 


Lu.ZZo ISO. 1 .ZUU 1 MAKjU 


ioy 


101 


iorwaru i 


TM 

AiVA 


r l Vonrmomnrn rtO 

l ransiueniDrane 


ii/* 


Lu.2Zol oO.l .ZUu J M AKjV 


ivz 


1 000 

izyz 


rorwaro i 


TM 

AlVA 


iNon-i^yiosoiic 


1 1 A 

114 


LvjiZZol oO.I.ZUUIIVIAKjU 


1 OOI 


1 DID 


iorwaru 1 


TM 

AlVA 


l ransmernDrane 


1 1 A 

1 14 


Lu:z2o 1 oo. 1 :200 1 MAR Ju 


1 0 1 /£ 

lilo 


1 joy 


forward 1 


AM 


Cytosolic 


114 


Lu:22e 1 oo. 1 :2001 M AK3U 


1 cnn 


1 ^QO 


forward 1 


TM 

aJVa 


Transmembrane 


114 


LG:228186.1 :2001MAR30 


1593 


1*700 


forward 1 


IjVl 


Non-Cytosolic 


114 


LG.228 1 oo. 1 .200 1 MAR30 


1 


0 


forward 2 


IM 


Cytosolic 


114 


LG:228186.1:2001MAR30 


7 


25 


forward 2 


IM 


Transmembrane 


114 


LG:2281 86. 1 :2001 MAR30 


26 


39 


forward 2 


IM 


- Non-Cytosolic 


114 


LG :228 1 86. 1 :2001 MAR30 


40 


62 


forward 2 


IM 


Transmembrane 


114 


LG:228186.1:2001MAR30 


63 


74 


forward 2 


IM 


Cytosolic 


114 


LG;228 1 86. 1 :200 1 MAR30 


75 


92 


forward 2 


TM 


Hp T 

J ransmembrane 


114 


LG:228 1 86. 1 :200 1 MAR30 


93 


106 


forward 2 


TM 


Non-Cytosolic 


114 


LG:228 1 86. 1 :2001MAR30 


107 


126 


forward 2 


TM 


Transmembrane 


114 


LG:228 1 86. 1 :200 1 MAR30 


127 


167 


forward 2 


TM 


Cytosolic 


114 


LG:228186.1:2001MAR30 


168 


190 


forward 2 


TM 


Transmembrane 


114 


LG.228 1 86. 1 :2001 M AR30 


191 


1316 


forward 2 


TM 


Non-Cytosolic 


114 


LG:228 1 86. 1 :2001 M AR30 


1317 


1339 


forward 2 


TM 


Transmembrane 


114 


LG:228 1 86. 1 :2001 MAR30 


1340 


1449 


forward 2 


TM 


Cytosolic 


114 


LG:228186.1:2001MAR30 


1450 


1472 


forward 2 


TM 


Transmembrane 


114 


LG:228186.1:2001MAR30 


1473 


1723 


forward 2 


TM 


Non-Cytosolic 


114 


LG:228186.1;2001MAR30 


■. 1 • 


102 


forward 3 


TM 


Non-Cytosolic 


114 


LG:228 1 86. 1 :2001 M AR30 


103 


122 


forward 3 


TM 


Transmembrane 


114 


LG:228186.1:2001MAR30 ■■ . 


123 


134 


forward 3 


TM 


Cytosolic 


114 


LG:228 1 86. 1 :200 1 M AR30 


• 135 


157 


forward 3 


TM 


Transmembrane 


114 


LG:228 1 86. 1 :2001 MAR30 


158 


467 


forward 3 


TM 


Non-Cytosolic 


114 


LG:228 1 86. 1 :2001 MAR30 


468 


485 


forward 3 


TM 


Transmembrane 


114 


LG:228 1 86. 1 :2001 MAR30 


486 


589 


forward 3 


TM 


Cytosolic 


114 


LG:228186.1:2001MAR30 


590 


612 


forward 3 


TM 


Transmembrane 


114 


LG:228 186.1 :200 1 M AR30 


613 


1448 


forward 3 


TM 


Non-Cytosolic 


114 


LG:228 1 86. 1 :200 1 M AR30 


1449 


1471 


forward 3 


TM 


Transmembrane 


114 


LG:228 1 86. 1 :2001 MAR30 


1472 


1594 


forward 3 


TM 


Cytosolic 


114 


LG:228 1 86. 1 :2001MAR30 


1595 


1617 


forward 3 


TM 


Transmembrane 


114 


LG:228 1 86.1 :2001MAR30 


1618 


1631 


forward 3 


TM 


Non-Cytosolic 


114 


LG:228 1 86. 1 :200l MAR30 


1632 


1651 


forward 3 


TM 


Transmembrane 


114 


LG:228 1 86. 1 :200l MAR30 


1652 


1671 


forward 3 


TM 


Cytosolic 


1 14 


LG.228 1 86. 1 :200l MAR30 


1672 


1694 


forward 3 


TM 


Transmembrane 


114 


LG:228 1 86. 1 :2001 M AR30 


1695 


1722 


forward 3 


TM 


Non-Cytosolic 


115 « 


LG:233 1 38.2:2001 MAR30 


1 


1464 


forward 1 


TM 


Non-Cytosolic 


115 


LG:233138.2:2001MAR30 


1465 


1487 


forward 1 


TM 


Transmembrane 


115 


LG:233 13 8.2:2001 MAR30 


1488 


1554 


forward 1 


TTV A 

IM 


Cytosolic 


115 


T TOO 1 OO 1.1AA1 Tk /f A ATA 

LG:233 1 3o.2:200l MAR30 


1 


An a 

434 


forward 2 


TM 


Non-Cytosonc 


115 


LG:233138.2:2001MAR30 


435 


457 


forward 2 


TM 


Transmembrane 


1 15 


L.O:Z3313o.Z:ZUUl JV1AK3U 


AZQ 

4jo 


Adl 
403 


forward 2 


1 M 


Cytosolic 


115 


LG:233138.2:2001MAR30 


464 


486 


forward 2 


TM 


Transmembrane 


115 


LG:233 138.2:2001 MAR30 


487 


1554 


forward 2 


TM 


Non-Cytosolic 


116 


LG:234811.10:2001MAR30 


1 


312 


forward 1 


TM 


Non-Cytosolic 


116 


LG:234811.10:2001MAR30 


313 


335 


forward 1 


TM 


Transmembrane 


116 


LG:2348 11.1 0:200 1MAR30 


336 


350 


forward 1 


TM 


Cytosolic 


116 


LG:2348 1 1 . 1 0:2001 MAR30 


1 


326 


forward 2 


TM 


Non-Cytosolic 


116 


LG :2348 1 1 . 1 0:200 1 MAR30 


327 


346 


forward 2 


TM 


Transmembrane 


116 


LG :2348 1 1 . 1 0:2001 MAR30 


347 


349 


forward 2 


TM 


Cytosolic 



117 



WO 02/083876 



PCT/US02/09921 



TABLE 2 



SEQ D NO: 


lempiate ID 


Start 


Mop 


Frame 


UOiuain I ype 


lopoiogy 


1 1 H 

117 


LG : 23 0092.1. 200 1MAR30 


l 


1 14 


forward 1 






117 


r /~* .nn £.r\c\n i ,iAni xa a nif\ 

LG : 236092. 1 :200 1 M AR30 


1 Id 


1 11 
13 / 


forward 1 


1M 


Transmembrane 


117 


LG:236092. 1 :2001 MAR30 


13o 


AAA 

290 


forward 1 


1M 


iNon-uyiosouc 


117 


T .O OO^AAO * .OAAl * vf A T> OA 

LG:236092. 1 :2001 MAR30 


291 


313 


forward 1 


1M 


Transmembrane 


117 


LG : 236092. 1 :2001MAR30 


314 


OAQ 

399 


forward 1 


1 M 


Cytosolic 


117 


T f~* II^AAO 1 .OAA1 \ / A n^A 

LG:236092.1:2001MAR30 


400 


Ann 

422 


forward 1 


1M 


Transmembrane 


117 


y n**t s*r\f\n i nr\f\ i * a noA 

LG:236092.1:2001MAR30 


423 


A A 1 

441 


forward 1 


1M 


Non-Cytosolic 


117 


LG :236092. 1 :200 1 M AR30 


442 


AC A 

464 


forward I 


IM 


Transmembrane 


117 


LG:236092.l:200lMAR30 


465 


534 


forward 1 


TM 


Cytosolic 


117 


LG:236092.1:2001MAR30 


535 


557 


forward 1 


IM 


Transmembrane 


117 


LG:236092.1 :2001MAR30 


558 


728 


forward 1 


TM 


Non-Cytosolic 


117 


LG:236092.1:2001MAR30 


1 


54 


forward 2 


TM 


Non-Cytosolic 


117 


LG:236092.1 :2001MAR30 


55 


74 


forward 2 


TM 


Transmembrane 


117 


LG:236092.1 :2001MAR30 


75 


111 


forward 2 


TM 


Cytosolic 


117 


LG:236092.1:2001MAR30 


112 


134 


forward 2 


TM 


Transmembrane 


117 


LG:236092.1:2001MAR30 


135 


155 


forward 2 


TM 


Non-Cytosolic 


117 


LG:236092.1 :2001MAR30 


156 


178 


forward 2 


TM 


Transmembrane 


117 


LG:236092.1:2001MAR30 


179 


416 


forward 2 


TM 


Cytosolic 


117 


LG:236092. 1 :2001 MAR30 


417 


439 


forward 2 


TM 


Transmembrane 


117 


LG:236092.1 :2001MAR30 


440 


448 


forward 2 


TM 


Non-Cytosolic 


117 


LG:236092. 1 :2001MAR30 


449 


471 


forward 2 


TM 


Transmembrane 


117 


LG:236092.1:2001MAR30 


472 


526 


forward 2 


TM 


Cytosolic 


117 


LG:236092. 1 :2001 MAR30 


527 


549 


forward 2 


TM 


Transmembrane 


117 


LG:236092. 1 :2001MAR30 


550 


591 


forward 2 


TM 


Non-Cytosolic 


117 


LG:236092. 1 :2001 M AR30 


592 


609 


forward 2 


TM 


Transmembrane 


117 


LG:236092.1 :2001MAR30 


610 


728 


forward 2 


•TM 


Cytosolic 


117 


LG:236092. 1 :2001MAR30 


1 


. 14 ■ 


forward 3 


TM 


Non-Cytosolic 


117 


LG:236092. 1 :2001 M AR30 


15 


37- 


forward 3 


TM 


Transmembrane 


117 


LG:236092.1:2001MAR30 


38 


57 


forward 3 


TM 


Cytosolic 


117 


LG:236092.1:2001MAR30 


58 


80 


forward 3 


TM 


Transmembrane 


117 


LG:236092. 1 :2001 MAR30 


81 


111 


forward 3 


TM 


Non-Cytosolic 


117 


LG:236092.1:2001MAR30 


112 


131 


forward 3 


TM 


Transmembrane 


117 


LG:236092.1:2001MAR30 


132 


143 


forward 3 


TM 


Cytosolic 


117 


LG:236092.1 :20OlMAR30 


144 


166 


forward 3 


TM 


Transmembrane 


117 


LG:236092.1 :2001MAR30 


167 


453 


forward 3 


TM 


Non-Cytosolic 


117 


LG:236092.1:2001MAR30 


454 


476 


forward 3 


TM 


Transmembrane 


117 


LG : 236092. 1:200 1MAR30 


477 


551 


forward 3 


IM 


Cytosolic 


117 


LG:236092.1 :2001MAR30 


552 


574 


forward 3 


TM 


Transmembrane 


117 


LG:236092.1 :2001MAR30 


575 


593 


forward 3 


TM 


Non-Cytosolic 


117 


LG:236092.1:2001MAR30 


594 


616 


c „_ i n 

forward 3 


*ni a 

IM 


Transmembrane 


117 


LG:236092. 1 :200 1 M AR30 


617 


622 


forward 3 


IM 


Cytosolic 


117 


LG:236092.1 :2001MAR30 


623 


642 


forward 3 


TM 


Transmembrane 


117 


LG:236092. 1 :200 1 M AR30 


643 


673 


forward 3 


TM 


Non-Cytosolic 


117 


LG:236092.l :200lMAR30 


674 


696 


forward 3 


IM 


Transmembrane 


117 


LG:236092. 1 :200l MAR30 


697 


727 


forward 3 


TM 


Cytosolic 


118 


LG:236098. 12:200 1 M AR30 


1 


437 


forward 1 


T»X A 

TM 


Non-Cytosolic 


118 


LG:236098.12:2001MAR30 


438 


460 


forward 1 


TM 


Transmembrane 


118 


LG:236098.12:2001MAR30 


461 


504 


forward 1 


TM 


Cytosolic 


118 


LG:236098.12:2001MAR30 


505 


526 


forward 1 


TM 


Transmembrane 


118 


LG:236098.12:2001MAR30 


527 


1270 


forward 1 


TM 


Non-Cytosolic 


118 


LG:236098.12:2001MAR30 


1271 


1293 


forward 1 


TM 


Transmembrane 


118 


LG:236098.12:2001MAR30 


1294 


1346 


forward 1 


TM 


Cytosolic 


118 


LG:236098.12:2001MAR30 


1347 


1369 


forward 1 


TM 


Transmembrane 


118 


LG:236098.12:2001MAR30 


1370 


1378 


forward 1 


TM 


Non-Cytosolic 



118 



WO 02/083876 



PCT/US02/09921 







TABLE 2 








SEQ D NU: 


iempiaie id 


otari 


Cfr\r» 
OlOp 


rTBmc 


r>Amaiti TvDe 


Tnnnlnov 


llo 


LU./oouyo. 1 z.zuuiM/vtou 


ID 17 




fArwjirH 1 
it/l WdlU 1 


TM 

1 AVI 


Transmembrane 


llo 


IAj . Z3 DUy 8 . 1 Z. ZUU 1 M AK.3U 




14ZI 


iorwaru J 


TM 

1 AVI 


f^vtA^nlio 


118 


LO I Z 3 OUy 0 . 1 Z . ZUU J M AK J U 


JH-ZZ 


1 AAA 


iorwara i 


TM 

1 1VA 


Trancmpmhrnnf* 
x I oiioiticniuLuiiu 


no 

115 


T ✓"••OlAfYQQ 10-00.0,1 TV/f a T>?r\ 
LO.ZjQUyo. IZ.ZUUlMAKoU 




l*fJO 


iorvvu.ru i 


TM 
1 ivx 


MAn-f^vtAQAlir* 


llo 


LO:Z3oUyo.lZ.ZUUlM/\K3U 




1451 


iorwdiu 1 


TM 

I AVI 


Trnrnimfmhranp 

1 1 ulloiilC'JllUl u lit- 


n 1 0 

118 


LO . Z 3 0U9 b . 1 Z . ZUU 1 M AK D U 


145Z 


14V4 


iorwara i 


TM 




118 


t r'.Ti/inno 1 o.inni x/f a Din 
LCj:Z3oU9o.1Z.ZUU1MAK3U 


1 
I 


4UU 


rorwara z 


TM 


AN UIl~V^y lUaUllV- 


118 


LG:23609o.l2:2U01MAK3U 


AC\\ 

4U1 


4Z3 


forward 2 


TM 

1 AVI 


' 1 Vo n c m <> rrt rn*o n A 
A 1 4IIMIIC1I1 VI aMC 


118 


LCj:23oU9o .1 z:ZUU 1 M AK 30 


4Z4 


A A O 

44Z 


forward 2 


TM 


Vt AC a! ir* 


118 


LG:236098.12:2001MAR30 


A A 1 

443 


AC A 
460 


forward 2 


T\A 


i raiisineniurane 


118 


LG:236098. 12:200 1 MAK30 


AC\ 

461 


469 


forward 2 


TTV/I 


in on-v^y losoi ic 


118 


LG:236098.12:2001MAR30 


470 


A 0*7 

487 


torward Z 


1 M 


Transmembrane 


118 


LG:236098.12:2001MAR30 


A O O 

488 


499 


rorwara Z 


1JV1 


Cytosolic 


118 


LG:236098.12:2001MAR30 


500 


522 


forward 2 


1 M 


Transmembrane 


118 


LG:236098. 1 2:200 1MAR30 


523 


541 


rorwara z 


IM 


Non-Cytosolic 


118 


LG:236098.12:2001MAR30 


542 


564 


forward 2 


1M 


Transmembrane 


118 


t /\ 0 s~i\r\n •» 0 or\z\ 1111 t* 1 r\ 

LG:236098. 1 2:200 1MAR30 


565 


584 


forward 2 


1M 


Cytosolic 


118 


LG:236098.1 2:200 1MAR30 


585 


602 


forward 2 


nrx 
1M 


Transmembrane 


118 


LG:236098.1 2:2001 MAR30 


603 


616 


forward 2 


TM 


Non-Cytosolic 


118 


LG:236098.1 2:200 1MAR30 


617 


639 


forward 2 


TM 


Transmembrane 


118 


LG:236098.12:2001MAR30 


640 


888 


forward 2 


IM 


Cytosolic 


118 


LG:236098.1 2:2001 MAR30 


889 


911 


forward 2 


TM 


Transmembrane 


118 


LG:236098.12:2001MAR30 


912 


920 


forward 2 


TM 


Non-Cytosolic 


118 


LG:236098.12:2001MAR30 


921 


943 


forward 2 


TM 


Transmembrane 


118 


LG:236098. 1 2:200 1 M AR30 


944 


963 


forward 2 


TM 


Cytosolic 


118 


LG:236098.12:2001MAR30 


964 


936 


forward 2 


TM 


Transmembrane 


118 


LG:236098.12:2001MAR30 


987 


1005 


forward 2 


TM 


Non-Cytosolic 


118 


LG:236098.12:2001MAR30 


1006 


1028 


forward 2 


TM 


Transmembrane 


118 


LG:23 6098.1 2:200 1MAR30 


1029 


1169 


forward 2 


TM 


. Cytosolic 


118 


LG:236098. 12:200 1MAR30 


1170 


1192 


forward 2 


TM 


Transmembrane 


118 


LG:236098.12:2001MAR30 


1193 


1494 


forward 2 


TM 


Non-Cytosolic 


118 


LG:236098.1 2:200 1MAR30 


1 


433 


forward 3 


TM 


Non-Cytosolic 


118 


LG:236098.1 2:200 1MAR30 


434 


456 


forward 3 


IM 


Transmembrane 


118 


LG:236098. 1 2:2001MAR30 


457 


492 


forward 3 


TM 


Cytosolic 


118 


LG:236098.1 2:2001 MAR30 


493 


515 


forward 3 


IM 


Transmembrane 


118 


LG:236098. 1 2:200 1MAR30 


516 


529 


forward 3 


1 M 


iNon-cytosoiic 


118 


LG:236098. 1 2:200 1 MAR30 


530 


552 


forward 3 


TTVyf 
IM 


Tran s mem bra ne 


118 


LG : 23 609 8.12: 200 1 M AR30 


553 


615 


forward 3 


IM 


Cytosolic 


118 


LG:236098. 1 2:200 1 MAR3U 


olo 


/TO 0 

638 


torward 3 


TTV/f 

IM 


i ransmem orane 


118 


T ' (M^AAO II.OAAtAiADIA 

LG:236098. 1 2: 200 1 M AK30 


039 


759 


forward 3 


T'N/f 
IM 


iNon-L>yiosoiic 


118 


t p.oo^aao 1 a.aaai x jf a dqa 
LG:236U9o. 12:ZU01 MAK30 


760 


/oZ 


forward 3 


TTV/f 
1 iVl 


i ransmem Diane 


118 


T ^.lOiCAAO 11.1AA1X/f A DOA 

LG:236098. 12:200 1MAKJU 


783 


898 


forward 3 


TTV4 


v^yiosoiiu 


118 


LG:236098. 1 2:2001 MAK30 


OAA 

899 




forward 3 


TTV/f 
AM 


l ransmem orane 


118 


T P.OI^AftO 1 1.1AA1 X/T A "D 1f\ 

LG:236098. 1 2:200 1 M AK3U 


922 


935 


forward 3 


IM 


in on-v^y losu 1 1 o 


118 


LG:236098. 1 2:2001MAK30 


936 


953 


forward 3 


TTV/f 

IM 


Transmembrane 


118 


LG:236098.1 2:2001 MAR30 


954 


ACT 

95/ 


r J o 

rorwara 3 


TTV/f 
IM 


Cytosolic 


118 


LG:236098.12:20UlJViAK30 


958 


980 


forward 3 


TTV/f 

IM 


1 1 VanrmAinnraiu 

I ransmem urane 


118 


LG:236098.l2:200lMAR30 


981 


1494 


forward 3 


TM 


Non-Cytosolic 


119 


LG:236697.l5:2001MAR30 


1 


90 


forward 1 


TM 


Cytosolic 


119 


LG:236697.l5:200lMAR30 


91 


113 


forward 1 


TM 


Transmembrane 


119 


LG:236697. 1 5 :200 1 MAR30 


114 


127 


forward 1 


TM 


Non-Cytosolic 


119 


LG:236697. 1 5 :200 1 MAR30 


128 


150 


forward 1 


TM 


Transmembrane 


119 


LG:236697.l5:200lMAR30 


151 


219 


forward 1 


TM 


Cytosolic 


119 


LG:236697.l5:200lMAR30 


220 


239 


forward 1 


TM 


Transmembrane 



119 



WO 02/083876 
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TABLE 2 








SEQ D NO: 


Template ID 


Start 


Stop 


Frame 


Domain Type 


Topology 


119 


T A A ✓* A" A *"~t 1 C A A A 1 \ f 4 A C\ 

LG:236697. 15:2001MAR30 


240 


258 


forward 1 


f*x A 


Non-Cytosolic 


119 


LG:236697.15:2001MAR30 


259 


281 


forward 1 


IM 


Transmembrane 


119 


T A A //'AR 4 ^ A A A 1 \ if A T*\ A A 

LG:236697.15:2001MAR30 


282 


287 


forward 1 


1M 


Cytosolic 


119 


LG:236697.15:2001MAR3O 


288 


307 


forward 1 


TTV A 
1M 


Transmembrane 


119 


LG:236697.15:2001MAR30 


308 


316 


forward 1 


TM 


Non-Cytosolic 


119 


LG :236697. 1 5 :2001MAR30 


317 


336 


forward 1 


TTV A 

IM 


Transmembrane 


119 


LG :236697. 1 5 :200 1 MAR30 


337 


524 


forward 1 


IM 


Cytosolic 


119 


LG :23 6697 . 1 5 :200 1 M AR30 


525 


547 


forward 1 


TX A 

TM 


Transmembrane 


119 


LG:236697.15:2001MAR30 


548 


566 


forward 1 


TM 


Non-Cytosolic 


119 


LG:236697.15:2001MAR30 


567 


589 


forward 1 


TM 


Transmembrane 


119 


LG:236697.15:2001MAR30 


590 


608 


forward 1 


TM 


Cytosolic 


119 


LG:236697.15:2001MAR30 


609 


631 


forward 1 


TM 


Transmembrane 


119 


LG:236697.15:2001MAR30 


632 


673 


forward 1 


TM 


Non-Cytosolic 


119 


LG:236697.15:2001MAR30 


1 


80 


forward 2 


TM 


Non-Cytosolic 


119 


LG:236697.15:2001MAR30 


81 


100 


forward 2 


TM 


Transmembrane 


119 


LG:236697.15:2001MAR30 


101 


251 


forward 2 


TM 


Cytosolic 


119 


LG:236697.15:2001MAR30 


252 


271 


forward 2 


TM 


Transmembrane 


119 


LG:236697.15:2001MAR30 


272 


533 


forward 2 


TM 


Non-Cytosolic 


119 


LG:236697. 15:2001MAR30 


534 


556 


forward 2 


TM 


Transmembrane 


119 


LG:236697.15:2001MAR30 


557 


568 


forward 2 


TM 


Cytosolic 


119 


LG:236697.15:2001MAR30 


569 


586 


forward 2 


TM 


Transmembrane 


119 


LG:236697.15:2001MAR30 


587 


600 


forward 2 


TM 


Non-Cytosolic 


119 


LG:236697.15:2001MAR30 


601 


620 


forward 2 


TM 


Transmembrane 


119 


LG:236697.15:2001MAR30 


621 


640 


forward 2 


• TM 


Cytosolic 


119 


LG:236697.I5:2001MAR30 


641 


663 


forward 2 


TM 


Transmembrane 


119 


LG:236697.15:2001MAR30 


664 


673 


forward 2 


TM 


Non-Cytosolic 


119 


LG:236697.15:2001MAR30 


1 


454 


forward 3 


TM 


Non-Cytosolic 


119 


LG:236697.15:2001MAR30 


455 


477 


forward 3 


' TM 


Transmembrane 


119 


LG:236697.15:2001MAR30 


478 


526 


forward 3 


TM 


Cytosolic 


119 


LG:236697.15:2001MAR30 


527 


549 


forward 3 


TM 


Transmembrane 


119 


LG:236697.15:2001MAR30 


550 


563 


forward 3 


TM 


Non-Cytosolic 


119 


LG:236697.15:2001MAR30 


564 


583 


forward 3 


TM 


Transmembrane 


119 


LG:236697.15:2001MAR30 


584 


605 


forward 3 


TM 


Cytosolic 


119 


LG:236697.15:2001MAR30 


606 


628 


forward 3 


TM 


Transmembrane 


119 


LG:236697.15:2001MAR30 


629 


672 


forward 3 


TM 


Non-Cytosolic 


120 


LG:237503.2 1 :2001 MAR30 


1 


960 


forward 1 


TM 


Non-Cytosolic 


120 


LG:237503.21 :2001MAR30 


961 


983 


forward 1 


TM 


Transmembrane 


120 


LG:237503.21:2001MAR30 


984 


989 


forward 1 


TM 


Cytosolic 


120 • 


LG:237503.21:2001MAR30 


990 


1007 


forward 1 


TM 


Transmembrane 


120 


LG:237503.21:2001MAR30 


1008 


1072 


forward 1 


TM 


Non-Cytosolic 


120 


LG:237503.21:2001MAR30 


1073 


1095 


forward 1 


TM 


Transmembrane 


120 


LG :237503 .2 1 :200 1 MAR30 


1096 


1218 


forward 1 


TM 


Cytosolic 


120 


LG:237503. 2 1 :200 1 MAR30 


1 


9 


forward 2 


TM 


Non-Cytosolic 


120 


LG:237503.21:2001MAR30 


10 


32 


forward 2 


TM 


Transmembrane 


120 


LG:237503.21 :2001MAR30 


33 


44 


forward 2 


TM 


Cytosolic 


120 


LG:237503.21:2001MAR30 


45 


64 


forward 2 


TM 


Transmembrane 


120 


LG:237503.2 1 :2001MAR30 


65 


926 


forward 2 


TM 


Non-Cytosolic 


120 


LG:2375O3.21:2001MAR3O 


927 


949 


forward 2 


TM 


Transmembrane 


120 


LG:237503.21:2001MAR30 


950 


961 


forward 2 


TM 


Cytosolic 


120 


LG:237503.21:2001MAR30 


962 


984 


forward 2 


TM 


Transmembrane 


120 


LG:237503.21 :2001MAR30 


985 


1218 


forward 2 


TM 


Non-Cytosolic 


120 


LG:237503.21:2001MAR30 


1 


115 


forward 3 


TM 


Non-Cytosolic 


120 


LG:237503.21 :2001M AR30 


116 


138 


forward 3 


TM 


Transmembrane 


120 


LG:237503.21:2001MAR30 


139 


144 


forward 3 


TM 


Cytosolic 



120 



WO 02/083876 
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TABLE 2 








SEQ D NO: 


Template ID 


Start 


Stop 


Frame 


L/umdin i ypc 


lopoiogy 


120 


LG :237503 .2 1 :200 1 M AR30 


145 


167 


forward 3 


1M 


Transmembrane 


120 


LG:237503.21:200]MAK3U 


1 £0 


151 


forward 3 




Non-Cytosolic 


120 


LG.237503.2 1 :200 1 M AK3U 


233 


ice 

255 


forward 3 


1JV1 


Transmembrane 


120 


LG :237503.2 1 :200 1 M AR JU 


256 


465 


forward 3 


AM 


Cytosolic 


120 


LG:237503.21 :2001MAK3U 


466 


A O O 

488 


forward 3 


1M 


Transmembrane 


120 


LG:237503.21:2001MAR3U 


489 


960 


forward 3 




Non-Cytosolic 


120 


LG:237503.2l:200lMAR30 


961 


983 


lorward 3 


TN/f 

IM 


Transmembrane 


120 


LG:237503.21 :2001MAR30 


984 


989 


forward 3 


IM 


Cytosolic 


120 


LG:237503.21 :2001MAR30 


990 


1009 


forward 3 


T\A 
IM 


Transmembrane 


120 


LG:237503.21 :2001MAR30 


1010 


1217 


forward 3 




Non-Cytosolic 


121 


LG:238023.7:2001 MAR30 


1 


753 


forward 1 


IM 


Non-Cytosolic 


121 


LG:238023.7:2001MAR30 


754 


776 


forward 1 


IM 


Transmembrane 


121 


LG:238O23.7:2001MAR3O 


111 


843 


forward 1 


IM 


Cytosolic 


121 


LG:238023.7:2001MAR30 


844 


866 


forward 1 


TM 


Transmembrane 


121 


LG:238023.7:2001MAR30 


867 


893 


forward 1 


TM 


Non-Cytosolic 


121 


LG:238023.7:2001MAR30 


1 


19 


forward 2 


TM 


Non-Cytosolic 


121 


LG :23 8023 .7 :200 1 MAR30 


20 


42 


forward 2 


TM 


Transmembrane 


121 


LG:238023.7:2001MAR30 


43 


53 


forward 2 


TM 


Cytosolic 


121 


LG:238023.7:2001 M AR30 


54 


76 


forward 2 


TM 


Transmembrane 


121 


LG:238023.7:2001MAR30 


77 


85 


forward 2 


TM 


Non-Cytosolic 


121 


LG:238O23/7:2001MAR3O 


86 


108 


forward 2 


TM 


Transmembrane 


121 


LG:238023.7:200IMAR30 


109 


128 


forward 2 


TM 


Cytosolic 


121 


LG :238023 .7 :2001 M AR30 


129 


151 


forward 2 


TM 


Transmembrane 


121 


LG:238023.7:2001MAR30 


152 


597 


forward 2 


TM 


Non-Cytosolic 


121 


LG:238023.7:2001MAR30 


598 


620 


forward 2 


TM 


Transmembrane 


121 


LG:238023.7:2001MAR30 


621 


639 


. forward 2 


' TM 


Cytosolic 


121 


LG:238023/7:2001MAR30 


640 


659 


forward 2 


TM 


■ Transmembrane 


121 


LG:238023.7:2001MAR3O 


660 


859 


forward 2 


TM 


Non-Cytosolic 


121 


LG :23 8023 .7 :200 1 MAR30 


860 


882 


forward 2 


TM 


Transmembrane 


121 


LG:238023.7:2001MAR30 


883 


893 


forward 2 


TM 


Cytosolic 


122 


LG:238209. 1 :2001MAR30 


1 


1179 


forward 2 


TM 


Non-Cytosolic 


122 


LG:238209.1:2001MAR30 


1180 


1202 


forward 2 


TM 


Transmembrane 


122 


LG:238209. 1 :2001 M AR30 


1203 


1302 


forward 2 


TM 


Cytosolic 


122 


LG:238209. 1 :2001MAR30 


1 


1111 


forward 3 


TM 


Non-Cytosolic 


122 


LG:238209. 1 :200 1 MAR30 


1112 


1134 


forward 3 


TM 


Transmembrane 


122 


LG:238209.I:2001MAR30 


1135 


1154 


forward 3 


TM 


Cytosolic 


122 


LG:238209. 1 :2001 M AR30 


1155 


1172 


forward 3 


TM 


Transmembrane 


122 


LG:238209.1:2001MAR30 


1173 


1186 


forward 3 


TM 


Non-Cytosolic 


122 


LG :238209. 1 :200 1 M AR30 


1187 


1209 


forward 3 


TM 


Transmembrane 


122 


LG:238209.l:200lMAR30 


1210 


1215 


forward 3 


TM 


Cytosolic 


122 


LG:238209.1:2001MAR30 


1216 


1235 


forward 3 


TM 


Transmembrane 


122 


LG :238209. 1 :2001 M AR30 


1236 


1268 


forward 3 


TM 


Non-Cytosolic 


122 


LG:238209.l :200lMAR30 


1269 


1291 


forward 3 


TM 


Transmembrane 


122 


LG:238209.1:2001MAR30 


1292 


1302 


forward 3 


TM 


Cytosolic 


123 


LG:238456. 1 0:200 1 MAR30 


1 


6 


forward 3 


TM 


Cytosolic 


123 


LG:238456.10:2001MAR30 


7 


29 


forward 3 


TM 


Transmembrane 


123 


LG :238456. 1 0:200 1 MAR30 


30 


431 


forward 3 


TM 


Non-Cytosolic 


124 


LG:239245. 1 :2001 MAR30 


1 


158 


forward 1 


TM 


Cytosolic 


124 


LG:239245. 1 :2001MAR30 


159 


181 


forward 1 


TM 


Transmembrane 


124 


LG :239245 . 1 :200 1 MAR30 


182 


782 


forward 1 


TM 


Non-Cytosolic 


124 


LG:239245. 1 :2001 MAR30 


783 


805 


forward 1 


TM 


Transmembrane 


124 


LG:239245. 1 :2001MAR30 


806 


842 


forward 1 


TM 


Cytosolic 


124 


LG:239245.1:2001MAR30 


1 


162 


forward 2 


TM 


Non-Cytosolic 


124 


LG:239245.1:2001MAR30 


163 


185 


forward 2 


TM 


Transmembrane 



121 
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<sFO D NO* 


Temnlate ID 


Start 


Stop 


Frame 


Domain Type 


Topology 


124 


LG -239245 1-2001MAR30 


186 


479 


forward 2 


TM 


Cytosolic 




I G-91Q945 12001MAR30 


480 


499 


forward 2 


TM 


Transmembrane 


124 


LG219245 1*2001MAR30 


500 


777 


forward 2 


TM 


Non-Cytosolic 


194 

X tr* 


t 0919245 1-2001MAR30 


778 


800 


forward 2 


TM 


Transmembrane 


1 ZH 


T n-91Q94S 1-9001MAR30 


801 


842 


forward 2 


• TM 


Cytosolic 


194 

lZt 


T H-91Q94S 1-9001MAR30 


1 


159 


forward 3 


TM 


Cytosolic 


194 
JZH 


T n-91Q94S 1-9fl01MAR30 


160 


182 


forward 3 


TM 


Transmembrane 


194 


T n-91094^ 1-9001 MARIO 


183 


475 


forward 3 


TM 


Non-Cytosolic 


19/1 
lZ*f 


T H-91Q94S 1-9001 MARIO 

J.AJ.Z DyAH D. X .Z.Uulmnl\JU 


476 


498 


forward 3 


TM 


Transmembrane 


1Z4 


T H-OIQOzlS 1-9001 MARIO 


4QQ 


712 


forward 1 


TM 


Cytosolic 


lO/l 
1Z4 


t n*oioo4s; i-oooimario 


/ jj 


75.9 


forward 1 


TM 


Transmembrane 


1 0/1 
1Z4 


t n-oioo^is; i-oooimario 




771 


fnrwfirH 1 


TM 


Non-Cytosolic 


10 A 
1Z4 


T f>91Q94s; 1-9001MAR10 


774 


7Q6 
/ y\j 


forward 1 

IU1 VYU1U — ' 


TM 


Transmembrane 


IZh 


t n-oioo^is; i-900imapio 

LAJ . Z Z*f D . 1 . ZUU 1 Ivl/ias. _) U 


707 


R49 


forward 1 


TM 


Cytosolic 


10^ 
IZ3 


t fi'O^Q^oo ft«oooi"M at?io 


1 

1 


45 


rnrvv^rH 1 


TM 


Non-Cvtosolic 


1 0^ 
1ZD 


t r^oio^oo a*onoiA/i ap^h 


46 

HO 




■fnrwarH 1 


TM 


Transmembrane 


10^ 

IZO 


T n-010S!7Q Q*0001MAP10 


64 
04 


0 Ifl 
Z1U 


fnrwflfH 1 


TM 


Cvtosolic 


i o< 
IZ3 


T ri'OQOCOQ C-OO/il "N/l AT>10 
L.U.Zjy5 /y.o.ZUUlMAKjU 


01 1 
Zl 1 


011 

ADD 


f/M^iimvl 1 
lUlWalU 1 


TM 


Transmembrane 


IOC 


t /^-O'jocoo q*ooai N4 adqo 
JLvj-Z^yD / u .5.zUuUM/\iOU 


01/1 
Zj*f 


/II R 
410 


Tr\T"ii/Qt"H 1 
1UI WdlU I 


TM 


N on -Cvtosolic 

1 lull w Y IvOvU v 


1Z5 


t /^-oiocoo o-oooi \a ap^h 

JLU.Z5yj /y.o.zUUlMAJtOU 


/tlO 




fnnirarn 1 
1UI WdlU I 


TM 


Transmembrane 


125 


iaj.zo u j / y. i>. zuu imak j u 


44 Z 


4oy 


y\\ i q 1 
1UI Wdl U 1 


TM 


Cvtosolic 


125 


t /"'.o'incoft Q-oorti Nvf Al?lo 
LO:Z3y5 /y.o.ZUUlMAKjU 


1 
1 


OO'/l 
ZZ4 


lOlWaJLl z 




Nnn-f^vtHsntic 

11 L/ll \ — Jf lUOUUU 


125 


LO:Zjy5 /y.o.ZUUlMAKJU 


00^ 
ZZj 


O/fO 
Z4 / 


iorwdio z 


TM 

1 1V1 


Transmembrane 


toe 

125 


LO:Zjyj /y.o.zuuiMAxou 


O/IQ 
Z4o 


/ion 

4ZU 


lurwaiu z 


TM 


Cvtosolic 


, 125 


T P.T3n<7n 0-OAH1 APIA 

L.U ;Z3y 5 / y . o .zuu l makju 


Al 1 
4Z1 


/t/11 
443 


lorwdxu z 


TM • 

1 1V1 


Transmemhrane 

A 1 dIIdJllV>illl/l CUIV 


1 n c 

125 • 


t r^-oaocoo Q^ooni \/t ADin 
LU.zjyj /y.o.zuuiiviAKJu 


/1/1/1 
444 


4oy 


1UI WdiU 


TM 


Non-Cvtosolic 


•toe 

: 125 


LO:Zjy5/y.o.ZUUlMAKjU 


1 


000 

zzz 


forward 3 


TM 


NTnn-(^vtoso1ir 

1>U11 \* J lUSvllW 


IOC 

125 


Laj.zoVj /y.o.ZUUlMAKoU 


001 


0/1 
Z43 


lOl WdlU D 


TM 


Transmembrane 

1 1 UllolllwlJ IUI OIJV 


IOC 

125 


LOlZ oyjj y , o .ZUU 1 MAKjU 


0/16 
Z40 


06/t 
Z04 


fir\ruiorn 1 
XUlWdiU D 


TM 


("'vtosolic 


IOC 

125 


LO:Z3y5 /y.o.ZUUliVlAK^U 


06^ 
ZOj 


087 
Zo / 


rorwaru j 


TM 

1 1V1 


Trn rmmemHra np 
1 1 aiiDiiiviiiui an& 


1 oc 
1Z5 


LLr.ZjyD / y.o, ZUU IMAKjU 


08R 
Zoo 


mi 


"fIr»i*n/«i^H 1 
1UI Well U D 


TM 


Non-Cvtosolic 


IOC 

IZO 


Lxj.ZjzfD /y.o.ZUUJiVlAxVjU 


100 
jUZ 


IO/I 


Tnrii/Ofn 1 


TM 


Transmemhrane 


1 oc 
IZO 


J_Lj.ZJyD /y.O.ZUUI AViAi\.JV 


10S 


/II R 


TrtTtlf QTfl 1 

JUI Well U _7 


TM 


Cvtosolic 


1 oc 
1Z5 


L,vj.Zjyj /y.o.zuuiiviAivju 


410 
iiy 


AA\ 
44-1 


innitATn 1 
lUIWdJU D 


TM 


Transmembrane 


IOC 

1Z5 


L>\J.ZjyD /y.O.ZUUlAVlAi\.-)VJ 


440 


468 
40o 


l\Jl WdltJl ^> 


TM 


Non-Cvtosolic 


lOA 

IZO 


t r;«o^Q6fii 09'9nni7v/iAPin 
jLOrZ^youi .zz.zuuiivi/\i\.ju 


1 

1 


105 


l\Jl Wdl U 1 


TM 


Cytosolic 


10A 

iZo 


t r;«o^Q6ni oo*9nniMAP^n 


106 


108 

IZO 


lUIWolvl l 


TM 


Transmembrane 


10A 
1Z0 


T n*9^0601 99-90niTV4AR30 


12Q 


041 


frirw A rfl 1 


TM 


Non-Cytosolic 


10A 
IZO 


T n«9?0601 99-9001 MARIO 


244 


966 
zoo 


■fnrwftrH 1 

IL/i WCU U 1 


TM 


Transmembrane 


IZO 


t r>9^Q6ni 00'0nniMAR3n 


267 


114 


fnrwnrH 1 

1U1 Wdl li 1 


TM 


Cytosolic 


106 
IZO 


t rj'0^06ni 99-9ftO1MAR30 


315 


117 


fnrwurH 1 

1 Ul W Cll U 1 


TM 


Transmembrane 


106 
1Z0 


T n-9^Q601 oo-9nnnv/fAR30 


338 


146 


IUI Wdl U 1 


TM 


Non-Cytosolic 


106 
IZO 


T n*91Q601 99-9001MAR30 


347 


160 
D\yy 


fdr ward 1 


TM 


Transmembrane 


106 
1Z0 


t r;«o^Q6ni oo*onniMAR30 

LU . Z j y OU 1 . ZZ. ZUU 1 lVLr\ Jv J \J 


370 


518 

D 1 0 


■fnrwarH 1 

1U1 WdlU 1 


TM 


Cytosolic 


106 
IZO 


T n-0^0601 90-0fiO1MAR30 


519 


541 


fVirwarH 1 

1 <Jl Wdl U 1 


TM 


Transmembrane 


106 
1Z0 


t r;-oiQ6fti oo*onniMAR30 

LXj./. jyOUl .ZZ. ZUU llvlr\IwU 


542 


014 


forwarH 1 

1U1 WdlU 1 


TM 


Non-Cy tosol ic 


106 
1Z0 


T n-o^o6ni oo*onniMAR30 
lvj. z»you 1 .zz. zuu 1 ivi/\jvju 


1 


114 


lUk WdlU £- 


TM 


Non-Cytosolic 


126 


LG:239601.22:2001MAR30 


115 


137 


forward 2 


TM 


Transmembrane 


126 


LG:239601.22:2001MAR30 


138 


175 


forward 2 


TM 


Cytosolic 


126 


LG:239601.22:2001MAR30 


176 


198 


forward 2 


TM 


Transmembrane 


126 


LG:239601.22:2001MAR30 


199 


248 


forward 2 


TM 


Non-Cytosolic 


126 


LG:239601.22:2001MAR30 


249 


271 


forward 2 


TM 


Transmembrane 


126 


LG:23960 1 .22:200 1 MAR30 


272 


291 


forward 2 


TM 


Cytosolic 


126 


LG:239601.22:2001MAR30 


292 


314 


forward 2 


TM 


Transmembrane 



122 
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SEQDNO: 


Template ID 


Start 


Stop 


Frame 


Domain Type 


Topology 


126 


LG:239601.22:200IMAR30 


315 


318 


forward 2 


TM 


Non-Cytosolic 


126 


LG:239601.22:2001MAR30 


319 


341 


forward 2 


TM 


Transmembrane 


126 


LG:239601.22:2001MAR30 


342 


352 


forward 2 


TM 


Cytosolic 


126 


LG:239601 .22:2001MAR30 


353 


375 


forward 2 


TM 


Transmembrane 


126 


LG:239601 .22:2001MAR30 


376 


933 


forward 2 


TM 


Non-Cytosolic 


126 


LG:239601.22:2001MAR30 


1 


25 


forward 3 


TM 


Non-Cytosolic 


126 


LG:239601.22:2001MAR30 


26 


45 


forward 3 


TM 


Transmembrane 


126 


LG:239601.22:2001MAR30 


46 


109 


forward 3 


TM 


Cytosolic 


126 


LG:239601 .22:2001M AR30 


110 


129 


forward 3 


TM 


Transmembrane 


126 


LG:239601.22:2001MAR30 


130 


182 


forward 3 


TM 


Non-Cytosolic 


126 


LG:239601 .22:2001 MAR30 


183 


205 


forward 3 


TM 


Transmembrane 


126 


LG:239601 .22:2001MAR30 


206 


231 


forward 3 


TM 


Cytosolic 


126 


LG:239601.22:2001MAR30 


232 


254 


forward 3 


TM 


Transmembrane 


126 


LG:239601.22:2001MAR30 


255 


268 


forward 3 


TM 


Non-Cytosolic 


126 


LG :23960 1 .22:200 1 MAR30 


269 


291 


forward 3 


TM 


Transmembrane 


126 


LG:239601.22:2001MAR30 


292 


303 


forward 3 


TM 


Cytosolic 


126 


LG:239601.22:2001MAR30 


304 


326 


forward 3 


TM 


Transmembrane 


126 


LG:239601.22:2001MAR30 


327 


933 


forward 3 


TM 


Non-Cytosolic 


127 


LG:240 12 L 1 :2001MAR30 


1 


409 


forward 1 


TM 


Non-Cytosolic 


127 


LG:240121 . 1 .-2001MAR30 


410 


432 


forward 1 


TM 


Transmembrane 


127 


LG:240121.1:2001MAR30 


433 


723 


forward 1 


TM 


Cytosolic 


127 


LG:240 121.1 :2001M AR30 


724 


742 


forward 1 


TM 


Transmembrane 


127 


LG:240 1 2 1 . 1 :200 1M AR30 


743 


756 


forward 1 


TM 


Non-Cytosolic 


127 


LG:240121.1:2001MAR30 


757 


774 


forward 1 


TM 


Transmembrane 


127 


LG:2401 2 1 . 1 :2001M AR30 


775 


793 


forward 1 


TM 


Cytosolic 


127 ' 


LG:240 12 1 . 1 :2001MAR30 


794 


816 


forward 1 


TM 


Transmembrane 


127 


LG :240 121.1 :2001MAR30 


817 


.820 


forward 1 


TM 


Non-Cytosolic 


127 ' 


LG:240121.1:2001MAR30 


821 


843 


forward 1 


TM 


Transmembrane 


127 


LG:240121.1:2001MAR30 


844 


898 


forward 1 


TM 


Cytosolic 


127 


LG :240 121.1 :200 1 M AR30 


} 


409 


forward 2 


TM 


Non-Cytosolic 


127 


LG:240121.1:2001MAR30 


410 


432 


forward 2 


TM 


Transmembrane 


127 


LG:240121 . 1 :2001M AR30 


433 


729 


forward 2 


TM 


Cytosolic 


127 


LG:240 1 2 1 . 1 :200 1 MAR30 


730 


747 


forward 2 


TM 


Transmembrane 


127 


LG:240121.1:2001MAR30 


748 


756 


forward 2 


TM 


Non-Cytosolic 


127 


LG :240 121.1:2001 MAR30 


757 


774 


forward 2 


TM 


Transmembrane 


127 


LG:240 1 2 1 . 1 : 2001M AR30 


775 


785 


forward 2 


TM 


Cytosolic 


127 


LG:240 121.1 :2001M AR30 


786 


808 


forward 2 


TM 


Transmembrane 


127 . 


LG:240 12 1 . 1 :2001MAR30 


809 


827 


forward 2 


TM 


Non-Cytosolic 


127 


LG:240121 . 1 :2001MAR30 


828 


850 


forward 2 


TM 


Transmembrane 


127 


LG:240121 . 1 :2001MAR30 


851 


898 


forward 2 


TM 


Cytosolic 


127 


LG:240121 . 1 :2001MAR30 


1 


405 


forward 3 


TM 


Non-Cytosolic 


127 


LG:240 1 2 1 . 1 :200 1MAR30 


406 


428 


forward 3 


TM 


Transmembrane 


127 


LG:240 121.1 :2001MAR30 


429 


785 


forward 3 


TM 


Cytosolic 


127 


LG:240121.1:2001MAR30 


786 


808 


forward 3 


TM 


Transmembrane 


127 


LG :240 1 2 1 . 1 :2001M AR30 


809 


827 


forward 3 


TM 


Non-Cytosolic 


127 


LG:240 12 1 . 1 :2001MAR30 


828 


850 


forward 3 


TM 


Transmembrane 


127 


LG:240121.1:2001MAR30 


851 


897 


forward 3 


TM 


Cytosolic 


128 


LG:241110.2:2001MAR30 


I 


1348 


forward 2 


TM 


Non-Cytosolic 


128 


LG:241110.2:2001MAR30 


1349 


1371 


forward 2 


TM 


Transmembrane 


128 


LG:241 1 10.2:2001MAR30 


1372 


1377 


forward 2 


TM 


Cytosolic 


128 


LG:241 110.2:2001MAR30 


1378 


1400 


forward 2 


TM 


Transmembrane 


128 


LG:241 1 10.2:2001MAR30 


1401 


2121 


forward 2 


TM 


Non-Cytosolic 


129 


LG:244948.4:2001MAR30 


1 


309 


forward 1 


TM . 


Cytosolic 


129 


LG:244948.4:2001MAR30 


310 


332 


forward 1 


TM 


Transmembrane 
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SEO D NO" 


Template ID 


Start 


Stop 


Frame 


Domain Type 


TodoIosv 




LG* 24494 8 4*2001MAR30 


333 


336 


forward 1 


TM 


Non-Cytosolic 


130 


LG-245378 6'2001MAR30 


1 


294 


forward 1 


TM 


Cytosolic 


130 


LG*245378 6-2001MAR30 


295 


312 


forward 1 


TM 


Transmembrane 


130 


LG*245378 6*2001MAR30 


313 


321 


forward 1 

A\S1 v " l+* w M 


TM 


Non-Cytosolic 


no 


LG-245378 6*2001 MAR30 


322 


344 


forward 1 

Awl tTUJ U 1 


TM 


Transmembrane 


130 


LG-245378 6*2001MAR30 


345 


390 


forward 1 


TM 


Cytosolic 




T rr'?4S17R 6*9001 MARIO 


391 


413 


flnrwarH 1 


TM 


Transmembrane 




T 0245T7R 6*2001 MARIO 

juvj./''tj j / o.u.z»\juiivi.t\iy_)l/ 


414 


464 


forward 1 


TM 


Non-Cytosolic 


1^0 


T G-24S178 6*9001 MAR30 


465 


487 


■fArwarfl 1 


TM 


Tran ^membrane 


1 **fi 


T G-94S178 6*9001 MAR^O 

l_,\J.Z.*tJ J / O.U.^UUIiVI/^JVJL" 


48 R 


574 


friru/arH 1 


TM 


Cvto«;nlic 


i 


T n*94*vV7R 6*9001 MAR^O 

LjVJ.^JJ / O.U.Z"JUIlVI/Vl\. JV/ 


575 


597 


1 vjl Wo.1 VJ 1 


TM 


Tr ?i n i m p m h r a n p 


1 ^fl 

I 


T n-94*vV78 6-9001MAR30 


SQR 


606 


1U1 WdlU 1 


TM 

JL1VA 


Nnn. r^vtr»Qo1 tp 


1 

1 DkJ 


T rS*94**JT7R 6-9ftft1MAP1ft 

JL»vJ.ZfJ J / O.U.ZUUIlVx/VIxJU 


6ft7 
ou/ 


690 


TT»rwJ4rH 1 
1U1 WtU U I 


TM 

J. IV J 


1 1 alio Jii^niLM til 


lift 


T n-94^17R 6*9001 MARIft 


610 


R05 


fnr\jjj*rr1 1 

lUiWcUU 1 


TM 

1 1V1 


Cvtn^nlic* 


i^n 


T f>94***T78 6^9001 MAT? 1ft 

JLvJ . Z** J J / o .O. ZUU 1 lYJ./Vt\JU 


R06 
ouo 


R9R 
ozo 


lUlWaTU 1 


1 IVl 


Trn n smpm ISrn n p 
1 1 al loll iC/ii iui £ii its 


J jU 


t f"S-04<i;T7Sl ft-9ft01MAT?1ft 
l^VJ.ZHJ J / O.O. ZUU I IVI/\I\.jU 


R9Q 


R49 


lurwdxu i 


TM 


l**Jri n - r** v fo q r» 1 i r* 


i^n 

I 3KJ 


T ri'94^17R fi'9001MAP1ft 
x-rU.ZH J J /0.0,ZUUHV1/\1\JU 


R41 


Rfi9 
ooz 


IUi WdiU 1 


TM 


I i aiioiit^iiiuiciiic 




T f>94SY7R fi*9ft01MA1?1ft 
LrO.ZH-J J / o.O-ZUUliVI/\iv}U 


R£1 
OOJ 


RR^ 




TM 




i in 


t z^i'0/1^178 ^'OnmA/f a pin 

JLLJ.Z4D J / o.O.ZUUlJVlAKJU 


RR7 


OftO 


iorwaru i 


TM 


1 1 alliHIClUUl ctllC- 


1 


t n*iAsin& ^♦onmxyf APin 

LAj.Z*+j J /o.O.ZUUJJYIAKJU 


yiu 




forward 1 


TM 


lNwii-v^y LUMJI It* 




t n-o^i^ns ^-onnnv/f APin 

LAj.ZhDj /O.O.ZUUIJVIAKJU 


yjo 


07 R 
y to 


iorwaru i 


TM 


TrQncmpmKranp 
1 1 allol IICJ11L/1 allC 




1Aj.Z4jJ /o.O.ZUUIMAKJU 




ORQ 
yoy 


forward 1 


X IVl 


i^yiosonc 


i in 


t /^*o/t^i*7c <«onniA/f ADin 
Lu . Z4 J J / o . 0 . ZUU 1 MAK JU 


oon 
yyu 


iuuy 


forward 1 


TM 


i ransmemorane 


1 in 


t n-O/t^iTQ A'Onni'Vyf APin 
LfLi»Z4j J /o.O.ZUUlMAKoU 


mm 

lUlU 


mil 
IU1 J 


forward 1 


TM 


iNon-i^yiosoiic 




LLr . Z4 J J / o. 0 . ZUU 1 M AK JU 


1U14 


miA 

lUJO 


forward 1 


TTV/f 
1M 


i ransmemorane 




t ci'iA^'xisi ^onnnvyf APin 

Lxj . Z4 J J / o . 0 . ZUU 1 JV1AKJU 


1 ni7 


tn7n 

iU/U 


forward 1 


TM 
I IVI 


i^yiobuiit* 


1 JU 


t /n-o/t^no /i-onni A/r a Din 
JLO.Z43J /o.O.ZUUlMAKJU 


1 n7i 

1U/ i 


mon 
xuyu 


forward 1 


TM 
I IVl 


i ransineiiiDrdne 


13U 


■ t rZ'OA^iiQ ^onni TV>f APIA 
1Aj.Z4j J /o.O.ZUUlJVLAlCJU 


mot 


I 170 

I I ly 


forward 1 


TM 
llvl 


iNon-'wyiosoiic 


i in 
1j)U 


t rso/t^^fi A'inni A^Ai?in 

JL.O . Z4 J J / o . O . ZUU 1 JYLAJv JU 


1 1 cn 

J loU 


17ft7 
1ZUZ 


forward 1 


TM 
llvl 


1 1 dllb JIlOlllUI clllt" 


i in 
1JU 


t /^•oa«\17r ^*onniA^APin 

L,O.Z4j J / 5.0. ZUU I JVlAKJU 


IZUJ 


1 147 
1 J4/ 


forward 1 


TM 
I IVI 


"^yiUaUllC 


1 in 
I JU 


t ri'O/t^nft ^»onni A/f APin 

Hjt.Z4jJ /5.0.ZUU1MAKJU 


114R 
1 J*+o 


117ft 
1 J /U 


forward 1 


TM 
1 IVl 


1 1 ullMllClllUI allC 


i in 
1 JU 


t n'OA^im ^-onni A/f APin 

l_.LJ.Z4j J / o. 0. ZUU llYlAK J U 


1171 
I J / 1 


1417 


iorwaru i 


TM 


IN Ul 1- V-»y IU*>*J1 IL> 


i in 

1 JU 


T ri-9il^17R /^^ftftlMAPIft 
JLrO.Z^f J J / o.O.ZUUlJyiAlvJU 


1411 

1H I J 


141ft 

i*T JU 


■frvrvi/otvl 1 

lurwaiu 1 


TM 

1 IVi 


1 1 dllolllClilUI til lt^ 


i in 

1 JU 


T n^-lSITR f>'9001MAP1ft 
l_AJ.Z £ rJJ /o.O.ZUUllVJLrVlvJU 


1411 
it j 1 


1 SOQ 


T/vrtx/Of/l 1 

lurwdxu 1 


TM 

1 IVI 


\-^y LUov*ii"^ 


i in 

1 JU 


T r;-94*Al7R ^*9001MAP1ft 
JLAJ.Z £ fJ J / O.U.ZUUliVl/\JxJU 


1 S10 


1S19 

1 J JZ 


lUL WalU 1 


TM 

1 IVl 


TrancmpmhrniiP 
1 1 ailbJilCil IUI dllw 


iin 

1 JU 


t r;*9/iST7R K-9001MAP1ft 
l_«O.Z £ f J J / O.D.ZUUllVl/vtvJU 


1S11 
J J J J 


1 SRI 

1JOJ 




TM 

1 IVl 


i^i uii ^ jr Luauiiw 


iin 

lJU 


T fr*94517R 6-9001MAP1ft 


1584 


1606 


IKJl Well Ll l 


TM 


TranQmpmhranp 

X I CXI Jol ll^ltl lyl aJU/ 


lift 

I JU 


T n*9d.S17R fi-9001MAP1ft 
J^.O.ZH-J J / O.O.ZUUllVl/vtvJU 


1607 


16R1 


1U1 WalU I 


TM 

I IVI 


r^'vfncnlir' 

V^jf IUlSUII^/ 


nft 

1 JU 


T n*94**»178 6*9001 MAPIft 

LvJ.Z*-rJ J / O.O.ZUUllVl/vIXJU 


16R4 


1706 


forwnrrl 1 


TM 


TrAnQmpmhrnnp 

J. 1 ullOlllvlllUl UJ 


1 JU 


T n*94S17R 6-90O1MAP1O 


1707 


1725 


■forwarrl 1 


TM 


Nnn-f^vtn^nl ic 


lift 


T G*94 4S »178 6*9001 MARIO 


1726 


1748 


fnrwjirrl 1 


TM 


Transmembrane 


lift 

1 JU 


T n*94S17R 6*9001 MARIO 


1749 


1760 


■fnrwfli*H 1 

iUlWnlU I 


TM 


Cvtosolic 


11ft 

1 JU 


I n*94 4: i17R 6*9001 MARIO 


1761 


1783 


■fnrwarH 1 
JUlWaltl X 


TM 

I IVI 


Tran «: TTiprnHrarift 

X 1 ullJlllvlllUl Ullv 


11ft 

1 JU 


T n*94S17R fi-9001 MARIO 
JL.vjr.z'+j j / o.o.zuuiivi/vivju 


1784 


1796 


1 Ul WalU 1 


TM 

I IVl 


Nnn-Cvtosol ic 


11ft 

1 JU 


T n-94S17R fi*9001MAR10 


1 


IRQ 


finrwiirfl 9 
JUl WalU Z. 


TM 

I IVl 


Mnn-Cvtosol if* 


11ft 

1 JU 


T Cl-IA^'XIX fi*9ft01A/TAP1ft 
J_fU . Z4 J J / o .D.ZUU J IVl/vK JU 


1Q0 


419 

*T 1 Z 


lUlWalU Z 


TM 

1 IVl 


Trn n c m p mKra n p 

1 1 CXJ IJ>I 1 1CJ 1 1 L*l dl lt> 


130 


LG:245378.6:2001MAR30 


413 


473 


forward 2 


TM 


Cytosolic 


130 


LG:245378.6:2001MAR30 


474 


493 


forward 2 


TM 


Transmembrane 


130 


LG:245378.6:2001MAR30 


494 


597 


forward 2 


TM 


Non-Cytosolic 


130 


LG:245378.6:2001MAR30 


598 


620 


forward 2 


TM 


Transmembrane 


130 


LG:245378.6:2001MAR30 


621 


690 


forward 2 


TM 


Cytosolic 


130 


LG:245378.6:2001MAR30 


691 


713 


forward 2 


TM 


Transmembrane 


130 


LG:245378.6:2001MAR30 


714 


839 


forward 2 


TM 


Non-Cytosolic 


130 


LG:245378.6:2001MAR30 


840 


862 


forward 2 


TM 


Transmembrane 
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r*T*» TT^v VTA 

SEQ D NO: 


Template ID 


Start 


Mop 


Frame 


uunidin 1 J [JC 


i opojogy 


130 


LG:245378.6:20U1MAR3U 


ooJ 


o/4 


forward 2 


TTV/f 
1 M 


v^Y IOSOIJC 


130 


LG:245 378.6:2001 MAR30 


o/5 


QfY7 

89/ 


forward 2 


TTV4 
1 M 


i ransmernur ane 


130 


LG:245378.o:20ulMAR30 


o9o 


910 


forward 2 


TTV/f 
1 1 VI 


INOn-l— YlObUllL 


130 


LG:245378.6:2001MAR30 


917 


939 


forward 2 


TTV4 
1 M 


1 ransmemDrane 


130 


LG:245378.6:2O01MAR3U 


94U 


95 o 


forward 2 


I M 


i^yiosoiic 


130 


LG:245 378. 6:200 1MAR30 


959 


no i 

981 


forward 2 


I M 


Transmembrane 


130 


LG:245378.6:2001MAR30 


982 


108o 


forward 2 


TTV/f 
1 M 


Non-Cytosolic 


130 


LG:245378.6:2001MAR30 


1087 


1109 


forward I 


1 M 


Transmembrane 


130 


LG:245378.6:2001MAR30 


1110 


1257 


I or ward z 


Try A 
1 M 


Cytosolic 


130 


LG:245378.6:2001MAR30 


1258 


1280 


forward 2 


1 M 


Transmembrane 


130 


LG:245378.6:2001MAR30 


1281 


1440 


forward 2 


1 JV1 


Non-Cytosolic 


130 


LG:245378.6:2001MAR30 


1441 


1463 


forward 2 




Transmembrane 


130 


LG:245378.6:2001MAR30 


1464 


1483 


forward 2 


TM 


Cytosolic 


130 


LG:245378.6:2001MAR30 


1484 


1506 


forward 2 


TM 


Transmembrane 


130 


LG:245378.6:2001MAR30 


1507 


1580 


forward 2 


TM 


Non-Cytosolic 


130 


LG:245378.6:2001MAR30 


1581 


1598 


forward 2 


TM 


Transmembrane 


130 


LG:245378.6:2O01MAR30 


1599 


1641 


forward 2 


TM 


Cytosolic 


130 


LG:245378.6:2001MAR30 


1642 


1664 


forward 2 


TM 


Transmembrane 


130 


LG:245378.6:2001MAR30 


1665 


1683 


forward 2 


TM 


Non-Cytosolic 


130 


LG:245378.6:2001MAR30 


1684 


1706 


forward 2 


TM 


Transmembrane 


130 


LG:245378.6:2001MAR30 


1707 


1722 


forward 2 


TM 


Cytosolic 


130 


LG:245378.6:2001MAR30 


1723 


1745 


forward 2 


TM 


Transmembrane 


130 


LG:245378.6:2001MAR30 


1746 


1754 


forward 2 


TM 


Non-Cytosolic 


130 


LG:245378.6:2001MAR30 • 


• 1755 


1777 


forward 2 


TM 


Transmembrane 


130 


LG:245378.6:2001MAR30 


1778 


1796 


forward 2 


TM 


Cytosolic 


130 


LG:245378.6:2001MAR30 , 


1 


78 


forward 3 


. TM 


Non-Cytosolic 


130 


LG:245378.6;2001MAR30 


79 


I0l 


forward 3 


. TM 


Transmembrane 


130 


LG:245378.6:2001MAR30 ' 


102 


392 


forward 3 


TM 


Cytosolic 


130 


LG:245378.6:200TMAR30 ■ 


393 


415 


forward 3 


TM 


Transmembrane 


130 


LG:245378.6:2001MAR30 


416 


468 


forward 3 


TM 


Non-Cytosolic 


130 


LG:245378.6:2001MAR30 


469 


486 


forward 3 


TM 


Transmembrane 


130 


LG:245378.6:2001MAR30 


487 


569 


forward 3 


TM 


Cytosolic 


130 


LG:245378.6:2001MAR30 


570 


592 


forward 3 


TM 


*T* , , , , 1 , - 

Transmembrane 


130 


LG:245378.6:2001MAR30 


593 


615 


forward 3 


TM 


Non-Cytosolic 


130 


LG:245378.6:2001MAR30 


616 


638 


forward 3 


TM 


Transmembrane 


130 


LG:245378.6:2001MAR30 


639 


69 1 


forward 3 


TM 


Cytosolic 


130 


LG:245378.6:2001MAR30 


692 


714 


forward 3 


TM 


Transmembrane 


130 


LG:245378.6:2001MAR30 


715 


728 


forward 3 


TM 


Non-Cytosolic 


130 


LG:245378.6:2001MAR30 


729 


748 


forward 3 


TM 


Transmembrane 


130 


LG:245378.6:2001MAR30 


749 


772 


forward 3 


TM 


Cytosolic 


130 


LG:245378:6:2001MAR30. 


773 


795 


forward 3 


TM 


Transmembrane 


130 


LG:245378.6:2001MAR30 


796 


914 


forward 3 


TM 


Non-Cytosolic 


130 


LG:245378.6:2001MAR30 


915 


937 


forward 3 


TM 


Transmembrane 


130 


LG:245378.6:2001MAR30 


938 


957 


forward 3 


TM 


Cytosolic 


130 


LG:245378.6:2001MAR30 


958 


980 


forward 3 


TM 


Transmembrane 


130 


LG:245378.6:2001MAR30 


981 


1021 


forward 3 


TM 


Non-Cytosolic 


130 


LG:245378.6:2001MAR30 


1022 


1044 


forward 3 


TM 


Transmembrane 


130 


LG:245378.6:2001MAR30 


1045 


1 064 


forward 3 


TM 


Cytosolic 


130 


LG:245378.6:2001MAR30 


1065 


1087 


forward 3 


TM 


Transmembrane 


130 


LG:245378.6:2001MAR30 


1088 


1096 


forward 3 


TM 


Non-Cytosolic 


130 


LG:245378.6:2001MAR30 


1097 


lll4 


forward 3 


TM 


Transmembrane 


130 


LG:245378.6:2001MAR30 


1115 


H43 


forward 3 


TM 


Cytosolic 


130 


LG:245378.6:2001MAR30 


1144 


1166 


forward 3 


TM 


Transmembrane 


130 


LG:245378.6:2001MAR30 


1167 


H85 


forward 3 


TM 


Non-Cytosolic 



125 



WO 02/083876 



PCTAJS02/09921 







TABLE 2 








oCiK^ D JNLJ. 


lempiaie lu 


Start 


otOp 


Frame 




T"fti-»ft1 ft n\r 

i opojogy 


1 1A 


T d'OA^USt £*OAA1MAP1A 




i ono 
IZOo 


iorwara j 


1 ivl 




1 1A 


T n»0/l<T78 A-OAA1MAP1A 
JLLj . z*4 j 3/5.0. ZUU J MAKJU 


10 AO 




forward 3 


TTV/T 




1 in 


1 n«94.^^78 fv^AAIMAP^ft 


1 1AQ 

i3oy 


1 ioi 


fXni / 1 ivl 1 

iorwaTu j 


TM 

1 1V1 


Ti* ?* n c m f* m H r a n f* 


nn 

I 3U 


LAJ.Z'O j / O.O.ZUUIiVl/VlOU 


i jyz 


i/i A 1 ; 


iorwaru j 


1 ivi 


Mft« f^xit/Acrs!!/"* 

i>un-^y losoiity 


i ia 


L.O . Z^- 0 J 1 o . 0 . ZUU 1 JV1 AxOU 


1400 


1 /1O0 

14Zo 


iorwara o 


TM 
1 ivl 


TroncmamKranp 

x runbiiiciuui due 




t n-oA^tist <-onni"N/f APin 
LLr , Z40 3 / o . 0 . ZUO 1 M AK30 


i4zy 


1 A Af\ 

1440 


forward 3 


llvl 


v^yiosoiic 


1 in 
130 


T f\- r )A^ r Xn^t £*OAAl \/f APIA 
L\j . Z40 5 1 o . 0 . ZUO 1 JYl AK.3U 


1441 


1 A C/l 

1463 


forward 3 


TM 
11V1 


i ransnieiTiorune 


i in 
130 


LO . Z4 D 3 / o . 0 . ZUU 1 M AK3U 


1 A tLA 

1464 


1 Ann 
1477 


forward 3 


1 JV1 


iNon-\_yiosojic 


tin 
130 


i /~ , *o/i^i'7o A.onmxA a pin 
LU.Z4D3 /o.d:zUUIMAK.30 


1 AHO 

1478 


1 cnn 

1500 


forward 3 


1 M 


Transmembrane 


130 


LG.2453 /8.6:2001MAK3U 


i cm 
1501 


1512 


forward 3 


1M 


Cytosolic 


130 


LU:z4537o.6:200lMAR30 


1 C 11 

1513 


1 COft 

1532 


iorwara 3 


1M 


Transmembrane 


ion 

130 


LU:2453 /o.6:Z001MAR30 


1533 


1572 


forward 3 


1M 


Non-Cytosolic 


130 


LG:245378.6:2001MAR30 


1573 


1590 


forward 3 


1M 


Transmembrane 


1 on 

130 


t .ft /i cqto iC.onm \/f a tj in 

LG:245378.6:2001MAK30 


1591 


1752 


forward 3 


lM 


Cytosolic 


130 


LG:z4537o.6:2001MAR30 


1753 


1775 


iorwara 3 


1JV1 


Transmembrane 


130 


LG:245378.6:2001MAR30 


1776 


1795 


forward 3 


1M 


Non-Cytosolic 


131 


T P.'^/IOOA') A.IAAIIjT A r>OA 

LG:248203.9:200lMAR30 


1 


197 


forward 2 


1JV1 


Non-Cytosolic 


131 


T ri.O/IO^AI A.1AA11JI A TlOA 

LG:248203.9:200lMAR30 


198 


220 


forward 2 


1JV1 


Transmembrane 


131 


LG:248203.9:200lMAR30 


221 


240 


forward 2 


TM 


Cytosolic 


131 


T f~1 -ft A Oft ftft ft ft ftft 1 Tk if A TlOA 

LG:248203. 9:200 1MAR30 


241 


263 


forward 2 


TM 


Transmembrane 


131 


T ft >* ft r\f\r\ 1 X it A T» Tft 

LG:248203.9:200lMAR30 


264 


656 


forward 2 


TM 


Non-Cytosolic 


131 


LG:248203.9:2001MAR30 


1 


242 


forward 3 


TM 


Non-Cytosolic 


131 


LG: 248203 .9 :2001MAR30 


243 


265 


forward 3 


TM 


rr-» t 

transmembrane 


131 


LG:248203.9:2001MAR30 


.266 


280. 


forward 3 


TM 


Cytosolic 


131 


T /~\ A j| n^AO ft i^ftft-f X 1 A T» Oft 

LG:248203.9:2001MAR30 


281 


303 


forward 3 


TM 


Transmembrane 


131 


LG:248203.9:2001MAR30 


. . 304 


;656 


forward 3 


TM 


Non-Cytosolic 


132 


LG:249247.1:2001MAR30 • 


1 V 


489 


forward 1 


TM 


Non-Cytosolic 


132 


LG:249247. 1 :2001MAR30 / 


490 


512 


forward 1 


TM 


Transmembrane 


132 


LG: 249247. 1 :2001MAR30* • 


513 


579 


forward 1 


TM 


Cytosolic 


132 


LG : 249247 . 1 : 200 1 MAR3 0 


580 


602 


forward 1 


TM 


Transmembrane 


132 


LG:249247. 1 :2001MAR30 


603 


769 


forward 1 


TM 


Non-Cytosolic 


132 


LG:249247.1 :2001MAR30 


1 


480 


forward 3 


TM 


Non-Cytosolic 


132 


LG:249247. 1 :2001MAR30 


481 


503 


forward 3 


TM 


Transmembrane 


132 


LG:249247. 1 :2001MAR30 


504 


532 


forward 3 


TTv A 

1M 


Lytosonc 


132 


t /—i /-i .» .I *7 l ft ftft It if A f» 1 ft 

LG: 249247. 1 :2001MAR30 


533 


555 


forward 3 


rr-ny m 

1M 


Transmembrane 


132 


t /-* o>40ft/n i.onnii/TADOA 

LG: 249247. 1 :2001MAR30 


556 


768 


iorwara 3 


1M 


Non-Cytosolic 


too 

133 


LG : 267 153.1 o:200 1 M AR30 


1 


1106 


iorwara 3 


TTk A 

1M 


Non-Cytosolic 


133 


LG : 267 153.1 6 :200 1 MAR30 


1107 


1129 


forward 3 


TIL A 

1M 


Transmembrane 


133 


T p.A/»Ji CO l/COAAUJADOA 

LG:267 153.1 6:200 1MAR30 


1 1 on 

1130 


1135 


forward 3 


1M 


Cytosolic 


too 
133 


LG:267153.1o:2001MAR30 


1 1 OiC 

1136 


1 1 CO 

1158 


iorwara 5 


1M 


Transmembrane 


1 oo 

133 


T 1iC.OAA1\yTATi1A 

Lu:267 1 53. 1 6:200lMAR30 


1159 


1 1 AA 

1190 


forward 3 


TTV4 

llvl 


Non-Cytosolic 


nit 
134 


T P.OAnCA C.AAA1 Xif A G1A 

Lu:29l759.5 :200lMAR30 


1 


16 


iorwara Z 


AM 


Cytosolic 


1 1A 

134 


t p.oonco conni\4APin 
Lu:2yi /39.3:2001MAK30 


J / 


in 
39 


forward 2 


TTV4 


Transmembrane 


i i/t 
134 


t p.oAncn c.oaai x>r a r>in 
LG:zyl /59.5:2001MAR30 


A ft 

40 


406 


forward 2 


lfvi 


Non-Cytosolic 


1 O A 

134 


t p.AAncA conm x n a T>on 

LG:29l 759.5 :2001MAR30 


I 


4 


iorwara 3 


1M 


Cytosolic 


134 


LG:291 759.5 :2001MAR30 


5 


34 


iorwara 3 


1M 


Transmembrane 


134 


T /""» ft ft 1 T-Cft r* /\A\ft 1 1 I A "ft Oft 

LG : 29 1 759 .5 :200 1 M AR30 


35 


405 


forward 3 


TTk iT 

TM 


Non-Cytosolic 


135 


LG:298102.1:2001MAR30 


l 


52 


forward 2 


TM 


Cytosolic 


135 


LG :298 1 02. 1 :2001MAR30 


53 


70 


forward 2 


TM 


Transmembrane 


135 


LG :298 1 02. 1 :2001MAR30 


71 


276 


forward 2 


TM 


Non-Cytosolic 


135 


LG :298 1 02. 1 :2001MAR30 


1 


9 


forward 3 


TM 


Non-Cytosolic 


135 


LG:298 1 02. 1 :2001MAR30 


10 


28 


forward 3 


TM 


Transmembrane 


135 


LG:298102.1:2001MAR30 


29 


40 


forward 3 


TM 


Cytosolic 


135 


LG:298102.1:2001MAR30 


41 


63 


forward 3 


TM 


Transmembrane 
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SEQ D NO: 


Template ID 


Start 


Stop 


Frame 


Domain Type 


Topology 


135 


LG:298 102. 1 :2001M AR30 


64 


276 


forward 3 


TM 


Non-Cytosolic 


136 


LG:30889 1 . 1 :2001M AR30 


1 


14 


forward 2 


TM 


Non-Cytosolic 


136 


LG:30889 1 . 1 :2001 MAR30 


15 


37 


forward 2 


TM 


Transmembrane 


136 


LG:30889 1 . 1 :2001MAR30 


38 


191 


forward 2 


TM 


Cytosolic 


136 


LG:308891. 1 :2001MAR30 


192 


214 


forward 2 


TM 


Transmembrane 


136 


LG:308891.1:2001MAR30 


215 


219 


forward 2 


TM 


Non-Cytosolic 


137 


LG:312668.4:2001MAR30 


1 


270 


forward 3 


TM 


Non-Cytosolic 


137 


LG:3 12668.4:2001MAR30 


271 


293 


forward 3 


TM 


Transmembrane 


137 


LG:3 12668.4 :2001MAR30 


294 


408 


forward 3 


TM 


Cytosolic 


137 


LG:3 12668 .4:200 1MAR30 


409 


431 


forward 3 


TM 


Transmembrane 


137 


LG:3 12668.4 :2001MAR30 


432 


625 ■ 


forward 3 


TM 


Non-Cytosolic 


138 


LG:331642.6:2001MAR30 


1 


19 


forward 1 


TM 


Cytosolic 


138 


LG331642 62001MAR30 


20 


42 


forward 1 


TM 


Transmembrane 


13R 

X JO 


LG:331642.6:2001MAR30 


43 


630 


forward 1 


TM 


Non-Cytosolic 


138 


LG:331642.6:2001MAR30 


1 


12 


forward 3 


TM 


Cytosolic 


13R 

1 JO 


LG:331642.6:2001MAR30 


13 


35 


forward 3 


TM 


Transmembrane 


13R 

l JO 


LG-331642 6-2001 MAR30 


36- 


65 


forward 3 


TM 


Non-Cytosolic 


138 


LG-331642 62001MAR30 

J — 'V_J * +J mJ X. I/Tm* \J iM/V A I'll XlVv* x/ 


66 


85 


forward 3 


TM 


Transmembrane 


13R 

l JO 


LG-331642 6-2001MAR30 


86 


266 


forward 3 


TM 


Cytosolic 


13R 

1 JO 


LG331642 6-2001MAR30 


267 


289 


forward 3 


TM 


Transmembrane 


13R 


T G -'331642 6-2001 MAR30 


290 


629 


forward 3 


TM 


Non-Cytosolic 




TG'331851 1220O1MAR30 


1 


904 


forward 2 


TM 


Non-Cytosolic 




TG^31RS1 17-7001MAR30 


905 


927 


forward 2 


TM 


Transmembrane 


130 

Ljy 


TG-^IRSI 1 2*2001 MAR30 


928 


946 


forward 2 


TM 


Cytosolic 


13Q 


TG-331RS1 17*70O1MAR30 

JL>VJ. J J 1 OJ 1. l^.^V\sllVJU~VX\JV/ 


947 


969 


forward 2 


TM 


Transmembrane 


130 

ijy 


TG-*331RS1 17 70O1MAR30 

i—#VJ ijJ i oj 1. iZr.^\A/iiviruxjis 


• 970 


2183 


forward 2 


TM 


Non-Cytosolic 


130 


TG-331R<51 17-7001MAR30 


2184 


2206 


forward 2 


TM 


Transmembrane 


130 

1 jy 


TG-331RS1 17-70O1MAR30 


2207 


2218 


forward 2 ' 


TM 


Cytosolic 


130 

ijy 


TG-*331R51 17-7001MAR30 

IjU.J J 1 OJ 1.1 £*m£,\J\J 1AY1Xi>XvJVS 


1 


833 


forward -3 


1 TM 


Non-Cytosolic 


no 

\.jy 


TG-331851 1 2-200 1MAR30 

J— iVJ .J J 1 O J I . 1 .fc/.i.\JV/ A IViixlvJU 


834 


856 


forward 3 


TM 


Transmembrane 


13Q 


TG-3318S1 1 77001 MAR30 


857 


875 


forward 3 


TM 


Cytosolic 


130 

xjy 


I G-331851 1 2-200 1MAR30 

I/VJ.J J 1 O J 1.1 fciiuu HVJL1VI.X JU 


876 


898 


forward 3 


TM 


Transmembrane 


139 

ijy 


LG-331851 1 2-200 1MAR30 


899 


902 


forward 3 


TM 


Non-Cytosolic 


139 

uy 


LG-331851 12-2001MAR30 

J— * VJ> * -J -+J X \JmJ X ■ X A* • i*V/v X 1"1« ll\JV 


903 


925 


forward 3 


TM 


Transmembrane 


139 


LG-331851 12-2001MAR30 

Juv • ^ ^/ X 1**7 X • X X-» • X- W W J. i'li mwv 


926 


992 


forward 3 


TM 


Cytosolic 


139 

XJy 


LG-331851 1 2200 1MAR30 


993 


1015 


forward 3 


TM 


Transmembrane 


139 


LG331851 122001MAR30 


1016 


2217 


forward 3 


TM 


Non-Cytosolic 


140 


LG:332414.5:2001MAR30 


1 


482 


forward 2 


TM 


Non-Cytosolic 


140 


LG:332414.5:2001MAR30 


483 


505 


forward 2 


TM 


Transmembrane 


140 


LG:3324 1 4.5 :2001 MAR30 


506 


521 


forward 2 


TM 


Cytosolic 


140 


LG:332414.5:2001MAR30 


1 


111 


forward 3 


TM 


Non-Cytosolic 


140 


LG:332414.5:2001MAR30 


112 


134 


forward 3 


TM 


Transmembrane 


140 


LG:332414.5:2001MAR30 


135 


218 


forward 3 


TM 


Cytosolic 


140 


LG:332414.5:2001MAR30 


219 


236 


forward 3 


TM 


Transmembrane 


140 


LG:332414.5:2001MAR30 


237 


250 


forward 3 


TM 


Non-Cytosolic 


140 


LG-332414 5-2001MAR30 


251 


273 


forward 3 


TM 


Transmembrane 


140 


LG : 3 324 1 4 .5 : 200 1 M AR30 


274 


480 


forward 3 


TM 


Cytosolic 


140 


LG:332414.5:2001MAR30 


481 


503 


forward 3 


TM 


Transmembrane 


140 


LG:332414.5:2001MAR30 


504 


521 


forward 3 


TM 


Non-Cytosolic 


141 


LG:332730.12:2001MAR30 


1 


516 


forward 1 


TM 


Non-Cytosolic 


141 


LG:332730. 1 2:2001MAR30 


517 


539 


forward 1 


TM 


Transmembrane 


141 


LG:332730.12:2001MAR30 


540 


684 


forward 1 


TM 


Cytosolic 


141 


LG:332730.12:2001MAR30 


685 


707 


forward 1 


TM 


Transmembrane 


141 


LG:332730.12:2001MAR30 


708 


710 


forward 1 


TM 


Non-Cytosolic 
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TABLE 2 








QPO D NO- 

OJ—rVyJ XJ IN W . 


Template ID 


Start 


Stop 


Frame 


Domain Type 


ToDoloev 


141 


LG-332730 12'2001MAR30 


711 


733 


forward 1 


TM 


Transmembrane 


141 


LG:332730.12:2001MAR30 


734 


739 


forward 1 


TM 


Cytosolic 


141 

It X 


LG-332730 12-2001MAR30 


740 


762 


forward 1 


TM 


Transmembrane 


141 


LG-332730 12-2001MAR30 

Xu\J»Jj£t 1 J L/. X £**JJ\J\J XX*Xr\l.\.J\J 


763 


781 


forward 1 


TM 


Non-Cytosolic 


141 
it i 


T G-332730 1 2-2001 MAR30 


782 


804 


forward 1 


• TM 


Transmembrane 


141 
it i 


T G-332730 1 2*200 1MAR30 


805 


101 1 


forward 1 


TM 


Cytosolic 


141 


T G-339730 19-'20O1MAR30 

JLAJ.JJ^/ JU. l^.ZrUUHYlzViLjL/ 


1012 


1034 


forward 1 


TM 


Transmembrane 


14 7 

It 1 


T 0-317730 l9*?Of)1MAR30 
jlaj. j Jx. / ju> i iiyjltvi\.ju 


1 UJJ 


1043 


forward I 


TM 


Non-Cytosolic 


1/11 
iHi 


T 0339730 19-90niMAR30 

JL,V_J. JJa / JVJ. 1 Z,.I,UU i 1Y1/AI\JU 


1044 

lutt 


1 UUJ 


forward 1 


TM 


Transmembrane 


141 
It! 


T 0339730 19-90O1MAR30 


1064 


1083 


forward 1 


TM 


Cvtosolic 


141 
If 1 


T 0339730 19-9001MAR30 


1084 


1 106 

i I uu 


forward 1 

1 V/l VY LU VJ J. 


TM 


Transmembrane 


141 
It 1 


t O339730 19-9001MAR3ft 

JL.LJ.JjZ/ Jl/. 1 Z..£.\J\J 11V1/VI\JU 


1 107 
1 x\J 1 


1 3D9 


forward ? 


TM 


Non-Cvto<;oIic 


141 
1^1 


T 0339730 19-9001MAR30 
JLAJ. jjZ / JU. 1Z.ZUU11V1/\i\.jl/ 


1 

1 


S96 

JiU 


fnrvuarH 9 
1 UI Wal LI z^ 


TM 


Mnn-f^vlriQnlip 

llLfll L* jr ILPoUllL* 


141 
It 1 


T 0339730 19-90O1M AR30 

Lu.jjZ / 3U. 1 Z.ZLnJllYl/\I\. jU 


S97 


S40 

Jt27 


forwarrl 9 

1U1 W til U> t~ 


TM 


Transmembrane 

J. 1 UI loll J will L/i £4.1 IV 


141 
1^-1 


T 0339730 19»90O1M AR30 
J_i\j\ j jZ / jU. 1 Z. ZUU liYl rtl\jv 


sso 

JJU 


73Q 

/ jy 


fnrwarH 9 

1U1 W£LIVJ z. 


TM 


Cvtosnlic 


141 


t 0339730 i9-9ooimat?3o 

jL.IJ.jjZ/ jU.IZ.ZUUIJVI/tlIvjU 


740 
/ tu 


769 

/ UA. 


frvrwnrrl 9 
lui wcu u z. 


TM 


TranQmpmhranp 

1 lOllolllV'lllL/l ullv 


141 
Itl 


T 0339730 19'9001MAT?30 
J_.kJ.JjZ / jU. 1Z.ZUU11V1/\I\.jU 


/Oj 


7R1 


forxi/nrH 9 
lui wai vj z. 


TM 


Mnn-f^ v t c\ Qnl i r 

HUH Y LUoUllL 


141 
141 


t ci'i'X'yn'xci i7'9nniTwfAP3n 

IAj.j JZ/ jU. 1 Z.ZUU liViAK j U 


7R9 
/5Z 


R04 
OU 4 * 


1U1 Wal U Z> 


TM 


1 1 ai l^lllClllUl al lv 


1/11 
141 


T n.^lOTlH 19'OHAI M AP3ft 
IAj.jjZ/ d\J. IZ.ZuUIM/vKju 


8AS 
oUj 


QQ1 
oy J 


lUI WaiCI Z 


TM 


V-j lUoUUL. 


141 
141 


jLO.jjZ/jU. lZ.ZUUlJVLAiv.jU 


O w Z 


01 4 

y 14 


Trxj-n/oT**! 9 
lUtWaiU Z. 


TM 


1 1 allblllCllIUl aiiw 


141 


IAj.jjZ / jU.IZ.ZUuIMAKjU 


01 ^ 

y i j 


046 
V40 


iorwaro z 


TM 


1^1 UI IL7 5>U 11L- 


i/ii 
141 


JLU I j jZ / jU. 1Z:ZUU1MAKjU 


047 

y4/ 


06Q 


i or war u z 


TM 


i idnbincinui due 


141 


jLO : j 3Z / j U. 1 Z . ZUU IMAKjU 


OTA 
y /U 


1 AA1 
1UU1 


iorwara z 


TM 


\_»y lUoL/llL' 


i/ii 
141 


iAjI j jZ / DU. IZ.ZUUIJVIAKjU 


1 AA9 
lUUZ 


1 A74 
1UZ4 • 


forward 2 


TM 


k I allolIIClJIUI allc 


141 


jLO.jjZ/jU.IZ.ZUUIMAKjU 


1 AO^ 

IUZj 


1 AOQ 
lUZo 


iorwara z 


TM 


INUII-wy LLloLlllL. 


1/11 
141 


t r.oanin io.oaai A/TAP'S a 
JLO : 5 jZ/jU. IZ.ZUUIJVIAKjU 


1 A9Q 

i uzy 


1A4R- 
)U4o 


iorwara z 


TM 


l ran b iTieiri uidne 


i/ii 
141 


T n-IWTZn 1 9«9AA1A/f APIA 
jLAj. jjZ / jU.1 Z.ZUU I IYIAIvjU 


1 H/IO 


1 A7Q 


■ lurwdiu z ■ 


TM 


v-jr LUoUllL 


i/ii 
141 


T A-^IOTin 1 9-9AA1 \A AP"5A 
LXj. j jZ / jU. IZ.ZUUiJYlAKjU 


1 AftA 
1U0U 


1 1 A9 
1 J UZ 


lurwdiu z 


TM 


1 1 allMllClllUl allC 


141 
141 


T O'i'VJT^O 1 7*9 On I'M A P 30 
•LXj . j jZ / j U. J Z . Zuu 1 1Y1AJK. j U 


1 1 (YX 
1 IUj 


1 ^A1 
1 jUJ 


Tr\f\if<it*/1 9 
•i UI Wal a z 


TM 


NTn n - f vt n c r»1 i f* 
1NUJ1 V^jr lUOviiw 


1/11 
J41 


T f1-'3177iri 19*9AA1 Tv>f APIA 
jlAj. j jZ / jU. 1Z.ZUU1MAK jU 


i 
1 


*\14 
j 1 1 


iorwara j 


TM 


l>UIl"\-'y LUaL/JlL. 


141 
141 


T 0339730 19-9001M APIA 
1-O.jjZ / jU. 1 Z.ZUUIIVIAKjU 


^1 ^ 
J J J 


^37 

j j / 


1UI WalU J 


TM 

1 JLVl 


Tr»nQmf»rnhr;ini* 
1 1 alio il lull I Ultimo 


1/11 
141 


T Cl'I'X'xTlCl 19-9AA1A4AP1A 
1_VJ.j jZ / jU. 1 Z. ZUU IJYIAIxjU 


J JO 


73 R 

/ JO 


IUI Wal a j 


TM 


lu^uiiL' 


1/11 
141 


T n*'Z'i1T3.ri 19»9AA1A^AP3A 
JL.VJ.jjZ/jU.1Z.ZUU11VIAKjU 


730 


761 


^/^vr*xt / o t*/*1 A 
1U1 Wal LI j 


TM 


1 lallolllwiiui alic 


1/11 
J41 


T ri'lWTXfX 19«9AA1A/TAP3A 
LLf. j jZ / jU. 1 Z. ZUU I IYLAJKjU 


769 


7RO 
/ ou 


fV\i*\i/OT*r1 
IUJ WalU J 


TM 


1 1 UI l"\-»y lUoUllw 


141 
141 • 


T n*H971A 19'9AA1MAP3A 
JL.O.J JZ / jU.1Z.ZUU11VI/\1\jU 


7R1 
to 1 


RA3 

oUj 


lUI WalU j 


TM 


Tran^mpmhranp 
1 1 ai loll itl li ui ai i w 


1/11 
141 


T f\-'X'\'YTXC\ 19-9AA1A4 APIA 
1_,VJ. j jZ / jU. IZ.ZUUliYlAlVjU 


R04 
out 


1004 

1 U7H 


lv/I Wal LI J 


TM 


L^jf IUoUIIU 


141 
141 


T n-H971A 19*9001^ APIA 
JLAJ.J jZ / jU. 1 Z.ZUU11VI/\1\jLI 


loo*; 


1117 
1 I J / 


forwptrrl 3 

IUI Well Lt J 


TM 


Tran?Tnpmhranp. 
1 1 aiioiiiL>iiiui aiiw 


141 
141 


T n*H971A 19-9nA1A4AP3A 
LU.jji/ jV*x£.£\)vixvIJ\x\j\J 


1 1 1 R 
J J J o 


1 1 R1 


forwnrrl 3 
j ui wai li j 


TM 


Mnn -i" 1 v toe nl i f 
i^uji v—-_y lusuuv 


14 1 

141 


T ri'H973A 19-9nniAA APIA 
LU.jjZ / jU. lZ.ZUUli.Yl/\rVJU 


1 1 89 

I 1 OjL 


1901 
i x 


forwnrfl 3 
lui wai li J 


TM 


TrflnQmpmhtflnp, 
1 1 allSliidllL/l ajit« 


141 
141 


T n-H971A 19-9finiA4APin 

JL.vJ.JJ/. / Jw. 1 X.Z.U\JilVlrtX\ JU 


1909 


1919 

1 Z 1 z. 


forwnrH 3 

i\si w ax CI J 


TM 


Cvtosolic 


■ • 141 
141 


T n-H9730 19-9n0lMAP3A 

1-.VJ . j JZ / J \J. x Z. . ZUU I lVI/\ Jt\ J u 


1913 

J Z. 1 J 


1935 

J Z J J 


forwarH 3 

i ui w ai u j 


TM 


Tran^mpmhranp 

x i ai ion i win l/i aiiv 


141 
141 


T n-H9710 19-9AniA7f ARIA 


1936 

1 Z, JO 


1960 


forwarH 3 
ivji wai. Li J 


TM 


NFnn -C v t n sol i c 


141 
141 


T n-H973A 19-9AA1 A4ARin 
LU.jjL / jU. 1Z.ZUU11V1/\1\jU 


1970 
1 z /u 


19R7 
1 zo / 


fnrwarH 3 
i\ji wai li j 


TM 

Jl JLVl 


Transmembrane 

1 1 Ol lolllwlllLFl uJIv 


141 
141 


T 0-n973A 19'9AA1TV/TAR3A 
LU. JJZ / jU. 1Z.ZUU11V1/\1\J\/ 


19RR 
1 zoo 


1301 

1 JU 1 


fnrwarH 3 
iv/i wai li j 


TM 

X 1V1 


Cvtosnlic 


140 
14Z 


T n*mOA9 99*9AA1 MARIA 
J-»vJ. j jjUOZ. ZZ.ZUU x 1V1/\1\ jU 


t 
i 


14 
i t 


forwarH 1 
i ui wai li i 


TM 

JL1V1 


Mnn-Cvlnsolic 


140 
14Z 


T f>mnfi9 99'9AA1 MARIA 
LU . j J j UDZ . Z Z . ZUU 1 IVJLAxv ju 


i j 


37 


forwaTfl 1 

1LI1 wai Ll X 


TM 

1 ivi 


TranQmpmhranp 

J I allollicill Ul allw 


149 
14Z 


T G-3330^9 99-9AA1MAR3A 


38 


133 


forward 1 

1VJX VY Ol Vi X 


TM 


Cvtosolic 


142 


LG:333062.22:2001MAR30 


134 


151 


forward 1 


TM 


Transmembrane 


142 


LG:333062.22:2001MAR30 


152 


160 


forward 1 


TM 


Non-Cytosolic 


142 


LG:333062.22:2001MAR30 


161 


180 


forward 1 


TM 


Transmembrane 


142 


LG:333062.22:2001MAR30 


181 


229 


forward 1 


TM 


Cytosolic 


142 


LG:333062.22:2001MAR30 


1 


100 


forward 2 


TM 


Non-Cytosolic 


142 


LG:333062.22:2001MAR30 


101 


120 


forward 2 


TM 


Transmembrane 


142 


LG:333062.22:2001MAR30 


121 


204 


forward 2 


TM 


Cytosolic 
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TABLE 2 



QUA r\ KlfV 


j. empidie xu 


Start 


Stop 


Frame 


Domain Type 


Topology 


14/ 


t r^'iimfs) 77-onniM ap^O 

L»vj \ j DjkjOjL. ZZ. ZUU 1 1V1/\1\. J u 


205 


227 


forward 2 


TM 


Transmembrane 


142 


1Aj:3j3UOZ.ZZ.ZUU1MAIOU 




229 


fnrward 2 

I vl W CI J. U A. 


TM 


Non-Cytosolic 


t A1 

143 


LXj.d DJ /UD.Z.ZUUllViAJtOU 


1 


11 14 


fnrward 1 


TM 


Non-Cytosolic 


1 A 1 

143 


LU:33j /Uj.Z.ZUUIMAIOU 


1 1 1S 


1137 


fnrward 1 


TM 


Transmembrane 


143 


1AjId3j /UJ.Z.ZUUllylAixju 


1 1 DO 


19^3 


forward 1 

Ivl WCll KJ X 


TM 


Cytosolic 


t A 1 

143 


t p. < 3ic7A< i*ono,i m APin 
1aj*3 j-> /UXZ.ZUUIMAIOU 


1914 




forward 1 


TM 


Transmembrane 


t A 1 

143 


1Aj:3 J-> /Uj.Z.ZUUIMAIOU 


19S7 


MAI 


forward 1 

LKJl Well U 1 


TM 


Non-Cytosolic 


143 


T P-OOMA? O.Of\ni1WT APIA 

LO.335 /UXz.ZUUlMAiOU 


1 /HO 


1770 


forward 1 


TM 


Transmembrane 


143 


LG:335705.2:2UulMAK3U 


1771 
1 / / 1 


1700 


lUlWdlU I 


TM 
x ivi 


Cvtosolic 


143 


LG:335705.2:2001MAK3U 


1 
1 


19A0 


r\ t~\ Horn O 

lorwd.ru z. 


TM 

1 1V1 


Nnn-Cvto^olic 


143 


LG:335705.2:2u01MAK3U 




1979 
1 z / z 


■f/"\t-Mroiv"i 7 
lOlWdlU z. 


TM 


Transmembrane 


143 


LG:335705.2:2UU1MAK3U 




JZoJ 


rorwaro z 


TM 


Cvtosnlic 


143 


LG:335705.2:2001MAK3U 


IOC/4 


1*3 n/i 


iorWara z 


TM 
xivx 


Tr a n s m p m Hr a n p 

X l Ull&lllt/J»1L/1 CI I IKS 


143 


LG : 335705 .2 :2U0 1MAK3U 


1 Q/Y7 
15U/ 




iorwaro z 


TM 




143 


LG:335705.2:20Q1MAR30 


IjJO 


i 


forward 2 


TM 

1 IVi 


TrflncmpmKranp 


143 


LG : 335705 .2 :2001 MAR30 


i35y 


1/1 OA 


forward 2 


TM 


r^vtocolio 
v^- y njovjiiv* 


143 


LG :3 35705 .2 :200 1 MAR30 


1 AC\H 

149/ 


1D14 


forward 2 


TM 
1 ivl 


1 1 dllblllClllUI ulIC 


143 


LG: 335705.2:200 1MAR30 


1513 




forward 2 


TM 
liVl 


Mati.P vtocoli^ 
INUlI~v-y lUoOllL. 


143 


LG:335705.2:2001MAR30 


1731 


1 753 


forward 2 


1 IVi 


i ransmem or due 


143 


LG:335705.2:2001MAR30 


1754 


1 TAA 

179U 


forward 2 


lfvl 


i^yiosoiiu 


143 


LG:335705 .2 :2001M AR30 


1 


1Z45 


forward 3 


TM 
1 IVI 


iNon- v^y luaoiic 


143 


LG:335705.2:2001MAR30 


1249 


1 ni 
1271 


forward 3 


1 IVI 


i ransmemurdiie 


143 


LG:335705.2:2001MAR30 


1272 


lzo3 


forward 3 


1M 


^yiosoiio 


143 


LG:335705.2:2001MAR30 


1284 


1 oA£ 

1306 


forward 3 


1 m 


i ransniein uranc 


143 


LG:335705.2:2001MAR30 


1307 


1 O 1 c 

1315 


forward 3 


1JV1 


iNon-^yiosoiic 


' 143 


LG:335705.2:200lMAR30 


1316 


133D 


iorwara 3 


■ i rvi 


1 IdnblllCIIIUI allC 


143 


LG:335705.2:200lMAR30 


1336 


1346 


forward 3 




i^yiosouo 


143 


LG:335705.2:200lMAR30 


1347 


1366 


forward 3 


• T\A 
1M 


i ransmemuiane 


143 


LG:335705.2:200lMAR30 


1 367 


noA 
I7o9 


forward 3 


liVi - 


i\on-i^y loioiio 


144 


LG : 337930.1 6:200 1MAR30 


l 


1 o 
IZ 


forward 2 


liVl 


C*\ 1 1 r\ e r\ 1 1 r* 
V_»y lUoUllO 


144 


LG:337930. 1 6:200lMAR30 


13 


3j 


forward 2 


IM 


i rdnoiiiciiiui awe 


144 


.LG:337930.l6:200lMAR30 


36 


64j 


forward 2 


TTV/t 
liVl 


XFrm-fvtncol ir* 

in on~v^y lUdOiio 


145 


LG:346481.15:2001MAR30 


1 


lUo 


forward 2 


11V1 


Mr\r» f'vtncolir* 

iNun-^y lu&uiiv 


. 145 


LG:34648 1 . 15:2001MAR30 


10/ 


i zy 


forward 2 


TM 
i 1Y1 


Trnncmpmhranp 

1 IcIIlblilCIllUl allC 


145 


LG: 34648 1 . 15:2001MAR30 


i in 
13U 


1 A1 
101 


forward 2 


TM 
livl 


f^vtocolio 
\_y tuovjuo 


146 


T -iA{\l£A 1 .AAAI TV Ji AD1A 

LG:349 164.1 :2001MAK3U 


1 


AO. 


rorwara i 


TM 

I IVI 


f^vtocolif* 
^y ioouiiw 


146 


LG:349 164.1 :2001MAK30 


/I o 

4y 


A1 


forward 1 


TM 

1 IVI 


Trancmpmhninp 


146 


T r** .'7 vtrtl C A 1 .OAA1\if AD1A 

LG:349 1 64. 1 :2001MAR30 


6o 


If, 
/O 


forward 1 


TM 


Non-f*vtOQollf' 


146 


LG:349 164. 1 :20ulMAKiU 


1 1 


OQ 

yy 


i or Weir u i 


TM 


Tra n c m p m hra n ft 

X 1 till j>I I ll/il iui * 1 1 1 V-> 


146 


LG : 349 1 64. 1 :2UU 1 M AK3U 


1 OA 


17^ 
1 Zj 


frvf\i»or/"i 1 
IOrWaTU 1 


TM 

1 1V1 


r^vtocoli^ 


146 


LG : 549 1 64. 1 :zUU 1 M AK 5\J 


1Z4 




iorwara i 


TM 

1 IVI 


Trancmpmhranft 
X 1 ctlloli it J 11L/1 out/ 


146 


L,0:34y 164. 1 :ZUUlM/VKou 


14 / 


7^R 

/ JO 


fr^w-Ai / o ttI 1 

lUIWdlU 1 


TM 

1 IVi 


Tslon -C vtosol i c 


146 


T .1 Af\1 £.A 1 .OAAITii ADOA 

LG : 349 1 64. 1 :200 1 M AK30 


T2Q 

I5y 


7^1 
/01 


iorwara i 


TM 

1 1V1 


Tr?i n c m pm Hra rift 


146 


T !**• .O/irV 1 CA 1 .OrtAI X A A "Din 

LG:349 164. 1 :ZUU1IV1AKJU 


/oz 


R07 


iorwara i 


TM 

1 IVI 


PvtOQnlic 
v^y ivj j wiiw 


146 


LG: 349 164. 1 :2001MAR3U 


oUo 




forward 1 


TM 


1 1 diloiiiciiiui aiiu 


I4o 




R^1 


844 


forward 1 


TM 


Non-Cytosolic 


146 


LG:349 164. 1 :2001MAR30 


845 


867 


forward 1 


TM 


Transmembrane 


146 


LG:349164.1:2001MAR30 


868 


943 


forward 1 


TM 


Cytosolic 


146 


LG:349164.1:2001MAR30 


944 


966 


forward 1 


TM 


Transmembrane 


146 


LG:349164.1:2001MAR30 


967 


973 


forward 1 


TM 


Non-Cytosolic 


146 


LG:349164.1:2001MAR30 


1 


45 


forward 2 


TM 


Cytosolic 


146 


LG:349164.1:2001MAR30 


46 


68 


forward 2 


TM 


Transmembrane 


146 


LG:349 164. 1 :2001MAR30 


69 


124 


forward 2 


TM 


Non-Cytosolic 


146 


LG:3491 64. 1 :2001MAR30 


125 


144 


forward 2 


TM 


Transmembrane 
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OC.v^ Lf INU. 


Tpmnlatp TF> 




Stop 


Frame 


Domain Type 


T0D0l0 a Y 


\A« 
140 


L,^J . DHy 1 U*r. 1 ,CAJ\J XAVi/-\I\ JU 




150 


forward 2 


TM 


Cytosolic 


140 


I A I . J'-ty iVy-t . 1 ,CAJ\J 1 IVl/AIx JU 


151 


173 


forward 2 


TM 


Transmembrane 


140 




174 


187 


forward 2 


TM 


Non-Cytosolic 


1 AA. 
140 


JLAJ. jH^IDH. 1 .ZUUIIVI/YISOI/ 


IKK 

1 oo 


910 

C-X\J 


forward 9 


TM 


Transmembrane 


140 


T n-^/10lM 1 -9001 MAP ^f) 


91 1 

Ci 1 


J07 


forward 2 


TM 


Cytosolic 


1 A £ 
140 


JLVJ. lOt. I ./■UUllvl/ilxjv 






forward 9 


TM 


Transmembrane 


14o 


T fl'^AMfA 1 '0001 A/TAP ^fl 
IAj.34:7l04., 1 .ZUUlxVl/\K jU 




499 


fnrwarH 9 


TM 


Non-Cy tosol ic 


146 


L0.^4V 104. 1 .ZUUllVlAxOU 


49^ 


449 


forward 9 


TM 


Transmembrane 


146 


JLu. j4" 104. 1 .ZUUllVlAlxjU 




475? 


forward 9 


TM 


Cv tosol ic 


146 


t r*'iAQ'\AA i-onniviAP^n 

JLO.^>4" 104. 1 .ZUU liVlAJtOU 


/170 
4/y 


40fi 


forward 9 


TM 


Transmembrane 


1 AC 

146 


Lrljl j4V 104. 1 .ZUUIJVIAIOU 


4^ / 


DDw 


■forxx/ard 9 


TM 


Non-Cvtosolic 


1 AC 

146 


L»U:34y 104. 1 .ZUU1 MAK j\J 


001 


OOJ 




TM 


Transmpmnrane 


1 AC 

146 


JLO: J4y 1 04. 1 .ZUU 1 MAKju 


ASM 
0o4 


OVj 




TM 

1 1V1 


fvtoiolir 

* — J IwoU 1 1^ 


1 AC 

146 


LO : j4y 1 04 . 1 . ZUU 1 JV1 AK J u 


oyo 


71 ^ 
/ ID 


1UI WolLl 


TM 

1 IVi 


Tra n cm p m h»r a n p. 


1 AC 

146 


T /""'.l/IOI CA 1 •Hf\f\1\/t AT>Hf\ 

JLO. J4y 104. 1 .ZUU 1M AKoU 


oi a 

/10 


7X4 
/34 


f/>riiiQrn 0 
lOrWalLI Z, 


TM 
1 ivi 


Mftn VfOQol i P 


1 AC 

1 46 


T r».i/in i ca i .ohai A/I A T> OA 

LO : J4y 1 04 . 1 .ZUU 1 JM AK 3U 




7^7 
ID 1 


I or w ai u z 


TM 

i 1V1 


TranQmpm Hranp 


1 AC 

146 


LO: J4y 1 04. 1 .ZUUIMAIOU 


H^Q 


I /O 


iorwaro z 


TM 

1 1V1 


f^vtocolic 


1 AC 

146 


LO:i4y 1 o4. 1 .ZUU 11VLAK3U 


111 


"7AO 
fyy 


iorwara z 


TM 

1 IVi 


TranQmpmhranp 
1 1 uiiDiiic-Jiiui alio 


146 


T . 1 /I m C A 1 .OAA1X* ADOA 

LG:349 1 64. 1 :2UU 1JMAK3U 


onn 
oUU 


QHA 

oZ4 


forward 2 


TM 

1 1V1 




146 


t /**• nACxtCA t .OAni x;r a r>oo 

LG :349 1 64. 1 :zUUl MAR3U 


oz5 


54/ 


rorwara z 


TM 
1 ivi 


1 1 allMlivinuialic. 


146 


LG.349164. 1 :2UU1 MAR30 


o4o 


oci 

oD3 


forward 2 


TM 




146 


LG.349 1 64. 1 :zUUl MAR3U 


OCA 

854 


873 


forward 2 


TM 

X IVI 


Trnncmpmhranp 


146 


LG : 349 1 64. 1 .200 1 M AR30 


on a 

874 


one 

87o 


forward 2 


TM 
1 1V1 


iNon*v^yiosoiio 


146 


LG:349 1 64. 1 :z001 MAR30 


877 


OAA 

899 


forward 2 


TM 
1 1V1 


X 1 allblllClllUi allC 


146 


LG : 349 164. 1:200 1MAR30 


e\f\r\ 
900 


mo 
93Z 


forward 2 


TTV/f 
1M 


v.yiosoiic 


146 


LG:349 1 64. 1 :2001MAR30 


All 

933 


ncc 

955 . 


forward 2 


■ TM 


Trancitipmhrnnp 
1 raliMIlClllUiaiic 


• 146 


T /""» 0/101 ^ yl 1 .1AA1H* ATJIA 

LG : 349 164. 1:200 1MAR30 


956 


973 


forward 2 


1JV1 


Mori f^x/tocoli/^ 
IN O U-^. y lOJs U 11 \* 


146 


LG : 349 1 64; 1 : 200 1 M AR30 


j t 
1 1 


0o3 


forward 3 


TM 
1 ivl 


i 'Mon—f^vtocolif* 


146 


LG:349 164.1 :2001MAR30 


CCA 

664 


est 1 
Ool 


forward 3 


TM 


X lallMllClIlUlaliC 


146 


T Af\1 CA 1 .1AA1H/T AD1A 

LG: 349 1 64. 1 :2001 M AR30 


ccy 
682 


/COO 

oyz 


forward 3 


TM 
11V1 


\_^y lubuiic 


146 


LG : 349 1 64 . 1 :200 1 M AK30 


693 


"71 < 
/ 13 


forward 3 


TM 


X ralloiiiciiiUiaiiC' 


146 


T /"* . 1 A f%1 C A 1.inA1lk/AD1A 

LG : 349 1 64. 1 :200 1 JV1AK30 


/lo 


/41 


rorwara o 


TM 
1 JV1 


KTon-r^vtocolio 


146 


LG : 349 164.1 :zUU 1 MAK30 


HAH 
/4Z 


HAA 
/04 


lorwaiQ 3 


TM 


X I ailMI 1C111U1 allt^ 


■\ AC 

, 146 


7 r^.Q/IQI CA i .onni AVI AD1A 

LG:34y 1 04. 1 .ZUUIMAKJU 


/0j 


77^ 
/ /0 


iorwdru j 


TM 


f^vtocolir 


t A C 

146 


. 34y 104.1. ZUU 1 MAK3U 


"777 
III 


700 


lurwdiu d 


TM 


TranQmpmhranp 


1 AC 

146 


LU . 34y 1 04 . 1 . ZUU 1 M AK JU 


CAA 
oUU 


o lo 


1UI WolU D 


TM 


Mon vt ns ol i c 


A AC 

146 


t i^.iAQi 1 'Onm \A~ ADin 
LG.34y 1 04. 1 .ZUU 1MAK3U 


oiy 


541 


1UI WolU J 


TM 

1 1V1 


Tmn^mpmhranp. 
1 1 alloIiIoiiiL/i til iv^ 


1 A C 

146 


Lkj. J4V 104. 1 .ZUUilVlAKJU 


64Z 


R^9 
oDZ 


For\x/nrr1 
1UI Well Li »> 


TM 


F^VtOQollP 


1 AC 

146 


L,0. 34r 1 04. 1 .ZUU 1 JV1 AK3U 


OD3 


R7^ 


forward ^ 

1 Ul WolU J 


TM 


Transmpmhrane 


1 AC 

146 


lAJ. J4V104. l.ZUUlMAxOU 


Q7A 
o/O 


87 R 


Forward H. 


TM 


Nnn-Cvtosolic 


1 AC 

146 


L,0.34V 104. 1 .ZUUIIYIAKJU 


07Q 


070 


forward ^ 

LKJl Well Ll J 


TM 


Transmpmhrane 


1 AC 

146 


I r^'IAQA £LA i ►inm \/l A dio 
LLi . jny 1 04 . 1 . ZUU 1 M AK-5U 


OOO 




forward ^ 


TM 
X ivi 


fvtnsnlic 


1 AC 

146 


LXj.OHy 1 04. 1 .ZUU1M AK3U 


Q1 A 

yiu 


0^9 


Forward 


TM 

1 IVI 


TranRmpmhrane 


1 A C 

146 


. 34V 1 04. 1 .ZUU 1 XvIAKjU 


yjj 


yt 1 


Forwnrd ^ 
1U1 WdlU 


TM 

1 IVI 


Nnn-Cvto<;olic 


1 AC 

146 


LLi.34yi04. 1 .ZUUIMAKjU 


a ah 


0^4 

yo4 


Forward ^ 


TM 
1 ivi 


TranQmpmhrJine 


1 A C 

146 


T r'.l/IQI 1.1AA1\jfAD1A 

LG:34y 104. 1:ZUU1MAK3U 


y\jj 


Q71 

y i -J 


1UI WdlU j 


TM 
1 ivi 


f^vtocolip 


1 AH 
14/ 


LAJ . JJwJ / .D .CAJXJ 1 V/U\S\J\J 


1 


71 


forward 1 


TM 


Non-Cytosolic 


147 


LG:350957.5:2001MAR30 


72 


94 


forward 1 


TM 


Transmembrane 


147 


LG:350957.5:2001MAR30 


95 


106 


forward 1 


TM 


Cytosolic 


147 


LG:350957.5:2001MAR30 


107 


129 


forward 1 


TM 


Transmembrane 


147 


LG:350957.5:2001MAR30 


130 


151 


forward 1 


TM 


Non-Cytosolic 


147 


LG:350957.5:2001MAR30 


152 


174 


forward 1 


TM 


Transmembrane 


147 


LG:350957.5:2001MAR30 


175 


238 


forward 1 


TM 


Cytosolic 


147 


LG:350957.5:2001MAR30 


239 


261 


forward 1 


TM 


Transmembrane 
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SEQ D NO: 


lemplate ID 


Start 


Mop 


Frame 




lopoiogy 


147 


LG :350957 .5 :20U 1 M AR30 


2o2 


2oo 


forward 1 


AM 


lNon-v^yiosoiic 


147 


LG:35095 /.5:2UU1MAR3U 


287 


309 


forward 1 


TTV/T 
liVI 


l runsiTieniDrdnc 


147 


LG:350957.5:2001MAR30 


310 


oha 

379 


forward 1 


T\/f 
I M 




147 


LG:350957.5.2001MAR30 


I 


t o 
15 


i or ward l 


T\A 
IM 


^yiosojic 


147 


LG:350957 .5 :200 1 M AR30 


19 


41 


forward 2 


I M 


l ransrnernDrane 


147 


LG:350957.5:200lMAR30 


42 


71 


forward 2 


TTV/f 




147 


LG:350957.5:2001MAR30 


72 


94 


forward 2 


TTV/I 


Transmembrane 


147 


LG:350957.5:2001MAR30 


95 


151 


forward 2 


IM 


Cytosolic 


147 


LG:350957.5:200lMAR30 


152 


174 


forward 2 


TTV/I 

IM 


Transmembrane 


147 


LG:350957.5:2001MAR30 


175 


212 


forward 2 


IM 


Non-Cytosolic 


147 


LG:350957.5:2001MAR30 


213 


232 


tor ward 2 


IM 


Transmembrane 


147 


LG:350957.5:200lMAR30 


233 


244 


forward 2 


T\A 
IM 


Cytosolic 


147 


LG:350957.5:200lMAR30 


245 


262 


forward 2 


IM 


Transmembrane 


147 


LG:350957.5:200lMAR30 


263 


271 


forward 2 


IM 


Non-Cytosolic 


147 


LG:350957.5:200lMAR30 


272 


294 


forward 2 


TM 


Transmembrane 


147 


LG:350957.5:2O0lMAR30 


295 


298 


forward 2 


TM 


Cytosolic 


147 


LG:350957.5:200lMAR30 


299 


321 


forward 2 


TM 


Transmembrane 


147 


LG:350957.5:200lMAR30 


322 


379 


forward 2 


TM 


Non-Cytosolic 


148 


LG:3835l2.8:200lMAR30 


1 


833 


forward 2 


TM 


Non-Cytosolic 


148 


LG:3835l2.8:200lMAR30 


834 


856 


forward 2 


TM 


Transmembrane 


148 


LG:3835l2.8:200lMAR30 


857 


876 


forward 2 


TM 


Cytosolic 


148 


LG:3835l2.8:200lMAR30 


877 


899 


forward 2 


TM 


Transmembrane 


148 


LG:3835l2.8:200lMAR30 


900 


1052 


forward 2 


TM 


Non-Cytosolic 


149 


LG:40ll63.l0:200lMAR30 


1 


1167 


forward 1 


TM 


Non-Cytosolic 


149 


LG:40l 163.10:2001MAR30 


1168 


1190 


forward 1 


TM 


Transmembrane 


149 


LG:40ll63.lO:200lMAR30 


1191 


1270 


forward 1 


TM • 


Cytosolic 


149 1 


LG:40l 163. 10:2001MAR30 


1271 


1290 


forward 1 


TM 


Transmembrane 


149 • 


LG:40l 163.10:2001MAR30 


1291 


1492 


forward 1 


TM 


Non-Cytosolic 


150 


LG:402l33.l:200lMAR30 


1 


6 


forward 3 


TM 


Cytosolic 


150 


LG:402 1 33. 1 :200l MAR30 


7 


26 


forward 3 


TM 


Transmembrane 


150 


LG:402l33.l:200lMAR30 


27 


68 


forward 3 


TM 


Non-Cytosolic 


150 


LG:402l33.l:200lMAR30 


69 


91 


forward 3 


TM 


Transmembrane 


150 


LG:402l33.l:200lMAR30 


92 


476 


forward 3 


TM 


Cytosolic 


150 


LG:402l33.l:200lMAR30 


477 


499 


forward 3* 


T*X A 
IM 


Transmembrane 


150 


LG:402l 33. 1 :200lMAR30 


500 


543 


forward 3 


TM 


Non-Cytosolic 


151 


LG:405820. 1 :200lMAR30 


1 


242 


forward 1 


TM 


Non-Cytosolic 


151 


LG:405820. 1 :200lMAR30 


243 


262 


forward 1 


TTV A 


Trans membrane 


151 


LG:405820. 1 :200lMAR30 


263 


303 


forward 1 


TM 


Cytosolic 


152 


LG:405846. 1 :2001MAR30 


1 


297 


forward 1 


IM 


Non-Cytosolic 


152 


LG:405846.l:200lMAR30 


298 


320 


forward 1 


T*\ A 

IM 


Transmembrane 


152 


LG:405846.l:200lMAR30 


321 


356 


forward 1 


r T r \ a 

IM 


Cytosolic 


153 


LG:40740l.2:200lMAR30 


1 


542 


forward 2 


IM 


Non-Cytosolic 


153 


LG:407401 .2:2001MAR30 


543 


565 


forward 2 


IM 


Transmembrane 


153 


LG:407401.2:2001MAR30 


566 


573 


forward 2 


IM 


Cytosolic 


153 


LG :40740 1 .2:200 1 MAR30 


574 


591 


forward 2 


TM 


Transmembrane 


153 


LG :40740 1 .2:200 1 M AR30 


592 


888 


forward 2 


TM 


Non-Cytosolic 


154 


LG:408448.1 0:200 1MAR30 


1 


636 


forward 1 


IM 


Non-Cytosolic 


154 


LG:408448.10:2001MAR30 


637 


659 


forward 1 


TM 


Transmembrane 


154 


LG :408448. 1 0:200 1MAR30 


660 


716 


forward 1 


TM 


Cytosolic 


154 


LG:408448.10:2001MAR30 


1 


281 


forward 2 


TM 


Non-Cytosolic 


154 


LG:408448.10:2001MAR30 


282 


304 


forward 2 


TM 


Transmembrane 


154 


LG:408448.10:2001MAR30 


305 


324 


forward 2 


TM 


Cytosolic 


154 


LG:408448.10:2001MAR30 


325 


347 


forward 2 


TM 


Transmembrane 


154 


LG:4O8448.10:2001MAR30 


348 


715 


forward 2 


TM 


Non-Cytosolic 
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Start 


Stop 


Frame 


Domain Type 


Tonolnov 


1S4 
1 J 4 * 






981 


1 l/l W til U J 


TM 


Non-Cvlo^olic 


1 JH 


T O40R44R 102001MAR30 


282 


304 


forward t 


TM 


Transmembrane 


1 J^t 


T n*4flR44R 10-7001 MAR^ft 


305 


324 


f*ArwftrH 1 

1 Vsl VV CU U 


TM 


Cviosolic 

V V IVJvl ft w 


1 DH 


T H-40R44R 10*9001MAR^0 

.HUOf^t O. I U. Z.UU 1 1V1 J\J 


^9S 


147 
j*t / 


fArwsirH 1 


TM 


Trn n ^ mp m hr a n f* 

AIUIIOIJIVjII IUI til h_. 


1 

l J*+ 


i r T -40R44R io-?ooimar^o 

J_AJ.*tI/0*t'tO. I V/.Z-VA/llVl/VlXJV 


^48 


71 S 
/ 1 j 


fArwnrrl 1 


TM 


Non-Cvtn^nlic 

I'uii » y iuouiiv 


l j j 


T H-40RRS4 1V?001MAR^0 

l_»VJ. t TUOOJ*t.I J.iW 11V1/-\I\.JU 


} 


128 


fArwarH 1 

1VJ1 VV CUU X 


TM 


Non-Cvlo^olic 


1 jj 


T n-40R8^4 1 ^-9001 MAR "30 

I_.VJ .^fUo O J ^ . I J . ZUU J IV1 A. Jx J w 


190 


14R 


Tr\r\xtarr\ 1 


TM 


TranQmpmhranP 

llul lolJ I&l J l\Jl £111^ 


1 jj 


T n-4HRR^4 1 "V9001M AR^O 




101 

171 


TnrwmrH 1 


TM 

1 1V1 


f^vtAQAlir 1 


lJJ 


T n-AORR^d 1 'VOOOI MAR 30 
JLAj.4UooJ*K 1 J-Z\JU11V1/\I\.JVJ 


109 


914 

ZIH 


lUIWarU 1 


TU 

1 1V1 


l lalloljiciliui tillw 


1 cc 
1 JJ 


t n«/Ln88^4 i ^-ooniM ap^o 

JL.0.4UooJ4 . 1 J.ZUU11V1/\1\.JU 


91 S 

L 1 J 


91 R 
Zl o 


lorwdiu i 


J.IV1 


MAn-CvtACAltf* 


t cc 

Ijj 


i n-Af\QQSA ii«oaaitwt adia 

1Aj.4U5oJ4.1 J.ZUU1M/YKJU 


910 


9^R 

ZJo 


1 U I W JJ U 1 


TTV/f 

1 1V1 


llallolIlCllIUl alio 


ijj 


t n«4nQR^4 i 'X'0ri(\mi ap^h 

1-.O.4U0 0J4. 1 J.ZUU11V1/\.1\.JU 


9^0 
^jy 


949 
Zf z 


lorwdiu i 


TM 

11V1 


r^VtACAlif 


Ijj 


T f^'AHQQKA 1 *3*0 AA1 lVvf A D 'lA 
LU.4Uooj4.lJ. ZUUIMAKJU 


94^ 
Z4J 


ZOj 


iorwara i 


TM 
11VI 


1 1 diiisineiii uianc 


ice 

Ijj 


L,0.4UooJ4. 1 J. ZUUIMAKJU 


ZOO 


JUj 


iorwara i 


I iVl 


Att «.r^V t A C A 1 1 f* 

i^iuii**v^y lUiUiiL. 


1 cc 
Ijj 


JLU.4Uooj4.1j. ZUUIMAKJU 


JUO 


^OQ 
JZo 


lorwaro i 


TM 
llYl 


1 IallaniClllUl alio 


1 cc 
Ijj 


LU.4Uooj4. 1 j.zUUIMAKjU 


jzy 


<AA 
J44 


forward 1 


1M 


^yiosoiic 


1 c< 
150 


T r^-zt 111 CA 1 A .OAA1 \/f A D "3 A 

LU.4 1 1 15U. 14.ZUUIMAK3U 


1 
1 


fin A 

0/0 


forward 1 


1M 


iNon-v^yiosoiic 


1 c<c 
15o 


T C^.A 1 1 1 CA 1 /1 .A AA1 A T> in 

1Aj:411 15U.14.ZUU1MAK5U 


0/ / 


AGO 

oyy 


forward 1 


1M 


i ranbrneiTiDrane 


1 C£ 

IJO 


T i~*.A 1 1 1 CA 1 A .OAA1 X/TAD^n 

LU:411 15U.14.zUU1MAKjU 


TAA 
/UU 


QOO 
oZZ 


forward 1 


1M 


i-^yiosoiic 


i c£ 
IJO 


T 1 1CA 1 A .OA A 1 XVT A D'Jfl 

LG:411 150.14:zU01MAK3U 


1 


0/O 


forward 2 


1M 


Non-Cytosolic 


156 


T P./l 111Cn 1<4 .OAfll Hif A T) O A 

LG:41115U.14:2UuiMAk3U 


Of 1 


oyy 


forward 2 


1M 


Transmembrane 


156 


T 1CA 1vl .AAA1"X/I A T> O A 

LG:4 11 150.1 4:zU01MAK3U 


-7AA 

/UU 


OZZ 


forward 2 


1M 


Cytosolic 


1 CC 

156 


T /"« . vl 1 1 1 C A t A .AAA 1 "K/T A D1A 

LG :4 11 150. 14:2001 MAR3U 


1 


AA 


forward 3 


1M 


Cytosolic 


1 CC 

156 . 


T P.>l111Cf\ 1 yl .AAA 1 X iff A Ti "5 A 

LG:4 1 1 150. 14:zO01MAK3O 


1 AA 

100 


1 17 


iorwara 3 


1M 


Transmembrane 


1 cc 

156 


T r».<4 1 1 1CA 1 A .O AA1 X / A D^A 

LG:411150.14:z001MAR30 


MO 

115 


699 


iorwara 3 


1M 


Non-Cytosolic 


1 CC 

156 


T ICn 1/1 .AAA1 X iff A 15 OA 

LG:41 1 150.14:z001MAR30 


TAA 
. /OO 


722 


forward 3 


1M 


Transmembrane 


156 


T /~i . y« 1 1 1CA IjI -OAr»"t X A A T> O A 

LG:411 150.14:z001MAR30 


.723 


733 


forward 3 


1M 


uytosoiic 


156 


T A.^ 1 1 1 CA, 1 >t .AAA I X iff A T) O A 

LG:41 1 150:14:zU01MAR3U 


- /34 


TC 1 
/J 1 


forward 3 


1M 


Transmembrane 


1 CC 

156 


T r»./l 1 1 1 CA 1 vl.AAAl X iff A DOA 

LG:41 1150. 14:200 1MAR30 


TCA 

.. /JZ 


754 


forward 3 


1M 


Non-Cytosolic 


1 CC 

156 


t f~* CA 1 vl .OAA1 Xvl AD1A 

Lu:41 1 150.14:z001MAR3U 


/JJ 


III 


forward 3 


TTV/f 
1M 


Transmembrane 


1 CC 

156 


T /"< . yi 1 1 1 CA 1/1 .AAA1 Xiff A "DO A 

LG:41 1 150. 14:200 1MAR30 


no 
/ /o 


OA 1 

821 


forward 3 


1M 


Cytosolic 


157 


LU:4 1 1400. 1 :Z001MAK 30 


i 
1 


111 
1 1 1 


forward 1 


TTV4 
1M 


Non-Cytosolic 


15 / 


T /~**A 1 1 A&& 1 .OAA1 Kif A D'JA 

LG:41 14oo. 1 :ZUU1JVLAK50 


1 1 0 
I IZ 


1 O/t 

134 


forward 1 


1M 


Transmembrane 


1 C7 

15 / 


L.O:4 1 1400. 1 .ZUUIMAKjU 


IOC 

1 JJ 


14A 
140 


rorwara i 


11VI 


^yiosojic 


1 CI 

15/ 


L.G.4 1 1400. 1 .Z001 MAR50 


1 /IT 
14/ 


1 AO 

ioy 


forward 1 


TTV4 
11V1 


i ransmemorane 


1 co 
1j / 


JLG.4 1 1400. 1 .ZUUIMAKjU 


I /U 


1 QQ 
loo 


iorwara l 


TM 
11V1 


iNUn-i_yiosoiio 


i C7 
15 / 


L.vj.4 1 1400. 1. ZUUIMAKjU 


1 RQ 
ioy 


01 1 

Z 1 1 


iorwara l 


TM 

1 IVl 


i ninsmeni Diane 


1 ^7 

1 J / 


t n«4ii4/\£ i •onniiwf ar^h 

l^VJ.4 1 1400. 1 . ZUUIMAKJU 


919 
Zl Z 


017 
Zl / 


lUIWdlLl 1 


TM 

J. IVl 


^vtrtcr»1ii^ 


1 C7 
15 1 


i^U.41 1400.1.ZUU1MAK3U 


Zl o 


Z4U 


iorwara i 


TM 
I IVl 


i rdnsmemDiane 


1 C^ 

15 / 


T n*41 14A^ 1 •9fM"l1\yf APIA 
l^O .411 400 . 1 . ZUU 1 M A K J U 


941 
Z*f I 


054 
ZJ4 


tVm"»170IY1 1 

lUlWalU 1 


TM 

1 IVl 


M/\n ^vtncr^lir* 

in uj i-v^y lUoUi 


1 *\7 
lj / 


JHj.4 I l*tOO. 1 .ZUUIMAKJU 


9SS 
zjj 


074 
Z /H 


J UI VV dl LI I 


TM 

11V1 


TrnticmAmhrnnp 
1 1 ullMUCIKUl <1UC 


1 C7 

15/ 


Llj.41 1400. 1 .ZUUIMAKJU 


07 *s 
Z/ J 


3JJ 


frtt*«l/0«*/I 1 

1UJ Wditl I 


TM 
1 1YI 


V-yiUaUIIU 


1 C7 
IJ/ 


Hj.4 1 14D0.1 .ZUUIMAKJU 


JJ4 


Q5 1 
3 J 1 


iorwara i 


TM 
livi 


1 FanMIIciIlUIallt 


1 C7 
15/ 


t c,-A 1 1 a&& i -onnn/fAPin 

LO.4 1 1400. 1 .ZUUIMAKjU 


JjZ 


/I A/1 

4U4 


iorwara 1 


TM 

11VI 


lNon-i^yiosouc 


1 C7 

15/ 


T n~A 1 14££ 1 A>T AT?3A 
L-O.41 1400.1 .ZUUIMAKJU 


4UJ 


/107 
4Z / 


iorwara i 


TM 
1M 


i ransmemordnc 


1 C7 
15/ 


t n«4ii4Afi i -onn 1 \>f at? 

I_iLj.41 1400.1 .ZUUIMAKJU 


408 
4Zo 




iorwara i 


TM 

11V1 


l*\f t /-\oi~\ 1 ir* 


157 


LG:4 1 1466.1 :2001MAR30 


526 


548 


forward 1 


TM 


Transmembrane 


157 


LG:41 1466.1 :2001MAR30 


549 


918 


forward 1 


TM 


Non-Cytosolic 


157 


LG:41 1466.1 :2001MAR30 


1 


70 


forward 3 


TM 


Cytosolic 


157 


LG:41 1466.1 :2001MAR30 


71 


93 


forward 3 


TM 


Transmembrane 


157 


LG:411466.1:2001MAR30 


94 


110 


forward 3 


TM 


Non-Cytosolic 


157 


LG:41 1466.1:2001MAR30 


111 


133 


forward 3 


TM 


Transmembrane 


157 


LG:41 1466.1 :2001MAR30 


134 


145 


forward 3 


TM 


Cytosolic 


157 


LG:411466.1:2001MAR30 


146 


168 


forward 3 


TM 


Transmembrane 
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CCA r\ XTfV 


1 ClUpidlt- XxJ 


Start 


Stop 


Frame 


Domain Type 


Topology 


1 *\7 
ID / 




169 


202 


forward 3 


TM 


Non-Cytosolic 


ID i 


LU-T 1 1 1 *+UU. 1 .Z.\J\J xxvxr\I\J\J 


203 


225 


forward 3 


TM 


Transmembrane 


1 <v7 
1 J / 


JLiLf.t-1 ltOO. A .Z.UUllvl/\i\.JU 


226 


231 


forward 3 


TM 


Cytosolic 


1 ^7 
1 J / 






254 


forward 3 


TM 


Transmembrane 


1 ^7 
ID 1 


t n-A\ 1 -onm mar io 

IAj.*rl I'tOU.A .ZUUlIVi/\XVJV 


I* JO 


918 


forward 3 


TM 


Non-Cytosolic 


1 JO 




1 

1 


741 
/hi 


forward 2 


TM 


Non-Cytosolic 


1 *ZQ 
[Do 


iaj.4 i jyoy.oo.zuu iivi/\i\3u 


749 


764 


forward 9 
i\Ji wax \i 


TM 


Transmembrane 


iDo 


iaj.*i l oyoy .Oo . z.uu iivi/\jt\. ju 


/OJ 


770 


forward 9 

1U1 well U A 


TM 


Cytosolic 


1 CO 
1JO 


iaj;4 i jyoy.oo.zuuiivi/\K ju 


771 
ill 


70^ 


forward 9 


TM 


Transmembrane 


1 CO 

158 


iaj.h i jyoy.oo.zuuiJvi/vK ju 


704 


807 
ou / 


forward 9 

AVJA W ill U 


TM 


Non-Cytosolic 


1 CO 

158 


j_,(jr4i jyoy.oo.zuuiM/\Kju 


oUo 


810 
oJU ^ 




TM 


Transmembrane 


158 


T i^./l 1 'JO/CO <<?-7/VM A/I A Plfi 

lo:4 i jyoy.Do.zuuiMAKju 


oJ I 


849 


friru/ar/1 9 


TM 


Cvtosolic 


158 


lo:4 l jyoy.uo : zuu i m ak ju 


54J 


8^^ 


iorwaru £. 


TM 

1 1V1 


Tran^mpmhrane 

JL 1 ill lil 1 1 lUI til IV^ 


158 


LxjA 1 jyoy .Do :ZUU 1 M AK jU 


OOO 


Ol 1 

y 1 1 


iorwaru z 


TM 


N on -(^ v t as ol 1 c 


159 


JLUl4iyD41.jj,/UulMAKjU 


i 
i 


147 
J4/ 


iurwaiu 1 


TM 


Non-Cvtnsolic 


i en 

159 


JLO:4iyo4 J.jj:ZUu11ViAKjU 


1/lQ 
j4o 


J /u 


iorwaru 1 


TM 

1 1V1 


TranQmpmhranp 


159 


LG:419o4135:2uU1MAKju 


1*71 
J / 1 


4jU 


iorwaru i 


1IV1 


Y ILIoUliL* 


159 


LCj:4iyo41.Jj:ZUulMAKjU 


i 
1 


zu 


iorwaru l 


TM 

1IVI 


f^vtrmolif* 
V ILfaV/llV* 


i crt 

159 


LG:4 1 9 64 1 .3 5 :zUU 1 MAK jU 


Zl 


4U 


iorwaru z 


TM 


Tr a n c m pm hra nP 


1 crt 

159 


LG:4 1 964 1 .35 :20U1M AK JU 


41 


/I *CA 

4jU 


iorwaru z 


TM 


Ma»i -f~" v t osol i r 


159 


LG:4 1 964 1 .35 izOOl M AR3u 


1 


jjZ 


forward 3 




in un - v_. y lusu i 1 


159 


LG:4 19641. 35 :2001MAK3U 


JJJ 


17A 
J/U 


forward 3 


TM 


TrancmPTTiViniTiP 
1 1 a I iblllCllJ uL alic 


159 


LG :4 1 964 1. 35:2001 MAR3U 


in i 
5/ 1 


1QO 
JOZ 


forward 3 


TM 


\^y lUotlllL. 


159 


LG:4 1 964 1 .35 :2uulMAR 30 


ooo 
3oj 


405 


forward 3 


TM 
I1V1 


Tro n c m p m V*ra rip 


159 


LG :4 19641. 35 :2001MAR30 


4Uo 


4Z4 


forward 3 


Am 


in on-v_*y iuoui 


159 


•LG:4 1 964 1 .35 :2001M AR30 


425 


a An 


forward 3 


AlVi 


1 1 aUblliClilUl a lie 


159 


LG :4 19641. 35 :2001MAK30 


/l /I o 

448 


A C A 

450 


forward 3 


T\A 
iM 


i^yiosojio 


160 


LG:428206.7 :200 1MAR30 


1 


1A7 

j0/ 


forward 2 


l JVl 


lNon-v^yiosoiiu 


160 


LG:42o206.7:2001MAK30 


JOB 


-jor 
JOJ 


forward 2 


TM 


X laiJMllClUUlailw 


160 


t /~» ^ooiA£ rvrv 1 \ 4 A D O A 

LG:428206.7 :200 1 M AK30 


38o 


< 1 7 

jIZ 


forward 2 


TTVyf 
1 JVl 


i^yiuauuv/ 


I6l 


LG:430059.1:2001MAK30 


1 

I 


77 

/z 


forward 1 


TKA 
AJVA 


IN Ull-^y lUaUlll^ 


I6l 


T n.ilOAACA 1 .OAAH/ A D1A 

LG:430059. 1 :200 1 M AK30 


11 
15 


yj 


forward 1 


TM 
1 JVl 


iIailSHldiiuiaJi& 


161 


LG:4 jUUj9. 1 .ZOOIM AKJU 




1 AA 
1U0 


iorwaru i 


TM 
1 JVl 


f^vfncrvlip 
y ivjaV/ii^ 


161 


LG:4 jOOjy. 1 iZuUlJVLAKJO 


1U/ 


170 

izy 


iorwaru i 


TM 


Trancmpmhranc 

X\ I ClllolllOltlUl (Xll^f 


161 


LG:4jUUjy. l :zuu imakju 


i jU 


i/ii 

14J 


lUi Wdi LI 1 


TM 


Non-Cvtosnlie 


161 


LCj.4 jUUjy. 1 :ZUU IMAKJU 


1 AA 
144 


1 A1 
JOJ 


iorwaru i 


TM 


Trancmpmhrane 


i /it 
161 


LG.4 Jutoy. 1 .zuuIMAKju 


1 CA 

1 OH 


^81 
JOJ 


iUlWdJU J 


TM 


r^vtosolip 
^ y ajoxjiiy^ 


1 C 1 

161 


LO .4 J UU J y. I . ZUU 1 MAK JU 


J 54 


AAA 
OUO 


lUI WdlU 1 


TM 


Tra n ?m pm hrane 


1 C 1 

161 


LU.4 jUUDy. 1 .ZUUIMAKJU 


OU/ 


A'il 
ODJ 


1UI WcUU 1 


TM 


Nnn-Cvtosolic 


161 


LO:43UUjy. llZUUlMAKJU 


034 


A7A 

o/o 


1UI VV til U 1 


TM 

1 1YI 


TrancmpmhrflTlE 
x I alio n lent tji ano 


161 


LO .4 jUU D y . I . ZUU 1 MAK J U 


0/ / 


781 
/0J 


lUI WdlU 1 


TM 


f^vtosolic 


161 


LO.4 jUUjy. 1 .ZUUIMAKJU 


78/! 
/54 


80A 
OUO 


ffYTW/!»f7"1 1 

LUlWdlU I 


TM 

1 1V1 


Transmembrane 

Jl l allj JJivii lui alio 


161 


IAj :4jUU j y. 1 .ZUUIMAKJU 


OU/ 


8A0 

ooy 


lOlWolU I 


TM 

1 1V1 


Non-Cvtosolic 


i/i 
161 


LG.4 JUUjy. 1 .ZUUIMAKjU 


fi7f\ 
o/U 


880 

ooy 


I L>1 Wdl U 1 


TM 


TranQmpmHrane 
1 1 uiiauioiiiu'iaiio 


161 


LG.4 jUUjy.i. ZUUIMAKJU 


con 

oyu 


1 A17 
lUI / 


iorwaru i 


TM 


f^vtosolir. 


161 


LU.4jUU-)y. 1 .ZUUIMAKjU 


1 


20 


jorwaru z. 


TM 


f^vtocolif* 


1 \>x 


LG-430059 1-2001MAR30 


21 


43 


forward 2 


TM 


Transmembrane 


161 


LG:430059. 1 :2001MAR30 


44 


76 


forward 2 


TM 


Non-Cytosolic 


161 


LG:430059.1:2001MAR30 


77 


96 


forward 2 


TM 


Transmembrane 


161 


LG:430059. 1 :2001MAR30 


97 


102 


forward 2 


TM 


Cytosolic 


161 


LG:430059.1:2001MAR30 


103 


122 


forward 2 


TM 


Transmembrane 


161 


LG:430059. 1 :2001MAR30 


123 


595 


forward 2 


TM 


Non-Cytosolic 


161 


LG:430059. 1 :200 1MAR30 


596 


618 


forward 2 


TM 


Transmembrane 


161 


LG.430059.1 :2001MAR30 


619 


645 


forward 2 


TM 


Cytosolic 
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SEQ D NO: 


Template ID 


Start 


Stop 


Frame 


Domain Type 


Topology 


161 


LG:430059. 1 :2001MAR30 


646 


668 


forward 2 


TM 


Transmembrane 


161 


LG:430059-1 :2001MAR30 


669 


671 


forward 2 


TM 


Non-Cytosolic 


161 


LG :430059. 1 :2001 M AR30 


672 


694 


forward 2 


TM 


Transmembrane 


161 


LG:430059. 1 :2001MAR30 


695 


787 


forward 2 


TM 


Cytosolic 


161 


LG-430059 12001MAR30 


788 


810 


forward 2 


• TM 


Transmembrane 


161 


LG-430059 1-2001MAR30 


811 


835 


forward 2 


TM 


Non-Cytosolic 


161 


LG :430059. 1 :2001M AR30 


836 


858 


forward 2 


TM 


Transmembrane 


161 


LG-430059 1*2001 MAR30 


859 


1017 


forward 2 


TM 


Cytosolic 


161 


LG-430059 1 2001MAR30 




75 


forward 3 


TM 


Cytosolic 


161 

JUJ 


LG-430059 L2001MAR30 


76 


95 


forward 3 


TM 


Transmembrane 


161 

1U1 


1 O-410059 1 '2001MAR30 


96 


104 


forward 3 


TM 


Non-Cytosolic 


JvM 


T CV41005Q 1 -2001MAR30 


105 


122 


forward 3 


TM 


Transmembrane 


JUI 


t r;*4ioo5Q i *?ooi MAR30 


123 


128 


forward 3 


TM 


Cytosolic 


161 
JUI 


t O4100S9 1 -2001MAR30 


1?Q 


1S1 


forward 3 


TM 


Tran smembrane 


161 

Jul 


T CMIOO^Q 1-9001MAR10 
Ijvj.'tJ u\/Jx» J. .^uu i ivj./»ay jv/ 


1 S? 


100 


forward 1 


TM 


Non-Cytosolic 


161 

1 VI 1 


t n-4innsQ 1-9001MAR10 

JLAj.*t JUUJ7. X .^UUJlVl/VIxJV/ 


101 


711 


forward 1 

Ivl W Ul \J ~J 


TM 


Transmembrane 


161 


T fi*4100SQ 1-9001MAR10 


?14 


4S6 


forward 1 


TM 


Cvtosolic 


161 

IU 1 


t n-4innsQ i-?ooimario 




470 


forward 1 

a vvi w ai Ki j 


TM 


Transmembrane 


161 

JOl 


t n-4inftso i*900imario 


4QH 


**il 1 
Ji J 


fnTwarH 1 


TM 


Nnn-Cvtosol ic 


161 

JO J 


t n-4inn^o i*900imario 

LU.tJUlJj7. 1 AVI/VIA. JU 


jH 


*>16 
jjO 


forwnrH 1 
A Ul W as vJ _/ 


TM 


Transmembrane 


161 


t n'4inn<»Q i-?nniMARin 

JL.VJ JUU J7. 1 IVJL/^IN. jU 


JJ / 


**iR9 


forwnrH 1 


TM 

1 AVI 


Cvtosolic 


161 


i n-4innso i-900imario 




OUj 


fnrwnrH 1 
iui waiu j 


TM 


Transmftm hranft 

a i auoJiiwiiiui anvv 


161 
JO J 


J^Vj.^jUuj.?. 1 .ZUU1aY1/\1\.j\J 


DUO 


ouy 


JUJ Wal u J 


TM 

11 VI 


Non-f^vtnQolir* 


161 
JOl 


i ri'Ainn^Q i'?nniMARio 


OlU 


A1? 
OjZ 


IOJ VVtU u J 


TM 


Tran<;m(»mhrflnp 

X 1 aitalllvvlllUJ dlJ& 


161 
lO J 


t n-4inn^o i-?oni"\/TARio 


All 


Oj 1 


JOJ VVcU KJ J 


TM 

11V1 


CvtnQnlir 


161 


laj j\ juu jy. i . zuu i ivi/\iv ju 


• A<? 
ODZ 


0/4 


JUJ Waiu J 


.TM 

■ I AVI 


Trn n cm Am hra n p 
1 1 iiJidiiJvvJiiuj cujvv 


161 
lOl 


t n-4infi^o i-900imapio 

LVj.HjUuJ". 1 .ZAJLJ J1Va/Aa\JU 


D/3 


71 n 


forwsrH 1 


TM 


Non-Cvtosolic 


161 

JO J 


t rj-dinnso 1-9001 MAR 10 

L<U.4 jUvJ > . 1 .iCUU J 1V1/-VJ\.JU 


•'711 


711 

/ J J 


forwsrH 1 

J \Jl W til U _J 


TM 


Transmembrane 


161 
JO J 


t n-^inn^o i-900imario 


714 


717 
/ j / 


JUJ waiu J 


TM 

AlVA 


Cvtocolin 


161 

JOl 


t n-4ino^o 1-9001MAR10 

A_»vJ. t +JUuJ>'. J. .Z.UU Llrlr\J\.J\J 


71 C 
/Jo 


757 
/ J / 


fnrwnrff 1 

A Ul W OA U w> 


TM 


Transmembrane 

A 1 C4.1I3J JlwiiilSA til Iv 


161 
JOl 


t n-4ino^o 1*9001 mario 

JUO.HJvJUJ-7. 1 .Z.UUliVA.rYi\.JU 


/JO 


1017 
JU1 / 


JUJ wal u J 


TM 


Non-Cvfosolic 


16? 


T r»-44R040 1-9001 MARIO 

J-jVJ . *t*t O vy*T U. J . U U 1 iV1.tYavJU 


1 
1 


17 
j / 


fnrwnrH 1 
ivi yy cai u a 


TM 


Cvtosolic 


16? 


T H -448040 1 -9001 MAR 10 


^2 
JO 


57 
j / 


forward 1 

1 \Jl VY CU Vi A 


TM 


Transmembrane 


16? 


1 n -44 R040 1-9001 MARIO 


JO 


160 


fnrwflrr! 1 

A Ul VV tAl U A 


TM 




16? 


T H-448040 1-9001 MARIO 


J 


10 

J*7 


forward 9 


TM 


Cvtosolic 


16? 


T <T 448040 3*200 1MAR30 




67 


forward 9 


TM 


Transmembrane 


16? 


1 G-44R040 3 -2001 MAR 10 

i__/VJ .ttUVi Wt — ' • ^*V/VJ AAVAiVrV«JV/ 


61 


66 


forward 2 


TM 


Non-Cytosolic 


16? 

J 


I G-448040 3*2001 MAR30 


67 
o/ 


86 
oo 


forward 2 


TM 


Transmembrane 


16? 


1 0-448040 3*2001 MAR30 

JLAJ .ttOlrtU'J .Xp\JV/ A 1VA /VAX -J W 


R7 


16R 
J uo 


forward 2 

lUl « UA VJ A* 


TM 


Cvtosolic 


16? 


1 G-448040 3-2001MAR30 


1 

J 


19 

J-7 


forward 3 


TM 


Cytosolic 


16? 


LG-448040 3*2001MAR30 


4fi 


6? 


forward 3 


TM 


Transmembrane 


16? 

1 uz. 


LG -448040 3-2001MAR30 


61 

UJ 


1 v/O 


forward 3 


TM 


Non-Cytosolic 


161 

J UJ 


LG -45 1274 1:200 1MAR30 


J 


ZrJ 


forward 2 


TM 


Non-Cytosolic 


161 

1 UJ 


i G -45 1274 1*200 1MAR30 


?6 

Z.O 


48 
*+o 


forward 2 


TM 


Transmembrane 


161 

J UJ 


LG-451274 L2001MAR3O 


40 


54 


forward 2 


TM 


Cytosolic 


161 


1 Pi -4 5 1274 1*2001 MAR 10 


JJ 


77 


forward 2 

1 VJ 1 VVOIU X* 


TM 


Transmembrane 


161 


t n -45 1274 1*2001MAR30 


78 


467 


forward 2 

IUI « Ul V* X* 


TM 


Non-Cytosolic 


164 


LG:456110.1:2001MAR30 


1 


103 


forward 3 


TM 


Cytosolic 


164 


LG:456110.1:2001MAR30 


104 


126 


forward 3 


TM 


Transmembrane 


164 


LG:4561 10. 1:200 1MAR30 


127 


140 


forward 3 


TM 


Non-Cytosolic 


164 


LG:456110.1:2001MAR30 


141 


160 


forward 3 


TM 


Transmembrane 


164 


LG:4561 1 0. 1 :2001MAR30 


161 


199 


forward 3 


TM 


Cytosolic 


165 


LG:456954.1:2001MAR30 


1 


35 


forward 1 


TM 


Cytosolic 


165 


LG:456954.1:2001MAR30 


36 


58 


forward 1 


TM 


Transmembrane 
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Q-cr\ r\ vrfV 
bC.Kl V INU. 


i empiaie iu 


Qtnrt 






Domain Type 


TAAAl AOV 


lOJ 




jy 


I \JC 


fArwnrfl 1 

lUJIVVCUU X 


TM 


Mn n -{"""v 1 fiQ a 1 t p 


105 






19S 
i j 


fnrw/JirH 1 

XUl WalU 1 


TM 


Tran«;mpmhranp. 


105 


l_,VJ.4J0y3H. 1 .ZUU11V1/\1\. D\J 


1 zu 


949 


waiu i 


TM 


r^vt A^nlir 
v— _y ivaouiiv^ 


105 


t d'Ai^Q^A i 'Onm m AT?^n 
jlvj.h Doyj'f- 1 .zuuiivi/\i\ju 


1 

I 


JO 


J\J1 waiu D 


TM 


(^vtAQnlir 
v y iuovji iVv 


1 £^ 
105 


t i fin i mar^h 

LAjM jOiO't . 1 .ZUUllVI/Vix D\J 


jy 






TM 

A AVI 


Trfin^mpmiSrnnp 

A 1 ai IjI lie in \Ji cult 


1 i£C 
165 


T f"*./ic£AC / i 1 TV/f APQH 
!Aj.450y54. 1 .ZUUiMAK^U 


jy 


1 17 


iorwdTu j 


TM 


IM c\r\ -C* vf Acrvl \ r* 
IN \Jl 1 - v-jr l v^ 
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277 


296 


forward 2 


TM 


Transmembrane 


IRft 


I G-979185 10-2001MAR30 


297 


501 


forward 2 


TM 


Non-Cytosolic 


lOV 


LG979185 10-2001MAR30 


502 


524 


forward 2 


TM 


Transmembrane 


IRft 


T G-979185 1O-20O1MAR30 


525 


533 


forward 2 


TM 


Cytosolic 


1 Rft 
loU 


T G-979185 1 0 200 1MAR30 


1 


6 


forward 3 


TM 


Cytosolic 


1 Rft 


T G-Q7Q1RS 1ft-2001MAR30 


7 


24 


forward 3 


TM 


Transmembrane 


1 Rft 


1 G-9791R5 1O2001MAR30 


25 


38 


forward 3 


TM 


Non-Cytosolic 


1 Rft 
1 oU 


T G-97Q1RS lft-9ft01MAR30 


39 


61 


forward 3 


TM 


Transmembrane 


IRft 


T G-9791RS 109ft01MAR30 


62 


241 


forward 3 


TM 


Cytosolic 


1 Rft 


T G-Q7Q1R5 1(V9ftft1lVIAR3ft 


242 


264 


forward 3 


TM 


Transmembrane 


IRft 
loU 


T GQ7Q1RS 1(V9ftO1MAR30 


265 


273 


forward 3 


TM 


Non-Cytosolic 


1 Rft 
loU 


i G-Q7Q1RS 1ft-9ft01A/f AR30 


274 


296 


forward 3 


TM 


Transmembrane 


1 Rft 


1 n*07QlR^ 1ft*9ftO1MAiR30 


297 


315 


forward 3 


TM 


Cytosolic 


1 Rft 


T G-Q7Q1RS 1ft*9ftftlMAR30 

jLiVJ . 7 f7l OJ. 1 \J./^\J\J XiyX/xX\.^ 


316 


338 


forward 3 


TM 


Transmembrane 


1 Rfl 
loU 


T G-Q7Q1RS lft-9ftfllMAR3ft 

Lj\J,7 17 1 O J.X.\J.£\J\J 1AV1/A.X\.JV7 


339 


362 


forward 3 


TM 


Non-Cytosolic 


loU 


T f>Q7QlRS lft-9ftft1MA"R3ft 

LAj.y /y ioj.iu.zuvjiivi/\j\.-jv/ 


363 


385 


forward 3 


TM 


Transmembrane 


1 RH 
loU 


T G-Q7Q1R^ lft*9ftft1MAR30 


386 

JQVJ 


404 


forward 3 


TM 


Cytosolic 


1 QA 
loU 


LU.7 /V 1 0 J. 1 U.ZUUIlVlrVlwU 


405 


427 


forward 3 

JVJl VTU1U —J 


TM 


Transmembrane 


1 oU 


T GQ7Q1R^ Ift'^Ofi'l'N/f AR^ft 


428 


532 


forward 3 


TM 


Non-Cytosolic 


1 Q1 

lot 


T G-QR'JfiSd 1-90ft1MAR^fl 
jLivJ."oODJ t T. 1 .ZV/t/llvi/TaxjV 


1 


319 


forward 2 


TM 


Non-Cytosolic 


lol 


T a-QklG^d 1 -9001 A/TAR 3ft 


320 


342 


• forward 2 


• TM 


Transmembrane 


1 R1 

lol 


t n-OR^fiSA i'?finiMAR^n 

JuVJ.i/O D\}J*r. 1 .Z-wV/llVl/VIN. JV/ 


343 


348 


forward 2 


TM 


Cytosolic 


1 CI 

lol 


1 n-QR^^il 1 -9ftft1"\/T AR^ft 


349 


368 


forward 2 


TM 


Transmembrane 


1 R1 
lol 


1_,VJ. 70 JUJH. l . z,vjv7 I ivjLrvix._> v/ 


369 


369 


forward 2 


TM 


Non-Cytosolic 


1 R1 
1 Ol 


T n-QR^fiS4 1-9OO1MAR30 


1 


237 


forward 3 


TM 


Cytosolic 


1 Rl 

i O 1 


T n-0R^6S4 l-9ftftlMAR30 


238 


255 


forward 3 


TM 


Transmembrane 


1 Rl 

101 


T fi-QR36S4 1 -9001MAR30 


256 


319 


forward 3 


TM 


Non-Cytosolic 


1 Rl 

J ol 


T f>QR36S4 1-9001MAR30 


320 


342 


forward 3 


TM 


Transmembrane 


1 Rl 

1 O 1 


T G QR^fi^4 1 -2001MAR30 


343 


368 


forward 3 


TM 


Cytosolic 


1 R? 


T G-QRS092 12-2001MAR30 


1 


118 


forward 3 


TM 


Cytosolic 


1 R9 
1 oz. 


t n-0RSft92 12-2001MAR30 


119 


141 


forward 3 


TM 


Transmembrane 


182 


LG:985092.12:2001MAR30 


142 


369 


forward 3 


TM 


Non-Cytosolic 


183 


LG -987 396 8 2001MAR30 


I 


132 


forward 2 


TM 


Non-Cytosolic 


1R3 

i O J 


LG-987396 8*2001MAR30 


133 


152 


forward 2 


TM 


Transmembrane 


1R3 

1 OJ 


LG- 987396 8-2001MAR30 


153 


273 


Forward 2 


TM 


Cytosolic 


1 R3 

1 O J 


t G- 987396 8-2001MAR30 


274 


296 


forward 2 


TM 


Transmembrane 


1 O J 


LG:987396.8:2001MAR30 


297 


924 


forward 2 


TM 


Non-Cytosolic 


1R1 

1 


LG- 987396 8 2001MAR30 


I 


270 


forward 3 


TM 


Non-Cytosolic 


}R^ 

1 OJ 


T G'0R7396 R-2OO1MAR30 


271 


293 


forward 3 


TM 


Transmembrane 


J OJ 


LG:987396.8:2001MAR30 


294 


358 


forward 3 


TM 


Cytosolic 


183 


LG:987396.8:20OlMAR30 


359 


381 


forward 3 


TM 


Transmembrane 


183 


LG:987396.8:2001MAR30 


382 


924 


forward 3 


TM 


Non-Cytosolic 


184 


LG:987418.10:2O01MAR3O 


1 


454 


forward 2 


TM 


Non-Cytosolic 


184 


LG:987418.10:2001MAR30 


455 


474 


forward 2 


TM 


Transmembrane 


184 


LG :9874 1 8. 1 0:200 1M AR30 


475 


479 


forward 2 


TM 


Cytosolic 


185 


LG :997203.25 :200 1M AR30 


1 


801 


forward 1 


TM 


Non-Cytosolic 


185 


LG:997203.25:2001MAR30 


802 


824 


forward 1 


TM 


Transmembrane 
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<sFO D NO 


Temnlate ID 


Start 


Stop 


Frame 


Domain Type 


Topology 


185 


T G-997203 25-2001MAR30 


825 


830 


forward 1 


TM 


Cytosolic 


185 


LG-997203 25-2001MAR30 


831 


846 


forward 1 


TM 


Transmembrane 


185 


LG-997203 25-2001MAR30 


847 


855 


forward 1 


TM 


Non-Cytosoiic 


185 


LG-997203 25-2Q01MAR30 


856 


875 


forward I 


TM 


Transmembrane 


IRS 


LG-997203 25-2001MAR30 


876 


924 


forward 1 


TM 


Cytosolic 


1R5 


T O-007903 25-2001 MAR30 


925 


947 


forward 1 


TM 


Transmembrane 


IRS 

1 OJ 


T 0007203 25-2001 MAR30 


948 


980 


forward 1 


TM 


Non-Cytosolic 


IRS 

1 O J 


T O-0Q7903 95*9001MAR30 


QR1 


1003 


forward 1 


TM 


Transmembrane 


1 RS 


T n-007903 95-2001 MAR30 

1_>VJ .77 I Luj,Z,J.iUUllVlrtI\JU 


1004 


1292 


forward 1 


TM 


Cytosolic 


1 R^ 

150 


t n-00790'* 95-9001MAR30 


1 
1 


974 

y t "t 


forward 3 


TM 


Non-Cytosolic 


150 


t n.QQ7?fn 95-9001 MAR30 

J_Aj.y" /ZUJ.ZJ.ZUUIIYlrVJwU 


075 


009 

77 £* 


forward 3 


TM 


Transmero brane 


1 

150 


1 rVQQ790'3 95-9001 MA1?30 

L\J .77/ ZU0 . Z D . ivU 1 IVl/VXVJ \J 


003 


1048 


finrwarrl 3 


TM 


Cvtosolic 


1 R5 
150 


T n-Q07901 95*9001 MAR30 

JlvVJ.77 / ZU^.£mJ.ZUU11VI/\£wU 




1071 

WJ f 1 


forward 3 


TM 


Transmembrane 


1 R^ 


t n*O0790^ 95-9001 MAR30 


1U/Z 


1901 


forward 3 

ivJ "TtlJ U ^/ 


TM 


Non-Cytosolic 


1 B£ 

loo 


T n«QQ7477 R*9001A/f AP10 


1 
1 


50 

Dy 


ffir\x/arH 9 


TM 


Non-Cvtosolic 


1 50 


T n>QQ7A77 R-9001 MAMO 
LiKJ.yy/**! /.O.ZvullVJLrVlwU 


ou 


R9 
OZ 


fnTWarH 9 


TM 


Transmembrane 


1 

150 


T f>QQ7477 R*90niMAP^n 


R^- 
53 


975 

Z/ J 


fnrw?irH 9 


TM 


Cvtosolic 


150 


T 0007477 R*9001\/T AR10 
LVJ.yy /** / /.O.ZUvllYI/YIvOU 


OTA 
Z/O 


9QR 

zyo 


fnr\x/arH 9 


TM 


Transmembrane 


loO 


T /"1.QQ7477 Q'OnniV/TAP^n 
LAj.yy/4/ /.5.ZUU11V1/\I\.0U 


zyy 


3U1 




TM 


Non-Cvto*;olic 


150 


JLOtyy /4/ /.5.zUuiM/VK3U 


3UZ 


3Z4 


lorwdru z 


I IVI 




loo 


juu:yy /4/ / .5.zuuimak3u 


3Z!> 


4U1 


lorwdru z 


TM 

I IVI 




187 


LCj \y y 5 53 j .4 . ZUU 1 MAK 3u 


1 


JU 


lorwdru i 


XIVI 


\-y ivouiil- 


15/ 


JLVj I y y o o J 0 .4 . ZUU 1 M /VK3U 


Jl 




IUI Wdl U 1 


TM 

1 J.V1 


TmnQmpmhr^riP 


i oi 


i>o : y y o o j o .4 : zuu 1 m aiou 


/4 


ill 

DDD 


forward 1 


TM 
I ivi 


Wnn-f^vtAcol i f* 

1^1 U 11 "Wj'lUaLHl^ • 


1 DO 

188 


Lij:yyyuy3. i :zuui mak^u 


t 

1 


11 1C 

11 ID 


iorwaru i 


TM 


Mnn-P vtrvQnl i c 


1 oo 

188 


t z^. 00000*2 i.onnnv/TAP^ 

JLU:yyyuy3. i :zuu 1 jvlakou 


1 1 1 A 


1 1 10 

1 135 


iorwdru i. 


TM 


Trnn<:mpmhrane 

■ 1 1 alio m&lii ui diiw 


188 


L.o:yyyuyj. i .zuvjimakju 


1 1 1C\ 


1 1 1 A 
13 10 


IUI Wdl U 1 


TM 

1 IVI 


Pvto<;olic 


1 oo 

188 


iAj:yyyuy3. 1 .zuuimakou 


1 *2 1 *7 
131 / 


1 1QQ 

i33y 


forward 1 


> TM 

11V1 


TrancmpiTihranp. 

1 1 dlldlllV/llIL/A ullv 


1 o o 

188 


-LO:yyyuy3. i :zuuixviakju 


134U 


OD4 


rA|"lt|A|Vi 1 

xurwdiu i 


TM 

1 IVI 


i^uii wjrujoviiv 


1 oo 
188 


i_o:yyyuyi. i .zwi maiou 


1 


1 mi 
1U/3 


iorwdru z. 


TM 

1 IVI 


Mnn -Cvtosolic 


1 00 

loo 


iwLrryyyiyVj. i .zuuijviakju 


1 CXI A 

1U/4 


iuy3 


$C\T\\mT(\ 9 

lUIWdJU z. 


TM 


Tran<jmemhrane 

1 1 aiJOJii^iiiL*! ajJv 


100 

loo 


LO.yyyuy^. i .zuuijviakju 


iuy4 


iuyy 


lUIWalu L, 


TM 


Cvtosolic 


1 00 

loo. 


LO.yyyuyj. i .zuuiiviakju 


1 1 nn 

1 1UU 


I 1 1 o 

I I iy 


fnrii/orn V 
IUI WalU ^ 


TM 


Transmembrane 


1 oc 
loo 


t ^♦qoqpioi i »onn 1 ~KA A p^n 
lxj .y y y uy j . i .zuu i makju 


1 1 on 

1 1ZU 


1 1 o^ 
1 1 Z3 


IrtTtl/QITl 7 

IUI WalU z 


TM 


Non-Ovtosolic 


1 oo 

loo 


lu .yyyuy d. i .zuui jvi/vkju 


1 1 94 


1 14^ 
1 IHD 


ff>T\l/£»T*H 9 
IUI WolU Z 


TM 


Transmembrane 


1 00 

1 55 


i-.vjr.yyyu7 j. i .z.uuiivi/vrvj\j 


1 144 


1 1 ftt 


fnr\i/nrd 9 


TM 


Cytosolic 


1 55 


t n ooono^ 1 '9finiiv/TAP^n 
L>\j.y""vJi7 j. i .z.uuijvi/\t\.ju 


1 ID** 


1 1 R£ 
1 1 OO 


fr\rwarH 9 
IUI Wdl u z> 


TM 


Transmembrane 


1 oo 
1 55 


t n-Qoono^ i -9noiiv/t ap^o 
lxj . ? yjy d . l . zuvj i ivi/\i\. 


1 1 R7 
110/ 


1961 
IZOl 


ffvrwarH 9 

IV/I Wdl U £•» 


TM 


Non-Cytosolic 


1 RR 
155 




19A9 


19R4 
l zo^+ 


fnrwnrH 9 

1 LU Wdl U x- 


TM 


Tran smembrane 


155 


Li kj . yyyuy j . i .zuui ivi/\i\.»3u 


19R5 


1906 

i Z7U 


fnrwarH 9 

1 VI Wdl U x. 


TM 


Cytosolic 


1 RR 
1 05 


i_.vj.yyyuyj. i .zuuiivi/vivju 


1907 


I'll/I 


forward 2 


TM 


Transmembrane 


1 RR 
1 00 


i_.vj.yyyuyj. i .zuuiivi/vtwu 


1^15 


1^1 R 

ID 10 


forward 2 


TM 


Non-Cytosolic 


1 RR 
1 00 


T n-QOOOQ^ 1 *9001 A/TAP 30 
laj . yyyuy j . jl . zuu i ivi/mvju 


id iy 


1^41 


forward 2 

1VJI Wdl vJ 


TM 


Transmembrane 


1 RR 
1 00 


T ri-OQOnQ^ 1*9001\4AP30 
juo.y yyuy o . i . zuu iivi/vtv. ju 


1349 


1304 


forward 2 

1VJ1 W CU \J i. 


TM 


Cytosolic 


1RR 
1 OO 


T n-OOOOQ^ 1 '9001A/TAP30 
yyyuy j. i .zuvhvi/\j\. 


1 jyJ 


1417 
l*f 1 / 


forward 2 


TM 


Transmembrane 


1 00 

1 5o 


Lo.yyyuy j. l ►zuuiiviaxvju 


1418 


1554 


frM*\x/nrH 9 
IUI Wdl u *- 


TM 


Non-Cytosolic 


1RR 
I oo 


T n-OOQOQ^ 1 -9001A/1AP30 
i_*u.yyyuy j. l .zuuiivLrt.xxju 


1 


422 


forward 3 


TM 


Non-Cytosolic 


188 


LG:999093. 1 :2001MAR30 


423 


445 


forward 3 


TM 


Transmembrane 


188 


LG:999093. 1 :2001 M AR30 


446 


536 


forward 3 


TM 


Cytosolic 


188 


LG:999093. 1 :2001 MAR30 


537 


559 


forward 3 


TM 


Transmembrane 


188 


LG:999093.1 :2001MAR30 


560 


760 


forward 3 


TM 


Non-Cytosolic 


188 


LG:999093.1:2001MAR30 


761 


783 


forward 3 


TM 


Transmembrane 


188 


LG:999093. 1 :200 1 MAR30 


784 


1077 


forward 3 


TM 


Cytosolic 


188 


LG:999093.1:2001MAR30 


1078 


1100 


forward 3 


TM 


Transmembrane 
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SEQ D NO: 


Aemplate lu 


Start 




Frame 




TV\ r\r\ ] a o v 


188 


LG. 999093.1 :2UU1MAK3U 


1 1 ni 
1 lUi 


1 1 no 

i iuy 


iorwaru j 




IN un~ v^y iubu i iu 


188 


t o.aaaaao i.onnniADin 
LG:999093.1 :2UU1MAK3U 


1 1 1 n 


1 1 11 


iorwaro j 




Tr q n c tti iti h ro n P 


188 


t o.aaaaa'} 1 .o aai \a a t> in 
LG :999093 . 1 :2UU 1 M AK3U 


H33 


1 in 
131 / 


iorwaru j 


TM 




188 


LG:999093. 1 :20Q 1 MAR3U 


131o 


1 1A f\ 

134U 


forward 3 


TM 

1 lVl 


Trincmpmhranp 
1 1 dllblllCJIlUI dllO 


188 


LG:999093.1:2001MAR30 


1 1A 1 

1341 


1 1A1 

1343 


forward 3 


TM 
1 1V1 


iNon-^yiosoiio 


188 


T r~* rvAA AA*i i .ortrt niAI) OA 

LG : 999093. 1:200 1MAR30 


1 O A A 

1344 


1303 


forward 3 


TM 

1 1VI 


Jt runbrncinuidnc 


188 


LG:999093.1:2001MAR30 


1364 


13 ID 


forward 3 


TM 


v*yiosoiic 


188 


LG:999093.1:2001MAR30 


1 in a 
13/0 


11 AC 

139j 


forward 3 


TM 


l runbriicinuruiic 


188 


LG: 999093.1 :2001MAR30 


i ic\H 

1396 


14oo 


forward 3 


TM 
1 1V1 


in on-^y losoiic 


188 


LG:999093.l:200lMAR30 


1 A 

1469 


1 A DO 

14ao 


forward 3 


TM 

. AM 


AransiTiernDrane 


188 


LG:999093.1:2001MAR30 


1489 


1 A AO 

1 499 


iorwaru 3 


1M 


Cytosolic 


188 


LG:999093. 1 :200lMAR30 


1500 


1522 


forward 3 


TTV/f 
AM 


Tran smembrane 


188 


LG:999093.l:200lMAR30 


1523 


1553 


forward 3 


1 M 


Non-Cytosolic 


189 


LG:999 1 83. 1 :200lM AR30 


1 


1406 


forward 1 


TTV/f 

AM 


Non-Cytosolic 


189 


LG:999183.1:2001MAR30 


1407 


1424 


forward 1 


TTV/f 

AM 


Transmembrane 


189 


LG:999183.1:2001MAR30 


1425 


1443 


forward 1 


1M 


Cytosolic 


189 


LG:999183.1:2001MAR30 


1444 


1463 


forward I 


TM 


Transmembrane 


189 


LG:999183.1:2001MAR30 


1464 


1477 


forward 1 


TTV A 
1M 


Non- Cytosolic 


189 


LG:999183.1:2O01MAR30 


1478 


1500 


forward 1 


TM 


Transmembrane 


189 


LG :999 183.1 :2001MAR30 


1501 


1615 


forward 1 


TM 


Cytosolic 


189 


LG :999 1 83 . 1 :200 1 MAR30 


1616 


1638 


forward 1 


TM 


Transmembrane 


189 


LG:999183.1:2001MAR30 


1639 


1642 


forward 1 


TM 


Non-Cytosolic 


190 


LI : 1 032972. 1 :200 1 MAY 1 7 


1 


55 


forward 1 


TM 


Cytosolic 


190 


LI: 1 032972. 1 :2001MAY 17 


56 


78 


forward 1 


TM 


Transmembrane 


190 


LI: 1 032972.1 :2001MAY17 


79 


336 


forward 1 


TM 


Non-Cytosolic 


190 


LI : 1 032972. 1 :2001MAY 17 


1 


58 


forward 2 


TM 


Cytosolic 


• 190 


LI:1032972.1:2001MAY17 


59 


81 


forward 2 


TM 


Transmembrane 


190 


LI: 1032972: 1 :2001MAY17 


82 


295 


forward 2 


TM 


Non-Cytosolic 


190 


U: 1 032972. 1 :2001MAY17 


296 


318 


forward 2 


TM 


. Transmembrane 


190 


LI:1032972.1:2001MAY17 


319 


335 


forward 2 


TM 


Cytosolic 


190 


LI: 1032972. 1 :2001 MAY17 


1 


12 


forward 3 


TM 


Non-Cytosolic 


190 


LI: 1 032972. 1 :2001 MAY17 


13 


35 


forward 3 


TM 


Transmembrane 


190 


LI: 1 032972.1 :2001MAY17 


36 


55 


forward 3 


TM 


Cytosolic 


190 


LI: 1 032972. 1 :2001MAY17 


56 


78 


forward 3 


T^A 

lM 


Transmembrane 


190 


U: 1 032972.1 :2001MAY17 


79 


335 


forward 3 


TX A 


Non-Cytosolic 


191 


LI:170666.6:2001MAY17 


1 


155 


forward 3 


AM 


Non-Cytosolic 


191 


LI:l70666.6:200lMAYl7 


156 


178 


forward 3 


TTV A 
AM 


Transmembrane 


191 


LI: 1 70666.6:200 1M AY 1 7 


179 


222 


forward 3 


TTVA 
AM 


Cytosolic 


192 


LI: 1 97048. 10:2001 MAY17 


1 


336 


forward 1 


TTV/f 
1M 


Non-Cytosolic 


192 


LI : 1 9704 8 . 1 0:200 1M AY1 7 


337 


359 


forward 1 


TTv/T 
J M 


1 ransmemorane 


192 


LI: 1 97048. 1 0:2001 MA Yl 7 


1£Lf\ 

360 


598 


forward 1 


1M 


Cytosolic 


192 


LI: 1 97048. 10:2001MAY17 


f Aft 

599 


62 1 


forward 1 


TTV/f 

AM 


i ransmemorane 


192 


L1:197048.10:2001MAY17 


622 


640 


forward 1 


TTV/f 

1 M 


in on-uy losoiic 


192 


LI: 1 97048. 10:2001MAY17 


641 


663 


forward 1 


TTV/I 

1 M 


Trans membrane 


192 


LI: 1 97048. 10:2001 MAY17 


664 


714 


forward 1 


TTV/I 

1 M 


Cytosolic 


192 


LI: 197048. 10:2001 MAY 17 


715 


737 


forward 1 


TTV/f 
1 M 


Transmembrane 


192 


LI: 1 97048. 1 0:2001 MA Y 1 7 


738 


751 


forward 1 


TTV/I 
1M 


Non-Cytosolic 


192 


LI:197048.10:2001MAY17 


752 


771 


forward 1 


TM 


Transmembrane 


192 


LI:197048.10:2001MAY17 


772 


829 


forward 1 


TM 


Cytosolic 


192 


LI:197048.10:2001MAY17 


1 


324 


forward 2 


TM 


Cytosolic 


192 


LI:197048.10:2001MAY17 


325 


347 


forward 2 


TM 


Transmembrane 


192 


LI:19704S.10:2001MAY17 


348 


361 


forward 2 


TM 


Non-Cytosolic 


192 


LI:197048.10:2001MAY17 


362 


384 


forward 2 


TM 


Transmembrane 


192 


LI:197048.10:2001MAY17 


385 


488 


forward 2 


TM 


Cytosolic 
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pea r\ vrfY 


Temnlatp TD 


Start 


Stop 


Frame 


Domain Type 


Topology 




T T*1Q7fi4R 10*9001 MA Y17 


489 


506 


forward 2 


TM 


Transmembrane 


1QO 


T T-1070AR 10-9001 MAY 17 


507 


509 


forward 2 


TM 


Non-Cytosolic 


1 oo 

VyZ 


T T*1Q704R 10*9001 A/I AY 17 


510 


529 


forward 2 


TM 


Transmembrane 


too 


T T-1Q70AR 1 0*9001 "M AY17 

jLJ.. 1J7 /LrrO. 1U-£UU xlvx/\ 11/ 


530 


597 


forward 2 


TM 


Cytosolic 


1QO 


1 T-10704R 10-9001MAY17 


598 


620 


forward 2 


TM 


Transmembrane 


\yL 


T TO070/IR 10*9001MAY17 


621 


639 


forward 2 


TM 


Non-Cytosolic 


i no 


T T.1Q704R 1 0*9001 \A A V 1 7 


640 




forward 2 


TM 


Transmembrane 


1 92 


T MQ7^8 TO'OOOI V/f AV17 


UUJ 


797 


forward 9 


TM 


Cytosolic 


192 


T T.IOOA/IQ 1 A.OOOITWf A V17 

Li: iy /U*+o.xU.ZUUxiVxA I 1/ 


7QR 


R90 


forward 9 


TM 


Transmembrane 


192 


LI: 19 /U4o. il/./UUliVlA il/ 


R91 
ozi 


R9R 


fnr*i3i/i>r/1 9 


TM 


Non-Cytosolic 


192 


Ll:19/U4o.IU:zUUlMA I I / 


i 
i 


^76 

J / u 


•frirtx/'iT/l 1 


TM 


Non-Cytosolic 


192 


T T.1A*7A/IQ 1 A.OAA1 \/f AV17 

Ll:19/tWo.iL/:zUUlJVlA i 1 / 


177 
3/ / 




■frrrw/aTfl 
IU1 WoIU j 


TM 


Tr an smembrane 


192 


T T. 1 (\1(\A O 1 A.1AA1TV4 Avn 

Ll:19/U4o.lU:ZUUlMA 1 1 / 




4JO 


Tr\*r\T70Trfi 1 
lUlWdiU O 


TM 


Cvtosolic 


192 


T T.1AOA/10 1 A.OAA1\/f A*V10 

LI: 1 9 / U4o. 1 U:2UU 1 MA Y 1 / 


43/ 


4jy 


fr\r\ UTrn 1 
lvJIWolU J 


TM 

X AVI 


Transmembrane 


192 


T T. 1 mA/l O 1 A.1AA1TW/I A "VI *7 

LI: 19 /{MoAuilUUlMA 1 1 / 




40o 


it/rwttro J 


JL1V1 


Non-Pvtosolic 


192 


T T. 1 mA/l 0 1 A.OAA1 \A A "VI *7 


/too 


C1 1 
511 


IOrWaTU J 


TM 


Transmembrane 


192 


LI: 1 97048. 1 0:2001 MA ill 


DJZ 


CO^ 
JZJ 


forward 3 


TM 


r^vtAQAlir* 


192 


T T.1ATA/10 1 A.OAA1 Xif A V1*7 

LI:lV /U4o.lU:ZUUlMA i I / 


*^o/i 
jZ4 


C/f ^ 
540 


iorwara j 


TM 

11V1 


Trn n sm emhran e 


192 


LI:l97048.lO:200lMAYl7 




ccc 

555 


forward 3 


TM 




192 


t t i n , ~ir\A o 1 r\.o/\rv i x a a vn 

LI:1 97048.10:2001 MAY 17 




coc 
5/o 


iorwara j 


TM 

I iYl 


1 1 allolllC'lllUi «i iv 


192 


LI: 1 97048. 1 0:2001MA Y 1 7 


COO 


coo 


forward 3 


TM 




192 


LI: 1 97048. 10:2001 MA Y 17 


CAO 


AtO 

01 / 


iorwara j 


TM 


Trn n c mpmhM np 

X i allollIClxlt/l <xiKf 


192 


LI: 1 97048. 10:2001M AY 17 




oZo 


forward 3 


TM 


Mnn-r^vtACAlic 
IN UI 1 j lUov/l li* 


193 


LI:228655 .5:200 IMA Y 17 


1 


33 


forward 1 


TM 




193 


LI.228655.5 :2001MA Y 1 7 


1A 

34 


c< 
5o 


forward 1 


TM 


1 1 dlldlllClllL/l allC 


193 


LI :228655 .5 : 200 1 M A Y 1 7 


•CO 

0/ 


o/; 
/o 


forward 1 


TM 
1 ivl 




193 


LI:228655.5:2001MAYl / 


If 


O/l 


forward 1 


k TM 


1 1 el/loll l&lill/l tiJJv > 


193 


LL228655.5 :2001 M A Y 1 7 


AC 

95 


1 AC 
lUO 


forward 1 


TM 




193 ■ 


LI:228655.5:2001MAY17 


1 AO 

- I0y 


131 


forward 1 


TM 

11VJ 


J 1 cUlolll&lllUl £1-1 It 


193 


LL228655 .5 :200 1 MAY 1 7 


1 io 
13Z 


OOO 
ZUU 


forward 1 


TM 

1 1V1 


r^vtriSAlir > 
V— .y ivjotJiiL- 


193 


LI:228655.5:2001MAYI / 


OA1 

Zul 


OOI 
ZZ3 


iorwara i 


TM 

1 JVl 


Tran smembrane 

X J (llldlllwlllL/1 OHw 


193 


t t o^tc c.oAAiik/i a vn 

LI:228655.5:2001MAY 17 


OO/i 

ZZ4 


OQO 
Z5 / 


forward 1 


TM 

1 1V1 


Nnn-fT'vtnsAlir 


194 


LL2297 89. 6:2001 MA Y 1 7 


1 


1A7 
30/ 


lOrWalu I 


TM 

X 1V1 


NAn-f^vtASAlirt 

1NUII *~~y IwoUUv 


194 


T T portion X4 A VI "7 

LI:2297o9.o:Z0UlMA 1 1 / 


305 


jyu 


iorwara l 


• TM 
x ivx 


TrarjQmemKranp 

X 1 Ctli&ll JC'llil/I w»JV 


194 


LI:2z97o9.O.Z0UlMA 1 1 / 


3b/l 




lorwaiu 1 


TM 
x ivx 


Pvtosolic 


195 


T T.n'J 1 CAA O.OAA1AAAVT7 

LI:2j150U.o:zUU1MA 1 1 / 


1 


4 JO 


lOIwaTU 1 


TM 
x ivx 


Nnn -Cvtosolic 


195 


T T OO 1 CAA COAA1 TV/f A V1"7 

LI:23 1500.5.ZUU IMA 1 1 / 


45 y 


A77 
4/ / 


lurwdiu i 


TM 


Trnn ^membrane 


1 95 


T l.*iOtCAA O.OAA1TV/I A V1"7 

Ll:z31500.o.zUUlMA I 1 / 


A7R 
4/o 


4R1 
401 


jur wdru j 


TM 


Pvtosnlic 


196 


r T.OC10C1 OAOnOl ATI A V1 7 

l1:Zj3oM.zo.zuihma i i / 


1 

I 


O 


fr>r\i/j*TrH ^ 

iurwaiu -/ 


TM 


Cytosolic 


196 


X T.ACOOC1 OA«OAAllV/T A V17 

LI.2>>3ojI.ZO.ZUUJMA 11/ 


7 
/ 


9*^ 

ZJ 


fr^trwjirfl ^ 


TM 


Transmembrane 


1 rue 

196 


LI:Z53o J LZO.ZUUl MA i \ 1 


9£ 
ZO 


J*T 


TnrtirtiT'fi 1 
1UI Wal U .7 


TM 


Non-Pvtosolic 


196 


T T.OCOOC1 O^.OAAI \A A VI O 

LI:253ojLZo:ZUU1MA I 1 / 


jj 


S7 


■Fr*tr\i»5>rr1 1 

iurwaiu J 


TM 


Transmembrane 


196 


7 T-OC20C1 O/i«0AO1 A/TA V17 

L1:zj3o->I.zo.zuuima i i / 


JO 


did 


1U1 Well \J J 


TM 


Cytosolic 


196 


T T-OCOOC1 OA'OOni A/T A V17 
L1:Zj3ojLZ0.ZUU1MA i 1 / 


41 J 


A17 
4 J / 


lUlvvaiu J 


TM 


Transmembrane 


196 


I T.IClOCI O^.OAAI \A A V 1 O 

LI:z53o-)L2d:ZUU1MA 1 1 / 


4 JO 


All 

4 / / 


iurwaiu J 


TM 

X ivx 


Nnn-Cvtnsolic 


196 


r T.ocioci O/OOAAI \A A V 1 *7 

L1:Z53oj1.ZO.ZW1MA r 1 / 


478 


497 


f/*kr*ti/j)r/1 1 
iul Well (J J 


TM 

X ivx 


Tran smem brane 


196 


LI:253851.26:2001MAY17 


498 


517 


forward 3 


TM 


Cytosolic 






518 


537 


forward 3 


TM 


Transmembrane 


196 


LI:25385L26:2001MAY17 


538 


556 


forward 3 


TM 


Non-Cytosolic 


196 


LI :253 85 1 .26:200 1 MAY 1 7 


557 


579 


forward 3 


TM 


Transmembrane 


196 


LL25385 1 .26:2001M AY 1 7 


580 


748 


forward 3 


TM 


Cytosolic 


197 


LI:373302.1:2001MAY17 


1 


61 


forward 1 


TM 


Non-Cytosolic 


197 


LI:373302.1:2001MAY17 


62 


84 


forward 1 


TM 


Transmembrane 


197 


LI:373302.1:2001MAY17 


85 104 
141 


forward 1 


TM 


Cytosolic 
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TABLE 2 



SEQ D NO: 


Template ID 


Start 


Mop 


Frame 


TVimnin Tvnp 


Tnnnlnov 


197 


LL373302. 1 :2001 M A Y 1 7 


1 AC 

105 


1 Ovt 

1Z4 


forward 1 


T\yf 
liVl 


X 1 dllMJidllUl UJIC 


197 


LL373 302. 1 :200 1 MAY 1 7 


125 


45 / 


forward 1 


liVl 


Wrm-fvtncnlir' 


197 


LL373302. 1 :2001 M AY 1 7 


1 


1 1 A 

110 


forward 2 


1M 




197 


LL373302. 1 :2001MAY 1 7 


111 


133 


forward 2 


1M 


Trnncmpmhrnnp 

i rdnbiiiciiiui tine 


197 


LL373302. 1 :2001M AY1 7 


134 


161 


forward 2 






197 


LI:3 73302. 1 :200 1 MAY 1 7 


162 


184 


forward 2 


1M 


1 ruIlMllCln Ui dllc 


197 


LL373302. 1 :200 IMA Y 1 7 


185 


214 


forward L 






197 


LI:373302. 1 :2001 M AY 1 7 


215 


237 


forward 2 


1M 


i ransmcaiurane 


197 


LI:373302. 1 :2001MAY 1 7 


238 


395 


forward 2 




i^yiosoiic 


197 


U:373302.1:2001MAY17 


396 


418 


forward 2 


TM 


Transmembrane 


197 


LI:373302.1:2001MAY17 


419 


456 


forward 2 


TM 


Non-Cytosolic 


197 


LI:373302.1:2001MAY17 


1 


98 


forward 3 


TM 


Gytosolic 


197 


LL373302.1 :200 1M A Y 1 7 


99 


121 


forward 3 


TM 


Transmembrane 


197 


0:373302. 1:2001MAY17 


122 


368 


forward 3 


TM 


Non-Cytosolic 


197 


LL373302. 1 :200 1M AY 17 


369 


391 


forward 3 


TM 


Transmembrane 


197 


LI:373302.1:2001MAY17 


392 


411 


forward 3 


TM 


Cytosolic 


197 


LI:373302.1:2001MAY17 


412 


434 


forward 3 


TM 


Transmembrane 


197 


LI:373302.1:2001MAY17 


435 


456 


forward 3 


TM 


Non-Cytosolic 


198 


LI:405707.12:2001MAY17 


1 


14 


forward 2 


TM 


Non-Cytosolic 


198 


LL405707. 1 2:2001 MAY 17 


15 


37 


forward 2 


TM 


Transmembrane 


198 


LI:405707.12:2001MAY17 


38 


128 


forward 2 


TM 


Cytosolic 


198 


LI:405707.12:2001MAY17 


129 


146 


forward 2 


TM 


Transmembrane 


198 


LI:405707.12:2001MAY17 


147 


149 


forward 2 


TM 


Non-Cytosolic 


198 


LL405707. 12:2001MAY 17 


150 


172 


forward 2 


TM 


Transmembrane 


198 


LI:405707.12:2001MAY17 


173 


438 


forward 2 


TM 


Cytosolic 


199 


LI:411441.8:2001MAY17 


1. 


92 


forward 3 


TM 


Cytosolic 


199 


LI:41 1441.8:2001MAY17 


93 


115 


forward 3 


TM 


Transmembrane 


199 


LI:411441.8:2001MAY17 


116 


497 


forward 3 


TM 


Non-Cytosolic 


200 


LI:758193.3:2001MAY17 


1 


9 


forward 1 


TM 


Non-Cytosolic 


200 


LI:758193.3:2001MAY17 


10 


32 


forward 1 


TM 


Transmembrane 


200 


LL758 1 93.3:2001M A Y 1 7 


33 


52 


forward 1 


TM 


Cytosolic 


200 


LI:758193.3:2001MAY17 


53 


75 


forward 1 


TM 


Transmembrane 


200 


LI:7581933:2001MAY17 


76 


99 


forward 1 


TM 


Non-Cytosolic 


200 


LI:758193.3:2001MAY17 


100 


122 


forward 1 


TM 


Transmembrane 


200 


LI:758193,3:2001MAY17 


123 


214 


forward 1 


TM 


Cytosolic 


200 


LI:758193.3:2001MAY17 


215 


237 


forward 1 


TM 


Tran smembran e 


200 


LI:758193.3:2001MAY17 


238 


282 


forward 1 


TM 


Non-Cytosolic 


200 


LI:758193.3:2001MAY17 


283 


305 


forward 1 


1M 


Transmembrane 


200 


LI:758193.3:2001MAY17 


306 


311 


forward 1 


TM 


Cytosolic 


200 


LI:758193.3:2001MAY17 


312 


334 


forward 1 


1M 


Transmembrane 


200 


LI:758193.3:2001MAY17 


335 


343 


forward 1 


TM 


Non-Cytosolic 


200 


LI:758 193.3:2001 MAY 17 


344 


366 


forward 1 


1 M 


Transmembrane 


200 


LI:758 1 93.3:2001MAY 1 7 


367 


415 


forward 1 


I JVi 


L.ytosoiic 


200 


LI:758193.3:2001MAY17 


416 


435 


forward 1 


iM 


Transmembrane 


200 


LI:758193.3:2001MAY17 


436 


476 


forward 1 


1 M 


Non-Cytosolic 


200 


LL758 1 93 .3 :200 1 MAY 1 7 


411 


499 


forward 1 


TM 
1 ivl 


Trancmptnhrnnp 

j ransrneniur aiic 


200 


LI:758193.3:2001MAY17 


500- 


552 


forward 1 


TM 


Cytosolic 


200 


LI:758193.3:2001MAY17 


553 


575 


forward 1 


TM 


Transmembrane 


200 


LI:758193.3:2001MAY17 


576 


584 


forward 1 


TM 


Non-Cytosolic 


200 


LI:758193.3:2001MAY17 


585 


607 


forward 1 


TM 


Transmembrane 


200 


LI:758193.3:2001MAY17 


608 


664 


forward 1 


TM 


Cytosolic 


200 


LI:758193.3:2001MAY17 


1 


20 


forward 2 


TM 


Cytosolic 


200 


LI:758193.3:2001MAY17 


21 


38 


forward 2 


TM 


Transmembrane 


200 


LI:758193.3:2001MAY17 


39 


64 


forward 2 


TM 


Non-Cytosolic 
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TABLE 2 








SEO D NO* 


Template ID 


Start 


Stop 


Frame 


Domain Type 


Topology 


200 


LI:758193.3:2001MAY17 


65 


87 


forward 2 


TM 


Transmembrane 


200 


LI:758193.3:2001MAY17 


88 


211 


forward 2 


TM 


Cytosolic 


200 


LI:758 1933:2001MAY 1 7 


212 


234 


forward 2 


TM 


Transmembrane 


200 


LI:758193.3:2001MAY17 


235 


243 


forward 2 


TM 


Non-Cytosolic 


200 


LI-758193 3-2001MAY17 


244 


261 


forward 2 


TM 


Transmembrane 


200 


LI-758193 3-2001MAY17 


262 


277 


forward 2 


TM 


Cytosolic 


200 


LI:75 8 1 93 .3:200 1M AY 1 7 


278 


300 


forward 2 


TM 


Transmembrane 


200 


LI-758193 3-2001MAY17 


301 


476 


forward 2 


TM 


Non-Cytosolic 


200 


LI-758193 3-2001MAY17 


477 


499 


forward 2 


TM 


Transmembrane 


900 


1 1-758193 3-2001MAY17 


500 


552 


forward 2 


TM 


Cytosolic 


Z.V/V-" 


t T-75R1Q3 3-2001MAY17 


553 


575 


forward 2 


TM 


Transmembrane 


AW 


t T-7^8193 3-2001MAY17 


576 


584 


forward 2 


TM 


Non-Cytosolic 


900 


T L7SR193 3-2001MAY17 


585 


607 


forward 2 


TM 


Transmembrane 


900 


T T-7^R103 3-9001MAY17 

Lil./ JO 17J>J>^wllTirl 1 1 / 


608 


664 


forward 2 


TM 


Cytosolic 


900 


T 1-7^°, 103 3-9001 MA Y1 7 

JOl7J«J.x»wllTxf \ 1 1/ 


I 


19 


forward 3 


TM 


Cytosolic 


900 


T T-75R103 3-9001 MA Yl 7 

X-/1, / JO X y J •£AJ\J XxVl/x 11/ 


20 


42 


forward 3 


TM 


Transmembrane 


900 


T T-7SR1Q3 3-9001MAY17 


43 


56 


forward 3 


TM 


Non-Cytosolic 


zuu 


T T-7^R1Q3 3-9001 MA Yl 7 


S7 
j / 


79 


forward 3 


TM 


Transmembrane 


ZUU 


T T-7*"*R1Q3 3*9001 MA Yl 7 

X_»X. / JO 17J. J.iUU XXYLrV 1 1/ 


80 
ou 


1 15 

X X J 


forward 3 


TM 


Cytosolic 


OOO 

zuu 


T T«7 i **RlQ3 3»9001MAY17 

JL*1. / JO 17J.J.aUU llVlrV I 1/ 




13R 

1 JO 


forward 3 


TM 


Transmembrane 


900 
ZUU 


T T-7* T ;Rt03 3-9001MAY17 

J-il. / Jo \.y J. J.Z.U\JllVlr\ 1 1/ 


130 

X J7 


913 

Z. X J 


forward 3 


TM 


Non-Cytosolic 


ZUU 


t T-7 4 "'R1Q3 ^-9001MAY17 
Jul. / JOl*7j.j.ZUUllVl/\ I 1/ 


914 


936 

iJU 


forward 3 

1U1 VY CXI \i J 


TM 


Transmembrane 


ZUU 


T T^^RIty-i ^*9001MAY17 

X_x. / jOl-7j.J.ZUUiXVl/\ 11/ 


737 


97 R 


forward 3 


TM 


Cytosolic 


zuu 


T T^^RIO^ ^'9001MA Y17 
X-.X. /jo iy j.j.ziA/ixvx/i x i/ 


970 


301 


forward 3 


TM 


Transmembrane 


zuu 


T T«7-^R10^ •^♦9001MAY17 
1—1. / joiyj.j.ZUUllVlrV I if 


309 


360 


fr>rwarH 3 

XL/1 W dl U J) 


TM 


Non-Cytosolic 


zuu 


T T-7^R1Q^ ^*9001MAY17 
Jul. /jOl"7J.J.ZUUllVl/i 11/ 


361 


3R3 

JO J 


forwarri 3 

iUl W CXI yj _J 


TM 


Transmembrane 


OA A 


T '"'^OOlMA Y17 

Iwl. /JOl!7J.J.Z.Ut'ilYLrt. I 1 / 


3R4 

, J0*+ 


47 S 

H / J 


forward 3 


TM 


Cytosolic 


OAA 

zuu 


T T*9*"*R1Q' : *, ^«9001MAY17 
J_.l. / Jol!7j.j.ZUUiivi/\ x 1/ 


476 


40 R 

'T70 


forward 3 


TM 


Tran smem bran e 


OOO 

zuu 


T T-7*"iR1Q3 3-9001MAY17 
jux. /do iy j.j.zijuiivi/i xi/ 


400 


S17 
J x / 


forward 3 


TM 


Non-Cytosolic 


OAO 

zuu 


t T-7SR1Q3 ^-9001MAY17 

LX. 1 JO 17J. J.^UV/XXVXiA X X/ 


SIR 

J 1 O 


S40 


forward 3 


TM 


Transmembrane 


OHO 
ZUU 


T 1«7*"»R103 3-9001MAY17 

J_»X . / J O X "J .J . /*\J\J A XYltt. XX/ 


S41 


664 


forward 3 


TM 


Cytosolic 


901 
ZU1 


T M09RS69 3-9001 M A Y1 7 

1~<X. l*JZ>o JU<6. j.ZVv/XlVXrV 11/ 


1 
1 


6 


forward 2 

XVSX Vr 4-4 A VJ 


TM 


Cytosolic 


901 
ZU1 


T T- 1098*^69 3-9001 MA Y17 

Jbl.lUZ>OJV/^. J,it\/V/XlvXiT. XI/ 


7 


24 


forward 2 


TM 


Transmembrane 


901 


T T-109RS69 3-9001MAY17 


25 


43 


forward 2 


TM 


Non-Cytosolic 


901 

ZL/X 


T T-109R<>69 3-9001 MAY1 7 


44 


66 


forward 2 


TM 


Transmembrane 


901 
ZU1 


T T-109RS69 3-9001 MAY17 


67 


69 


forward 2 


TM 


Cytosolic 


909 


I T- 104650 7-2001MAY17 




6 


forward 3 


TM 


Cytosolic 


909 


I T- 104650 7- 2001 MAY 17 


7 


29 


forward 3 


TM 


Transmembrane 


202 


LI- 104650 7*200 IMA Y 17 

1_>X. AV/*TV/-^V/, / »£*\t\J AAtX.1* X X/ 


30 


38 


forward 3 


TM 


Non-Cytosolic 


202 


LI- 104650 7-2001MAY17 


39 


61 


forward 3 


TM 


Transmembrane 


202 


LI* 104650 7-2001MAY17 

JL-»A . X V/T^ VJ J V/. / . £AJ\J X ATXiTk XI/ 


62 


72 


forward 3 


TM 


Cytosolic 


902 


LI- 104650 7*200 1MAY 17 

J-~jA ■ 1 V/TvJJV/. / .t*\t\J linn XI/ 


73 


95 


forward 3 


TM 


Transmembrane 


202 


LI* 104650 7-200 1MAY 17 

Awl. 1 IrrUJUi / tZ>W IITX/A 1 1 / 


96 


265 


forward 3 


TM 


Non-Cytosolic 


203 


LI- 1094557 4-2001MAY17 


1 


57 


forward 1 


TM 


Non-Cytosolic 


903 


LI- 1094557 4-2001 MAY 17 


58 


80 


forward 1 


TM 


Transmembrane 


903 


I T-10Q4SV7 4-2001 MAY1 7 


81 


311 


forward 1 


TM 


Cytosolic 


203 


LI- 1094557 4-2001MAY17 

A_»A. 1U7^JJ / mZ.\J\J 1 IVxil 11/ 


1 


90 


forward 3 


TM 


Cytosolic 


203 


LI:1094557.4:2001MAY17 


91 


113 


forward 3 


TM 


Transmembrane 


203 


LI:1094557.4:2001MAY17 


114 


127 


forward 3 


TM 


Non-Cytosolic 


203 


LI:1094557.4:2001MAY17 


128 


147 


forward 3 


TM 


Transmembrane 


203 


LI:1094557.4:2001MAY17 


148 


310 


forward 3 


TM 


Cytosolic 


204 


LI:1143528.4:2001MAY17 


1 


302 


forward 1 


TM 


Non-Cytosolic 


204 


LI:1143528.4:2001MAY17 


303 


325 


forward 1 


TM 


Transmembrane 


204 


LI:1143528.4:2001MAY17 


326 


331 


forward 1 


TM 


Cytosolic 
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SEO D NO* 


Temdate ID 


Start 


Stop 


Frame 


Domain Type 


Topology 


204 


LM 143528 42001MAY17 


1 


298 


forward 3 


TM 


Non-Cytosolic 


204 


LM 143528 4*2001MAY17 


299 


321 


forward 3 


TM 


Transmembrane 


204 


LM 143528 4-2001MAY17 


322 


330 


forward 3 


TM 


Cytosolic 




LM 172210 7-2001MAY17 


1 


582 


forward 1 


TM 


Non-Cytosolic 


205 


LM 172210 7-2001MAY17 


583 


600 


forward 1 


TM 


Transmembrane 


205 


I M 172210 7-2001MAY17 

JL/X- 11/ A£flU> / .X. W 1 1V1JT. AX/ 


601 


601 


forward 1 


TM 


Cytosolic 


206 


T T-l 178659 14*2001 MAY 17 


1 


694 


forward 1 


TM 


Non-Cytosolic 


906 


TTH7R659 14-9001MAY17 


695 


717 


forward 1 


TM 


Transmembrane 


906 

ZUO 


TT-117R65Q 14-9001MAY17 

l_.l . 11/ OU.J2'. 1 *"t.^UUllVl_r^ XI/ 


718 


779 


forward 1 


TM 


Cytosolic 


906 
ZUD 


T *M 17R65Q 14-9001MAY17 

Jul. 1 1 / OU3.7. I'T.Z.UUllVX/Tl. X 1/ 


780 


802 


forward 1 

ivi ™uiu * 


TM 


Transmembrane 


ZuO 


7 T-1 17R65Q 14-90O1MAY17 


803 


811 


forward 1 


TM 


Non-Cytosolic 


zuo 


T T-1 17R65Q 14-90MMAY17 

Jul. 1 1 / OU3.7. ILiVA/ llVirri X 1/ 


812 


834 


forward 1 


TM 


Transmembrane 


ZUD 


T M 178^0 14-9001MAY17 
JL1.1 1 /0OJ".1*t.ZUU1iV1A\ I 1/ 


OJJ 


835 


forward 1 


TM 


Cytosolic 


zuo 


T T*1 17R65Q 14-9001MAY17 

Jul. 11/ QVJjy. 1H.ZVA/11V1AV XI/ 


1 


233 


forward 2 


TM 


Cytosolic 


906 

zuo 


1 T*1 17R65Q 14-9001MAY17 
JUL. I 1 / oOjy.lH-.ZUUllvi/A. 11/ 


234 


256 


forward 9 


TM 


Transmembrane 


9HA 

zuo 


T T-1 17865Q 14-9001 lut AY17 
Jul.l 1 / ou3*7\1*4.ZuU11V1/a 11/ 


9S7 

Z J i 


347 


fnrwarrf 9 

IU1 Well U X- 


TM 


Non-Cvtosolic 


906 

zuo 


T T-1 17R65Q 14-9001MAY17 
JLJ.l 1 /o03*7.1 < KZUUJjyi.f\ i i / 


348 


370 


finrwarH 9 
lUi vvdiu 


TM 


Transmembrane 

x i aiioiiiwiii vi unv 


zuo 


i T.i i*7Q<CO lid'OOOnV/TA V17 
Jul.l 1 /oOjy.l^.zUUlJYlA 11/ 


^71 
j / 1 


£8Q 


forwarH 9 
1UI WdlU ^. 


TM 

1 AVI 




90A 
zuo 


T T-1 17R65Q 14-90/iUVif AVI 7 

jui.i i /oOjy.iH.zuuiivx/*k 11/ 




719 
/ 1£» 


iui waiu ^ 


TM 


Transmembrane 

X 1 til to 1* Iwlllv/I *»• • V 


zuo 


T T»1 ne/C^O 1 A.9AOH\/f A V17 
Jul.l 1 /o03y.l4.ZUUlJVl/\X 1 / 


71^ 
/ID 


808 
ouo 


IUI WdlU 


TM 

1 1V1 


Non-Cvtnsolic 

11UI1 VJ lUoUllv 


zuo 


T t.i nQACQ 1 /l«9A01\yf A V17 
JJL.l I / OODy.l4.ZUUlJyiA 11/ 


800 
ouy 


8^1 

OD 1 


Jpr»f*\i/ar/1 -9 
IUI WdlU Z, 


TM 

X 1V1 


TronQTtipmhrflnp. 

1 i dllolll&lllUl alio 


zuo 


r T.f i7c/;<o i/t-oAOiTv/r a V17 

Jul. 11/ oODy. 14.ZUU1 JV1A 11/ 


819 




tV-if-ii /o ^ri 9 

IUI WdlU Zr 


X ivi 


f^vtosnltp 


zuo 


TT.1T7QA5Q 1 A'OHCWKA A V17 
JL1.1 1 /oODy.l4.ZUUlJVl/\ 11/ 


i 
l 


57 

3 / 


1UI WdlU -? 


TM 

X 1Y1 




zUo 


T T.1 no«Q 1/l-OAAITV/f A V17 
Jul.l l/oODV. 14. zUU IMA I 1 / 


*%8 


80 
ou 


lorwara 3 


1 1VJ 


iidlioiiidiiuidiic 


oo*c 

zuo 


T T.1 1*7e/£^0 1 /l.9AA1\ii A V17 
LI. 1 i /ou3y.l4*zuulM/\ 11/ 


81 
Ol 


Z33 


f/M-vi/ nr/1 ^ 

lurwdiu 3 


TM 
1 ivi 


Mon -r^vtoQftl i p 
1 1 ui l \— < y \ \j o sji j 


zUo 


T T.I 1*7QA*""Q 1 /1-OAAHV/f A V17 
Jul.l 1 /oOjy. 14. ZUUIMA 11/ 


ZJO 


958 

Z3o ■ 


lurwdiu 3 


TM 


lldllolIIdllUidllO 


OA/; 
zUo 


T T.I 1*7Q£5G 1 /t»0AA1\>r A V17 
LI. 11/ oOjy. 14.ZUU1JMA 11/ 


9S0 


3 lO 


IUI WdlU 3 


TM 

X 1VX 


C^vtOQolir 
tuouii - ^ 


zOo 


T T.I 1"7G/£CO 1/I.OAA1 A>T A VI 7 
LA. 1 1 /0O3y.i4.zUUlMA x 17 


^17 


335/ 


IOl WaTU 3 


x ivi 


lidiidlllCIif Ul alic 


zUo 


TT.1T7CA5Q 1 A-90011UI A V17 
Ll.l 1 /oOJi7.14.ZUUlJVlA 1 1 / 


^40 

JHU 


^70 
3 /U 


1U1 WdlU D 


TM 

X IVI 


Non-Cvtosolic 


OA< 

zUo 


TT.117QA5Q 14-9001 IwTA V17 
LI. 11 / oOD1/.14.ZUU1JV1/\ 11/ 


^71 


^93 

3*73 


' jFnr\i/j*r/1 ^ 
1U1 WdlU ~> 


TM 

X 1*1 


Tra n s m em br ane 

X t AHO 11 Iwl 11 Lfl CAIIV 


zuo 


T T.1 1*7CA*"*0 1/l*900lTv/r A V17 
Ll.l 1 /oODy.l4.ZUUliVlA 11/ 


^04 

3*7*+ 


457 

*+3 / 


IUI WdlU 3 


TM 

X IVI 


fvtOQolir 


OA< 

zuo 


T T-1 178650 1 4-9001M AY17 
LI. 1 1 / oOjy.l4.ZUUilvl/\ I 1/ 


4SR 


477 


1U1 WdlU ~J 


TM 


Transmembrane 


OA£ 

zuo 


T T'l 17R65Q 14-9001MAY17 
LI. 1 1 /oOJ".l^.ZUUlJVlrV I If 


478 

*T / O 


779 


forward 3 
1U1 WdlU «/ 


TM 


Non-Cvtosolic 

llV/H ^» J WW1JV 


OAA 

zuo 


T T- 1 17RA5Q 14-9001MAY17 
LI. 11 foODy. l i t.4,\J\JllvlS\ lit 


780 

/ OVJ 


809 


1U1 WdlU — > 


TM 


Transmembrane 


OA£ 
ZUO 


T T-1 178A^Q 14*900 1M AY 17 
Ll.l i / oo jy.iH. zuu i ivi/\ 11/ 


803 

OuJ 


808 
ouo 


fnrwarrl 3 

1U1 WdlU — ' 


TM 


Cvtosolic 


906 
ZUO 


T T'l 178^*^0 1A-9001MAY17 
JL«1. 1 1 / oxjjy* I'T.^uv/iivirv x 1/ 


809 


831 


fnrwarH 3 


TM 


Transmembrane 


OAA 
ZUO 


TT«1178A**;0 14-9001MAY17 
LI. 1 1 /OOJ",l*+. ZUU llVlrV I 1 / 


839 


835 


1UX Well Ll — ' 


TM 


Non-Cvtosolic 

i iui! v>jr iu3vi»v 


9A9 

zu/ 


T T-1 08^79/** *V9001MAY17 
Ll. 170J /ZvJ. j.^WiiVLrrt x 1/ 




95 


fnrwarfl 3 

IUI WdlU -J 


TM 


Cytosolic 


9A9 

zu/ 


T T-108^79f : . 1-9001MAY17 

Ll. 1 "o J / ZU, XI/ 




118 

1 1 o 


finrwarfl 3 

1U1 Wdl u — ' 


TM 


Transmembrane 


907 
ZU/ 


T T-1QR^79fi 3-9001 MAY17 

Ll. l7oJ / iU.J.^UUllVlA 1 1/ 


119 


151 


forward 3 


TM 


Non-Cytosolic 


9 07 
ZU/ 


T T-1 QRT796 3-9001 M A Y1 7 

Ll. i70J / Z<J. J.^.v/VIIVIYA XI/ 


152 


174 


forward 3 


TM 


Transmembrane 


907 
ZU/ 


T 1-108^796 3*9001 M A Y17 
Ll. 1"oj / Zv/.-/.^v/v/iivxyrv x 1/ 


175 
i U 


186 


fnrwarH 3 


TM 


Cytosolic 


907 
zu/ 


T T-1Q83796 3*2001MAY17 


187 


206 


forward 3 


TM 


Transmembrane 


907 
ZU/ 


1 T-1Q8' : %796 3*9001 M A Y1 7 

Ll. 1 70 J /ZU. J.Z.VJUllYl.ri. X 1/ 


207 


211 


forward 3 


TM 


Non-Cytosolic 


907 
ZU/ 


t T-108^796 ^-9001MAY17 

Ll. 1 70J / ZU. J .Zv/U 1 IVxVA 1 1/ 


919 


231 

£*J 1 


forward 3 


TM 


Transmembrane 


907 
ZU/ 


T T-108^796 ^-9001A/TAY17 


939 


251 


forward 3 

1U1 Wdl U J 


TM 


Cvtosolic 


207 


LI: 1983726.3 :2001M AY 1 7 


252 


274 


forward 3 


TM 


Transmembrane 


207 


LI:1983726.3:2001MAY17 


275 


285 


forward 3 


TM 


Non-Cytosolic 


208 


LI:2051495.3:2001MAY17 


1 


259 


forward 1 


TM 


Non-Cytosolic 


208 


LI:2051495.3:2001MAY17 


260 


279 


forward 1 


TM 


Transmembrane 


208 


LI:2051495.3:2001MAY17 


280 


291 


forward 1 


TM 


Cytosolic 


208 


U:2051495.3:2001MAY17 


292 


309 


forward 1 


TM 


Transmembrane 


208 


LI:205 1495 .3 :200 1 MAY 1 7 


310 


337 


forward 1 


TM 


Non-Cytosolic 


208 


LI:205 1495.3 :200 1 MAY 1 7 


338 


360 


forward 1 


TM 


Transmembrane 
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fin/% t-x vt/\ 

SEQ D NO: 


Template ID 


Start 


Stop 


Frame 


Domain lypc 


Topology 


208 


LI :205 1495 .3:2001 MAY 17 


3ol 


Oil 


forward 1 






208 


LI:205 1495 .3 :2001 M A Y 17 


coo 


CCA 


forward 1 


1 iVl 


i ransrneruDrane 


208 


LL205 1495.3:2001 MAY 17 


CC 1 

551 


/UO 


forward 1 


1M 


iNon-\w.yiosoiic 


208 


LI:205 1495 .3:2001 MAY 17 


1 


5l\j 


forward 2 


TTV4 
1 M 


iNon-v^yiosouc 


208 


LI:2051495.3:2001MAY17 


321 


343 


forward I 


1M 


Transmembrane 


208 


LI:205l495.3:200lMAYl7 


O A A 

344 


fir 

515 


forward I 


TTk A 

1M 


Cytosolic 


208 


LI :205 1495 .3 :200l MAY 17 


516 


coo 

538 


forward 2 


1M 


Transmembrane 


208 


LI:2051495.3:2001MAY17 


539 


705 


forward 2 


*T"X A 

TM 


Non-Cytosolic 


208 . 


LI:205 1495.3 :2001MAY17 


l 


336 


forward 3 


TM 


Non-Cytosolic 


208 


LL205 1495 .3 :2001M A Y 1 7 


337 


359 


forward 3 


TM 


Transmembrane 


208 


LI :205 1495 .3 :2001 M A Y 1 7 


360 


705 


forward 3 


TM 


Cytosolic 


209 


LI:21 17629.1 :2001MAY17 


I 


320 


forward 1 


TM 


Non-Cytosolic 


209 


LI:21 17629.1 :2001MAY17 


32 1 


343 


forward 1 


TM 


Transmembrane 


209 


LI:21 17629.1 :2001MAY17 


344 


355 


forward 1 


TM 


Cytosolic 


209 


LI:21 17629.1 :2001MAY17 


356 


378 


forward 1 


TM 


Transmembrane 


209 


LI:2 1 1 7629. 1 :2001 MA Y 1 7 


379 


397 


forward 1 


TM 


Non-Cytosolic 


209 


LI:21 17629.1 :2001MAY17 


398 


416 


forward 1 


TM 


Transmembrane 


209 


LI:2117629.1:2001MAY17 


417 


424 


forward 1 


TM 


Cytosolic 


210 


LI:2118007.3:2001MAY17 


l 


. 37 


forward 3 


TM 


Non-Cytosolic 


210 


LI:21 18007.3:2001MAY17 


38 


60 


forward 3 


TM 


Transmembrane 


210 


LI:2118007.3:2001MAY17 


61 


203 


forward 3 


TM 


Cytosolic 


210 


LI:21 18007.3:2001MAY17 


204 


226 


forward 3 


TM 


Transmembrane 


210 


LI:2118007.3:2001MAY17 


227 


338 


forward 3 


TM 


Non-Cytosolic 


211 


LI:2118292.9:2001MAY17 


1 


140 


forward 1 


TM 


. Non-Cytosolic 


211 


LI:21 18292.9:2001MAY17 


141 


163 


forward 1 ' 


TM 


Transmembrane 


211 


LI:2118292.9:2001MAY17 ' 


164 


286 


forward 1 


• TM;. 


Cytosolic 


211 


LI:2118292.9:2001MAY17 


287 


306 


forward. 1 


TM 


Transmembrane 


211 


LI:2118292.9:2001MAY17 ' 


307 


344 


forward 1 


> TM ■ 


, Non-Cytosolic 


211 


LI:21 18292.9:2001MAY17 


• 345 


367 


forward 1 


TM 


Transmembrane 


211 


LI:2118292.9:2001MAY17 


368 


520 


forward 1 


TM 


Cytosolic 


211 


LI:2 1 1 8292.9:2001 MAY 17 


1 


299 


forward 2 


TM 


Non-Cytosolic 


211 


LI:2 1 1 8292.9:2001 MA Y17 


300 


319 


forward 2 


TM 


Transmembrane 


211 


LI:21 18292.9:2001 MA Y17 


320 


418 


forward 2 


TM 


Cytosolic 


211 


LI:2 1 1 8292.9:2001 MA Y 1 7 


419 


441 


forward 2 


TM 


Transmembrane 


211 


LI:2 1 18292.9:2001MAY 17 


442 


478 


forward 2 


TM 


Non-Cytosolic 


. 211 


LI:21 18292.9:2001MAY17 


479 


501 


forward 2 


TM 


Transmembrane 


211 


LI:2 1 1 8292.9:2001 MAY 1 7 


502 


520 


forward 2 


TM 


Cytosolic 


211 


LI:2 1 1 8292.9:2001 MAY 1 7 


1 


292 


forward 3 


TM 


Cytosolic 


211 


LI:2118292.9:2001MAY17 


293 


312 


forward 3 


TM 


Transmembrane 


211 


LI:2118292.9:2001MAY17 


313 


346 


forward 3 


TM 


Non-Cytosolic 


211 


LI:21 18292.9:2001MAY17 


347 


369 


forward 3 


TM 


Transmembrane 


211 


LI:21 18292.9:2001MAY17 


370 


452 


forward 3 


TM 


Cytosolic 


211 


LI:21 1 8292.9:2001MAY17 


453 


475 


forward 3 


TM 


Transmembrane 


211 


LI:21 18292.9:2001MAY17 


476 


489 


forward 3 


TM 


Non-Cytosolic 


211 


LI:2 1 1 8292.9 :2001 MAY 1 7 


490 


512 


forward 3 


TM 


Transmembrane 


211 


LI:2 1 1 8292.9:200 1 MAY 1 7 


513 


519 


forward 3 


TM 


Cytosolic 


212 


LI:2118733.7:2001MAY17 


1 


48 


forward 1 


TM 


Non-Cytosolic 


212 


LI:2118733.7:2001MAY17 


49 


71 


forward 1 


TM 


Transmembrane 


212 


LI:2118733.7:2001MAY17 


72 


195 


forward 1 


TM 


Cytosolic 


212 ' 


LI:2118733.7:2001MAY17 


196 


218 


forward 1 


TM 


Transmembrane 


212 


LI:2118733.7:2001MAY17 


219 


222 


forward 1 


TM 


Non-Cytosolic 


212 


LI:2118733.7:2001MAY17 


223 


242 


forward 1 


TM 


Transmembrane 


212 


LI:2118733.7:2001MAY17 


243 


292 


forward 1 


TM 


Cytosolic 


212 


LI:2118733.7:2001MAY17 


1 


35 


forward 2 


TM 


Cytosolic 
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CCA Pk \T/"V 


lempjaie id 


Mart 


otop 


Frame 


jL/omain j ype 


Topology 


Z1Z 


Li.Zl 10/ 55. / .ZUU1MA 1 1 / 


.50 


KQ 
JO 


forward 2 


TTV/f 

1M 


Transmembrane 


010 
21Z 


JJLZ1 1 of 55.1 .ZUUIIV1A I 1 / 


jy 


1 in 

1 IU 


forward 2 


1M 


Non-Cytosolic 




Ll.ll lo/33./.ZUUIMA 1 1 / 


1 T 1 
111 


ill 
155 


forward 2 


1M 


Transmembrane 


010 

212 


T T.011 OTJ1 T.OAfti TV if A "V n 

L.i.11 io/JJ./:ZUUlMA 1 1 / 


1 1A 

134 


153 


forward 2 


IM 


Lytosolic 


212 


LI.Z1 lo/Ji./.ZUUlMAY I / 


1 ZA 

154 


I/O 


forward 2 




Transmembrane 


212 


t t.o i 1 onoo -7 .inn 1 \4 a vn 

H:21 18733.7:2001 MAY 1 7 


1 "71 

111 


195 


iorwara z 


TM 


Non-Cytosolic 


212 


LI:2lls733.7:200lMAY]7 


196 


01 o 
218 


rorward'2 


TM 


Transmembrane 


212 


LI:21 1 8733.7:2001 MAY 17 


o i e\ 

219 


OfM 

291 


forward 2 


TM 


Cytosolic 


212 


t t.o 1 1 oioo o.onrxi x it a 1 "~i 

LI:21 18733.7:2001 MAY17 


1 


1 AO 

108 


iorwara 3 


TM 


Cytosolic 


212 


T T.O 1 1 OIOO 1 .IrtAl 111 "VT 1 1 

LI:2 1 1 8733 .7 :200l MAY 1 7 


109 


131 


forward 3 


TM 


Transmembrane 


212 


LI:2ll8733.7:200lMAYl7 


132 


153 


forward 3 


TM 


Non-Cytosolic 


212 


LI:2ll8733.7:200lMAYl7 


154 


1 """7 £L 

176 


iorward 3 


TM 


Transmembrane 


212 


LI:21 18733. 7:2001 MAY 17 


111 


199 


forward 3 


TM 


Cytosolic 


2I2 


LI:2118733.7:2001MAY17 


200 


222 


forward 3 


TM 


Transmembrane 


212 


LI:2 11 8733 .7:2001 MAY 17 


223 


249 


forward 3 


TM 


Non-Cytosolic 


212 


LI:21 1 8733 .7 :2001 MAY 17 


250 


272 


forward 3 


TM 


Transmembrane 


212 


LI:21 18733.7:2001MAY17 


273 


291 


forward 3 


TM 


Cytosolic 


213 


LI:2l2702.3:200lMAYl7 


1 


615 


forward 1 


TM 


Non-Cytosolic 


213 


LI:2l2702.3:200lMAYl7 


616 


638 


forward 1 


TM 


Transmembrane 


213 


LI:2l2702.3:200lMAYl7 


639 


854 


forward 1 


TM 


Cytosolic 


213 


LI:2l2702.3:200lMAYl7 


855 


874 


forward 1 


TM 


Transmembrane 


213 


LI:2l2702.3:200lMAYl7 


875 


902 


forward 1 


TM 


Non-Cytosolic 


213 


LI:2l2702.3:200lMAYl7 


903 


925 


forward 1 


. TM 


Transmembrane 


213 


LI:2l2702.3:200lMAYl7 


926 


995 


forward 1 


TM 


Cytosolic 


213 


LI:2l2702.3:200lMAYl7 


996 


1018 


forward 1 


TM 


Transmembrane 


213 


LI:2 1 2702.3 :200 1 MAY 1 7 


1019 


1410 


forward 1 


TM 


Non-Cytosolic 


213 


LI:2l2702.3:200lMAYl7 


1 


19 . 


forward 2 


TM 


Non-Cytosolic 


213 


LI:2l2702.3:200lMAYl7 


20 


42 


forward 2 


-TM 


Transmembrane 


213 


LI:2l2702.3:200lMAYl7 


43 


369 


forward 2 


TM 


Cytosolic 


213 


LI:2l2702.3:200lMAYl7 


370 


392 


forward 2 


TM 


Transmembrane 


213 - 


LI:2 1 2702.3 :200 1 MAY 1 7 


393 


547 


forward 2 


TM 


Non-Cytosolic 


213 


LI:2l2702.3:200lMAYl7 


548 


570 


forward 2 


TM 


Transmembrane 


213 


LI: 2 1 2702.3 :200 1 MAY 17 


571 


582 


forward 2 


TM 


Cytosolic 


213 


LI:212702.3:2001MAY17 


583' 


605 


forward 2 


TM 


Transmembrane 


213 


LI:2l2702.3:200lMAYl7 


606 


614 


forward 2 


TM 


Non-Cytosolic 


213 


LI:2l2702.3:200lMAYl7 


615 


637 


forward 2 


TM 


Transmembrane 


213 


LI:21 2702.3:2001 MAY 17 


638 


835 


forward 2 


TM 


Cytosolic 


213 


LI:212702.3:2001MAY17 


836 


855 


forward 2 


TM 


Transmembrane 


213 


t T.o i oono o .orvrvi if a xr t *i 

LI:212702.3:2001MAY17 


856 


1410 


forward 2 


TM 


Non-Cytosolic 


213 


T T O 1 OOr^O O -O /A/% 1 X if A 1 1 

LI : 2 1 2702. 3:200 1 MAY 1 7 


1 


19 


forward 3 


TM 


Cytosolic 


213 


LI:212702.3:2001MAY17 


20 


42 


forward 3 


TM 


Transmembrane 


213 


LI:2l2702.3:200lMAYl7 


43 


1409 


forward 3 


TM 


Non-Cytosolic 


214 


LI:220787 1 .1 0:200 1M AY 1 7 


1 


74 


forward 2 


TM 


Cytosolic 


214 


LL220787 1 . 1 0:200 1M A Y 1 7 


75 


97 


forward 2 


TM 


Transmembrane 


214 


T T . O O /*\0 OH 1/\ rtrtAll * A Xf 11 

LL220787 1 . 1 0:200 1 MAY 1 7 


98 


101 


forward 2 


TM 


Non-Cytosolic 


O 1 A 

ZJ4 


LJ.ZZU/5/l.lU:ZUUlMA I 1 / 


IUZ 


1 O 1 

121 


forward 2 


JM 


Transmembrane 


214 


LL220787 1 . 1 0:200 1 MAY 1 7 


122 


132 


forward 2 


TM 


Cytosolic 


214 


LL220787 1 . 10:2001 MA Y 1 7 


133 


155 


forward 2 


TM 


Transmembrane 


214 


LI:220787 1 . 1 0:200 1 MAY 1 7 


156 


169 


forward 2 


TM 


Non-Cytosolic 


214 


LL220787 1 .10:2001MAY 1 7 


170 


187 


forward 2 


TM 


Transmembrane 


214 


LL220787 1 . 1 0:200 1 MAY 1 7 


188 


193 


forward 2 


TM 


Cytosolic 


214 


LI:220787L10:2001MAY17 


194 


216 


forward 2 


TM 


Transmembrane 


214 


LL2207871 .10:2001MAY 1 7 


217 


629 


forward 2 


TM 


Non-Cytosolic 


215 


LL2207876.5 :200 1 MAY 1 7 


1 


63 


forward 2 


TM 


Cytosolic 
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6bQ U NO: 


lemplate iD 


Mart 


Stop 


Frame 


Domain Type 


Topology 


216 


LI:2208743.i:2UUlMAY 17 


1 


TIC 

1 \D 


forward 1 


1M 


Non-Cytosolic 


216 


LI:2208743 . 1 :200 1 M A Y 1 7 


1 lo 


I Jo 


forward 1 


TM 


Transmembrane 


216 


LI :2208743 . 1 :200 1 MAY 1 7 




lib 


forward 1 


TM 


Cytosolic 


216 


LI.2208743. 1 .200 1 MAY 1 7 


227 


249 


forward 1 


TM 


Transmembrane 


216 


LL2208743 . 1 :200 1 MAY 1 7 


250 


nnn 

288 


forward 1 


TM 


Non-Cytosolic 


217 


LL2208744.1 :2001 MAY 1 7 


1 


12 


forward 1 


TM 


Cytosolic 


217 


LL2208744. 1 :2001 MAY 1 7 


13 


35 


forward 1 


TM 


Transmembrane 


217 


LI:2208744.1:2001MAY17 


36 


538 


forward 1 


TM 


Non-Cytosolic 


218 


LI:230905.3:2001MAY17 


1 


252 


forward 2 


TM 


Non-Cytosolic 


218 


LI:230905.3:2001MAY17 


253 


275 


forward 2 


TM 


Transmembrane 


218 


LI:230905.3:200 1 MAY 1 7 


276 


290 


forward 2 


TM 


Cytosolic 


218 


LI:230905.3:2001MAY17 


291 


313 


forward 2 


TM 


Transmembrane 


218 


LI:23O905.3:2001MAY17 


314 


327 


forward 2 


TM 


Non-Cytosolic 


218 


LI:230905.3:2001MAY17 


328 


350 


forward 2 


TM 


Transmembrane 


218 


LI:230905.3:2001MAY17 


351 


373 


forward 2 


TM 


Cytosolic 


218 


U:230905.3:2001MAY17 


1 


4 


forward 3 


TM 


Cytosolic 


218 


LI:230905.3:2001MAY17 


5 


27 


forward 3 


TM 


Transmembrane 


218 


LI:230905.3:2001MAY17 


28 


31 


forward 3 


TM 


Non-Cytosolic 


218 


LI:230905.3:2001MAY17 


32 


54 


forward 3 


TM 


Transmembrane 


218 


LI:230905.3:2001 MAY 1 7 


55 


248 


forward 3 


TM 


Cytosolic 


218 


LI:230905.3:2001MAY17 


249 


271 


forward 3 


TM 


Transmembrane 


218 


LI:23O905.3:2001MAY17 


272 


285 


forward 3 


TM 


Non-Cytosolic 


218 


LI:23O905.3:2001MAY 1 7 


286 


308 


forward 3 


TM 


Transmembrane 


218 


LI:230905.3:2001MAY17 


309 


372 


forward 3 


TM 


Cytosolic 


219 


LI:235233.95:2001MAY17 


1 


19 


forward 1 


TM 


Cytosolic 


219 


LI:235233.95:2001MAY17 


20 


42 


forward 1 


TM 


Transmembrane 


219 


LI:235233.95:2001MAY 17 


43 


307 


forward 1 


TM 


Non-Cytosolic 


220 


LI:235359.24:2001MAY17 


1 


149 


forward 3 


TM 


Cytosolic 


220 


LI:235359.24:2001 MA Y 1 7 


150 


172 


forward 3 


TM 


Transmembrane 


220 


LI:235359.24:2001MAY17 


173 


186 


forward 3 


TM 


Non-Cytosolic 


220 


LL235359.24 :200 1 M A Y 1 7 


187 


206 


forward 3 


TM 


Transmembrane 


220 


LI:235359.24:2001MAY17 


207 


335 


forward 3 


TM 


Cytosolic 


221 


LI:238365.6:2001MAY17 


1 


437 


forward 1 


TM 


Non-Cytosolic 


221 


LI:238365.6:200 1 MAY 1 7 


438 


460 


forward 1 


TM 


Transmembrane 


221 


LI:238365.6:2001MAY17 


461 


465 


forward 1 


TM 


Cytosolic 


222 


LI:260259.23 :200 1 MAY 1 7 


1 


57 


forward 1 


. TM 


Cytosolic 


222 


LL260259.23 :200 1 MAY 1 7 


1 


57 


forward 2 


TM 


Cytosolic 


222 


LL260259.23 :200 1 MAY 1 7 


1 


56 


forward 3 


TM 


Cytosolic 


223 


LI:321069.2:2001MAY17 


1 


181 


forward 1 


TM 


Non-Cytosolic 


223 


LI:321069.2:2001M A Y 3 7 


182 


204 


forward 1 


TM 


Transmembrane 


223 


LI:321069.2:2001MAY17 


205 


449 


forward 1 


TM 


Cytosolic 


223 


LI:32 1 069.2:200 1 MAY 1 7 


450 


469 


forward 1 


TM 


Transmembrane 


223 


LI:32 1 069.2:200 1 MAY 1 7 


470 


478 


forward 1 


TM 


Non-Cytosolic 


223 


LI:321069.2:2001MAY17 


479 


501 


forward 1 


TM 


Transmembrane 


223 


LI:32 1 069 .2:200 1 MAY 1 7 


502 


507 


forward 1 


TM 


Cytosolic 


223 


LI:321 069.2:2001 MAY 1 7 


508 


530 


forward 1 


TM 


Transmembrane 


223 


LI:321069.2:2001MAY17 


531 


631 


forward 1 


TM 


Non-Cytosolic 


223 


LI:321069.2:2001MAY17 


632 


654 


forward 1 


TM 


Transmembrane 


223 


LI:321069.2:2001MAY17 


655 


666 


forward 1 


TM 


Cytosolic 


223 


LI:321069.2:2001MAY17 


667 


689 


forward 1 


TM 


Transmembrane 


223 


LI:321069.2:2001MAY17 


690 


693 


forward 1 


TM 


Non-Cytosolic 


223 


LI:321069.2:2001MAY17 


694 


713 


forward 1 


TM 


Transmembrane 


223 


LI:321069.2:2001MAYI7 


714 


1071 


forward 1 


TM 


Cytosolic 


223 


LI:321069,2:2001MAY17 


1072 


1094 


forward 1 


TM 


Transmembrane 
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cpn n no- 


Tpmnlntp TO 


Start 


Stop 


Pramc 


Domain Type 


Topolosy 


991 
ZZ3 


T M9l0nQ 9-90O1MAY17 


1095 


1103 


forward 1 


TM 


Non-Cytosolic 


991 


1 T-19106Q 9-9001MAY17 


1104 


1123 


forward 1 


TM 


Transmembrane 


991 

ZZJ 


1 T -19 1 060 9 -900 1 M A Y 1 7 


1124 


1129 


forward 1 


TM 


Cytosolic 


991 

ZZj 


T T-191 OfiO 9-9001MAY17 

Lil, JZ.1 U\J-7.Z.£Ul/llVl/-\ 11/ 


1130 


1152 


forward 1 

Ivl TV til V* X 


TM 


Transmembrane 


991 
ZZO 


T T-1910fi0 9-9001 M A Y1 7 

JjA. JZI UUy.Z.ZVJL/llVlrV I i / 


1153 


1344 


forward 1 


TM 


Non-Cytosolic 


99*3 
ZZ3 


T 1-191 060 9-9001MAY17 
1^1. jZiUOSf.Z.ZUV/iM/\ 11/ 


i 
i 


630 


forwarH 9 


TM 


Non-Cytosolic 


991 
ZZ3 


T 1*19 1 OfiQ 9-9001M A Y17 
JLl.JZlUD7.Z.ZUUllVJ/\ I 1/ 


fill 

UJ 1 


653 


ffirward 9 

ivl waiu 


TM 


Transmembrane 


223 


T TIOI fl£Q 9-9001M A Y17 
JjI.3Z1U07.Z.ZUU1MA I 1/ 






frkrAi/QrH 9 

1U1 VVal U Zr 


TM 


Pvtnsnlic 


091 
223 


T T-19 1 OAQ 9*9001X4 A Yl 7 
Lfl.jZlUDy.Z.ZUUliVi/V I 1 / 




uoo 


fnru/nrH 9 

1 VJl Well U 


TM 


Transmembrane 


223 


t T.aoi HAG 9«90O1M A Y17 

J-.1. jziuoy.z»zuuixvi/\ 1 1/ 




709 


■foTAx/arrl 9 


TM 


Non-Cvtosolic 


223 


T T-10in£Q 9«9001MAV17 
L.I. jzlUOy.Z.ZUUllYlA 11/ 


701 
/Uj 


79 S 

/ ZJ 


1UI WdJU t- 


TM 


Tran?mpmhranp 

1 1 til lol 1 Iv'l 1 1 Ul ulIV 


Oil 


JJL321U09.2.2UU1MA 11/ 


79A 
/ ZO 


KKfi 

OOO 


iUI Wai U ^ 


TM 


^ y i wo \j tt\s 


223 


LI:321Uo9.2.2UUlMA I I / 


RR7 
05/ 


QOQ 


■fr\T*MJirH 9 
IUI WaJU Z 


TM 

11V1 


TruncmpmKrnnp 
1 1 allallldiiui alio 


Oil 

223 


L1:321U09.2.2UU1MA I 1 / 


QIO 

y iu 


1141 


Tftrtiior/^ 9 
iOI Wai U 


TM 


INUll VlV/dV/ll^ 


223 


Ll:321Uu9.2.2UUlMA I i / 


i 

l 


A1A 
03^ 


iorwaru j 


1 1V1 


Mah -f^v t Acn 1 i r 


223 


T T.IOIfi/CG O-OfVAl A4 A V1 7 

L1:321U09.2.2UU1MA I 1 / 


03j 


A^l 
Oj3 


iorwaia j 


TM 

11V1 


1 1 allalllOlitUiallt' 


223 


L.1:321Uo9.2:2UU1MA 11/ 


0-)4 


004 


iorwaru j 


TM 




223 


Ll:321Uo9.2:20UlMA Y 1 / 


ODD 


AQ7 
Do / 


iorwaro o 


TM 


I ransniernuranc 


223 


LI:3210o9.2:2001MAYl / 


rnn 
OOO 


oUO 


forward 3 


1M 


iNon-i-yiosoiic 


223 


Ll:3210o9.2:2UUlMA i 1 1 


oU7 


o2y 


forward 3 


livl 


i ransmernuidnc 


223 


LI:321069.2:2001MAY1 / 


o3U 


1 mo 
lU/o 


forward 3 


1M 


v^yiosoiio 


223 


LI:32 1 069.2:200 1 MAY 1 7 


i Ain 
10/9 


1 1U1 


lorwara 3 


1M 


i ransmemDrdiie 


223 


LI:321069.2:20U1MAY1 / 


1 1U2 


112/ 


forward 3 


IM 


i\on-i-.yiosoiic 


223 


LI:3210o9.2:2uulMAY 1 / 


1 ioo 

1 J Zo 


I 1 CA 

I I jU 


forward 3 


IM 


i ransmcmordne , 


223 


LI: 321069 .2:2001 MA Y17 


1 1 C 1 

1151 


1343 


forward 3 


IM 


Cytosolic 


224. . 


T T 001 y( OA O OAA 1 X K A V 1 T 

LI:331499.8:2001MAY17 


I 


4oU 


forward 1 


IM 


lNon-i^yiosoiiu 


224 


LI:331499.8:2001MAY 17 


4ol 


3U3 


forward 1 


IM 


l ransmernorane 


224 


JL1:33 1499. o:2UU IMA I 1 / 


DU4 


D04 


iorwaro i 


TM 
IM 




224 


. Li: 33 1499. o:2UU IMA i 1 / 


j(5D 


jo4 


forward 1 


TTAJf 
IM 


i ransineinDrdne 


224 


T T.lll /inn O TV/I A V 1 1 

LJ.331499.0.2UU1MA I 1 / 




^01 
D93 


forward 1 


TM 
livl 


1 i UI1 v^^y njaUUi- 


OO A 

224 


LI:331499.o:zOUlMAY 1 / 


D94 


A1 1 
013 


forward 1 


IM 


i ransmem Diane 


224 


t T.ni /inn o .onm x/i a vi "7 
Ll:331499.o:2UUlMA 1 1 / 


014 


014 


forward 1 


TM 
IM 


^\/trtc?/^l If* 


224 


JL1:33 1499. 5.2UU IMA I 1 / 


I 


^09 


lOlWaJQ 0 


TM 
1 ivi 


MAn-f vIt\ca1ip 


224 


LI. 33 1499.0.2UU1MA I 1 / 


<Q1 


f\1 9 
OIZ 


forward 3 


TM 


I I dllMllClllUl ill 


10/1 

224 


T T-'l'SI/IQ.Q Q«OnniA4 AV17 

JL.1. 33 1499.0.2UU1IVI A I 1 / 


013 


A1 1 
Ol J 


iorwaro J 


TM 






LA.D3Z1 /0.O.2UUJ MA Y J / 


1 
1 


19d 


rorwara j 


TM 


i^uu-v^j'ivjauin-' 


223 


JL-1.33Z1 /0.K.2UU1MA i I / 


19^ 
1 ZO 


1 47 


iorwara j 


TM 


Tr a n c m (* m hrji n P 
1 1 dllolllClllUl alio 


223 


T T-Q1017A Q-OAA1A/T A V17 
1_,1.3321 /0.O.2UU1MA I J / 


I4o 


918 
z J o 


T T"/""l -V 

iorwaru j 


TM 


Ovtocrtlip 


220 


1J1.33Z1 /O.o.Zv/UlMA I i / 


910 
zjy 


9fi1 

ZU 1 


fnni/'irn 1 

lurwdi u j 


TM 

IlVl 


TrnnQmpmhranR 
1 1 aiioiiiwiiii/i uiiu 


22 j 


1_/1.3321 /O.o.ZUUlMA I 1 / 


9A9 
zoz 


1fi7 

JO/ 


iorwaro j 


TM 


Mnn - f -1 vtn qo! i c 
IN Uil V— • y Luauno 


99^ 
Zz3 


T T-H917A R-9001>JTA Y17 
JL.1.33Z1 /O.o.zUUJMAI I / 


J I/O 


1Q0 


frkr\i/arH 1 


TM 

1 IVI 


Transmembrane 


9T^ 

ZZD 


T T-H917^ Q'9n0lTVVf A V17 
L.1.33Z1 /O.O.ZUUllvlA I 1 / 


1Q1 


4S7 


Tr\r\\iHTn 1 
Wai (J J 


TM 

IlVl 




99£ 

zZO 


T T-H1Q < \9 7-9001A/TAV17 
-L.1.333yDZ. / .ZUUilVlA I 1 / 


i 
i 


6R 


lUlWaiU 1 


TM 

1 IVI 


("*vtnQf*lir 


99A 
ZZO 


T T»m0^9 7'9001AJT A V17 
JL1. 33 39 J Z. / .ZUU1MA I I / 


Of 


01 


lUIWalU l 


TM 

I ivi 


Transmembrane 

1 1 aiioiii&iiiL/t c*ii^ 


220 


JL1. 333y jZ. /.2UU IMA I I / 


09 
yz 


105 


lurwdiu i 


TM 
1 ivi 


Mn n -fvt n col 1 r 


90A 
Z2D 


t T^no^o 7'Onniy A v n 
L«l. 3339D2. /.ZUU IMA I 1 / 


1 06 


19R 


iur wdiu i 


TM 

1 IVI 


Transmpmhrane 
1 jalldllivtJiuiaii^ 


226 


LI:333952.7:2001MAY17 


129 


134 


forward 1 


TM 


Cytosolic 


226 


LI:333952.7:2001MAY17 


135 


157 


. forward 1 


TM 


Transmembrane 


226 


LI:333952.7:2001MAY17 


158 


352 


forward 1 


TM 


Non-Cytosolic 


227 


LI:338428.2:2001MAY17 


1 


71 


forward 3 


TM 


Non-Cytosolic 


227 


U:338428.2:2001MAY17 


72 


94 


forward 3 


TM 


Transmembrane 


227 


O:338428.2:2001MAYI7 


95 


127 


forward 3 


TM 


Cytosolic 


228 


LI:343869.2:2001MAY)7 


1 


938 


forward 1 


TM 


Non-Cytosolic 


228 


LI:343869.2:2001MAY17 


939 


961 


forward 1 


TM 


Transmembrane 
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cpo n mo- 


Temolate ID 


Start 


Stop 


Frame 


Domain Type 


Topology 


998 


I 1-343869 2*2001MAY17 


962 


967 


forward 1 


TM 


Cytosolic 


998 


I I343S69 2 2001MAY17 


968 


990 


forward 1 


TM 


Transmembrane 


998 

ZZ.O 


1 T-343869 2-2001MAY17 


991 


1154 


forward 1 


TM 


Non-Cytosolic 


998 

Z.Z.0 


t T-343869 2*2001MAY17 


1155 


1172 


forward 1 


TM 


Transmembrane 


998 


T T-343869 22001MAY17 


1173 


1183 


forward 1 


TM 


Cytosolic 


998 


T T-^43869 29001MAY17 


1184 


1206 


forward 1 


TM 


Transmembrane 


998 
zzo 


t T-ld.3860 9-9001MAY17 


1207 


1237 


forward 1 


TM 


Non-Cytosolic 


998 
ZZo 


T T-343869 2 2001 MAY 17 


1238 


1260 


forward 1 


TM 


Transmembrane 


998 
ZZo 


T T-^43860 9-9001MAY17 


1261 


1334 


forward 1 


TM 


Cytosolic 


ZZO 


T T-^4^860 9-9001MAY17 


1335 


1354 


forward 1 


TM 


Transmembrane 


OOP 

zzo 


r 1-^4^860 9-9001MAY17 


1355 


2363 


forward 1 


TM 


Non-Cytosolic 


ooo 
zzo 


T T-^43860 9-9001MAY17 


1364 


1383 


forward 1 

list " %XX U A 


TM 


Transmem brane 


zzo 


LA. j^JoOy.Z.ZUUllvi/\ i l / 


1384 


1651 


forward I 


TM 


Cytosolic 


z2o 


7 T'1418^0 9*9001\/f AY17 


1 
i 


QS7 


forward 3 


TM 


Non-Cytosolic 


ooo 
zzo 


T T-1/1^8A0 9-9001MAY17 
LA, 3oOy.Z.ZUUlIVi/\ 11/ 


QS8 


080 


forward 3 


TM 


Transmembrane 


OOQ 

zzo 


T T-1A1RAQ 9-90nnV4AY17 


Q81 


1 196 

1 1 


forward 3 


TM 


Cytosolic 


OOQ 

zzo 


t T.o/ioorQ 0«9nniMAY17 


1 197 


1 140 


forward 3 


TM 


Transmembrane 


OOQ 

zzo 


t T'1418^0 9'9n0lMAY17 


1 1 ^O 

1 1 JU 


1 1 8^ 

1 10 J 


forward 3 


TM 


Non-Cytosolic 


OOQ 

zzo 


T T«1/11C<0 0'0/iniA>f A V17 


1 184 

1 10*+ 


1906 


fnru/arH "\ 
vv ai u j 


TM 


Transmembrane 


OO Q 

zzo 


t T-i/tiQAQ O'Onnnvvf a V17 


1907 
1ZU/ 


19^6 

IZjD 


finr\x/nrH 3 

1U1 Well U J 


TM 


Cytosolic 


OO Q 

ZZO 


t T-1/41QAQ OOfifii'M A V1 7 
LI. jHjoOy.Z.ZUUllVl/\ 11/ 


19^7 
1 ZJ / 


19S0 

1ZJ7 


fnrvi/arH 3 

1UI Wo.1 U J 


TM 


Transmembrane 


OOQ 

zzo 


r t«i/iiq/;q o«onmiVif a V!7 


1ZOU 


16S0 
lOJU 


fnrwarrl 3 

1LH WalU J 


TM 


Non-Cytosolic 


OOft 


Ll:30.$D3z.l.zUluM/\I 1 / 


i 
l 


77 


1U1 Wal U J 


TM 


Non-Cvtosolic 


oon 

229 


I T. 1^1^10 1 -onfil A4 AV17 
LA.oOdjjZA.ZXjUINLPl I 1/ 


78 
to 




lui waJ vi j 


TM 


Transmembrane 


oor\ 
229 


T T«l£l<10 1 ♦onniA/r A V17 




1 80 
i oy 


for w n r H 3 


TM 


Cvtosolic 


oOn 
229 


ir i.iAi<;io i •onrmvyfA V17 
Ll:303roZ\l.zUUljM/\ I 1 / 


ion 


900 


fnrwarH 3 

1L>1 Wal U D 


TM 


Transmembrane 


oon 

229 


t t-ki^io i -onni "N/r a V1 7 


01A 

. ZlU 


9^4 


1U1 Wal U J 


TM 


Non-Cvtosol ic 

i lull T iwJviiv 


oon 
229 


T T'1/Sl^10 t '-Onni A/T A V17 • 


ZjJ 


9S7 

Z J / 


l\Jl Weil U J 


TM 


Transmembrane 


oon * 
229 


TT.I^I^IO 1 •OftftlTV/TA V17 


9S8 
zjo 


966 

•ZOO 


lUl Wal u J 


TM 


Cvtosolic 


om 
23U 


T T.IQCI^I 17«0nm JJf A Y17 

Li!3yoi jj.j/.zuuijvi/v 1 1/ 


1 
1 


no 

i jy 


fnrwfarH 9 


TM 


Cytosolic 


oan 
Z3U 


T I«1QQ1^1 17'Onnnv/T A Y17 
Ll.^yolDJ.J/.ZUUlJVlA 11/ 


l*tU 


169 

1UZ 


"fnr\x/aT"H 9 
1 U J Wal vj z. 


TM 


Transmembrane 


Z3U 


T T*10Q1^1 17'OOTi1 A/f A Y17 
JL(1. Ji/0 1jj>j/ .ZUU1iV1/\ I 1/ 


16^ 


987 


fnrwarH 9 
1UI Wal vi ^« 


TM 


Non-Cytosolic 


01 1 


1 T*A166Sn 1-9001MAY17 
LI.'tIOOjU. 1 .ZUvliYLrv I 1 / 


1 
i 


96 


"fnrwarrl 1 


TM 


Cytosolic 


01 1 
Zjl 


T T-4166^ft 1 •9n01A/TAY17 


97 
z / 


40 


fnrwarH 1 


TM 


Transmembrane 


01 1 
Zj J 


T I'AIA^n 1 *9001 A/f A Y17 
JUl.^r lOOJU. 1 .ZUvllvl/\ 11/ 


SO 


931 


fnrwarH 1 

lul Wul U 1 


TM 


Non-Cytosolic 


01 1 


T T*Al£rV^O 1-9001MAY17 

1^1. H lOOJV/. i.ZVA/llVl/A. 1 1/ 


1 

1 


30 


forward 3 


TM 


Cytosolic 


01 1 


y T*41A6Sn 1-9007MAY17 

L1.4 1 OUJU. 1 - Zv/v/ 1 IVl/A. 11/ 


J 1 


53 


forward 3 


TM 


Transmembrane 


01 1 
Zo 1 


T T*41fifi50 l-9001rVf AY17 
Jul. 4 * 100JV7. l .ZW iivir\ l l / 


S4 


930 


forward 3 


TM 


Non-Cytosolic 


010 
Z3Z 


t T./lA47/;7 ^9*9001 M A Y1 7 
IwI.'t't** /O / .jZ.z,wv/iivir\ i 1/ 




24 


forward 1 

x \ji vv ai u i 


TM 


Non-Cytosolic 


010 


T T-444767 39-9001 MAY 17 


25 


47 


forward 1 


TM 


Tran smembrane 


010 


t i-AAAlfn 39-9001 M A Y1 7 


48 


192 


forward 1 


TM 


Cytosolic 


010 


T T-4A47A7 ^9-9001 MAY17 


193 

i ? j 


215 


forward 1 


TM 


Transmembrane 


010 
Z\}Z 


T T\4zL17fV7 ^9-9001 MA Y17 


216 


279 


forward 1 


TM 


Non-Cytosolic 


9^9 
zoz 


T T-44d767 39-2001 MAY 17 


280 


302 


forward 1 


TM 


Transmembrane 


010 
Z^Z 


t VAAAlfTt 39-2001 M A Yl 7 




440 


forward 1 


TM 


Cytosolic 


010 

Z3z 


t -('AAATftl 19-9001MAY17 

1^1 . 'f H'f /D / .JZ.ZUw llvlrt. 1 1/ 


441 


463 


forward 1 

xvi wax vj i 


TM 


Transmembrane 


9T3 
ZjZ 


T T-444767 39-2001 MAY17 

L»1.t*tH / \J 1 • JZr.Z.V/W 1 Vf\t\ 1 J / 


464 


596 


forward 1 


TM 


Non-Cytosolic 


232 


LI:444767.32:2001MAY 1 7 


1 


12 


forward 2 


TM 


Cytosolic 


232 


LI:444767.32:200 1 MAY 1 7 


13 


32 


forward 2 


TM 


Transmembrane 


232 


U:444767.32:2001MAY17 


33 


519 


forward 2 


TM 


Non-Cytosolic 


232 


U:444767.32:2001MAY17 


520 


542 


forward 2 


TM 


Transmembrane 


232 


LI:444767.32:2001MAY17 


543 


595 


forward 2 


TM 


Cytosolic 


232 


LI :444767. 32:2001 MAY 1 7 


1 


12 


forward 3 


TM 


Cytosolic 


232 


0:444767.32:200 i MAY 1 7 


13 


35 


forward 3 


TM 


Transmembrane 
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TABLE 2 



ori^ U JNvJ. 


Template ID 


oian 


oiop 


Fr&me 


Domain Tvne 


Taiv\1 A (TV 


0*50 
Z5Z 


T TM/1/17A7 1O*0ClC\l Y/T A VI 7 
L,1.444 /O / .jZ.ZUUIMA I 1/ 


lf\ 

jO 




iorwd.ro j 


TM 

1 1VI 


jtUH v-.y ivjbunv. 


Oil 
Z55 


f T-T^onT^ i -onnnv/i AV1 7 

LI. IDzJK) 1 5. 1 .ZUUIMA 11/ 


1 
1 


Q 


luiwaru i 


TM 

1 IVJl 


Nnn-r^vtACAlif* 


Oil 
Z55 




l\J 




l\Ji WalO i 


TM 


TrnnQm/>nnhrnnp 
llutl^lllCUIUluUC 


oil 
Z55 


i i.^omi i -onniiv/i a vi7 


11 


910 
Zl\J 


iorwaro 1 


TM 




OH 
Z55 


L»l. iJzfKJ 1 5. 1 .ZUUIMA 11/ 


0 1 1 




iorwara i 


TM 


Trnncmpmhrnnp 

i 1 UlliJUCJllUlcllIC 


Oil 
Z55 


LI. /jyU/J.l.ZUUlMAi 1 / 


01A 


9S0 


forward 1 


TM 
1 1V1 


iNon~v,yiosouc 


Oil 

Z55 


LI. IjyKjl J.i .ZUU1MA I 1 / 


0^1 
£55 


Z/KJ 


forward I 


TM 


i rdnbrnernDrarjc 


111 

233 


LI: /oyo/i.l:zOOlMAi 1 / 


271 


AA 1 
441 


forward 1 


IM 


Cytosolic 


11 i 

233 


t t.tcaati i.inriixi xvn 


A AO 

442 


404 


forward 1 


livl 


Transmembrane 


233 


t i.TCAmi i .iaai \>f a v n 
LI:75907 3. 1 :200 1M A Y 1 7 


A AC. 

40j 


3/4 


forward 1 


I M 


Non-Cytosolic 


233 


t ncnATi i .iaai XjT Avn 

LI:759073. 1 :2U01MA Y 17 


J 


o3 


fm~\ii Awl 0 

iorward z 


I1V1 


Cytosolic 


233 


t t.icaah i .iaai xjt a vi *7 

LI:759073.I:2001MAY17 


84 


1 AA 

lUo 


Iorward z 


IM 


Transmembrane 


233 


LI:759073. 1 :2001MA Y 1 7 


107 


1 1 A 

129 


forward 2 


I M 


Non-Cytosolic 


233 


LI:759073. 1:2001MA Y 17 


1 1 A 

130 


T CI 

152 


iorward Z 


IM 


Transmembrane 


233 


T T TCftATO 1 .1 ArVI AAA V 1 1 

LL759073. 1 :2001M A Y 17 


1 CI 

153 


1 CA 

15o 


iorward 2 


IM 


Cytosolic 


233 


LI:759073.1:2001MAY17 


157 


1 *7 A 

179 


iorward z 


IM 


Transmembrane 


233 


LL759073. 1 :2001MAY 17 


180 


393 


forward 2 


TM 


Non-Cytosolic 


233 


LI:759073.1:2001MAY17 


394 


/I 1 A 

416 


forward 2 


IM 


Transmembrane 


233 


LL759073. 1 :200 1M A Y 1 7 


417 


427 


forward 2 


TM 


Cytosolic 


233 


LL759073. 1 :2001MAY17 


428 


450 


forward 2 


TM 


lransmembrane 


233 


LL75907 3. 1 :200 1M A Y 1 7 


451 


574 


forward 2 


TM 


Non-Cytosolic 


233 


LI:759073.l:200lMAYl7 


1 


79 


forward 3 


TM 


Cytosolic 


233 


LL759073. 1 :2001MAY 17 


80 


102 


forward 3 


TM 


Transmembrane 


233 


LI:759073.1:2001MAY17 


103 


116 


forward 3 


TM 


Non-Cytosolic 


233 


LI:759073.1:2001MAY17 


117 


139 


forward 3 


TM 


Transmembrane 


233 


LI:759073. 1 :200 1 MAY 1 7 


140 


150 


forward 3 


TM 


Cytosolic 


233 


LL759073. 1 :200 1M AY 1 7 


151 


170 


forward 3 


TM 


Transmembrane 


233 


LL759073. 1 :2001M AY 17 


171 


573 


forward 3' 


TM 


Non-Cytosolic 


234 


LI:759902.4:2001MAY17 


1 


3 


forward l 


TM 


Non-Cytosolic 


234 


LI:759902.4:2001MAY 17 


4 


26 


forward I 


TM 


Transmembrane 


234 


LI:759902.4:2001MAY17 


27 


100 


iorward l 


TX A 
IM 


Cytosolic 


235 


LI:762268. 1 :2001MAY17 


1 


49 


iorward 1 


TM 


Cytosolic 


235 


LL762268. 1 :200 1 M A Yl 7 


50 


^71 

72 


forward 1 


TM 


1 ransmembrane 


235 


T T /~rt «-» /* f> 1 1 /\/"\ 1 "V M A "Vf 1 T 

LI:762268. 1 :2001MAY 1 7 


73 


86 


.r j i 

iorward 1 


IM 


Non-Cytosolic 


235 


LI:76226o.l .2001MA Y 17 


0*7 


1 AA 

109 


forward 1 


IM 


Tra ns m em brane 


235 


LL762268. 1 :2001MA Y 1 7 


1 1 A 
110 


136 


forward 1 


IM 


Cytosolic 


11 c 

235 


T T.i /in /To i .i rvrv i x * a v 1 1 

LI :7622o8. 1 :2001 M A Y 1 7 


15 / 


1 CO 

159 


forward 1 


TTV/f 

livl 


Transmembrane 


11 c 

235 


Ll:7622o8. 1 :2001 MAY 17 


lOU 


C A A 

oy4 


forward 1 


IM 


Non-Cytosolic 


11 c 

Z55 


T T.TAll^IO I.OAAUJ A Vn 

LI:7o22oo. 1:2001 MAY 1 / 


T 
i 


1 A 

10 


forward 2 


IM 


Cytosolic 


11C 

Z35 


Ll:7o22oo. 1:200 IMA Y 1 / 


1 7 
1 / 


Oft 

5\) 


forward 2 


IM 


Transmembrane 


11C 
Z35 


T T.liCH^O t .1AA1 \A A V1 n 

LI:7o22oo. 1 :2001MA Y 1 / 


Af\ 

4U 


A 0 


forward 2 


IM 


Non-Cytosolic 


11C 

235 


t n^oA^o 1 .iaai x a a vn 

Ll:7o22oo.l:2001MAYl / 


Ad 

4y 


71 
/ 1 


forward 2 


IM 


Transmembrane 


11C 

235 


I T.TAllAO l.OAAH/T A vn 

Ll:762268. 1:2001 MAY 1 / 


70 


A1 

yi 


Iorward z 


IM 


Cytosolic 


ii c 
235 


Ll:7o22o8. 1 :2001 M A Y 1 7 


GO 

yz 


iii 
ill 


forward 2 


TTV/f 
IM 


Transmembrane 


11 c 

235 


T T.1/TH£" O 1 .OAA1 X /f AVn 

Ll:762268. 1 .2001 MA Y 1 7 


1 io 
1 12 


11C 

125 


forward 2 


IM 


Non-Cytosolic 


n c 
Z55 


I T."JA11AO 1 .OAA1 \A A V 1 "7 

Ll:7o22o8. 1:2001 MAY 1 / 


1 OA 
I/O 


1/10 

14o 


Iorward z 


1 M 


Transmembrane 


235 


LI:762268.1:2001MAY17 


149 


167 


forward 2 


TM 


Cytosolic 


235 


LI:762268.1:2001MAY17 


168 


190 


forward 2 


TM 


Transmembrane 


235 


LI:762268.1:2001MAY17 


191 


593 


forward 2 


TM 


Non-Cytosolic 


235 


0:762268.1:2001 MAY 17 


1 


45 


forward 3 


TM 


Non-Cytosolic 


235 


LI:762268.1:2001MAY17 


46 


68 


forward 3 


TM 


Transmembrane 


235 


LI:762268.1:200!MAY17 


69 


79 


forward 3 


TM 


Cytosolic 


235 


LI:762268.1:200IMAYI7 


80 


102 


forward 3 


TM 


Transmembrane 


235 


LI:762268.1:2001MAY17 


103 


593 


forward 3 


TM 


Non-Cytosolic 
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TABLE 2 



pen r\ ktyv 


Template ID 


^ tart 

oian 




Frome 


Ljyjina.ui i y ijc 


i opoioiiy 


Z30 


t T.Q I 1 OfiAl TV/f AV17 

Liio i ooyy. 1 .ZUU l MA 11/ 


i 

l 




iorwara z 


T*XA 

1 ivl 


L*yiosoiic 


Z3D 


u..oi ooyy. 1 .zuui ma 11/ 




AM 
HI / 


lorweiro z 


1 1V1 


i ransineiTi urane 


Z3o 




/lift 
4io 


1 


iorvvaru z 


IM 


jNon-"^y iosoijc 


111 

Id/ 


.L1.UZ414Z. 1 O.ZUU 1 MA 11/ 


1 


AQ 


rorwaru i 


TM 
IM 


iNon-L.yiosoiic 


23 / 


Ll.UZ414Z.lO.2UU IMA 1 1 / 


CA 

DU 


/Z 


iorwara 1 


TTVvT 
1M 


Transmembrane 


23/ 


L,I.UZ414Z.10.ZUU1MAI J / 


ID 


111 
Jl 1 


forward 1 


IM 


Cytosolic 


237 


L1.UZ414Z. lO.ZUUlMA I J / 


51Z 


5 34 


forward 1 


IM 


Transmembrane 


All 

237 


tt.aoaiao i/j.iAniXif a vn 
LLUZ414Z. lo.ZUUIMAY 1 / 


lie 


QA Q 
548 


forward 1 


IM 


Non-Cytosolic 


237 


Ll:UZ414Z.lo:ZUUlMA Y 1 / 


1A A 


1*71 

5/1 


forward 1 


IM 


Transmembrane 


237 


T T.AO il 1 vtO 1 .OAA1 X A A V1 T 

LI:024 142. 16:2001 MAY 1 / 


512 


'inn 

511 


forward 1 


IM 


Cytosolic 


237 


LI:024 1 42. 1 6:200 1 MA Y 1 7 


OTO 
3/0 


AAA 

400 


forward 1 


TTV A 
IM 


Transmembrane 


237 


T T A 1 A O 1 <T .onm X A A "V 1 *7 

LI:024 142. 1 6:2001 MAY 17 


A A1 

401 


1 1 AO 

1142 


forward 1 


TX A 


Non-Cytosolic 


237 


T T no /I 1 <o i g' AAr\ 1 TV /f A 1 *7 

LI:024l42. 1 6:200 1 MAY 17 


1 


oon 

279 


forward 2 


IM 


Cytosolic 


237 


t t .no j* -i ji o i onn 1x4 a v 1 *7 

LI:024 142. 16:2001 MAY 17 


OOA 

280 


onn 

299 


forward 2 


IM 


Transmembrane 


237 


t t no ji 1 >f 0 1 /r onn 1 a a a 1 0 

LI:024 142. 16:2001 MAY 17 


300 


313 


forward 2 


TTl A 

IM 


Non-Cytosolic 


237 


t T.no a i a o t ^ onn i\i a v 1 *7 

LL024142. 1 6:2001 MA Y 1 7 


314 


348 


forward 2 


TM 


Transmembrane 


237 


LI:024 142.1 6:200 1MAY 17 


349* 


360 


forward 2 


TM 


Cytosolic 


237 


LL024 142. 16:2001 MAY 17 


361 


383 


forward 2 


TM 


Transmembrane 


237 


LL024 142.1 6:200 IMAY17 


384 


397 


forward 2 


TM 


Non-Cytosolic 


237 


LI:024 142.16:200 IMA Yl 7 


398 


420 


forward 2 


TM 


Transmembrane 


237 


LI:024 142. 1 6:2001 MA Y 1 7 


421 


536 


forward 2 


TM 


Cytosolic 


237 


LL024 1 42. 1 6:200 1 MAY 1 7 


537 


559 


forward 2 


TM 


Transmembrane 


237 


LI :024 1 42. 1 6:200 1 MAY 1 7 


560 


586 


forward 2 


TM 


Non-Cytosolic 


237 


LL024 142. 1 6:200 1 M A Y 1 7 


587 


609 


forward 2 


TM 


Transmembrane 


237 


LI:024 1 42. 1 6 :200 1 MAY 1 7 


610 


636 


forward 2 


TM 


Cytosolic 


237 


LL024 142. 16:2001 MAY 17 . 


637 . 


659 


forward 2 


TM 


Transmembrane 


237 


LI:024142.16:2001MAY17 . 


660 


1141 


forward 2 


TM 


Non-Cytosolic 


237 


LI:024 142. 1 6 :200 1 MA Y 1 7 


I 


323 


forward 3 


TM 


Non-Cytosolic 


237 


LI:024142.16:2001MAY17 


324 


346 


forward 3 


TM 


Transmembrane 


237 


LI:024l42.l6:200lMAYl7 


347 


352 


forward 3 


TM 


Cytosolic 


237 


LI:024l42.l6:200lMAYl7 


353 


375 


forward 3 


TM 


Transmembrane 


237 


LI:024 1 42. 1 6:200 1 MAY 1 7 


376 


394 


forward 3 


TM 


Non-Cytosolic 


237 


LI.024 142. 1 6:2001 MA Yl 7 


395 


414 


forward 3 


TM 


Transmembrane 


237 


t T.no >t i yio i zr onni x x a vi o 

LL024142.1 6:2001 MAY1 7 


415 


570 


iorwara 3 


TM 


Cytosolic 


237 


t T.no y* 1 a o 1 ^ onn i x a a vr t o 

LI.024142. 16:2001 MAY 17 


571 


593 


forward 3 


TM 


Transmembrane 


237 


t T.no /i 1 yto i y .onn u< a "V/ i o 

LL024142. 16:2001 MAY 17 


594 


1 1 A 1 

1141 


forward 3 


TM 


Non-Cytosolic 


238 


LI:1018424.4:2001MAY17 


1 


t 1 A A 

1194 


forward 2 


TM 


Non-Cytosolic 


238 


TT.1A10AOA /I .OAA1 X A A V 1 *7 

LI: 101 8424.4:2001 MAY 17 


1 1 AC 

1195 


ion 

1217 


rorwaro 2 


T*X A 
IM 


Transmembrane 


238 


TT.IAIOAOA A .O AA t X A A V 1 1 

Ll:101o4z4.4:2001MAY17 


1 O 1 o 

1218 


1327 


forward 2 


TTk A 
IM 


Cytosolic 


239 


t t. i ao coca c .onn 1 X A A "V 1 T 

LI: lOo 52 50.6:200 1 MAY 1 7 


i 
1 


oyi n 
840 


iorwara 1 


T'X A 
IM 


Non-CytosoJic 


239 


T T. 1 AO COCA ^.O AA 1 X A A vn 

LI: 1085250.6:2001 MAY 1 7 


OA 1 

841 


863 


forward 1 


T'X A 

TM 


Transmembrane 


239 


T T.1AOCOCA £.OAA1 X A A V 1"7 

L,1:1Uojz5U.o:zUU1MAY 1 / 


8o4 


AOA 


forward 1 


nrx a 
IM 


Cytosolic 


oon 

239 


T T. 1 AQC^CA C.n AA1 X A A V 1 T 

Ll:lUo5z50.o:20UlMAYl / 


non 

930 


ACO 

952 


forward 1 


TTVA 
1 M 


Transmembrane 


239 


T T. 1 AO COCA /C.OAA1 XA A V 1 O 

LI:10s5z5U.o:200IMAY 1 / 


ACQ 

953 


ACC 

955 


forward 1 


IM 


Non-Cytosolic 


239 


T T. 1 AO COCA £.OAA1 X A A V 1 O 

LI: 1085250.6:2001 MAY 1 7 


AC/C 

956 


IV70 

978 


forward 1 


IM 


Transmembrane 


239 


T T. 7 AOCOCA ZT OAO ill A XT 1 O 

LI: 1085250.6:200 1 MAY 1 7 


979 


990 


forward I 


TM 


Cytosolic 


239 


LI:1085250.6:2001MAY17 


991 


1013 


forward 1 


TM 


Transmembrane 


239 


LI:1085250.6:2001MAY17 


1014 


1327 


forward 1 


TM 


Non-Cytosolic 


239 


LI: 1085250.6:2001 MAY 1 7 


1328 


1350 


forward 1 


TM 


Transmembrane 


239 


LI: 1 085250.6:200 1 MAY 1 7 


1351 


1369 


forward 1 


TM 


Cytosolic 


239 


LI:1085250.6:2001MAY17 


1 


59 


forward 2 


TM 


Cytosolic 


239 


LI: 1085250.6:2001 MAY 17 


60 


82 


forward 2 


TM 


Transmembrane 


239 


LI: 1085250.6:200 IMA Y 1 7 


83 


515 


forward 2 


TM 


Non-Cytosolic 


239 


LI: 1085250.6:200 1 MAY 1 7 


516 


538 


forward 2 


TM 


Transmembrane 
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SEO D NO 


Template ID 


Start 


Stop 


Frame 


Domain Type 


Topology 


*j/ 


LI: 1085250.6:2001 MAY 17 


539 


558 


forward 2 


TM 


Cytosolic 


239 


LI: 1 085250.6:2001 MA Y 1 7 


559 


578 


forward 2 


TM 


Transmembrane 


239 


LM 085250 6*2001MAY17 


579 


597 


forward 2 


TM 


Non-Cytosolic 


239 


LM085250 6-2001MAY17 


598 


620 


forward 2 


TM 


Transmembrane 


239 


LI- 1085250 6 2001 MAY 17 


623 


803 


forward 2 


• TM 


Cytosolic 


939 


T T-1085250 6 2001MAY17 


804 


826 


forward 2 


TM 


Transmembrane 


239 


1 1-1085250 6-2001 MAY 17 


827 


835 


forward 2 


TM 


Non-Cytosolic 


239 


I M 085250 6-2001 MAY 17 


836 


858 


forward 2 


TM 


Transmembrane 


930 


t M085250 6*2001 MAY 17 


859 


878 


forward 2 


TM 


Cytosolic 


91Q 


T M 085250 6-2001 MAY 17 


879 
o / y 


901 


forward 2 


TM 


Transmem brane 


91Q 
zoy 


T MOR5950 6-9001MAY17 


909 


910 

y iv/ 


forward 2 


TM 


Non-Cytosolic 


91Q 

zjy 


T T-1OR5950 6-9001MAY17 

jLJ,, 1 UO J^JU.U.iiVul lvx/-\ i i/ 


91 1 


933 

y j j 


forward 2 


TM 


Transmembrane 


9QQ 
LSy 


t T-i 085950 6-9001MAY17 


934- 


9R6 


forward 2 


TM 


Cytosolic 


Z^y 


T MOR5950 6-9001MAY17 


9R7 
yo i 


1009 


forward 2 


TM 


Transmembrane 


920 


T T«1OR5950 6-9001MAY17 
jLix. lUo JZ.JU.V.ZUV1 ivun. x 1/ 


4 1010 


191 1 

1 Z 1 1 


flnrw^irH 9 


TM 


Non-Cytosolic 


Tin 

ziy 


T T«1OR5950 6-9001MAY 17 

JLl. IUO JZ.JU.D.ZVJUI IVl-rY 11/ 


1919 


19^4 


forward 9 


TM 


Transmembrane 




T T»10R5950 6-9001MAY17 

x-»l. lUO,3Z-JU.O.ZUUllVl/\ 11/ 


19^5 


1106 


forward 9 

1U1 VV til u ^» 


TM 


Cytosolic 


93Q 

tiy 


t T.10R5950 6-9001 MAY17 

X-fl. 1UOJZJU.O.ZUUI 1V1/V. I 1/ 


1 ^07 


1190 


forwarrl 9 


TM 


Transmembrane 


930 
z^y 


T T-10R5950 6-9001 M A Y17 
JL1. 1UojZjU.O.ZUU11Vi/\ 11/ 


1 1^0 


1 Qlfi 

1 J JO 


■fV\rwarrf 9 

HJl Well U 


TM 


Non -C* v to<; ol i c 

A lull V*» J IvJvlJw 


97Q 

Zjy 


T T-10R5950 6-9001 M A Y17 
JLl. 1UojZjU.O.ZUU11Vx/\ I W 


iDjy 


1161 


frvrw/arrl 9 


TM 


Transmembrane 




T T*10R5950 6-9001MAY17 
I^I.xUojZjU.O.ZUUIIVIaV I J / 


1 1A9 


1 

1 305 


■forwurH 9 


TM 


Cvtosolic 


z^y 


T T«10R5950 AOHm X/f A V 1 7 


1 
1 


D40 


lUlWoJU J 


TM 

11V1 


Tsfon-C'vf o^ol ir 


z^y 


T T«inQ*\9^n 6-9001 1WI A V17 
Lrl. iUoDZDU.O.ZUUllVlA 11/ 




<;6Q 

joy 


frtrwnrH 1 
1U1 WdJU J 


TM 

11V1 


Tra n <5 m p m hr a n e 


ziy 


t t*i oq<9^o A-9om \/f a vn 
LI.IUojZjU.O.ZUUIJVI/V It/ 


<I9A 


Doy 


1U1 WdlU J 


TM 

11V1 


f^vto^nlip 

y iujUj 1 ^ 


910 

loy 


T T'10R*\950 6«9001 M A Y17 
JLl.lUoDZ3U.O.ZUUllVl/\ 11/ 


jy\) 


619 
OlZ 




TM 


Tra n ^ mp m hra n e 


zjy 


i t*ioq^9^o A-onm iv4 a vi7 

lvl. JUtOZ3U.O.ZUUIiVl/Vi 1 / 




Q1 1 

yi i 


1U1 WmU J 


TM 

1 1V1 


Non-Cvto^olic 


Tin 

zjy 


T T«1 OR^950 6*9001 TUf A V 17 
1^. 1uoDZjU.O.ZUUx1Vx/\ 11/ 


019 

y tz 


yj 1 


' 1UI WalLl J 


TM 

1 IV 1 


Tran^mpmhrane 


zjy 


t T-10R5950 6«9001 M A Y17 
L,L. IU5jZ3U.O.ZUUi1Vi/\ 11/ 


039 

yjz- 


iZuj 


fririx/nrr? 1 

1VJ1 VV (XI Ll J 


TM 


f^vtosolic 

\ * y iwovi iv 


ion 

zjy 


t T-mc^o^n 6«9om \/f a v 17 

jLl.lUojZDU.O.ZUUlJViA 11/ 


1 904 
1ZUH 


1996 
iZZO 


■fV\T"\17i41"rT 1 

. 1U1 WalU J 


TM 


Tran^mpmhranp 

X 1 MllollIWlllL/1 U11V 


zjy 


T T* 10R5950 6«9001 MAV17 
I^.xUojZjU.O.ZUUiiVi/\ 11/ 


1 999 
lZZ/ 


1 9/10 


■fnrwarr? 1 
1 l>l vvaiu J 


TM 


Non-(^vtosolic 


zjy 


t T.i nococn A-9001 \yIAVl7 
Lfl. xUoDZjU.O.ZUUI JVl/\ 11/ 


1941 
IZ^x 


1960 
1ZOU 


■frvr\i/5trrl 1 
JIU1 WalU j 


TM 


Tran^rripmhrane 

X 1 til 1 0 1 1 Iwi i 1 1. VI Cl-£ll~r 


z^y 


T T-10R5950 6-9001M AY17 


1961 
xZOl 


1110 
1 D Ly 


"Frvrwarri 1 


TM 


Cytosolic 


z.}y 


i t.i OR5950 6*900 1MAY17 


1^90 
1 jZU 


1 149 


frirwarrl 1 


TM 


Transmembrane 


9^0 

zjy 


T T-10R5950 fi-9001\4AY17 

LiJL. 1UO-)ZjU.O.^UU11V1/\ 11/ 


1^4^ 


116R 


frvrwarH 1 

X Lrl VV ul Li w» 


TM 


Non-Cy tosol ic 


04 O 
Z*rU 


T T*17Q9^^ M»900tMAY17 
1^1.1 /yzjj.uJ>.zuv/iivi/\ j i / 


1 

L 


171 
l / j 


■fnrwarrl 1 


TM 


Cytosolic 


9dO 
Z^tU 


T T-17Q9^^ ^-90niMAY17 


174 
1 /H 


106 


■fnrwarrl 1 


TM 


Transmembrane 


940 

Z'rU 


T T-17Q9^^ fW9001\4AY17 

Lrl. 1 /i/ZJj.UJ.^UUllVl/A I 1/ 


197 

1 -7 / 


910 


forward 1 


TM 


Non-Cytosolic 


940 


t T- 170933 ^3-900lMAY17 


91 1 


933 


forward 1 

Xv/l *T C*i U X 


TM 


Transmembrane 


940 


T T-17Q9T* 63-9001 MAY 17 


934 


147 


forward 1 

ll/l VV Ul \J X 


TM 


Cytosolic 


941 
Z^+ 1 


T T-9907 195 ^-9001 MAY 17 


1 


12 
iz 


forward 1 

1U1 W til 14 1 


TM 


Cytosolic 


941 


T T 990719S 3-2001MAY17 


13 


35 


forward 1 


TM 


Transmembrane 


941 


T T-9907195 3-9001MAY17 

l-,\. jLLX) i 1 & J.J.AUU 1 IVX^l 11/ 


36 


904. 


forward 1 


TM 


Non-Cytosolic 


949 
Z*tZ 


T T-9^51 5^ 44-9001MAY 17 


1 

1 


753 


forward 2 

1U1 »» Ml u z» 


TM 


Non-Cytosolic 


949 


T T-9151 53 44-9001MAY17 


754 
/jt 


776 


forward 2 


TM 


Transmembrane 


949 

Z.HZ 


I T-9^51 5^ 4A-9001MAY17 


111 


1099 


forward 2 

1 V/ i TV (41 VJ — - 


TM 


Cytosolic 


941 


T T-007101 1O-9O01MAY17 

JL-l.UU/ 1U1. 1U.Z.UU1 lVlrV 11/ 


\ 


528 


forwarH 1 

lL/1 W Cll VJ J 


TM 


Non-Cvtosolic 


943 


T T-007101 10-9001MAY17 


529 


551 


forward 3 

1U1 rrmu — ^ 


TM 


Transmembrane 


243 


LI:00710L10:2001MAY17 


552 


694 


forward 3 


TM 


Cytosolic 


244 


LI:008541.2:2001MAY17 


1 


79 


forward 2 


TM 


Cytosolic 


244 


LI:008541.2:2001MAY17 


80 


102 


forward 2 


TM 


Transmembrane 


244 


LI:008541.2:2001MAY17 


103 


568 


forward 2 


TM 


Non-Cytosolic 


245 


LI:009658.13:2001MAY17 


1 


74 


forward 1 


TM 


Cytosolic 


245 


LI:009658.13:2001MAY17 


75 


94 


forward 1 


TM 


Transmembrane 


245 


LI:009658.13:2001MAYI7 


95 


1317 


forward 1 


TM 


Non-Cytosolic 
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Template ID 


Start 


Stop 


Frame 
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Topology 


245 


LT009658 13*2001MAY17 


1318 


1340 


forward 1 


TM 


Transmembrane 


245 


LI :00965 8. 1 3 :200 1 M A Y 1 7 


1341 


1362 


forward I 


TM 


Cytosolic 


245 


LIO09658 13 "2001 MAY 17 


1363 


1385 


forward 1 


TM 


Transmembrane 


245 


1 1-009658 13 -2001 MAY 17 


1386 


1423 


forward 1 


TM 


Non-Cytosolic 


245 


I T-009658 13 *2001 MAY 17 


1 


927 


forward 2 


TM 


Non-Cytosolic 


945 


T T-00Q6SR 13-9001MAY17 


928 


950 


forward 2 


TM 


Transmembrane 


?4S 


T T-009658 13-2001MAY17 


Q51 


956 


forward 2 


TM 


Cytosolic 


94 S 


1 T-00965R 13-2001 MAY 17 


QS7 


979 


forward 2 


TM 


Transmembrane 


94 S 


T T-0096^R 13-9001MAY17 


0R0 
you 


1321 


forward 2 


TM 


Non-Cytosolic 


Z43 




H99 


1344 


forward 2 


TM 


Transmembrane 


z^f j 


T T*n006SR 1 V90ft1MAY17 

JL»l.UU~UJO. 1 J.^.\Jv xlVLs\ III 


1^4S 


1364 


forward 2 


TM 


Cytosolic 


94 
z^t j 


T T-DD06SR 13-9fif)1MAY17 


n6S 

1JUJ 


l JO 1 


forward 2 


TM 


Transmembrane 




T T-nfl06SR 1V9n01MAY17 

Ll.vUyUJOi 1 J . Z»UU 1 1VI./A 11/ 


I^RR 


149^ 


forward 2 


TM 


Non-Cytosolic 


94^ 

Z*f J 


T T-0006SR 1*V9n01lv1AY17 

Lrl.UU^UJO. 1 J .ZAJ\J 1 XVlf\ III 


i 
i 


706 


forward 3 

V V/l WU1U — » 


TM 


Non-Cytosolic 


94^ 

Z*f J 


T T-0006SR 1^-90ft1MAY17 

l^l.UU^UJO. I-J.ZUUIIVI/a 11/ 


707 
/U / 


790 

l £y 


forward 3 


TM 


Transmembrane 


94^ 
Z43 


T T*nn06^R 1^ -9001 MAY 17 


710 


740 

/47 


flnrwarrt ^ 

1U1 Wul VJ J 


TM 


Cvtosolic 


94^ 
Z4D 


t i-nno6^R i^'9nmMAYi7 

L.l.UUyD->0. 1 J.ZUUilVl/\ I 1/ 


7^0 
/ JU 


111 


frvrwarrl ^ 

1L/1 Wal LI J 


TM 


Transmembrane 


Z43 


t T«nno6^s i^*9nm A/i AY17 

L*l."lA/l?DJO. 1 J.ZUUllVJLrV 11/ 


/ / J 


701 
lyl 


i-VJl waiu j 


TM 


Non-Cvtosolic 


0/1 < 
Z4D 


t T-nflGACQ T*-90Tk1\/l AV17 


OOO 

/yz 


81 1 
oil 


lUlWalU D 


TM 

1 1V1 


XransmpmHranf* 


Z4j 


Ll.UUyODo.l J.ZUullYL/V. I I / 


oiZ 


yOH 


1U* waJU J 


TM 

11V1 


C*vto^olic 




T T«nr\Q6^Q T*'9nm "M AV17 
Lii.UUyODo.l j.zUUIJVIA 11/ 




yD 1 


1U1 WOIU 3 


TM 

11V1 


Xr;i n «;m f*m hra ne 


O/l S" 


T T-nnOA^sB 1 1«9nni \/T A Y17 


yjo 


y / 1 


1U1 vvalLl j 


TM 

11V1 


Non-Cvto^ol ic 


Z4J 


T T.nflQA^G 1'3*9nni A/f AV17 
L.I.UUyoJO.1 J. ZUU IMA I 1/ 


079 

y /z 


OO/t 

yy4 


lUIWdlU J 


TM 

11V1 


TVa n cm pm hra nft 
1 1 alioiii&iiiui aiiw 


0/1 < 
Z43 


T T-nnOA^C 1 1-9001 1V4 AV19 

L»i.uuycoo. l j.zuuiivi/\ 1 1 / 




Id iy 


1U1 Wal (J J • 


TM 


fvtocolif- 


O/J ^ 
Z4j 


t T-nnoA<Q n'Ofim m a vn 

i^l.UUyoDo.l J.ZUU11V1A I 1 / 


1 190 
1 jZU 


1j4Z 


1U1 WalU J 


TM 


Trnncmpmhranft 

1 1 till ill 1^-lllUl til IV 


Z4D 


T T«OOQ6S"S TV9001MAY17 
L.l.UUyOJO.1 J).ZUUlIvi/\ l 1 / 


i ^/ii 

1 j4o 




1U1 WwU J 


TM 

, 1 1V1 


Non-CVto^olic 


O/l S 

z4j 


T T-OOQ/C^e T3*9O01\/f A V19 
L#l.UUytOo»l J.ZUUIIVIA. I 1 / 


IjJ / 


H90 
1 j ty 


•1UI WwU J 


TM 

1 1V1 


Trancmpmhranp 
iiaiiaiiiviiiui aiiv 


• o>i S" 
z4j 


JLl.UUyODo. 1j. ZUU 1 lVl/\ I 1 / 


1 joU 


1499 
14ZZ 


1UI WalU J 


TM 


r^VtO^ollC 


0/t A 
z4o 


TT«fY">nm9 14*9fini A Y17 
Li.UZUUlZ.i4.ZUUliVl/\ 11/ 


i 
1 


491 
• 4Z3 


1 Ul Wal KM 1 


TM 


C^vtocolir 

V»> Jr ivdvllv 


O/l A 
z4u 


T T-fY?nni9 14»9nm AAA V17 
JL.1.UZUUJ.Z. 14.ZUI/11V1/1 11/ 


494 
4Z4 


446 


1U1 wal u 1 


TM 


Transmembrane 


O/t A 
Z40 


TT*fi9nni9 14*9001 M AY17 
J^rl.vZUUlZ. 14.ZvUliYl/\. I i / 


447 


440 


1U1 waiu l 


TM 


Non-Cvtosolic 


046 
Z4D 


T T-fi9nni9 14-9nniMAY17 
JLrl.lyZUUlZ. l*t.ZUUllVl/\ 11/ 


4*^0 


460 


"fr^rwurH 1 
lUl waiu l 


TM 


Transmembrane 

A milOlllWULrl (*1IV 


946 
Z4D 


TT*n90ni9 14*9001 A4 A Y17 
l^l.UZUUlZ. I'f.ZUL/llVl/Y I 1 / 


470 


RR4 
oaf 


1 Ul wal u I 


TM 


Cvtosolic 


Z40 


T T«H9nni9 14*9Hni AAA Y17 
1^1 .UZUU 1 Z. 1 4 .ZUU 1 lvl/\ I 1 / 


RR^ 

OOJ 


007 
y\j t 


lUlWalU 1 


TM 


Transmembrane 


946 
Z4D 


T T«n9nni9 14*90niA>fAY17 
l^l.UZUUlZ. 1H.ZVAI11V1/Tt 11/ 


00R 




frtrwnrH 1 

1U1 WalU 1 


TM 


Non-Cvtosolic 


946 
Z4D 


T T-09nni9 14-9nniMAY17 

JL.1. l/Z UU 1 Z. I'r. ZUU 11V1/1 1 J / 


056 
y.)\j 


97 R 

y j o 


frjrWfirrl 1 
1 xJl wal U i 


TM 


Transmembrane 


ZHU 


T T-09nni9 14-9001MAY17 

Ju*1.UZUU1Z.1*t.Z.v/V/1JIV1/a 1 1 / 


070 


101^ 


forward 1 


TM 


Cytosolic 


946 
Z4D 


T 1-090019 14'9001MAY17 

JLa.UZUUlZ.l*+.ZUUllVl/ii I J / 


} 


582 


fnrwarrl 9 

1 VJl Wal LI z> 


TM 


Non-Cvtosolic 


946 


T T-090019 14*9001 MAY17 

JUL. UZ W 1 Z. l*t. ZUU llvl/Tk 11/ 


583 


602 


forward 2 


TM 


Transmembrane 


94 6 

ZHO 


TT-090019 14-9001MAY17 

1-il.UZUUlZ. 1 *+. Z.UU 11V1/A 11/ 


603 


614 


forward 9 

Ivl Vr til VI ^ 


TM 


Cytosolic 


946 


T W)90ni7 14*9001 MA Y17 

Jul.UZUUlZ. It. ZUU i lrlr\ III 


615 


637 


forward 2 


TM 


Transmembrane 


946 

Z*rU 


TT*090019 14-9001 MAY 17 

IjA.UZUUI Z. It-ZVJL/l IVl/A 1 1 / 


638 


695 


forward 2 


TM 


Non-Cytosolic 


946 


TT-090019 14-9001MAY17 
x^ii ,\j i £tm i*t.ZiWC/iivirA i i / 


696 


71R 

/ 1 o 


forward 2 


TM 


Transmembrane 


946 


TT-090019 14-9001MAY17 


719 

/ i y 


724 


forward 9 

1U1 WOl u ^» 


TM 


Cytosolic 


946 
z*+u 


TT-090019 14-9001MAY17 

1_j1.UZUU1Z. J i +.ZUL/1 AVlrt J J / 


725 


747 


forward 9 


TM 


Trans membrane 


946 

Z40 


T T-O90O19 14-9001 M A Yl 7 

IjI.UZUUIZ. It.ZUUllVlAV 11/ 


748 


761 

1 \Jl 


forward 9 


TM 


Non-Cytosolic 


946 
Z4u 


TT-090019 14-9001MAY17 

JU1.UZUU1Z»1*T.ZUU11V1/-V 11/ 


762 


781 


fnrwArH 9 

Jul Well LI ^ 


TM 


Transmembrane 


246 


LI:020012.14:2001MAY17 


- 782 


953 


forward 2 


TM 


Cytosolic 


246 


LI:020012.14:2001MAY17 


954 


976 


forward 2 


TM 


Transmembrane 


246 


LI:020012.14:2001MAY17 


977 


1012 


forward 2 


TM 


Non-Cytosolic 


246 


LI:020012.14:2001MAY17 


1 


725 


forward 3 


TM 


Non-Cytosolic 


246 


LI:020012.14:2001MAY17 


726 


748 


forward 3 


TM 


Transmembrane 


246 


LI:020012.14:2001MAY17 


749 


760 


forward 3 


TM 


Cytosolic 


246 


LI:020012.14:2001MAY17 


761 


780 


forward 3 


TM 


Transmembrane 
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Template ID 


Start 


Stop 

r 


Frame 
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Topology 


246 


LI:020012.14:2001MAY17 


781 


814 


forward 3 


TM 


Non-Cytosolic 


946 


LI-020012 14-2001MAY17 


815 


837 


forward 3 


TM 


Transmembrane 


246 


LL0200 1 2. 1 4.-2001MA Y 1 7 


838 


849 


forward 3 


TM 


Cytosolic 


246 


LI-020012 14-2001MAY17 


850 


869 


forward 3 


TM 


Transmembrane 


246 


1 10200 12 14 2001 MAY 17 


870 


883 


forward 3 


TM 


Non-Cytosolic 


946 


I 1*020012 14-2001MAY17 


884 


906 


forward 3 


TM 


Transmembrane 


946 


LI:0200 12. 14:2001 MAY 17 


907 


926 


forward 3 


TM 


Cytosolic 


946 

Z4U 


t T-090012 14-9001 MA Yl 7 


927 


946 


forward 3 


TM 


Transmembrane 


946 
z*tu 


I T020012 14 2001MAY17 


947 


955 


forward 3 


TM 


Non-Cytosolic 


94 n 


T 1*020012 1 4 2001 MAY1 7 


956 


978 


forward 3 


TM 


Transmembrane 


946 


I T 020012 14-2001MAY17 


979 


1012 


forward 3 


TM 


Cytosolic 


947 


T T 090691 1-2001MAY17 

ivl.U4UU7 1 • 1 .x.Uu llVl/\ XI/ 


1 


19 


forward 1 

Xv/l VT 4X1 VI A 


TM 


Cytosolic 


947 


T 1*090691 1-2001MAY17 

x_»x . \J CAjKJy x . x . ^\J\J k ivj_rx x it 


20 


42 


forward 1 


TM 


Transmembrane 


947 

ZH 1 


I T-0906Q1 1-9001MAY17 

L«l>v£UU7 A . 1 .Z>UUlxVlrt X 11 


43 


255 


forward 1 

X Ul VT OX VX 1 


TM 


Non-Cytosolic 


OA! 

Zt 1 


T T-09ft6Q1 1-9001MAY17 

J_>1 1.1 . Z.L/VJ IIVI/Tl. 11/ 


I 


12 


fnrwarH 9 


TM 


Cvtosolic 


Z*t / 


T 7-090601 1 -9nniA/fAY17 

JjJ.UZUW 1 . 1 .ZUL/llVl/1. 1 1/ 


u 


35 


frirwarH 7 


TM 


Transmembrane 


7/17 
Z<+ 1 


T 1-090601 1 -7ftf.lMAY17 

l^l.UZuO*7i.l.ZUullVi/\. 11/ 


36 


755 


IUl Wttl U L. 


TM 


Non-Cvtosolic 


Z4o 


TT-071188 17-7001MAY17 
x-J.UZl 1 Oo.lZ.ZUUxxVi/\ 11/ 


1 
1 


171 
l/i 


1UI Wal u J 


TM 

1 lYl 


Non-f"* vfo<*ol ic 


Z4o 


T T-071 1R8 1 7-7001 M AY17 


177 
1 /z 


104 

1*7*4 


ir»T*\i/ Cirri 3 


TM 

11 VI 


T'TnnQtTiftrnKrfiT-if*: 
1 1 aiidiiioiiiui auv 


Z4o 


T T-071 1 RR 17'7fift1M A Y17 


105 


377 


IUl Wal U J 


TM 

11V1 


Cvtosolic 


Any 


1^1.UZ1dZ4.4.ZUU1xV1A 11/ 


1 
1 


53 
DD 


lurvvaia i 


TM 

11 VI 


fvtri^olir* 

V LU 3U111/ 


z4y 


t T.rni 11 A >1*70fi1"M AV17 
JL1.UZ1DZ4.4.ZLWJ1JV1A. I I 1 


54 
D4 


76 


ID I Wax U I 


TM 

1 1V1 


Tr a n cm pmKrfl n p 


z4y 


Li.UZlDZ4.4.ZUUlxVlA I 1 / 


77 


QO 


iorwdici i 


TM 

11V1 


N exn _ f~* v t c r\ 1 i P 
1^1 U11-"*-' jr lUaU 


z4y 


JUl.UZlDZ4.4.ZUUlxVl/\ 11/ 


01 

7l 


1 13 

1 ID 


lUiWalLl 1 


TM 

1 1V1 


Tra n cm p mHrJi n P 
1 1 aiiaiiiviiiui alio 


0/1O 

z4y 


T T-071374 /I-70011V4 A Y17 
UL uZ 1 DZ4. 4. ZUUllVl/\ 11/ 


1 14 


777 
zz / 


iUIWcUU 1 


TM 


f""vtOQo1ir 


z4y - 


1 T-noiQ74 4'7nfilM A V17 
!L l i.uZiDZ4.4.ZlMJlJVl/\ 11/ 


77R 
ZZo 


750 
ZDU 


lUlWalU i 


TM 


1 1 ai loll l&llj Ul OJiv> 


z4y 


T T-n91^74 /l-7001lwrAV17 
L.l.UZlDZ4.4.ZUUiJYl/\ 11/ 


751 
ZD1 


710 
/ l\J 


IUl waxo 1 


TM 

11V1 


Nnn -f^vtn col i r* 

liUU -"w jr iu aUl Ilk/ 




T T-fi71R34 1 5*700TA/fA V17 
l->l.UZl0D4. ID.ZUUllYl/V I 1 / 


1 
1 


557 

DDZ 


lUIWalU 


TM 

1 1V1 


Wr\n -(^"vtocolir 
llUll "UJ lUDUllv 


o^r\ 

ZOU 


T T-H71R34 1 5*7001 A>f A Y17 
Li.UZloD4.1D.ZUUlxVl/\ I 1 / 


553 
DDD 


575 

D/D 


IUl WtUU /. 


TM 


Tra n citiP m Hranp 

x i aiiDiiit/iii ui aiJw 


7*\fV 
ZDl/ 


TT-fi71R3A 1 5'7001"N>1 A V17 
J-.l.UZloD*+. lD.ZUL"llVl/\ 11/ 


57fi 
D /U 


505 

DJ7D 


fr»r\x/nrH 7 
IUL wax vJ ^. 


TM 


r^vtocoiip 




t T-0718^4 15-7001MAY17 
lwl.UZlc5D*+. lD.ZUV/liVl/\ I 1/ 


506 


61 R 

Ul o 


IUl w ax VJ /u 


TM 


Trancmpmhrane 


ZDu 


T T-071 R34 1 5-7001 M A Y17 

JLa.UZx OJ4, ID .ZUUllVl/\ I 1/ 


610 

Ul 27 


771 


IUl Wal u z> 


TM 


Non-Cvtocolic 


7^1 
ZD 1 


T T-074R41 1-7001MAY17 

Ll.UZHoH 1 . 1 .ZUU1xV1^"l 1 1/ 


i 
i 


759 


IUl wax u i 


TM 


Non-Cvtos ol ic 

X TV/11 Y lUOl/llv 


7^1 
ZD 1 


T T-074R41 1 -9001MA Y17 

ljl.UZ'ro'r 1 . 1 .ZU"Jllvir\. I 1/ 


753 


775 
/ / j 


IUl wax u i 


TM 


Trail cm em brane 


7^1 
ZD I 


1 i-074 R41 1 -9001A/! A Y17 

XjI.UZHCV* 1 ,1 .ZUU1J.V1/A. I If 


776 
/ /u 


1017 

1V*1 / 


iVvrwjirrl 1 
lui wai li x 


TM 


Cvtosolic 


7^1 
ZD I 


T T-074R41 1-9001MAY17 


101R 

iUl o 


1040 


fnrwarH 1 
l ui w ai u 1 


TM 


Transmembrane 


Z-D 1 


T T-094R41 1-9001MAY17 

Xjl.vZ t rO*T 1 . 1 .Z»UUllVir"V 1 1/ 


1041 


1054 


forward 1 

IUl wax u x 


TM 


Non-Cytosolic 


951 


1 1*024841 1-2001MAY17 

JLrl.U^*tO"T 1.1 .£*\J\J X XVXi*. 11/ 


1055 


1077 


forward 1 


TM 


Transmembrane 


951 

ZD 1 


17094841 1-9001MAY17 

JL»l.UZ*rO fc r x < 1 ♦ ^UUllVl/ - ^ 1 1/ 


1078 


1129 


forward 1 

X KJL WU1U X 


TM 


Cvtosolic 


951 

ZD 1 


TT-094R41 1*2001MAY17 
i-»i.v/z*+o*T i.i .^«\jvjiivi/^. 11/ 


1 


748 


forward 2 

lUt VT ax *x 


TM 


Non-Cvtosolic 


951 


T T-094R41 1-2001MAY17 

L<l.v/^H0^1.1.'»vvllvif\ 1 x / 


749 


771 


forward 2 

X Ul TT Ul \X ±* 


TM 


Transmembrane 


951 


T T 094R41 1*2001MAY17 


772 


1015 


forward 2 


TM 


Cytosolic 


951 


T T 094R41 1-2001MAY17 

1j1.Ux>^0*t 1 . 1 k4<VA/ llVx/x 1 1/ 


1016 


1038 


forward 2 


TM 


Transmembrane 


951 


T T-094R41 1-2001MAY17 

J-il.VZi^O" 1 1 1 •X'V/U liVXTX ±11 


1039 


1128 


forward 2 


TM 


Non -Cy tosol ic 


959 

ZJZ 


T T-095794 19-2001MAY17 


1 
i 


446 


forward 1 

X\SK TT Ul U 1 


TM 


Non-Cytosolic 


759 

ZDZ 


7 7-095794 19-9001MAY17 

IjX.I/ZJ / Z*t. 1 . ^v/L" 1 IVlrt. 1 1/ 


447 
*+*+ / 


460 


forward 1 
iUl »ai u j 


TM 


Transmembrane 

X 1 UJ lOlXJ will Ul uuv 


252 


LI:025724.12:2001MAY17 


470 


685 


forward 1 


TM 


Cytosolic 


252 


LI:025724J2:2001MAY17 


686 


703 


forward 1 


TM 


Transmembrane 


252 


LI:025724.12:2001MAY17 


704 


730 


forward 1 


TM 


Non-Cytosolic 


252 


LI:025724.12:2001MAY17 


731 


753 


forward 1 


TM 


Transmembrane 


252 


LL025724. 1 2:200 IMA Y 1 7 


754 


895 


forward 1 


TM 


Cytosolic 


252 


LI:025724.12:2001MAY17 


896 


918 


forward 1 


TM 


Transmembrane 


252 


LI:025724.12:2001MAY17 


919 


984 


forward 1 


TM 


Non-Cytosolic 


252 


LI:025724.12:2001MAY17 


985 


1007 


forward 1 


TM 


Transmembrane 
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SEQ D NO: 


Template ID 


Start 


Stop 


Frame 


Domain Type 


Topology 


252 


LI :025724. 1 2 : 200 1 MA Y 1 7 


1008 


1018 


forward 1 


TM 


Cytosolic 


252 


LI:025724.12:2001MAY17 


1019 


1041 


forward 1 


TM 


Transmembrane 


252 


LI:025724.12:2001MAY17 


1042 


1074 


forward 1 


TM 


Non-Cytosolic 


252 


LL025724. 12:2001 MAY 17 


1075 


1097 


forward 1 


TM 


Transmembrane 


252 


LI:025724.12:2001MAY17 


1098 


1201 


forward t 


TM 


Cytosolic 


252 


LL025724. 1 2 :200 1 MAY 1 7 


1 


457 


forward 2 


TM 


Non-Cytosolic 


252 


LI:025724.12:2001MAY17 


458 


480 


forward 2 


TM 


Transmembrane 


252 


LI:025724.12:2001MAY17 


481 


695 


forward 2 


TM 


Cytosolic 


252 


LI:025724.12:2001MAY17 


696 


718 


forward 2 


TM 


Transmembrane 


252 


LI:025724.12:2001MAY17 


719 


732 


forward 2 


TM 


Non-Cytosolic 


252 


LL025724. 1 2:2001MAY 17 


- 733 


755 


forward 2 


TM 


Transmembrane 


252 


L1:025724.12:2001MAY17 


756 


777 


forward 2 


TM 


Cytosolic 


252 


LI:025724.12:2001MAY17 


778 


797 


forward 2 


TM 


Transmembrane 


252 


LI:025724.12:2001MAY17 


798 


806 


forward 2 


TM 


Non-Cytosolic 


252 


LI:025724.12:2001MAY17 


807 


829 


forward 2 


TM 


Transmembrane 


252 


LI:025724.12:2001MAY17 


830 


921 


forward 2 


TM 


Cytosolic 


252 


LI:025724.12:2001MAY17 


922 


939 


forward 2 


TM 


Transmembrane 


252 


LI:025724.12:2001MAY17 


940 


1018 


forward 2 


TM 


Non-Cytosolic 


252 


LI:025724.12:2001MAY17 


1019 


1041 


forward 2 


TM 


Transmembrane 


252 


LI:025724.12:2001MAY17 


1042 


1133 


forward 2 


TM 


Cytosolic 


252 


U:025724.12:2001MAY17 


1134 


1156 


forward 2 


TM 


Transmembrane 


252 


LI:025724.12:2001MAY17 


1157 


1165 


forward 2 


TM 


Non-Cytosolic 


252 


LI:025724.12:2001MAY17 


1166 


1185 


forward 2 


TM 


Transmembrane 


252 


LI:025724.12:2001MAY17 


1186 


1201 


forward 2 


TM 


. Cytosolic 


252 


LI:025724.12:2001MAY17 


1 


729 


forward 3 


TM 


Non-Cytosolic 


252 


LI:025724.12:2001MAY17 


730 


752 


..forward 3 


TM 


Transmembrane 


252 


LI:025724.12:2001MAY17 


753 


764 


forward 3 


TM . 


Cytosolic 


252 


LI:025724.12:2001MAY17 


765 • 


^.787 


forward 3 


•TM 


Transmembrane 


252 


LI:025724.12:2001MAY17 


788 


-806 


forward 3 


- TM 


Non-Cytosolic 


252 


LI:025724.12:2001MAY17 


807 


829 


forward 3 


TM 


Transmembrane 


252 


LI:025724.12:2001MAY17 


830 


873 


forward 3 


TM 


Cytosolic 


252 


LI:025724.12:2001MAY17 


874 


896 


forward 3 


TM 


Transmembrane 


252 


LI:025724.12:2001MAY17 


897 


910 


forward 3 


TM 


Non-Cytosolic 


252 


LI:025724.12:2001MAY17 


911 


933 


forward 3 


TM 


Transmembrane 


252 


LI:025724.12:2001MAY17 


934 


1042 


forward 3 


TM 


Cytosolic 


252 


LI:025724.12:2001MAY17 


1043 


1065 


forward 3 


TM 


Transmembrane 


252 


LI:025724.12:2001MAY17 


1066 


1200 


forward 3 


TM 


Non-Cytosolic 


253 


LI:029328.2:2001MAY17 


1 


714 


forward 1 


TM 


Non-Cytosolic 


253 


LI:029328.2:2001MAY17 


715 


737 


forward 1 


TM 


Transmembrane 


253 


LI:029328.2:2001MAY17 


738 


1025 


forward 1 


TM 


Cytosolic 


253 


LI:029328.2:2001MAY17 


1026 


1043 


forward 1 


TM 


Transmembrane 


253 


LI:029328.2:2001MAY17 


1044 


1052 


forward 1 


TM 


Non-Cytosolic 


253 


LI:029328.2:2001MAY17 


1053 


1075 


forward 1 


TM 


Transmembrane 


253 


LI:029328.2:2001MAY17 


1076 


1179 


forward 1 


TM 


Cytosolic 


253 


LI:029328.2:2001MAY17 


1180 


1202 


forward 1 


TM 


Transmembrane 


253 


LI:029328.2:2001MAY17 


1203 


1283 


forward 1 


TM 


Non-Cytosolic 


253 


LI:029328.2:2001MAY17 


1284 


1306 


forward 1 


TM 


Transmembrane 


253 


LI:029328.2:2001MAY17 


1307 


1312 


forward 1 


TM 


Cytosolic 


253 


LI:029328.2:2001MAY17 


1313 


1335 


forward 1 


TM 


Transmembrane 


253 


LI:029328.2:2001MAY17 


1336 


2000 


forward 1 


TM 


Non-Cytosolic 


253 


LI:029328.2:2001MAY17 


1 


301 


forward 3 


TM 


Non-Cytosolic 


253 


LI:029328.2:2001MAY17 


302 


324 


forward 3 


TM 


Transmembrane 


253 


LI:029328.2:2001MAY17 


325 


365 


forward 3 


TM 


Cytosolic 


253 


LI:029328.2:2001MAY17 


366 


384 


forward 3 


TM 


Transmembrane 



155 



WO 02/083876 



PCTAJS02/09921 



TABLE 2 



SEQDNO: 


Template ID 


Start 


Stop 


Frame 


Domain Type 


Topology 


253 


LI:029328.2:2001MAYI7 


385 


1947 


forward 3 


TM 


Non-Cytosolic 


253 


LI:029328.2:2001MAYI7 


1948 


1970 


forward 3 


TM 


Transmembrane 


253 


LI:029328.2:2001MAY17 


1971 


1999 


forward 3 


TM 


Cytosolic 


254 


LI:032171.5:2001MAY!7 


1 


459 


forward 1 


TM 


Non-Cytosolic 


254 


LI:032171.5:2001MAYI7 


460 


477 


forward* I 


TM 


Transmembrane 


254 


LI:032171.5:2001MAY17 


478 


481 


forward 1 


TM 


Cytosolic 


254 


LI:032171.5:2001MAY17 


482 


504 


forward 1 


TM 


Transmembrane 


254 


LI:032171.5:2001MAY17 


505 


518 


forward 1 


TM 


Non-Cytosolic 


254 


LI:03217L5:2001MAY17 


519 


541 


forward 1 


TM 


Transmembrane 


254 


LI:032171.5:2001MAY17 


542 


553 


forward 1 


TM 


Cytosolic 


254 


LI:032171.5:2001MAY17 


554 


576 


forward 1 


TM 


Transmembrane 


254 


LI:032171.5:2001MAY17 


577 


626 


forward 1 


TM 


Non-Cytosolic 


254 


LI:032171.5:2001MAY17 


627 


649 


forward 1 


TM 


Transmembrane 


254 


LI:032171.5:2001MAY17 


650 


716 


forward 1 


TM 


Cytosolic 


254 


LI:032171.5:2001MAY17 


1 


625 


forward 2 


TM 


Non-Cytosolic 


254 


LI:032171.5:2001MAY17 


626 


648 


forward 2 


TM 


Transmembrane 


254 


LI:032171.5:2001MAY17 


649 


660 


forward 2 


TM 


Cytosolic 


254 


LI:032171.5:2001MAY17 


661 


683 


forward 2 


TM 


Transmembrane 


254 


LI:032171.5:2001MAY17 


684 


686 


forward 2 


TM 


Non-Cytosolic 


254 


LI:032171.5:2001MAY17 


687 


709 


forward 2 


TM 


Transmembrane 


254 


LI:032171.5:2001MAY17 


710 


715 


forward 2 


TM 


Cytosolic 


255 


LI:035055.1:2001MAY17 


1 


489 


forward 2 


TM 


Non-Cytosolic 


255 


LI:035055.1:2001MAY17 


490 


512 


forward 2 


TM 


Transmembrane 


255 


LI:035055.1:2001MAY17 


513 


584 


forward 2 


TM. 


Cytosolic 


255 


LI:035055.1:2001MAY17 


585 


607 


forward 2 


TM 


Transmembrane 


255 


LI:035055.1:2001MAY17 


608- • 


619 


forward 2 


■'• TM 


Non-Cytosolic 


255 


LL035055. 1 :2001 MA Y 1 7 


620 


642 


forward 2 


TM 


Transmembrane 


• 255 


LI:035055.1:2001MAY17 • 


643 


673 


forward 2 


TM • 


Cytosolic 


; 255 


LI:035055.1:2001MAY17 


1 


619 


forward 3 


TM 


Non-Cytosolic 


255 


LI:035055.1:2001MAY17 


620 


642 


forward 3 


TM 


Transmembrane 


255 


LI:035055.1:2001MAY17 


643 


673 


forward 3 


TM 


Cytosolic 


256 


LI:036747.17:2001MAY17 


1 


269 


forward 1 


TM 


Cytosolic 


256 


LL036747. 17 :2001 MAY 1 7 


270 


292 


forward 1 


TM 


Transmembrane 


256 


LI:036747.17:2001MAY17 


293 


325 


forward 1 


TM 


Non-Cytosolic 


256 


LI:036747.17:2001MAY17 


326 


348 


forward 1 


TM 


Transmembrane 


256 


LI:036747 .17:2001 M AY 1 7 


349 


427 


forward 1 


TM 


Cytosolic 


256 


LI:036747.17:2001MAY17 


428 


450 


forward 1 


TM 


Transmembrane 


256 


LI :036747. 17 :2001 MA Y 1 7 


451 


464 


forward 1 


TM 


Non-Cytosolic 


256 


LI:036747.17:2001MAY17 


465 


487 


forward 1 


TM 


Transmembrane 


256 


LL036747. 17:200 1 MAY 1 7 


488 


499 


forward 1 


TM 


Cytosolic 


256 


LI:036747.17:2001MAY17 


500 


522 


forward 1 


TM 


Transmembrane 


256 


LI:036747.17:2001MAY17 


523 


630 


forward 1 


TM 


Non-Cytosolic 


256 


LI:036747.17:2001MAY17 


631 


653 


forward 1 


TM 


Transmembrane 


256 


LI:036747.17:2001MAY17 


654 


665 


forward 1 


TM 


Cytosolic 


256 


LI:036747.17:2001MAY17 


666 


687 


forward 1 


TM 


Transmembrane 


256 


LI:036747.17:2001MAY17 


688 


762 


forward 1 


TM 


Non-Cytosolic 


256 


LI:036747.17:2001MAY17 


763 


785 


forward 1 


TM 


Transmembrane 


256 


LI:036747.17:2001MAY17 


786 


818 


forward 1 


TM 


Cytosolic 


256 


LL036747. 17 :2001 MAY 1 7 


1 


269 


forward 2 


TM 


Non-Cytosolic 


256 


LI:036747.17:2001MAY17 


270 


292 


forward 2 


TM 


Transmembrane 


256 


LI:036747.17:2001MAY 17 


293 


478 


forward. 2 


TM 


Cytosolic 


256 


LI:036747.17:2001MAYI7 


479 


501 


forward 2 


TM 


Transmembrane 


256 


LI:036747.17:2001MAY17 


502 


515 


forward 2 


TM 


Non-Cytosolic 


256 


LI:036747.17:2001MAY17 


516 


535 


forward 2 


TM 


Transmembrane 
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TABLE 2 








SFO D NO 


Temulate ID 


Start 


Stop 


Frame 


Domain Type 


Topology 


256 


LI' 036747 17-2001MAY17 


536 


624 


forward 2 


TM 


Cytosolic 


256 


LI-036747 17 -2001 MAY 17 


625 


647 


forward 2 


TM 


Transmembrane 


256 


T 1*036747 17*2001 MAY 17 


648 


666 


forward 2 


TM 


Non-Cytosolic 




1 T036747 17-2001MAY17 


667 


689 


forward 2 


TM 


Transmembrane 


9^6 


T 1*036747 17-2001MAY17 


690 


709 


forward 2 


TM 


Cytosolic 


9S6 


T T-036747 17*9001 MAY 17 


710 


732 


forward 2 


TM 


Transmembrane 


9^6 

ZJO 


T T-036747 17*9001 MA Y17 

AjA.U JU / *T / . A / .£.1/1/1 AVAAl 11/ 


733 


751 


forward 2 


TM 


Non-Cytosolic 


956 
ZJO 


T T036747 17-9001 M A Yl 7 

LLVJU /*+ / . 1 / ,£*\J\J xVfin 11/ 


752 


774 


forward 2 


TM 


Transmembrane 


956 
ZJO 


T T-036747 17-9001 MAY1 7 

A-iA.UJU / 1 / , A / ./.UUA AVArt 11/ 


775 


785 


forward 2 


TM 


Cytosolic 


0C6 
ZjO 


T T -03 6747 17-9001 M A Yl 7 

Ajx.U.J'U/H / • 1 / »AAJUAAViy\ 11/ 


786 


808 


forward 2 


TM 


Transmembrane 


oc£ 

ZJO 


T T-0^6747 17*9001 M A Yl 7 
Ll.uJO/'J / . A / .ZUUaIVa/\ 11/ 


800 


817 

O 1 / 


forward 2 


TM 


Non-Cy tosol i c 


OCA 
ZJU 


T T-0^6747 17*9001MAY17 
JLJ..U-JO / H / . 1 / .ZUUIlVLtt. 11/ 


1 

I 


269 


fnrWflrH 3 

AUA WclAXJ -J 


TM 


Non-Cytosolic 


OC6 
ZJO 


T T-0^6747 17*9001 M A Y17 
x-fi.Ujo/*+ / .i / .zuuxavjut. 11/ 


970 


909 


forward 3 


TM 


Transmembrane 


OCA 
ZJO 


T T-016747 17-9001MAY17 

l-»x.UJU/ t + /. 1 / .ZUUlAVi<r\. 1 1/ 


90'*; 


300 


forward 3 

1V/1 it CXI vi ^ 


TM 


Cytosolic 


OCA 

ZjO 


T T -0^6747 17*9001 M A Yl 7 
I-4.UJO/*+ /.l / .ZUUliVLrY I 1/ 


4UU 


499 


fnru/nrH 3 

AUl WcuVJ J 


TM 


Transmembrane 


oca 
ZjO 


T T»036747 17*9001 MAY17 


All 
4ZJ 


400 
*+!75/ 


forward 3 

1VJ1 ITUlU -J 


TM 


Non-Cytosolic 


OCA 

ZJO 


T T-/Y*tA9//f*7 T7«9001"N/f A VI 9 
JLi.UjO/4/.1/.ZUU1JWA 11/ 


C.00 
JUU 


S99 

JZZ 


k\Jl WCU vi J 


TM 


Transmembrane 


OCA 

ZOO 


t T.AOAO/IO n.OOOIftyf AV17 


jZj 


694 


forvwnrrl ^ 
1U1 WcUU J 


TM 


Cv tosol ic 


oca 
ZOO 


T T-OIA'T/IT 1 9*9001 TVVf A VI 7 
LI.UJO /4 / . 1 / .ZuU 1 XV1A 11/ 


A9C 
OZj 


649 
otz 


■fnnx/arrl 3 
AUl W<U vi J 


TM 


Transmembrane 


25 D 


t T.r\iA9>n n.onnnvyf A V19 
L1.U30/4/.1 /.ZUUlivlA I 1/ 


04.) 


o/ / 


xrvni/^i'r/1 X 
1 Ul WcUU J 


TM 

A AYA 


Non-Pv tosol ic 


oca 
ZOO 


t T-fv^AO/i'o nonni \vf a vi7 

LJ..UjO/4/.I / .ZUuxaVaA 11/ 


A9Q 
D/0 


607 
oy / 


frvrwnrH ^ 

Av/AWoAU J 


TM 


Transmembrane 


OCA 

25 0 


t I'Cyikiai lo-onoiiv/r A V17 
Li.UJD/4/.l /.ZUUIJVIA I 1 / 


AQQ 


70Q 


lUlWolvi J 


TM 

A AYA 


Cvfosolic 


OCA 

ZOO 


LI.UjO /*+/,! /.ZUuAaVIA 11/ 


71 A 
/ iU 


7^9 
/ JZ 


1U1 WdAU J 


TM 


Transmembrane 

X 1 CIXBOUlwlAB Vfl Cll IV/ 


OCA 

25o 


L1:UjO/4/.1 / .2UU1MA i 1 / 


111 
1 DJ 


7^1 
/ J 1 


1U1 WcUU J 


A AVI 


Wnn-f^vto^olir 

ilUH V*Jf IvOCIlW 


OCA 

ZOO 


T T.AO.A9yf*7 1*7«9/V11 A>f A VI 9 


7CO 
/5z 


774 
/ /4 


AUl WcUU J 


TM 


Transmembrane 


OC£ 

25o 


JLl:uJu/4/.l /.zUuaMA I 1 / 


77 C 
/ / J 


7QO 
/oU 


1UI WcUU J '. 


TM 

• X AVA 


f^vtoviotte 

v^y lujuiic- 


OCA 

25o 


T T.A'2AOM'7 1 *7«0AA1 TVA A V 1 9 

L1*ujO/4/.1 / .ZUU IMA 1 1 / 


7S 1 
/ol 


80^ 
OUj 


lUiWdiu 'J 


A 1VA 


Tra n q mpm bra n e 

A l ciiioiiiv>iii.l/i tuis/ 


OCA 

ZOO 


T T.A1A7/17 17'OAA1\/f A V19 

JLLUju/4 /.x / .ZUUIMA I 1 / 


OA/1 

5U4 


817 
Ol / 


1UI WcU U j 


TM 

' X AVA 


Non-Cvtosolic 


OCT 

ZO/ 


T T-A/l/iQAI 0»OAA1A>f A V19 
. x-fl!U44oUl.Z.ZUUlJVlA I a / 


1 


yOO 


lUlWdlU 1 


TM 


Non-Cytosolic 


OCT 

25/ 


T I'CSAAlfW 0*0001 A/f A V1"7 
JL1. U44a U l.Z. ZUU 1 XVI A I 1 / 


OAA 


088 

7O0 


lUlWdlU A 


TM 


Transmembrane 


OC7 

25/ 


T T.A/l/iOA1 0-0AA1\/T A V19 

LJ."U44 j\) l.z. ZUU IJVIA I I / 


080 


1000 
1UUU 


lUi WcilU 1 


TM 

A AVA 


Cvtosolic 

V_* T tv/OVillVy 


OCQ 

25 o 


1 Tf.AAICQC 1 A-OAOl \A A V1 9 
JLl.UOl5o5.lU. ZUU 1JV1A I 1 / 


1 
1 


679 
U / z 


AUl WcUU A 


TM 


Non-Cvtosolic 


OCQ 

ZD (5 


T T-OA1CCC 10*9001 \A A V17 
JL»1.U01joj.1U.ZUu1xV1/\ 11/ 


A7^ 
O/ J 


60^ 
oyj 


"fr>rwnrrl 1. 

AUl WcUU A 


TM 


Transmembrane 


OCQ 

25 o 


T T-AA1CQC 1O«9001"\>rA Y17 
L.1.UD1 JOJ.IU.ZUUIIVIA 11/ 




89^ 

OZJ 


AUl W Cll U 1 


TM 


Cytosolic 


OCQ 

25 o 


TT-AA1CQC 10«9001A>T A V17 
JL1.UD1 J 5 J. 1U. ZUU 11VJLA I I / 


1 

1 


49 S 


1U1 w di u z. 


TM 


Non-Cytosolic 


OCQ 
ZOo 


T T*OA1CQC 10-9001MAY17 
Ltl.UOl j o J. 1 U. ZUU llVl/\ 11/ 


496 


44S 


fnrward 9 

AUl Well U A» 


TM 


Transmembrane 


OCQ 
ZOo 


t T-OAIC.R**; 1O-9001TV4AY17 

1^1. UU1 J0J.lU.ZUUlxVxr\ x J/ 


tto 


4S1 

*T J 1 


firtrwarH 9 

LUI W Cll vC ^> 


TM 


Cytosolic 


OCQ 


T T-OA1585 1O-9001MAY17 
JL/l.UO 1 jo J. lU.ZUUHVlrV I 1/ 


4S9 

HJi 


471 

*"T / 1 


fnru/flrd 9 


TM 


Transmembrane 


OCQ 
Z_)o 


1 T*OA1585 1O-9001MAY17 

JUl.UUlJO J. 1U. ZUU llVLrV 1 1/ 


479 


680 


forward 9 


TM 


Non-Cytosolic 


OCQ 
ZOo 


T T-OA1585 10*9001MAY17 
La.UOl joj.1U.ZUUHV1/\ 11/ 


VJO i 


700 

/ V/V 


f or ward 9 

lUi WcU vi x. 


TM 


Transmembrane 


Zjo 


T T-0A1S8S 10*9001"MAY17 

IjI.UOI jO J. lU.Z.UUllVJLr*L 1 i / 


701 


730 


forward 2 


TM 


Cytosolic 


95R 
ZJO 


TT'0^158**; 10-9001MAY17 

Ll.wl JO J.lU.i»UUlAVLr*i 11/ 


740 

/ *t"J 


769 


forward 2 


TM 


Transmembrane 


Zjo 


TT-OA1C.85 10-9001MAY17 

U.UDI JoJ»lU. ZUU llVxrV 1 1/ 


763 

/ U J 


823 


forward 2 

AUl WCU U i. 


TM 


Non-Cytosolic 


95R 
zjo 


TT-OAiCQC, 10-9001 MAY17 

L1.UU1 JOJ. lU.i.UUllVlrt. 1 A / 


1 
i 


202 


f or ward 3 


TM 


Cytosolic 


95R 
zjo 


T T-OAI-nS^ 10-9001MAY17 

Ll.UDl J0J.lU.^UUlxVlr\ 1 l / 


90^ 

6UJ 


99^ 


forward 3 


TM 


Transmembrane 


Zjo 


T T-OA15R5 10-90011V/T A Y17 
L>1. UD1 JO J. lU.ZAJKJ lrflr\ 1 1/ 


996 


9S0 


forward ^ 

AUA WCU vl J 


TM 


Non-Cytosolic 


958 
Zjo 


T T-0A.1 C85 10-9001MAY17 

Ltl.UUl JO J. iU.ZUwllvlrV 1 A / 


251 


273 


forward 3 

i vSi w cix vi wi 


TM 


Transmembrane 


258 


LI:061585.10:2001MAY17 


274 


277 


forward 3 


TM 


Cytosolic 


258 


LI:061585.10:2001MAY17 


278 


300 


forward 3 


TM 


Transmembrane 


258 


LI:061585.10:2001MAY17 


301 


342 


forward 3 


TM 


Non-Cytosolic 


258 


LI:061585.10:2001MAY17 


343 


365 


forward 3 


TM 


Transmembrane 


258 


LI:061585.10:2001MAY17 


366 


371 


forward 3 


TM 


Cytosolic 


258 


LI:061585.10:2001MAY17 


372 


394 


forward 3 


TM 


Transmembrane 


258 


LI:061585.10:2001MAY17 


395 


822 


forward 3 


TM 


Non-Cytosolic 
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SFO D NO- 


Template ID 

X &1II|/1CUw Xl*' 


cjy 


T T 066742 21 '2001MAY17 


9SQ 


1 1*066742 21 -2001MAY17 


950 


T T-066749 91 -9finiMAYl7 


9SQ 


T 1*066749 91 -2001 MAY 17 


950 
zjy 


I T-066749 91-9001 MAY17 


950 
zjy 


T T-066749 91-9001MAY17 


950 


T T-066749 91 -9001 MA Y1 7 
JL»I.UOu/ £A Z.ZJ .ZuvllYir\ I J/ 


O^G 

Zjy 


T 1-0667/19 91 -9nniMAY17 
L.1.UOO /^tZ.ZI .ZUUllVl/\ 11/ 


o<o 


T T*n667/19 91 ■9rMi1AyTAV17 
L>l.UOO /*tZ.Zl .ZUUIIYIA I 1/ 


o<o 


T T-n667zl9 91 -9001MAY17 
Ivl. UOO /^Z.Zl.ZuVlxVl/\ I J / 


o^o 

25y 


T T« HA AO/19 91-9ft01MAY17 
Ll.UOO /^Z.Zl.ZUullVJLtt, 11/ 


259 


t t.a^ao/io oi-onnnv^AVio 


oca 
259 


T T-AAAO/IO 01 -OOfi"! MA V19 
.Ll.UOO /4Z.Z1 ,ZUUllYl/\ 11/ 


259 


Li:UOO/4Z.Zl.ZUUliVlAI 1/ 


259 


T T.A*:<O/i0 01 •OOAITvl A V19 
Ll.UOO /4Z.Z1 .ZUUllVxA 11/ 


259 


T T-A</C7/10 01 -OA/il TVA A VI O 

LL.UOO /4Z.Z1.ZI/U1XY1A 1 1 / 


259 


t t *7 /i o o i «oaai a>t a vio 
Li. UOO / 4Z.Z1 .ZUUl JVL/Y 1 1/ 


259 


T T-A/C/C7/IO 01 «oaai \/f a vn 

Ll:uoo /42.Z1.ZUU1MAI 1/ 


259 


T T.A/C^O/IO 01 .OAA1 TV/f A V1 O 

LJUUOO /4Z.Z1:ZUU1MA 1 1 / 


oca 

259 


T T.A/C/CO./10 OI .OAA1 "K>f A VIO 

xJ:Uoo/4Z.zi:zuuima 1 1 / 


259 


Ll:066742.21:2uulMAYl / 


259 


Ll:0oo74z.z 1:2001 MAY 1 / 


259 


T T.n/C/n /4 O O 1 .OAA1 "N4 A V 1 O 

Ll:0o6742.21:2u01MAY 1 / 


259 


¥ T A^Z"*7 vIO O 1 «OAA1 A / A 'V 1 *7 

LI:066742.21:20011vlAYl7 


259 


LI : 066742.2 1 :200 1 MA Y 1 7 


259 


T T.A^zTO/lO O 1 .OAA1 A Jf A V17 

LI:066742,21 :2001MA Y 17 


259 


T T.A/C^OjIO O 1 .OAA1 ~KK A Vn 

LI: 066742. 21 :z0U1MA Y 1 / 


OCA 

259 


Ll:Uoo /4Z.Z1:ZUu1MA 1 1 / 


259 


T T.A/C^O/IO O 1 .O AA1 TVVf A Vi 1 

Ll:UOO /4Z.Z1:Z001MAX 1 / 


OCA 

259 


T T.A/C^T/IO O 1 .OAA1 \JI A Vi *7 

Ll:Uoo74z.Zl:zUUlMAY 1 / 


OCA 

259 


t t.a<<C7/1o 01 -^nnwA A VIO 
Li:Uoo/4z.zl:zuUlMAx 1 / 


259 


LllUOD /4Z.Zl:ZUUlMAx I / 


OCA. 

259 


T T-A^/CT/lO 0 1 -OA/11 V/f A VI 1 

L1.UDO/4Z.Z1.ZUU1MAI 1 / 


oco 


T T-A/T/CO/IO Ol -OAA1 A/f A VlO 

Ll.UOO /4Z.Z1.ZUU1 MAX 1 / 


ocg 

25y 


T T'A^A.O/IO OI -0AA1 \A A VIO 
L1.UDO/4Z.Z1.ZUU1XY1AI 1 / 


OCQ 


T T-A^AO/IO OI -OAA1 A/fAVn 

LI .UDD /4Z.Z 1 . ZUU 1 MA 11/ 


Ljy 


I l-HAA'JA'J 01 »0AA1 Vf A V17 
Ll.uOO / HZ.Z 1 .ZUU 1 MA I 1 / 


o^G 


T T'A/^O/IO 01 'OAAIAyf A VI 7 
JL.l.UOO/^'Z.Zl .ZUU IMA I 1/ 


o^Q 


T T-AAAO/IO 0 1 -0AA1 ^/f A VI 7 
Ll.UDO/^Z.Zl.ZUUlMA XI/ 


o^o 

z^y 


T T-AAAOidO 01 •0AA11V4 A VI 7 
Ll.UOO /^Z.Z 1 .ZUU1MA XI/ 


OC,Q 


T T'A^AOzlO 01 •OAAI'Nvf A VIO 
L1.U00/4Z.Z1.ZUU1MAX 1/ 


OCA 
Zjy 


T T-A^OztO 0 1 OAA1 TV>f A V1 7 
Ll.UOO /4Z.Z 1 .ZUU1 MAX 1 / 


zi>y 


T T-AAA7/10 01 *OAA1 TUf A VIO 
LI. UOO /4Z.Z 1. ZUU1MA X 1 / 


OCA 


T T'A^O/IO OI •OAAITVyf A V17 
LI. UOO /4Z. Z 1. ZUU IMA X 1 / 


oca 
Z->9 


f T'AAAO/IO 0 1 -OAA1 \A A VIO 
Ll.UOO /4Z.Z1.ZUU1 MA X 1 / 


oca 
259 


t 1 i.r\£./z~iA f y 01 .oaai \m a vn 
Ll.uoo /4Z.Zi :2UUl MA Yl / 


259 


LI:066742.21:2001MAY17 


259 


LI:066742.21:2001MAY17 


259 


LI:066742.21:2001MAY17 


259 


LI:066742.21:2001MAY17 


259 


LI:066742;21:2001MAY17 


259 


LI:066742.21:2001MAY17 


259 


LI:066742.21:2001MAY17 


259 


LI:066742.21:2001MAY17 



TABLE 2 



Start 


Stop 


Frame 


Domain Type 


TODOIOSY 


1 


63 


forward 1 


TM 


Non-Cytosolic 


64 


86 


forward 1 


TM 


Transmembrane 


87 


318 


forward 1 


TM 


Cytosolic 


319 


341 


forward 1 


TM 


Transmembrane 


342 


355 


forward 1 


• TM 


Non-Cytosolic 


356 


378 


forward 1 


TM 


Transmembrane 


379 


430 


forward 1 


TM 


Cytosolic 


4^1 


450 


forward 1 


TM 


Transmembrane 


451 


1022 


forward 1 


TM 


Non-Cytosolic 


1023 


1045 


forward 1 


TM 


Transmembrane 


1046 


1068 


forward 1 

IV* "OIU X 


TM 


Cytosolic 


1060 


1001 


finrwurH 1 

Ivl WdlU 1 


TM 


Transmembrane 


1009 


1408 


fnrwarH 1 

1 UL VT (LI \J X 


TM 


Non-Cvtosolic 


1400 


1451 


forward 1 


TM 


Transmembrane 

X 1 C4* lull IWJilUl Uliv 


14^9 


1457 


l\Jl woiu I 


TM 


r^vfASAlir 


14^R 


1460 


1 Ul W til u 1 


TM 


Tr a n s m p irt bra n ft 


1461 
if Ol 




lurwdiu i 


TM 


Nnn-f^vtAQAlir 


1^00 


1S51 


fAnx/Qrrl 1 
lUlWdiU 1 


TM 


Transmembrane 


1 ^0 


1 ^Al 
134Z 


tj"it*\1 JOT*/*! 1 

iorwaru i 


TM 

1 1V1 


v>y LUaUll^» 


1 S4^ 


1 S69 


frvni/'ir/l 1 


TM 


Transmpmhrane 

1 1 ul loll 1^11 1 Ul CU J w 


1 <£0. 
1 jOj 




forward 1 


TM 

1 IVl 


WAn~fvf ACAllf* 

inuu~v- y lUoui 


1 
1 


110 

1 iy 


iorwaro z 


TM 


1 VtACAltr* 

lubuiiL. 


10A 
1ZU 


14Z 


lorwara z 


TM 

11V1 


I lalldlllClllUlailC 


1 A*\ 

143 


A A A 
140 


forward 2 


TM 
11V1 




1/iO 
14 / 


ioy 


forward 2 


TM 

I IVl 


1 IalldlllClllUlallC 


1 0A 

,1 /U 


^1 

• jjI 


forward 2 


TM 

X IVl 


f^vtricAlif* 
V^y lUoUUU 


^^O 
JDZ 


HA 
D /4 


iorwaru z 


TM 


x 1 alibi 11C1U Ul al ic 




10A0 
1ZUZ 


iorwara z 


TM 
1 IVl 


M An _ (~* \tt A C A 1 \f* 
IN kJH IU5U1IU 


10A7 


1 99^ 


lOI WdlU L 


TM 


TmncmpmHranp - 
x i aiioiiidiiui alio 


100A 
1ZZ0 




iorwaru z 


TM 

1 1VI 


^ y LUoUiiV/ 


1^14 




lUIWdlU z 


TM 


Trn nc rn p rn hranp 
1 1 ai loi ii wiiiL/i an\j 


1^^7 


1 ^79 


iorwara z 


TM 

1 IVl 


Mnn - v t a<; nt i f* 

1NU11 IU3U11L 




150S 


■firvnxrfarfl 9 
1 Ul VVdH U £t 


TM 


Transmpmhrane 

X i aiioiiit-iii*-^i uiiv^ 


1^06 

1 J7U 


1 ^£9 

1JOZ 


1U1 WdlU Z 


TVf 

1 IVX 


f^vfnQAlir 

V^y lUol/ll^ 


1 

1 


16 


lvJl WdlU _) 


TM 

1 IVl 


Cvtosolic 


17 
1 / 


50 


1U1 Wal U J 


TM 


Transmpmbrane 

J IUI tDliiV/llll-'-l Ul lv 


40 


jj 


fin t*\x/<i ivl ^ 
1 Ui Wal U D 


TM 


Non-C* vtosol ic 


S4 


76 
/ u 


lUl Wal U j 


TM 


Transmembrane 

1 Iui 1 j 11 Ivl H KJ* tuiv 


11 


179 


FArwurrl 5 
i Ul Wal U J 


TM 


Cytosolic 


1R0 
j 01/ 


202 


FAru/arH 5 


TM 


Transm em bran e 


205 


312 


fYvrxx/JirA 1 5 
1U1 Wal U J 


TM 


Non-Cytosolic 


515 


332 


FArwarH 5 
i ui wal u J 


TM 


Transmembrane 


j j j 


351 


FArw/ar/l 5 
1 Ul Wal U J 


TM 


Cytosolic 


5S9 


374 


FAi*wnr/1 5 
iui waiu j 


TM 


Transmembrane 


57 S 


378 


iui wal u -J 


TM 


Nnn-C vtosol ic 

1 lull j iv; jvi iv 


T7Q 


401 


iorwaru j 


TM 


Trnncmpmbranp 


402 


580 


forward 3 


TM 


Cytosolic 


581 


598 


forward 3 


TM 


Transmembrane 


599 


644 


forward 3 


TM 


Non-Cytosolic 


645 


664 


forward 3 


TM 


Transmembrane 


665 


717 


forward 3 


TM 


Cytosolic 


718 


740 


forward 3 


TM 


Transmembrane 


741 


759 


forward 3 


TM 


Non-Cytosolic 


760 


782 


forward 3 


TM 


Transmembrane 
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TABLE 2 








SFO D NO- 


Temnlate ID 


Start 


Stop 


Frame 


Domain Type 


Topology 


Z..J J 


LI066742 21 '2001MAY17 


783 


1168 


forward 3 


TM 


Cytosolic 


9S9 


LI066742 21*2001MAY17 


1169 


1186 


forward 3 


TM 


Transmembrane 


9SQ 


LI-066742 21-2001MAY17 


1187 


1200 


forward 3 


TM 


Non-Cytosolic 


9SQ 


LI066742 21 *2001MAY17 


1201 


1223 


forward 3 


TM 


Transmembrane 


9SQ 


1 T066742 21*2001 MAY 17 


1224 


1409 


forward 3 


TM 


Cytosolic 


9SQ 
Zji/ 


T 1*066749 9 1-9001 MAY17 

Lil.UUU /*T^».Z.l ..^UUAlVl.r\ 1 1/ 


1410 


1432 


forward 3 


TM 


Transmembrane 


9SQ 
zjy 


1 1*066742 21-2001MAY17 


1433 


1507 


forward 3 


TM 


Non-Cytosolic 


Zj7 


T 7-066749 91 -9001MAY17 

lwl.UUU /*tZ.Z 1 .iw A IVi«r\. 1 1/ 


1508 


1527 


forward 3 


TM 


Transmembrane 


9^0 


T 1066749 91 -9001MAY17 

AwA.UUU /*TXr.Z.l .Z,UUA1Y1^V A A / 


1528 


1582 


forward 3 


TM 


Cytosolic 


o/;o 
zou 


1 T-07*\4Q9 906*9001 M A Y1 7 

Awl.u/ J*4^Z.ZuO.Z\JVlAVl.r\ A 1 / 


1 


14 


forward 1 

1V1 »tUI*J 


TM 


Non-Cytosolic 


ZOU 


T T-07<;AQ9 906-9001MAY17 

lwl.u/ J*+yZ.ZUO.ZUUllVA\rV 11/ 


15 


37 


forward 1 


TM 


Transmembrane 


zOU 


I T-07^409 906*9001 M A Yl 7 

Jwl^U / J*T>Z.ZUU.Z.UVllVA.r\ 11/ 


JO 


206 


forward 1 


TM 


Cytosolic 


zoU 


I T-07*^AQ9 906*9001 M A Yl 7 
H.U/J*+yZ.ZUO.ZUUIlVA/\ 11/ 


907 


999 


firvrwflTd 1 


TM 


Transmembrane 


zou 


i T.n7^AQ9 9O6*9001 MAY! 7 
Ll.U/D*+yZ.ZUO.ZUUllVl/\ 11/ 


930 


476 


^A^^va^d 1 


TM 


Non-Cytosolic 


ZOU 


T T-O7*\A09 9O6*9001MA YT7 
j*+:?Z.ZUO.ZUUliVl/Y 11/ 


1 

1 


14 

A*T 


fnrwatd 2 

iUlnulU 


TM 


Non-Cytosolic 


zou 


T l>m^AQ0 OOA*9001M A Y17 
Ll.U/J*+yZ.Zuv.ZUUliVL/\ 11/ 


l j 


34 

J*+ 


fnrwarH 9 

1U1 VVQiU ^ 


TM 


Transmembrane 


ZOU 


T T O7**;409 906*9001 M A Y1 7 
i^l.U/D*+yZ.ZUO.ZUUlJVJLrV. 11/ 


3S 
jj 


46 


■forward 2 


TM 


Cytosolic 


zou 


T I'fYTZAQI OOA-9n01K/F A Y17 
JLl.U/3*+yz»zUO.ZUUlJVl/\I 1 / 


47 


69 


fir»rward 9 


TM 


Transmembrane 


zoU 


Ll;U/j4yz.zU0.ZUUliYlA I 1 / 


70 


476 
*t /o 


fir\rwarf1 9 
AU1 woiu 


TM 


Non -Cy tosolic 


zoU 


T T'CilSAQI Or>A-OAAlXA A VT7 
Li.U/j4yz.zU0.zUUliVl/\i 1 / 


1 


90*^ 
ZUj 


•frkT-vv/orH 3 
AUI Vrcuu J 


TM 


Cytosolic 


260 


Ll:u/M5rz.zU0.ZUUlMA I 1 / 


906 
ZUO 


993 
ZZj 


AOlWalU j 


TM 


Transmembrane 


Oil A 

zou 


l^l.U/j^yz.zUO.ZUUlJVlA 1 17 




47 *> 
*+ / j 


■fnrwarfl 3 

AUAVVCU.LI J 


TM 


Non-Cytosolic 


261 


i^l:UyU/oz.3.zuUlJViA X 1 / 


i 

1 


131 
I j 1 


"Fr»T**»vnrH 1 
AOr\V<U*J A 


TM 


Non-Cytosolic 


261 


LllUyU/oZ.J.zUUlMA I a / 


AjZ 


1 ^4 
l J*t 


AOlWalU I 


TM 


Transmem brane 


261 


T T.OOO*7Q1 O.OAAl \/l A VT7 
L.l:uyu /OZ. J IZUVJ IMA I 1 / 


1 


330 

JJ7 


luiwcuu a 


TM 

A AVI 


Cvtosolic 


261 


Li:UyU/oZ.J.ZUUlMA 1 1 / 


" 340 
j*tU 


.369 

' jOZ 


lUlWalU 1 


TM 


Tra n smembrane 

X I C4IIk>IiIwl,lAlw , J. Ullw 


zol 


t i^nomci ^'OOOi \a a V17 
AwilUyU/oz.j.ZUUlMA I 1 / 


jOj 


709 


forward 1 
AUI WalU 1 


XM 


Non-Cytosolic 


261 


t T.nomco i*or\Oi\4 avi7 
Ll:uyU/oZ.3.zuUIMA I 1 / 


1 
1 


417 
*+l / 


ForwarH 9 
AUl wai u i-i 


TM 


Non-Cytosolic 


261 


Ll.uyu/OZ. J.ZUU1MA 11/ 


418 


440 
*+*+l/ 


■forwar/1 9 
AUl wai u z> 


TM 


Transmembrane 


261 


t T.nnmO T'lOOIlV/T A V17 
AwlIuyU/oZ.j.ZUUiMA I 1 / 


441 


4**H 

*tJ 1 


forwarrl 9 
AUl WdlU x< 


TM 


Cytosolic 


261 


L.KUyU/oZ.j.ZUUlJVl/V I 1 / 


*+jZ 


474 
h /*+ 


■forward 9 
AUI WtUU ^» 


TM 


Transmembrane 


261 


T T.AfimQ7 *^-7001\/f A V17 


47*^ 
*+ / j 


799 

/ 7Z 


forward 9 


TM 


Non-Cytosolic 


ZD Z 


t i.mmnfi 1 -9O01Tvaavi7 

Ll'luil JUcS.l .ZUU1JVa/\ a 1/ 


i 
1 


670 


■forward 1 


TM 


Non-Cytosolic 


zoz 


T T-imilOQ 1 'OOniA/f AV17 
L.1. I jKJo.I .ZUU1iVa/\ I It 


671 
O / 1 


693 

uyJ 


forward 1 


TM 


Transmembrane 


ZOZ 


T T.inQllOS 1 *9001 AAAV17 
LAllKJD 1 JUo.l .ZUUlivl/\ I 1/ 


604 
oy*+ 


78S 

/ OJ 


forward 1 

X\J1 ""I" ■». 


TM 


Cytosolic 


zoz 


T MOII^OR 1 *90011Wf A Y17 
L.1. i \Jj l jUo. 1 .ZUUAiVl/\ 11/ 


786 


808 


forward 1 

1U1 "CU VJ 1 


TM 


Transmembrane 


ZOZ 


1 T-10^1^0R 1-9001MAY17 
L>1. l\JJ 1 jUo.1 .ZUUllVlrt, I 1/ 


80Q 


848 
oto 


forward 1 


TM 


Non-Cytosolic 


ZOZ 


1 T-IO^l^OR 1-9001MAY17 
LA. l\JJ 1 jUO.1 .ZvUllVlr\ 1 1/ 


849 


866 


forward 1 


TM 


Transmembrane 


ZOZ 


T Mm I^OR 1 -9001MAY17 

Awl. IUj 1 jUO.1 ,ZvvliVl/\ 1 A/ 


867 

ou / 


880 


forward 1 


TM 


Cytosolic 


ZOZ 


T 1-10^1^08 1-90011UAY17 

Jwl • 1 \JJ I JuO . 1 . LUU A IVA/\ A A / 


1 

1 


675 


forward 2 

1U1 rruiu 


TM 


Non-Cytosolic 


ZOz 


T T- 10^1^08 1 -9001MAY17 


676 


698 


forward 2 


TM 


Transmembrane 


ZOZ 


T T-IO^I^OR 1-9O01MAY17 

Iwi. 1 Uj 1 JUO. A .^V/vllVA/A. A A/ 


699 


879 


forward 2 


TM 


Cytosolic 


ZOZ 


T T- 10^1 ^08 1-9001MAY17 

Awl. 1 Uj 1 jvO.1 .Z>V"t"AiVAyA 1 A / 


1 

1 


560 


forward 3 


TM 


Non-Cytosolic 


ZOZ 


T MO'U^OR 1-9001MAY17 

lwl» IUj 1 J>UO. A .Z(\A/ AlVAxA. A A / 


561 


583 


forward 3 


TM 


Transmembrane 


969 
ZOZ 


T T* 10^ 1^08 1*2001MAY17 

Awl , 1 Uj 1 JuO » A . £,\JKJ 1 lVArt A i / 


S84 


633 

UJ J 


forward 3 


TM 


Cytosolic 


ZOz 


T MOH^OR 1-9001MAY17 

Awl. i \J.J 1 JUO. 1 .ZUUllYl/\ 11/ 


634 


656 


forward 3 

1 \J1 VV (11 U J 


TM 


Transmembrane 


262 


LI:1031308.1:2001MAY17 


657 


670 


forward 3 


TM 


Non-Cytosolic 


969 
ZOZ 


t T- 10^ 1^08 1-2001MAY17 

Awl. 1 \JD 1 JuO. A ,£t\f\J xxyif\ 1 1/ 


671 


693 


forward 3 


TM 


Transmembrane 


262 


LI:1031308.1:2001MAY17 


694 


879 


forward 3 


TM 


Cytosolic 


263 


LI:1054377.1:2001MAY17 


1 


76 


forward 2 


TM 


Cytosolic 


263 


LI:1054377.1;2001MAY17 


77 


99 


forward 2 


TM 


Transmembrane 


263 


LI: 1054377. 1 :2001MAY 17 


100 


501 


forward 2 


TM 


Non-Cytosolic 


264 


LI:1072074.10:2001MAY17 


1 


38 


forward 3 


TM 


Cytosolic 


264 


LI: 1 072074. 10:2001MAY17 


39 58 
159 


forward 3 


TM 


Transmembrane 
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TABLE 2 



OEiKl V XNU. 


Tot-tit-,! ntp TT\ 

i empiaie iu 


Olcll I 




jl 1 alHC 


Dnmntn Xvnp 


Tnnr>lriOV 


7 A/1 
Z04 


t T«in7on7zi i fV7nni \a a vi 7 


SO 


1094 


jfArwJirH ^ 

i \Ji WttlU J 


TM 


NAn-r"*vtACAlir 


7A<J 
ZOj 


T T-HY7788Q 1 ^'OnniNyf AV17 
JL1.JU f Zooy.l j.ZUullVIA I 1 / 


1 

I 




lUIWalU 1 


TM 
l ivi 


r^vtrkcrklir 

K^y LVJoUliL. 


ZOJ 


T I»1 PV77CQQ 1 C7nAl7V4 A V17 


Do 


R7 


lOiWoILI 1 


I ivi 


Tnncrnpmhrnnp 
XluIloIIlClIlUlallC 




L»l. iU/zooy. ID. ZUUIMA I 1 / 


oo 


01 
y i 


iorwdru I 


11VJ 


Nnn.Pvt acaIi a 

XNUU IL/ivJAll* 


7AC 
ZD J 


L>1. 1U / Zooy.l D.zUUiJVlA X 1 / 


07 

yz 


1 1 1 


iorwara i 


livi 


1 i allolIldllUI allC 


OAd 

265 


T T.1A77CQO 1 C7AA1\4 A VI 7 

Ll:lU/zooy.ID.zUUlMA I 1 / 


l iz 




forward 1 


T\A 
1 1V1 


v^yiusoiic 


OAC 

Z05 


T T.1A77QCO 1 C7AA1TV4 A VI 7 

L#l:IU/zooy .1 D.zUU IMA I I / 


^i 1 
31 1 




forward 1 


TiVf 
11V1 


i raiiai neni urane 


oac 
265 


Ll:lU/zooy.i J.ZUUIMA i 1 / 


Jo4 


OZ/ 


forward 1 


1 M 


iNon-i-.yiosoiic 


265 


T T. 1 /Y70Q On 1 CO AT1 1 X>T A VI "7 

LI:lU/zooy.lo:zUUlMA i J / 


OZO 


03U 


forward 1 


1M 


Transmembrane 


265 


LI:1072oo9.15:z001MAY 1 / 


DDI 


ooz 


forward 1 


1 M 


uytosoiic 


265 


LI:lU/zooy.lD.zUUIMA I 1 / 


OOJ 


OOJ 


forward 1 


X M 


i ransmemorane 


265 


LI:1072889.15:2001MAY17 


686 


AO/I 

oy4 


forward 1 


1M 


Non-Cytosolic 


265 


LI: 1 072889. 15:2001MAY1 / 


1 


iy 


forward 2 


lM 


Cytosolic 


265 


T T 1 fnlOOft 1 CO AA 1 \ jt A "V 1 1 

LI: 1 0728 89. 1 5:2001M A Y 1 7 


20 


/lO 

4z 


iorwara z 


1M 


Transmembrane 


265 


T T. 1 ATOOOA 1 COAA 1X>f A Vn 

LI: 1 072889. 1 5:200 1 MAY 1 7 


A 1 

43 


jI 


iorwara z 


lM 


Non-Cytosolic 


265 


t t.i mooon i c.oaai x>f a vi o 

LI: 1072889. 15:2001 MAY 17 


CO 

52 


/4 


forward 2 


IM 


Transmembrane 


265 


LI:1072889.l5:200lMAY17 


75 


94 


iorwara z 


IM 


uytosolic 


265 


LI: 1 072889. 1 5:200 1 MAY 1 7 


AC 

95 


i n 

117 


forward 2 


IM 


Tran s me m brane 


265 


LI:1072889.15:2001MAY17 


118 


1 OA 

139 


forward 2 


IM 


Non-Cytosolic 


265 


LI: 1 072889. 1 5:200lMAYl7 


140 


162 


forward 2 


TM 


Transmembrane 


265 


LI:l072889.l5:200lMAYl7 


163 


272 


forward 2 


TM 


Cytosolic 


265 


LI: 1072889. 15:2001MAY 17 


273 


295 


forward 2 


O^X /T 

TM 


Transmembrane 


265 


LI:1072889.15:2001MAY17 


296 


520 


forward 2 


TM 


Non-Cytosolic 


265 


LI:1072889.15:2001MAY17 


"521 


• 543 


forward 2 


TM 


Transmembrane 


265 


LI: 1 072889. 1 5:2001MAY 1 7 


544 


612 


forward 2 


TX /f 

TM 


Cytosolic 


265 


LI:1072889.15:2001MAY17 


613 


635 


forward 2 


IM 


Transmembrane 


265 


LI:1072889.15:2001MAY17 . 


. 636 


657 


forward 2 


TM 


Non-Cytosolic 


265 


LI: 1 072889. 15:2001MAY 17 


658 


680 


forward 2 


TM 


Transmembrane 


265 


LI:l072889.l5:200lMAYl7 


681 


694 


forward 2 


TX /f 

IM 


Cytosolic 


265 


LI:1072889.15:2001MAY17 


1 


38 


forward 3 


IM 


Cytosolic 


265 


LI: 1 072889.1 5:2001MAY17 


OA 

39 


61 


forward 3 


IM 


Transmembrane 


265 


t t -t aooa i c ^ a a i x jt a ^7" i t 

LI: 1 072889. 15:2001MAY 17 


/CO 

62 


AO 

92 


iorwara 3 


IM 


Non-Cytosolic 


265 


T Y 1 /V*TAOO A 1 C~«"kAAt X if A 1 1 

LI:1072889.15:2001MAY17 


yi 


1 15 


forward 3 


IM 


Transmembrane 


265 


Y T i jffc^l aaa <* f »^ A/\-t \ / i "V /" i o 

LI: 1072889. 15:2001MAY 17 


116 


266 


forward 3 


IM 


Cytosolic 


265 


t t i at"» o on 1 c.a aa it/r a *v 1 ~i 

LI: 1072889. 15:2001MAY17 


zo7 


OO A 


forward 3 


IM 


Transmembrane 


265 


T T 1 A""1 ■*> O Oft 1 C.OAA1 X K A V 1 O 

LI:l072889.15:2001MAY17 


OQA 

zyU 


Al 1 
Ol 1 


forward 3 


IM 


iNon-cytosoiic 


O *T C 

265 


LI: 1072889. 15:2001 MAY 17 


£1 o 

olz 


(LI A 

o34 


forward 3 


IM 


Transmembrane 


265 


T t . * /V700 OA 1 CO AA 1 X * A V 1 *7 

LI: 1 072889. 15:2001MAY 17 


03!) 


A</l 


forward 3 


TTV/T 


v^yiosoiic 


265 


LI: 1 072889. 15:2001MAY1 / 


OJJ 


A77 


forward 3 


IjM 


i ransmemorane 


o^c 

265 


T T.lATIOOft 1C.OAA11/A Vn 

LI: 1072889.1 5:200 IMA Y 17 


A7Q 

0/o 


AO/f 

oy4 


iorwara 3 


TTV/f 
IM 


lNon-i^yiosoiic 


266 


T t. i mn yi oa i .inn 1 x a A V t T 

LI: 1077480. 1:2001 MAY 1 / 


1 
1 


1 1 


forward 1 


IM 


L-yiosoJic 


266 


T T.1f\T7jlOA 1 .O AA 1 X Jf A V 1 *7 

LI : 1 0774 80. 1 :200 1 MAY 1 7 


1 0 

iz 


Q/l 

34 


forward 1 


TKA 
IM 


Transmembrane 


OAA 
ZOO 


T T.1AT7/10A 1 .AAA1 X/I A V17 

LI: 1077480. 1 :2001MAY 1 / 


DJ 


D3 


forward 1 


TTV/T 
1JV1 


iNon-i^yioi>oiic 


266 


T T.i t\Tl A OA 1 .OAA1 X if A V 1 T 

LI: 1 077480.1 :2001MAY 17 




o;A 
/O 


forward 1 


T\A 
IM 


Transmembrane 


o^^ 

266 


T T.I AT7 A OA 1 -OA A 1 1f A V 1 O 

LI: 1077480.1:2001 MAY 17 


77 


1 AA 
109 


forward 1 


TTVVl 

IM 


Cytosolic 


266 


T T t ATI A OA 1 1 1k Jf A 1 T 

LI: 1 077480. L2001MAY 17 


1 1 A 


1 OO 

132 


forward 1 


TTV/T 
IM 


Transmembrane 


266 


LI:1077480.1:2001MAY17 


133 


176 


forward 1 


TM 


Non-Cytosolic 


266 


LI: 1 077480.1 :2001 MAY 17 


177 


199 


forward 1 


TM 


Transmembrane 


266 


LI:1077480.1:2001MAY17 


200 


240 


forward 1 


TM 


Cytosolic 


266 


LI:1077480.1:2001MAY17 


241 


263 


forward 1 


TM 


Transmembrane 


266 


LI : 1 0774 80.1: 200 1 MAY 1 7 


264 


484 


forward 1 


TM 


Non-Cytosolic 


266 


LI:1077480.1:2001MAY17 


1 


147 


forward 2 


TM 


Cytosolic 


266 


LI:1077480.I:2001MAY17 


148 


170 


forward 2 


TM 


Transmembrane 


266 


LI:10774Sai:2001MAY17 


171 


189 


forward 2 


TM 


Non-Cytosolic 
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TABLE 2 








oc-v JJ iNU. 


lempidie yd 




Stop 


Fr&mc 


Domain Type 




9AA 
/DO 


T T*1fY774Rfi 1*9nfi1MAYl7 




207 


fArwarrf 9 

lUl W CXI vl jL, 


TM 


Transmembrane 


9AA 
ZOO 


JL1. 1U/ /HOU. 1 .ZVJUHVl/\ 11/ 


90S 


251 


"FArvvarfi 9 


TM 


Cvtosolic 


9AA 
ZOO 


T T*1H774Rn 1 *9nm M AY 17 
L.1. 1U/ /^toU. 1 .ZUVJllVI/\ 11/ 


9S9 


274 


"pArwarH 9 


TM 


Transmembrane 


9A£ 

/oo 


T T-in77d.R0 1 *9nniMAY17 
JL.1. JU / /'tOU. 1 .ZvA/ilvi/A 11/ 


97S 


^^1 


fArwarH 9 


TM 


Nnn-Cvtosolic 


9<A 

zoo 


t T-in774Rn 1 >9nniMAY17 
L»l. 1U/ /40U.1 ,ZUUllVI/\ 11/ 


DDL, 


354 


"pAru/arfl 9 


TM 


Transmembrane 

j. i alio 1 1 iviiii/i ui 


9« 
ZOO 


T T* 1077480 1«9001MAY17 
JL1.IU/ /4oU.l -ZUUlivlM. I 1/ 






"FAru/arH 9 

iUI VY(UU 


TM 


Pvtosolie 


9« 

zoo 


t t. 1097420 i -900 im A Y1 7 

JL.1. 1U/ /45U.1. ZUUIMA 11/ 




JOO 


T^ArwarH 9 


TM 


Tran<:mpmhranft 
1 1 uiioiiioii lui alio 


9« 

zoo 


t i-1077/iRO i -onmy a V17 

Lrl. 1U/ /45U. I .ZUUllvl/\ 11/ 


^RO 


4Rd 


f"Ar\x/arH 9 


TM 


Nnn-C~*vtosnlic 


ZOo 


T T. 1 /Y7T/1 QA 1 -O flf\1 AA A V 1 7 
L1.1U/ /4oU. 1 .ZUUIMA I 1 / 


1 


SO 


XOiWciiu j 


TM 


(^vtACAlir' 


Zoo 


LK 1U/ /45U.1. ZUUIMA I 1 / 


OU 


R9 


1U1 Wai u j 


TM 


Trnncmpmhranp 

i 1 allot llvl I lUl ul It 


zoo 


T Mn77/ICA 1 ♦Onni A/f A V17 

LI: 1U/ /4oU. x .ZUUIMA i 1 / 


R^ 


1U1 


Frirn/Qrn ^ 


TM 


XTAn-r^vtAcAlir > 


266 


I T.IIYTO/IQA 1.0AA1A4AV17 

Ll: 1U/ /4oU. 1. ZUUIMA I I / 


1 A9 
1UZ 


191 
1Z1 


IOrWaTO J) 


TM 

1 1VI 


Trancmpmhranp 
1 1 dllMllCIIIUldlJC 


266 


¥ T-1AT7/1QA 1 .1 AA1 lV/f A V 1 9 

LI: 1U/ /4oU.l iZUUlMAl 1 / 


199 
JZZ 


1 ^9 
1 JZ 


lorwaro j 


TM 




266 


T T. 1 fYlHA OA 1 .Ofini IVyf A VI T 

LI. 1U/ /4oU. 1 :ZUUi MA Y i / 


1 


1 SS 


forward 3 


T"M 

1 lVl 


X rdlloIIICi JlUl aliC 


266 


LI: 10/ /4o0 .1 :2UU1MAY 1 / 




9/1 1 

Z41 


forward 3 


TM 


^Tr\t^ f ^ \ ftr~\c /At 1 
lNUIl-^yiUSUIlL. 


266 


T T. 1 ATTX OA 1 .OAA1 AA A V1T 

LI: 107 /4eU.l :2UU1MA Y 1 / 


9/19 

Z4Z 


Z04 


forward 3 


TM 


1 rallallldUUiallC 


266 


Ll:IU//4oUJ:ZUUlMAi 1 / 


o« 
Zoj 


4o4 


forward 3 


TM 


l^yiOaUlIC 


267 


T T . 1 AT AC CC 1 .onni A if A "V 1 T 

LI: 1 079555. 1:2001MAY 17 


1 
J 


ao 
Jo 


forward 2 


TAA 


v^yiosoiic 


267 


T l.t AT AC CC 1 .OAA1 TiA A VI T 

LI: 1079555. 1:2001 MA Yl / 


J9 


/CI 

01 


forward 2 


TM 
11VI 


l ransmem Diane 


267 


T T.1ATACCC 1 .1 A A 1 X JI A V 1 T 

LI :1 079555. 1:2001 MAY 17 


/CO 

OZ 


/i /i /i 
444 


forward 2 


TAA 


Non-Cylosolic 


268 


LI:1084992.28:2001MAY17 


1 


/CO 

00 


forward 3 


TTVyf 
1JV1 


Cytosolic 


268 


LI: 1 084992.28:2001MAY 17 


69 


A1 

91 


forward 3 


1M 


Transmembrane 


268 


LI:l084992.28:200lMAYl7 


AO 

92 


O/CO 

2oJ 


forward 3 


TAA 

1 JV1 


Non-Cytosolic 


269 


LI : 1 085472 .5 : 200 1 MA Y 1 7 


• .1 • 


CO 

52 


forward 1 


IM 


Cytosolic 


269 


LI : 1 085472.5 :2001 MAY 17 


.53 


TC 

75 


forward 1 


TKA 


Transmembrane 


269 • 


LI: 1 085472.5 :2001MAY17 


t£ • ■ 

76 


• 1 CAA 

.1590 


forward 1. 


T\A 

, 1JV1 


Non-Cytosolic 


270 


LI : 1 0868 00.7 :200 1 M A Yl 7 


1 


QA 

o4 


forward 1 


1 M 


Cytosolic 


270 


f T. 1 AO/COAA T.TAA1 X /T A V.l.Ti " • 

LI:1086800.7:2001MAY17' • 


oc 

85 


• 1 AT 
107 


forward 1 


TTVVf 

IM 


Transmembrane 


270 


T T tAO^OAAT O AA1 X * A V 1 T 

LI: 1 086800.7 :2001MAY 17 ; 


1 AO 

, 108 


1 A A 
14U 


forward 1 


TAA 

IM 


Non-Cytosolic 


270 


T 1 . 1 ftOZO AA 1 .T AA1 X >T A VI T 

LI: 1086800.7 :2001MAY17 


141 


1 /C2 

loJ 


forward 1 


IM 


Transmembrane 


270 


T T 1 AO^OAA T.TAA1 X A A V1T 

LI: 1086800.7:2001 MAY 1 7 


104 


/1Q 1 

4J 1 


forward 1 


TAA 

IM 


Cytosolic 


270 


T T. 1 AO/COAA T.OAA1 \A A V1T 

LI: 10ooo00.7:2001MAY 1 / 


432 


431 


forward 1 


TAA 


iransmemorane 


270 


t y -t AO^OAA T.OAAl X /f A VI T 

LI: 1 086800.7:2001 MAY I / 


4jZ 


4/y 


forward 1 


TKA 

IM 


Non-Cytosolic 


270 


T T.I AO /CO A A T.O AA1 XVI A VI T 

LI:10ooo00.7:2001MAYl / 


A OA 

4oU 


CAO 

jUZ 


forward 1 


TAA 
IM 


Transmembrane 


270 


r 1.1 AO/CQ AA T.OAA1 A>f A Vn 

Ll:10oOoU0./:Z001MAY 1 / 


C.A9 

jUJ 


S9 1 

DZ1 


forward 1 


TAA 
IM 


^.yiosoiic 


Tin 

270 


T T. 1 AO/COAA T.OAA1 X >l A V 1 T 

Ll:10o0oUU./:Z001MAY 1 / 


C.09 

ozz 


S/1 1 
D41 


forward 1 


IM 


1 lansmemDiane 


OTA 

270 


T T.I AO /CO A A T.O AA1 Xvf A V1T 

Ll:10oOoU0./:ZU01MAY 1 / 


j4Z 


Dyj 


forward 1 


TAA 
IM 


iNon-i_.yiosoiic 


270 


LI. 1 UoOoUU. / :ZUU1MA 11/ 


DV4 


oio 


forward 1 


llvl 


TV*I n C YY*| *>¥V> V\T"OT» <> 

i ransinciii Dial le 


OTA 

270 


T T* 1 AQAOAA T-OAA1 A/1 A VH 

Ll.lUoOoUO. /.ZOUIMAI i 1 


^17 
01 / 


A99 

ozz 


iorwaru i 


TM 


l^yiUMJllC 


Z70 


T T- 1 AftACHA T-OAAl A/f A V17 
Ll.lUoOoUU. / .ZUU1MA I 1 / 


£93 
OZJ 


O'tJ 


"frtyti/oi"/"! 1 

iorwaru i 


TM 


TrancmprnKranp 


T7A 

270 


T I- 1 AQACAA T'OAAI A/f A V17 
Li. 1 UoOoUO. / .ZUU1MA 11/ 


040 


ARA 
OoO 


TOrWdTU 1 


TM 


Nnn.P vf^ACAlif* 

iNuii v— y lusuiiVrf 


T7A 

270 


T T* 1 AQARAA *7»OAA1 A4 A VI 7 

LI. 1 UoOoUU. / .ZUUIMA 11/ 


Oo / 


7 no 
/uy 


iorwaru i 


TM 

11VI 


A 1 allMIlCIIl L/l allC 


OTA 

270 


T T- 1 AQAQAA "7.0AA1A4 A V17 

LI. JUoOoUU. /.ZUUIMA I 1 / 


71 A 
/ 1U 


QR1 
yo 1 


iorwara i 


TM 


r^\/t AC aIii* 
V>.yiU5011C 


OTA 

Z70 


T T' 1 AR/^ftnA T-OAA1 A/t A V17 
LI. 1U508UU. / .ZUUIMA i 1 / 


OR9 

yoz 


t AAA 


iorwdro i 


TM 


TrancmpmhrstiP 
lldllMllCHlUlaHC 


T7A 
2/0 


T T- 1 AR/^RAA 'T.OAAl A/T A V17 
LI. IUoOoUU. /: ZUUIMA 11/ 


1 Ans 


1/171 
14 / 1 


lorwdiu i 


TM 




OTA 

270 


T T. 1 AQ/^QAA T.OAA1 AA A Vn 

LI . 1 UoOoUU. / :ZUU1 MA Y 1 / 


14 /Z 


1 /IRQ 
140:7 


iorwaru i 


TAA 


i ransmem Diane 


OTA 

270 


T T* 1 AR/^RHA T.OAA1 AA A VT7 

LI. J UoOoUU. / .ZUUIMA Y 1 / 


1490 


1578 


iorwaru i 


TAA 


f^\ri ACAttr* 


270 


LI:1086800.7:2001MAY17 


1579 


1601 


forward 1 


TM 


Transmembrane 


270 


LI:1086800.7:2001MAY17 


1602 


1641 


forward 1 


TM 


Non-Cytosolic 


270 


LI: 1086800.7:2001MAY17 


1642 


1664 


forward 1 


TM 


Transmembrane 


270 


LI:1086800.7:2001MAY17 


1665 


1671 


forward 1 


TM 


Cytosolic 


270 


LI:I086800.7:2001MAY17 


I 


49 


forward 2 


TM 


Cytosolic 


270 


LI: 1086800.7:200 IMA Y 17 


50 


72 


forward 2 


TM 


Transmembrane 


270 


LI:1086800.7:2001MAY17 


73 


86 


forward 2 


TM 


Non-Cytosolic 
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SEQ D NO: 


lemplate ID 


Start 


otOp 


Frame 


Domain Tvnp 


±opoiugy 


270 


t t i ao/coaa "7 .inn 1 ~ka a vi t 

LI : 1 08 ooUO.7 :200 1 MA Y 1 7 


0 / 


ino 


forward 2 


TU 
I XVI 


1 1 tlllMHCJUUl UiIC 


270 


LlllUoDoUU. /:zUU1JV1AY 1 / 


i in 

1 1U 


ii^ 
1 1 j 


forward 2 


TU 
1 1V1 


v y lUoUii^ 


270 


LI: 108 6800 .7:2001 MAY 17 


1 1 £ 


1 JO 


forward 2 


1 1V1 


1 1 uIlMIlCllIUl UIIC 


270 


LI: 1 086800.7 :200l MAY 1 7 


liy 


loll 


forward 2 


1 iVl 


iNun-v-yiusuiiw 


270 


LI: 1 086800.7 :20U 1 MAY 1 7 


101 

lol 


oni 
ZK)5 


forward 2 


1 IVl 


Trancmpmhrnnp 

1 1 dnsmcijiui uiic 


270 


LI: 1086800.7 :200 1 MAY 1 7 




TIC 

ZJo 


forward 2 


1 IVl 


lOSOllt, 


270 


LI: 1086800.7:2001 MAY 17 


OS A 


ZOl 


forward 2 


1M 


i ransrnernorane 


270 


LI: 1086800.7:2001 MAY 17 


262 


275 


forward 2 


TTV/f 
IM 


iNon-cytosoiic 


270 


LI: 1 086800.7 :2001MAY 17 


276 


OAO 

298 


forward 2 


IM 


Transmembrane 


270 


LI:1086800.7:2001MAY17 


299 


OAA 

309 


forward 2 


IM 


\-,ytosoiic 


270 


LI: 1 086800.7 :200 1MAY 17 


310 


332 


forward 2 


IM 


Transmembrane 


270 


LI:l086800.7:200lMAYl7 


333 


592 


forward 2 


IM 


Non-Cytosohc 


270 


LI:l086800.7:200lMAYl7 


593 


615 


forward 2 


TTV/f 
IM 


Transmembrane 


270 


LI:l086800.7:200lMAYl7 


616 


868 


forward 2 


IM 


Cytosolic 


270 


LI:l086800.7:200lMAYl7 


869 


891 


forward 2 


IM 


Transmembrane 


270 


LI: !086800.7:200lMAYl7 


892 


905 


forward 2 


TM 


Non-Cytosolic 


270 


LI:l086800.7:200lMAYl7 


906 


928 


forward 2 


TM 


Transmembrane 


270 


LI:l086800.7:200lMAYl7 


929 


1036 


forward 2 


TM 


Cytosolic 


270 


LI:l086800.7:200lMAYl7 


1037 


1059 


forward 2 


TM 


Transmembrane 


270 


LI:l086800.7:200lMAYl7 


1060 


1670 


forward 2 


TM 


Non-Cytosolic 


270 


LI:l086800.7:200lMAYl7 


1 


46 


forward 3 


TM 


Cytosolic 


270 


LI:l086800.7:200lMAYl7 


47 


66 


forward 3 


TM 


Transmembrane 


270 


LI:lO8680O.7:200lMAYl7 


67 


80 


forward 3 


TM 


Non-Cytosolic 


270 


LI: 1 086800.7 :2001MAY 17 


81 


103 


forward 3 


• TM 


Transmembrane 


270 


LI: 1 086800.7:2001 MAY 1 7 


104 


233 


forward 3 


TM 


Cytosolic 


270 


LI:1086800.7:2001MAY17 


• 234 


256 


' forward 3 


TM 


Transmembrane 


270 


LI:1086800.7:2001MAY17 " 


257 


275 


forward 3 


TM 


Non-Cytosolic 


- 270 


LI:1086800.7:2001MAY17 


"' 276 


298 


forward 3 


TM 


Tran smembrane 


270 


LI:1086800.7:2001MAY17 


299 


388 


forward 3 


TM 


Cytosolic 


270 


LI:1086800.7:2001MAY17 


389 


411 


forward 3 


TM 


Transmembrane 


270 


LI: 1086800.7:2001MAY17 


412 


584 


forward 3 


TM 


Non-Cytosolic 


270 


LI:1086800.7:2001MAY17 


585 


607 


forward 3 


TM 


Transmembrane 


270 


LI:1086800.7:2001MAY17 


608 


775 


forward 3 


TM 


Cytosolic 


270 


LI:1086800.7:2001MAY17 


776 


795 


forward 3 


TM 


Trans mem brane 


270 


LI: 1 086800.7 :2001MAY 17 


796 


1206 


forward 3 


TM 


Non-Cytosolic 


270 


LI: 1 086800.7 :2001M A Y 1 7 


1207 


1229 


forward 3 


IM 


1 ransmemorane 


270 


LI:1086800.7:2001MAY17 


1230 


1262 


forward 3 


IM 


Cytosolic 


270 


LI:1086800.7:2001MAY17 


1263 


1285 


forward 3 


IM 


Transmembrane 


270 


LI:1086800.7:2001MAY17 


1286 


1294 


forward 3 


IM 


fNon-cytosoiic 


270 


LI:108680O.7:2O01MAY17 


1295 


1314 


forward 3 


TM 


Transmembrane 


270 


LI:1086800.7:2001MAY17 


1315 


1446 


forward 3 


TM 


Cytosolic 


270 


LI:1086800.7:200IMAY17 


•\ A A 1- ! 

1447 


1469 


forward 3 


IM 


Transmembrane 


270 


LI:1086800.7:2001MAY17 


1470 


1 630 


forward 3 


IM 


Non-Cytosolic 


270 


LI:1086800.7:2001MAY17 


1631 


1653 


forward 3 


IM 


1 ransmemorane 


270 


LI : 1 08 6800.7 :200 1 MAY 1 7 


1654 


1670 


forward 3 


TM 


Cytosolic 


271 


LI:108987L9:2001MAY17 


1 


343 


forward 1 


TM 


iNon-L»ytosoiic 


271 


LI:1089871.9:2001MAY17 


344 


363 


forward 1 


TM 


Transmembrane 


271 


LI:1089871.9:2001MAY17 


364 


369 


forward 1 


TM 


Cytosolic 


271 


LI:1089871.9:2001MAY17 


370 


392 


forward 1 


TM 


Transmembrane 


271 


LI:1089871.9:2001MAY17 


393 


1441 


forward 1 


TM 


Non-Cytosolic 


271 


LI:1089871.9:2001MAY17 


1442 


1464 


forward 1 


TM 


Transmembrane 


271 


LI:1089871.9:2001MAY17 


1465 


1483 


forward 1 


TM 


Cytosolic 


271 


LI: 1 08987 1.9:2001MAY17 


1484 


1503 


forward 1 


TM 


Transmembrane 


271 


LI: 1 08987 1.9:2001MAY17 


1504 


1546 


forward 1 


TM 


Non-Cytosolic 
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Tern nl ate ID 


Start 


Stop 


Frame 


Domain Type 


Topoloey 


971 

Z/l 


1 T-10RQR71 9-200TMAY17 


1547 


1569 


forward 1 


TM 


Transmembrane 


97 \ 


t H0RQR71 9*200 IMA Y 17 


1570 


1575 


forward 1 


TM 


Cytosolic 


971 


1 M08QR71 9-9001 MAY17 


1576 


1598 


forward 1 


TM 


Transmembrane 


97 1 
Z/ J 


1 MORQX71 Q-9001MAY17 


1599 


1617 


forward 1 


TM 


Non-Cytosolic 


971 

Z/ 1 


T MORQ871 9-9001MAY17 


1618 


1639 


forward 1 


TM 


Transmembrane 


97 1 
Z/ 1 


Tl*inS0R71 Q-9001MAY17 


1640 


1753 


forward 1 


TM 


Cytosolic 


971 

Z/ X 


TM0RQR71 Q-9001MAY17 


1754 


1773 


forward 1 


TM 


Transmembrane 


071 
Z/ 1 


TT-10R0R71 Q-9001MAY17 

JL(X. lUOyO / 1 *7 . A 1V1<T\. 11/ 


1774 


1928 


forward 1 


TM 


Non-Cytosolic 


Y7 1 
Z/ 1 


T7-1P.RQ871 Q-9001MAY17 
i-il. 1 UO"o / 1 -7 .^uv/ixvirv l 1/ 


1 


1219 


forward 2 


TM 


Non-Cytosolic 


1 

ll 1 


t MnaQR71 Q-9001MAY17 


1220 


1242 


forward 2 


TM 


Transmembrane 


Z/l 


TT-1OR0R71 Q-9001MAY17 
ivl. lUo"o / l .".zui/iivir\ i i/ 


1243 


1408 


forward 2 


TM 


Cytosolic 


2/ J 


JLI. YyJoyo / 1 .y.ZUUlivi/\ 11/ 


14DQ 


1426 


finrwarH 9 


TM 


Transmembrane 


Z/l 


TT-1HQOR71 G-OfMYlM AV17 
JLtl. 1 Uoyo / 1 .7 .ZUUlIVltt. 11/ 


1497 


x*t JU 


forward 9. 

1U1 w<uu — - 


TM 


Non-Cytosolic 


27 J 


t t- i r\QQC7t o*9nni"MAVi7 

JLI. lUoVo/ x .V .ZUUlxVx/\ I 1 / 


14^1 


144R 


forwarrl 9 


TM 


Transmembrane 


271 


L.l.lUo u o / I.y.ZUUlJVl/\ 11/ 


1440 


14S4 


forwarH 9 

JL v/l W(UU ^ 


TM 


Cvtosolic 


T7 1 

271 


Jul* lVoyo 1 l.y.ZUl/iJVIA I 1 / 




1477 

1«T / / 


f ArwnrH 9 


TM 


Transmembrane 


m i 

271 


Li: iuoyo / 1 .y .zuuiiviA 11/ 


147R 
/o 


14R1 


fp»T-\x/^Trl 9 

IUA WdJU z. 


TM 


Non -Cvtosolic 


271 


T T.IOQOQTI 0.10/i1lV/f A V19 

Li: iuo u o / l.y.zuuiMAi 1 / 


14R9 
l*foZ 


1 Sfi4 




TM 

X IVi 


Tra n sm ptti rira n e 


271 


Li:iUoyo/i.y:zuuiMA 1 1 / 


1 D\)J 


1 ^70 

ID 17 


■f" j-x r"i i / o f **1 7 

lOrWata Z 


IxVl 


C^vtncolif* 


271 


Ll: 1 Uoy 0 / 1 .y :2uuijvia 11/ 


1 ^RA 
IDoU 


16A9 
IOUZ 


iorwaia z 


TM 

xxVl 


TranQtrtpmHrnnft 
1 1 cuioiiiciuui aiiv> 


271 


Ll:lUo9o /1. u :zUU1MA 1 1 / 


lOUD 


1 67^ 

IO ID 


iorwaia z 


1 1V1 


Won-lPvtocAliP 
1 1 yji I vjf ivji>vjij^ 


271 


t i.inonoTi 0.0001 tvjI a V1 *7 

Ll: 1 UoVo / 1 .9 rzUUlMA 11/ 


1 ^74 
10/4 


160^ 

loyo 


iorwaia z 


TM 


Trn n Qm p m brn nft 
1 1 aiioiii&iiiLFi aiio 


271 


Ll: luoyo / 1 .y:2UUiMA 1 1 / 


ioy4 


1 / i j 


iorwdiu z 


TM 

1 XVI 


("'vtosolip 


271 


Ll: lUoyo / 1 .y :zuui ma 1 1 / 


1/14 


1 / jO 


IOrWaTU Z 


: TM 

1 lvx 


Trancmpmhrane 


271 


LI: 1 08987 1 .9:2001 MA 1 1 / 


1/0/ 


1 7<Q 
1 toy 


iorwaia z 


TM 


iiUU v/jf tuauiii* 


271 


LI:10o9o/l.y:z0UlMA 1 1 / 


,1 /ou 


1 7R9 
1 / oZ 


rorwaiu z 


TM 

: iivi 


Tra n cm pm Virfiri p 
1 1 aiioiiiv/iiiui aiio 


271 


LI: 108 9 87 1 .9:2001 MAY 17 


l/oo 


loJO 


iorwcuu z 


TM 


f""*vtrwnli p 
y lusuiiu 


271 


Ll:10oyo/l.9:ZuUlMA 1 1 / 


' .1 R77 


1 R^Q 

lojy 


lorwdia z 


TM 

11V1 


Trnnsmpmhranp 
1 1 ai io juojjJL/i auo 


271 


LI:10o9o/ I.y:2UUlMA 1 1 / 


1 R/^fi 
loOU 


1 R69 
i oOZ 


lUi WaTU Z. 


TM 

1 lYX 


Mon-Cvtosolic 


271 


T T.mOftPTI A.OAAIArf A Vn 

Ll:lUoyo/l.y:zUUlMA 1 1 / 


1 R/V* 
150 O 


1 RR^ 


•FfYrw/arrl 7 


TM 


TransmBmhrane 

X 1 UllOlllv/UIUl til *v 


271 


I T.1 AQOC71 O-0OO1 A/t A VI 7 

Ll: l Uo u o / 1 .y .zuui ma 1 1 / 


1 RR£ 
looo 


1 09R 
iyzo 


lUIWaTU X 


TM 

1 1V1 


Cvtosolic 


271 


T T.1O0OC71 0-0001 TV/T A V17 

Ll:lUoyo/ l.y.ZUUlMA i 1 / 


1 
1 


1 ^R9 


1UI WalU J 


TM 

1 1VX 


Nnn-Cvtosolic 


271 


1 T.lflQDQTI fj.OAA.nvyf A V17 

Ll.lUoyo/ l.y.ZUlilMA I 1 / 


1 ^R^ 


140S 


"FrtTWiifrl ^ 
IUI WalU .3 


TM 


Transmembrane 

X I C4UO 1-1 JJLwli 1 Um. Uiiw 


0*7 1 

271 


T7-1AC£jQ'71 Q.OAA1 IV/f A V1 7 
Ll.IUc5y<5/ l.y.ZUUlMA 1 1 / 




149S 


1U1 Walu J 


TM 


Cytosolic 


271 


t T.i AOQQT 1 O-0Ani\jf A V17 

LL lUoyo / l.y.ZUUlMA i 1 / 


1496 


144R 


1U1 vvoiu J 


TM 


Transmembrane 


271 


T T.1A0OC71 Q»OAA1 A/f A V17 

Li: i Uoyo / 1 .y .zuu im a 11/ 


144Q 


1471 
i*+ / 1 


lUi Walu J 


TM 


Non-Cytosolic 


0*7 1 

Z/l 


TT'inQQ£7i o^onnnvvf A V17 
Li. 1 Uoyo / 1 .y .zuuiiviA 11/ 


It / X. 


1404 


fnrwnrH ^ 
lUi waiu J 


TM 


Transmembrane 


Z/ J 


jli. iuoyo / 1 .y.zuuiivLA 11/ 


14QS 


1571 


iL/i waiu j 


TM 


Cytosolic 


Z/l 


T T-10RQR71 0-9nni rVf AY17 

jli. iuoyo / A.y.zuuiiYi/v ii/ 


1572 


1594 


fnrwarH ^ 
iui waiu j 


TM 


Transmembrane 


Z/l 


TT-inRQR71 Q«9nfi1MAY17 

jli. iuoyo / i.y.zuuiiYi/v 11/ 


1595 


1669 


fnrwnrH ^ 
iui waiu j 


TM 


Non-Cytosolic 


Z7 i 


T T-lfi8QR71 0'9fini IVf A Y17 

jli. 1 uoyo/ i.y.zuuiivi/v 1 1 / 




1687 


firvrwnrH 

1 ui w cut vx _/ 


TM 


Tran s membrane 


Z/l 


T T-1fiRQR71 Q'9fifilMAY17 
jli. iuoyo / i.y.zuuiivi/\ 11/ 


1688 


1706 


ffirwarix ^ 


TM 


Cytosolic 


Z/ 1 


T T'1fiR0R71 Q*9fi01MAY17 

jli. J Uoyo / i.y.zuuiivi/\ 1 1 / 


1707 


1729 


forward ^ 


TM 


Transmembrane 


T71 
Z/l 


T MARQR71 Q'90fi1 M A Y17 
Lrl. iuoyo / 1 .y.zuuiivi/\ 11/ 


1730 


1748 


forward ^ 


TM 


Non-Cytosolic 


2/ 1 


1 T-IARORTl O-OAAI fJf A V17 

li. iuoyo / 1 .y.zuuiMA 1 1 / 


1740 


1771 


forwarH ^ 
iui wai u j 


TM 


Transmembrane 


971 
Z/ I 


T T10R0R71 0«9nfilMAYl7 

L-il. 1 UO70 / 1 .7.ZUU11V1/A, 11/ 


1772 


1849 


forward 3 


TM 


Cytosolic 


271 


LI:108987L9:2001MAY17 


1850 


1872 


forward 3 


TM 


Transmembrane 


271 


LI: 1 08987 1.9:2001MAY17 


1873 


1881 


forward 3 


TM 


Non-Cytosolic 


271 


LI:1089871.9:2001MAY17 


1882 


1904 


forward 3 


TM 


Transmembrane 


271 


LI:1089871.9:2001MAY17 


1905 


1927 


forward 3 


TM 


Cytosolic 


272 


LI:110297.6:2001MAY17 


1 


63 


forward 1 


TM 


Cytosolic 


272 


LI:110297.6:2001MAY17 


64 


86 


forward 1 


TM 


Transmembrane 


272 


LI:n0297.6:2001MAY17 


87 


127 


forward 1 


TM 


Non-Cytosolic 


272 


LI:110297.6:2001MAY17 


128 


145 


forward 1 


TM 


Transmembrane 
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SEQ D NO: 


Template ID 


Start 


Stop 


Frame 


Domain Type 


Topology 


272 


LI:110297.6:2001MAY17 


146 


156 


forward 1 


TM 


Cytosolic 


272 


LI:110297.6:2001MAY17 


157 


179 


forward 1 


TM 


Transmembrane 


272 


LI:110297.6:2001MAY17 


180 


293 


forward 1 


TM 


Non-Cytosolic 


272 


LI:1 10297.6:2001MAY17 


294 


311 


forward 1 


TM 


Transmembrane 


272 


LI:110297.6:2001MAY17 


312 


587 


forward 1 


• TM 


Cytosolic 


272 


LI:1 10297.6:2001MAY17 


588 


610 


forward 1 


TM 


Transmembrane 


272 


LI:1 10297.6:2001MAY17 


611 


684 


forward 1 


TM 


Non-Cytosolic 


272 


LI:1 10297.6:2001MAY17 


685 


702 


forward 1 


TM 


Transmembrane 


272 


LI: 1 1 0297. 6:2001MAY 1 7 


703 


737 


forward 1 


TM 


Cytosolic 


272 


LI : 1 1 0297 . 6:200 1 M A Y 1 7 


738 


760 


forward 1 


TM 


Transmembrane 


272 


LI:1 10297.6:2001MAY17 


761 


769 


forward 1 


TM 


Non-Cytosolic 


272 


LI:1 10297.6:2001MAY17 


770 


792 


forward 1 


TM 


Transmembrane 


272 


LI:1 10297.6:2001MAY17 


793 


801 


forward 1 


TM 


Cytosolic 


272 


LI:110297.6:2001MAY17 


1 


735 


forward 2 


TM 


Non-Cytosolic 


272 


LH 10297 6-2001MAY17 


736 


758 


forward 2 


TM 


Transmembrane 


272 


IA:\ 10297 .6:2001MAY17 


759 


769 


forward 2 


TM 


Cytosolic 


272 


LM 10297 6-2001MAY17 


770 


' 792 


forward 2 


TM 


Transmembrane 


272 


LM 10297 6 2001MAY17 


793 


801 

ou X 


forward 2 


TM 


Non-Cytosolic 


111 

i, 1 it 


T 1*1 10997 6-9001MAY17 


I 


11 


forward 3 


TM 


Cytosolic 


272 


LM 10297 6-2001MAY17 


12 


90 


forward 3 


TM 


Transmembrane 


979 

it 1 it 


I H 10297 6-2001 MAY17 


30 


604 


forward 3 


TM 


Non-Cytosolic 


111 

it 1 it 


1 M 109Q7 6-2001MAY17 


605 


697 
yjit t 


forward 3 


TM 


Transmembrane 


111 
it f it 


1 M 10907 6-2001 MAY1 7 


69 R 


71R 

/ DO 


forward 3 


TM 


Cytosolic 


Ill 
it 1 it 


T M 10907-6-9001MAY17 


7^0 


761 


forward 3 


TM 


Transmembrane 


111 
itlit 


1 M 10907 6-2001MAY17 


76? 


775 


forward 3 


TM 


Non-Cytosolic 


111 
it § it 


11-1 10907 6-2001MAY17 


776 


708 

/ 70 


forward 3 * 


TM 


Transmembrane 


111 
i*i i* 


I M 10207 6-2001MAY17 


700 


R00 


forward. 3 


TM 


Cytosolic 


11% 
it 1 D 


LM 143463 8*2001MAY17 


1 
X 


1373 


forward 1 


TM 


Non-Cytosolic 


11% 
it 1 J 


LM 143463 8-2001MAY17 


1374 


1306 

1J7U 


forward 1 


TM 


Transmembrane 


273 


LM 143463 8*2001MAY17 


1307 


1555 


forward 1 


TM 


Cytosolic 


273 


LM 143463 8 2001 MAY 17 


1556 


1578 


forward 1 


TM 


Transmembrane 


273 


LM 143463 82001MAY17 


1570 


1648 


forward 1 


TM 


Non-Cytosolic 


273 


LM 143463 82001MAY17 


1649 


1668 


forward 1 


TM 


Transmembrane 


273 


LI:1 143463.8:2001MAY17 


1669 


1712 


forward 1 


TM 


Cytosolic 


273 


LM 143463 8-2001MAY17 


1713 


1735 


forward 1 


TM 


Transmembrane 


273 


LM 143463. 8:2001MAY17 


1736 


1744 


forward 1 


TM 


Non-Cytosolic 


273 


LM 143463.8:2001MAY17 


1745 


1764 


forward 1 


TM 


Transmembrane 


273 


LI:1 143463.8:2001MAY17 


1765 


1835 


forward 1 


TM 


Cytosolic 


273 


LM 143463.8:2001MAY17 


1836 


1858 


forward 1 


TM 


Transmembrane 


273 


LI:1 143463.8:2001MAY17 


1859 


1872 


forward 1 


TM 


Non-Cytosolic 


273 


LI:1 143463.8':2001MAY17 


1873 


1892 


forward 1 


TM 


Transmembrane 


273 


LI: I I43463.8:2001MAY17 


1893 


1912 


forward 1 


TM 


Cytosolic 


273 


LM I43463.8:2001MAY17 


1913 


1935 


forward 1 


TM 


Transmembrane 


273 


LI:1 143463.8:2001MAY17 


1936 


1946 


forward 1 


TM 


Non-Cytosolic 


273 


LM )43463.8:2001MAY17 


1 


12 


forward 2 


TM 


Cytosolic 


273 


LM 143463.8:2001MAY17 


13 




forward 2 


TM 


Transmembrane 


273 


LH 143463 8-2001MAY17 


36 


721 


forward 2 


TM 


Non-Cytosolic 


273 


LI:n43463.8:2001MAY17 


722 


739 


forward 2 


TM 


Transmembrane 


273 


LI:1143463.8:2001MAY17 


740 


751 


forward 2 


TM 


Cytosolic 


273 


LI:1143463.8:2001MAY17 


752 


774 


forward 2 


TM 


Transmembrane 


273 


LI:1I43463.8:2001MAY17 


775 


777 


forward 2 


TM 


Non-Cytosolic 


273 


LI:1143463.8:2001MAY17 


778 


797 


forward 2 


TM 


Transmembrane 


273 


LI:1143463.8:2001MAY17 


798 


837 


forward 2 


TM 


Cytosolic 


273 


LI:II43463.8:2001MAY17 


838 


860 


forward 2 


TM 


Transmembrane 
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ShQ D ML): 


.template ID 


Mart 


Of /->n 

olOp 


Frame 




i opoiogy 


273 


L,lA 14o4oJ.o.2UUlMAi 1 / 


OOl 


1 (LA\ 


forward 2 


1 M 


iNon-v^yiosoiic 


mo 

273 


t t. 1 1 a oa /Co o .onntTk/i a vn 
Li:l 14j4o3.o.2Ul)lMAY 1 / 


1 (LA*} 

1042 


1 

I D04 


forward 2 


1 M 


i ransmemDrane 


T70 

273 


Li: 1 143463. o.ZUulMAY I / 


loco 


loyu 


forward 2 


TKA 
1 M 


i^yiosonc 


273 


LI:11434o3.o.2U01MAYI / 


1691 


T7 1 n 


forward 2 


TTv/f 
11Y1 


i ransmemDrane 


273 


LI:1 143463.8:2001MAY17 


1711 


1 / Jo 


forward 2 


T\/f 

1M 


iNon-^ytosoiic 


273 


LI: 1 143463. 8:2001 MAY 17 


1739 


1 /Ol 


forward 2 


1M 


Transmembrane 


273 


LI:1 143463.8:2001MAY17 


1762 


1 ooc 

1835 


forward 2 


1M 


Cytosolic 


273 


LI:1143463.8:2001MAY17 


1836 


1 O CO 

1858 


forward 2 


1M 


Transmembrane 


273 


LI:l 143463.8:2001MAY17 


1859 


1877 


forward 2 


TM 


Non-Cytosolic 


273 


LI:ll43463.8:20OlMAYl7 


1878 


1900 


forward 2 


TM 


Transmembrane 


273 


LI:ll43463.8:200lMAYl7 


1901 


1946 


forward 2 


TM 


Cytosolic 


273 


LI: 1 143463.8:2001MAY17 


1 


1257 


forward 3 


TM 


Non-Cytosolic 


273 


LI:l !43463.8:200lMAYl7 


1258 


1280 


forward 3 


TM 


Transmembrane 


273 


LI:l 143463.8:2001MAY17 


1281 


1381 


forward 3 


TM 


Cytosolic 


273 


LI:l 143463.8:2001MAY17 


1382 


1404 


forward 3 


TM 


Transmembrane 


273 


LI:ll43463.8:200lMAYl7 


1405 


1744 


forward 3 


TM 


XT * 1* _ 

Non-Cytosohc 


273 


LI:ll43463.8:200lMAYl7 


1745 


1767 


forward 3 


TM 


Transmembrane 


273 


LI: l !43463.8:200lMAYl7 


1768 


1816 


forward 3 


TM 


Cytosolic 


273 


LI: 1 143463.8:2001MAYI7 


1817 


1839 


forward 3 


TM 


Transmembrane 


273 


LI:l 143463.8:2001MAY17 


1840 


1848 


forward 3 


TM 


Non-Cytosolic 


273 


LI:l 143463.8:2001MAY17 


1849 


1871 


forward 3 


TM 


Transmembrane 


273 


LI:ll43463.8:200lMAYl7 


1872 


1877 


forward 3 


TM 


Cytosolic 


273 


LI:l 143463. 8:2001MAY17 


1878 


1897 


forward 3 


TM 


Transmembrane 


• 273 


LI:1 143463.8:2001MAY17 


1898 


1911 


forward 3 


TM 


Non-Cytosolic 


273 


LI:1 143463.8:2001MAY17 


1912 


1931 


forward 3 


TM 


Transmembrane 


273 


LI:1143463.8:2001MAY17 


■' 1932 


1946 


forward 3 


TM 


Cytosolic 


274 


LI: 1 144466.1 :2001MAY 17 


1 


708 


forward 1 


TM 


Non-Cytosolic 


274 


LI:1 144466.L2001MAY17 


709 


728 


forward 1 


' TM 


Transmembrane 


274 


LI: 1 144466. 1 :2001MAY17 


729 


741 


forward 1 


TM 


Cytosolic 


274 


LI: 1 144466.1 :2001MAY17 


1 


707 


forward 3 


TM 


Non-Cytosolic 


274 


U:l 144466.1 :2001MAY17 


708 


727 


forward 3 


TM 


Transmembrane 


274 


LI:1144466.1:2001MAY17 


728 


740 


forward 3 


TM 


Cytosolic 


275 


LI:1 170624.2:2001MAY17 


1 


354 


forward 1 


TM 


Cytosolic 


275 


U:1 170624.2:2001 MAY 17 


355 


377 


forward 1 


TM 


Transmembrane 


275 


LI:1 170624.2.2001MAY17 


378 


378 


forward 1 


TM 


Non-Cytosohc 


275 


LI: 1 170624 .2:2001MAY17 


1 


356 


forward 3 


TM 


Non-Cytosolic 


275 


LI:1 1 70624 .2-.2001MAY17 


357 


374 


forward 3 


TM 


Transmembrane 


275 


LI:1 170624.2:2001MAY17 


375 


378 


forward 3 


TM 


Cytosolic 


276 


LI:1 171602.39:2001MAY17 


1 


133 


forward 1 


TM 


Non-Cytosolic 


276 


LI:1 171602.39:2001MAY17 


134 


156 


forward 1 


TM 


Transmembrane 


276 


LI:1 171602.39:2001MAY17 


157 


234 


forward 1 


TM 


Cytosolic 


276 


LI:1 171602.39:2001MAY17 


1 


4 


forward 2 


TM 


Cytosolic 


276 


LI: 1 17 1602.39:2001 MAY 17 


5 


22 


forward 2 


TM 


Transmembrane 


276 


LI:1 171602.39:2001MAY17 


oo 

23 


36 


forward 2 


TM 


Non-Cytosolic 


276 


LI:1 171602.39:2001MAY17 


37 


59 


forward 2 


TM 


Transmembrane 


276 


LI:1 171602.39:2001MAY17 


60 


234 


forward 2 


TM 


Cytosolic 


277 


LI:1182361.3:2001MAY17 


I 


33 


forward 1 


TM 


Cytosolic 


277 


LI:1182361.3:2001MAY17 


34 


56 


forward 1 


TM 


Transmembrane 


277 


LI:118236L3:2001MAY17 


57 


245 


forward 1 


TM 


Non-Cytosolic 


278 


LI:1188194.15:2001MAY17 


1 


542 


forward 2 


TM 


Non-Cytosolic 


278 


LI:1188194.15:2001MAY17 


543 


565 


forward 2 


TM 


Transmembrane 


278 


LI:1188194.15:2001MAY17 


566 


585 


forward 2 


TM 


Cytosolic 


278 


LI:1188194.15:2001MAY17 


586 


608 


forward 2 


TM 


Transmembrane 


278 


LI:II88194.15:2001MAY17 


609 


640 


forward 2 


TM 


Non-Cytosolic 
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SEQ D NO: 


Template ID 


Start 


Stop 


Frame 


Domain Type 


Topology 


278 


LI: 1 188194. 15:2001MAY17 


641 


659 


forward 2 


TM 


1 ransmembrane 


278 


LI:1 188194. 15:2001MAY17 


660 


662 


forward 2 


TM 


Cytosolic 


278 


LI:1 188194. 15:2001MAY17 


1 


538 


forward 3 


TM 


Non-Cytosolic 


278 


LI:1188194.15:2001MAY17 


539 


561 


forward 3 


TM 


Transmembrane 


278 


LI:1188194.15:2001MAY17 


562 


634 


forward 3 


TM 


Cytosolic 


278 


LI:1 188194. 15:2001MAY17 


635 


657 


forward 3 


TM 


rp. i 

Transmembrane 


278 


LI:1 188194.15:2001MAY17 


658 


662 


forward 3 


TM 


Non-Cytosolic 


279 


LI:1 189195 .7:2001MAY17 


1 


426 


forward 1 


TM 


Non-Cytosolic 


279 


LI:1189195.7:2001MAY17 


427 


445 


forward 1 


TM 


Transmembrane 


279 


LI:1189195.7:2001MAY17 


446 


457 


forward 1 


TM 


Cytosolic 


279 


LI:1189195/7:2O01MAY17 


458 


480 


forward 1 


TM 


Transmembrane 


279 


LI:1189195.7:2001MAY17 


481 


521 


forward 1 


TM 


Non-Cytosolic 


279 


LI: 1 1 89 1 95 .7 :200 1 MAY 1 7 


522 


539 


forward 1 


TM 


Transmembrane 


279 


LI:1189195.7:2001MAY17 


540 


567 


forward 1 


TM 


Cytosolic 


279 


LI:1189195.7:2001MAY17 


568 


590 


forward 1 


TM 


Transmembrane 


279 


LI:1 189195.7:2001MAY17 


591 


66 1 


forward 1 


TM 


Non-Cytosolic 


279 


LI:1189195.7:2001MAY17 


1 


283 


forward 2 


TM 


Non-Cytosolic 


279 


U:l 189195 /7:2001MAY17 


284 


306 


forward 2 


TM 


Transmembrane 


279 


LI:1189195.7:2001MAY17 


307 


380 


forward 2 


TM 


Cytosolic 


279 


LI:1189195.7:2001MAY17 


381 


403 


forward 2 


TM 


Transmembrane 


279 


LI:1 189195.7:2001MAY17 


404 


422 


forward 2 


TM 


Non-Cytosolic 


279 


LI:1189195.7:2001MAY17 


423 


.445 


forward 2 


TM 


Transmembrane 


279 


LI:1189195.7:2001MAY17 


446 


457 


forward 2 


TM 


Cytosolic 


■ 279 


LI:1189195.7:2001MAY17 


458 


480 


forward 2 


TM 


Transmembrane 


279 


LI:1189195.7:2001MAY17 


481 


489 


forward 2 


TM 


Non-Cytosolic 


279 ■ 


LI:1189195.7:2001MAY17 


490 


509 


forward 2 


TM 


Transmembrane 


- 279 


LI:1189195.7:2001MAY17 


510 


521 


forward 2 


TM 


Cytosolic 


279 


LI:1189195.7:2001MAY17 


522 


539 


forward 2 


TM 


Transmembrane 


279 


LI;1189195/7:2001MAY17 


540 


573 


forward 2 


TM 


Non-Cytosolic 


279 


LI:1 189195.7 :2001MAY17 


574 


596 


forward 2 


TM 


Transmembrane 


279 


LI:1189195.7:2001MAY17 


597 


602 


forward 2 


TM 


Cytosolic 


279 


LI:1189195.7:2001MAY17 


603 


625 


forward 2 


TM 


Transmembrane 


279 


LI: 1 189195 .7:2001MAY17 


626 


66 1 


forward 2 


TM 


Non-Cytosolic 


279 


LI:1189195.7:2001MAY17 


1 


67 


forward 3 


TM 


Cytosolic 


279 


LI:1 189195.7:2001MAY17 


68 


90 


forward 3 


TM 


Transmembrane 


279 


LI:1 189 195.7 :2001MAY 17 


91 


1 09 


forward 3 


TM 


Non-Cytosolic 


279 


LI:1189195.7:2001MAY17 


110 


1 32 


forward 3 


TM 


Transmembrane 


279 


LI:1189195.7:2001MAY17 


133 


270 


forward 3 


TM 


Cytosolic 


279 


LI : 1 1 89 1 95 .7 :200 IMA Y 17 


271 


293 


forward 3 


TM 


Transmembrane 


279 


LI:1 189195.7:2001MAY17 


294 


359 


forward 3 


TM 


Non-Cytosolic 


279 


LI:1 189195.7:2001MAY17 


360 


382 


forward 3 


TM 


Transmembrane 


279 


LI:1189195.7:2001MAY17 


383 


388 


forward 3 


TM 


Cytosolic 


279 


LI:1 189195.7:2001MAY17 


389 


4ll 


forward 3 


TM 


Transmembrane 


279 


LI: 1 1 89 195 .7 :2001MAY17 


412 


458 


forward 3 


TM 


Non-Cytosolic 


279 


LI : 1 1 89 1 95 .7 :2001 MAY 1 7 


459 


481 


forward 3 


TM 


Transmembrane 


279 


LI:1 189195.7:2001MAY17 


482 


517 


forward 3 


TM 


Cytosolic 


279 


LI:1189195.7:2001MAY17 


518 


537 


forward 3 


TM 


Transmembrane 


279 


LI:1 189195.7:2001MAY17 


538 


660 


forward 3 


TM 


Non-Cytosolic 


280 


LI:1 190092.13:2001MAY17 


1 


127 


forward 1 


TM 


Non-Cytosolic 


280 


LI: 1 190092.1 3:2001MAY17 


128 


150 


forward 1 


TM 


Transmembrane 


280 


U: 11 90092. 13:2001MAY17 


151 


162 


forward 1 


TM 


Cytosolic 


280 


LI:1190092.13:2001MAY17 


1 


162 


forward 2 


TM 


Cytosolic 


281 


LI:1190318.4:2001MAY17 


1 


328 


forward 1 


TM 


Non-Cytosolic 


281 


LI:1I903I8.4:2001MAY17 


329 


351 


forward 1 


TM 


Transmembrane 
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SEQ D NO: 


Template ID 


Start 


OtOp 


Frame 




Topology 


281 


LI:1190318.4:2001MAY1 / 




DID 


forward 1 


llvi 


v^yiosoiic 


282 


LI : 1 4423 3 . 1 :200 1M A Y 1 7 


1 


OA 


forward 1 


TTV/T 


cyiosoiic 


282 


tt 1 dvion i i r\r\ 1 a a a "V i i 

LI: 144233. 1:2001 MAY 1 / 


1 1 


43 


forward 1 


1JV1 


i ransmemurane 


282 


TT 1 A A 1 o An t X A A Vl T 

LI : 1 44233 . 1 :200 1 MA Y 1 7 


44 


Z41 


forward 1 


IM 


iNon-L.yiosoiic 


283 


LI: 154608. 1 :2001MA Y 1 7 


i 
1 


Z40 


forward 1 


1JV1 


iNon-uyiosoiic 


283 


LI: 154608. 1 :2001MAY17 


247 


1/£A 

zoy 


forward 1 


TTV A* 

1M 


Transmembrane 


283 


LI: 1 54608. 1 :2001 MAY 1 7 


OTA 

270 


3U/ 


forward 1 


1M 


Cytosolic 


283 


LI: 154608. L2001MAY17 


1 


40 


forward 2 


TTV A 

1M 


Cytosolic 


283 


LI : 1 54608. 1 :200 1 MAY 1 7 


41 


63 


forward 2 


TTV A 


Transmembrane 


283 


LI: 1 54608.1 :2001MAY17 


64 


196 


forward 2 


TTV a 

1M 


Non-Cytosolic 


283 


LI: 154608. L2001MAY17 


197 


219 


forward 2 


TTV A 

IM 


Transmembrane 


283 


LI:l54608.l:200lMAYl7 


220 


307 


forward 2 


TM 


Cytosolic 


283 


LI:l54608.l:200lMAYl7 


1 


203 


forward 3 


r T r K A 

IM 


Non-Cytosolic 


283 


LI:l54608.l:200lMAYl7 


204 


226 


forward 3 


TM 


Transmembrane 


283 


LI:l54608.l:200lMAYl7 


227 


245 


forward 3 


TM 


Cytosolic 


283 


LI:l54608.l:200lMAYl7 


246 


268 


forward 3 


TM 


Transmembrane 


283 


LI:l54608.l:200lMAYl7 


269 


306 


forward 3 


TM 


Non-Cytosolic 


284 


LI:l70lOl.l:200lMAYl7 


1 


99 


forward 1 


TM 


Cytosolic 


284 


LI:l70lOl.l:200lMAYl7 


100 


122 


forward 1 


TM 


Transmembrane 


284 


LI:l70lOl.l:200lMAYl7 


123 


386 


forward 1 


TM 


Non-Cytosolic 


284 


LI:l70l0l.l:200lMAYl7 


1 


35 


forward 2 


TM 


Non-Cytosolic 


284 


LI:l70lOl.l:200lMAYl7 


36 


58 


forward 2 


TM 


Transmembrane 


284 


LI:l70l0l.l:200lMAYl7 


59 


99 


forward 2 


TM 


Cytosolic 


284 


.LI:l70l0l.l:200lMAYl7 


100 


122 


forward 2 


TM 


Transmembrane 


284 


LI:l70l0l.l:200lMAYl7 


123 


136 


forward 2 


TM 


Non-Cytosolic 


284 


LI:l70lOLl:200lMAYl7. 


' 137 


156 


forward 2 


TM 


Transmembrane 


284 


LI:l70l0l.l:200lMAYl7 


* 157 


386 


forward 2 


TM 


Cytosolic 


284 


LI:l70lOl.l:200lMAYl7 


1 


81 


forward 3 


TM 


Cytosolic 


284 ' 


LI:l70l0l.l:200lMAYl7. 


82 


101 


forward 3 


TM 


Transmembrane 


284 


LI:l70l0l.l:200lMAYl7 


102 


110 


forward 3 


TM 


Non-Cytosolic 


284 


LI:l70l0l.l:200lMAYl7 


111 


133 


forward 3 


TM 


Transmembrane 


284 


LI:l70lOl.l:200lMAYl7 


134 


139 


forward 3 


TM 


Cytosolic 


284 


LI:l70lOl.l:200lMAYl7 


140 


157 


forward 3 


TM 


Transmembrane 


284 


LI:l70lOl.I:200lMAYl7 


158 


386 


forward 3 


TM 


Non-Cytosolic 


285 


LI: 1 80043. 1 :200 1 MAY 1 7 


1 


4 


forward 1 


TM 


Cytosolic 


285 


LI:l80043.l:200lMAYl7 


5 


27 


forward 1 


TM 


Transmembrane 


285 


LI: 1 80043. 1 :200 1 MAY 1 7 


28 


46 


forward 1 


TM 


Non-Cytosolic 


285 


LI:l80043.l:200lMAYl7 


47 


69 


forward 1 


TM 


Transmembrane 


285 


LI: 1 80043. 1 :200 1 MAY 1 7 


70 


238 


forward 1 


TH AT 

IM 


Cytosolic 


285 


LI:180043.1:2001MAY17 


239 


261 


forward 1 


TM 


Transmembrane 


285 


LI: 1 80043. 1 :2001MA Y 1 7 


262 


373 


forward 1 


TM 


Non-Cytosolic 


285 


LI: 1 80043.1 :2001MAY 17 


1 


208 


forward 3 


TM 


Non-Cytosolic 


285 


LI:180043.1:2001MAY17 


209 


228 


forward 3 


TM 


Transmembrane 


285 


LI: 1 80043. 1 :2001MAY 17 


229 


373 


forward 3 


TM 


Cytosolic 


286 


LI:193050.1:2001MAY17 


1 


142 


forward 1 


TM 


Non-Cytosolic 


286 


LI : 1 93050. 1 :200 1M A Y 1 7 


143 


162 


forward 1 


TM 


Transmembrane 


286 


LI:193050.1:2001MAY17 


163 


339 


forward 1 


TM 


Cytosolic 


286 


LI:193050.1:2001MAY17 


340 


358 


forward 1 


TM 


Transmembrane 


286 


LI:193050.1:2001MAY17 


359 


777 


forward 1 


TM 


Non-Cytosolic 


286 


LI:193050.1:2001MAY17 


1 


182 


forward 2 


TM 


Non-Cytosolic 


286 


LI:193050.1:2001MAY17 


183 


205 


forward 2 


TM 


Transmembrane 


286 


LI:193050.1:2001MAY17 


206 


247 


forward 2 


TM 


Cytosolic 


286 


LI:193050.1:2001MAY17 


248 


270 


forward 2 


TM 


Transmembrane 


286 


LI:193050.1:2001MAY17 


271 


329 


forward 2 


TM 


Non-Cytosolic 
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SEO D NO 


Template ID 


Start 


Stop 


Frame 


Domain Type 


Topology 


286 


LI:193050.1:2001MAY17 


330 


352 


forward 2 


TM 


Transmembrane 


2S6 


LI: 193050.1 :2001MAY17 


353 


482 


forward 2 


TM 


Cytosolic 


286 


LI: 1 93050. 1 :2001MAY17 


483 


505 


forward 2 


TM 


Transmembrane 


286 


LI: 1 93050. 1 :2001MAY 17 


506 


536 


forward 2 


TM 


Non-Cytosolic 


286 


LI:193050.1:2001MAY17 


537 


559 


forward 2 


TM 


Transmembrane 


286 


LI: 1 93050. 1 :2001MAY1 7 


560 


684 


forward 2 


TM 


Cytosolic 


ZOU 


LI: 1 93050. 1 :200 1MAY 1 7 


685 


704 


forward 2 


TM 


Transmembrane 




LI: 1 93050. 1 :200 1MAY 17 


705 


734 


forward 2 


TM 


Non-Cytosolic 


zou 


LI* 193050 L2001MAY17 


735 


757 


forward 2 


TM 


Transmembrane 


986 


I M93050 L2001MAY17 

1 v 1 . 1 S *J\J~> \J - A *X*\J\J AA'AX*. XX* 


758 


777 


forward 2 


TM 


Cytosolic 


286 


LI- 193050 I 2001MAY17 


1 


144 


forward 3 


TM 


Cytosolic 


986 

ZOU 


T I- 193050 L2001MAY17 


145 


167 


forward 3 


TM 


Transmembrane 


9R6 


T LI 93050 L2001MAY17 

XjA. 1 7JUJU. 1 ,*rV/V/ J. 1/ 


168 


181 


forward 3 


TM 


Non-Cytosolic 


986 


T M 93050 1 2001MAY17 


182 


204 


forward 3 


TM 


Transmembrane 


986 


I 1*193050 12001MAY17 

l_^JL • A .7 J WJu. A . X*\J\J X l'lii X. X f 


205 


255 


forward 3 


TM 


Cytosolic 


986 


T M 93050 1-9001MAY17 


256 


278 


forward 3 


TM 


Transmembrane 


986 
zou 


1 1- 1930*50 L2001MAY17 


279 


327 


forward 3 


TM 


Non-Cytosolic 


986 


LI* 193050 L2001MAY17 

L>1 . 1 J7.JU.7U. 1 .iw XAVX/Tk XI/ 


328 


350 


forward 3 


TM 


Transmembrane 


986 
zoo 


1 M 03050 1-9001MAY17 

XjI. i JUJu. 1 .ZUV liyirx X 1 / 


351 

JJ X 


419 


forward 3 


TM 


Cytosolic 


986 
zoo 


T MQ3050 1-900IMAY17 

1—1 . I yJl/Jl/. X .ZUV XXVX^l 111 


420 


439 


forward 3 


TM 


Transm em bran e 


986 
zou 


t MQ3050 1 -9001MAY17 


440 


776 

/ / VJ 


forward 3 


TM 


Non-Cytosolic 


987 
Zo / 


I M 07477 31*9001MAY17 

JLil. 12//**/ / .Jl .ZUUIaVx/a. XX/ 


i 

A 


447 


forward 1 

x\jx vv ax u a 


TM 


Non-Cytosolic 


987 
zo / 


T T- 107477 31-9001MAY17 


448 


470 


forward 1 

1U1 VvuiU A 


TM 


Transmembrane 


987 
Zo / 


T T- 107477 31-7001MAY17 

1 27 /** / 1 . D 1 . Zv\J X IVX/A. XI/ 


471 
*t / X 


500 


forward 1 

lVl VVCUU A 


TM 


Cytosolic 


987 
zo / 


T T- 107477 31-9001MAY17 

Li . 1 !7 / H- / / I . AUU 1 IVXrt. XX/ 


sni 

Jul 


S93 


forward 1 

lvl TTulU A 


TM 


Transmembrane 


087 - 
zo / 


T T- 107477 31 *9001"MAY17 

JUl. / / .Jl .ZuUllVLri 11/ 


S94 

JZt 


S39 


forward 1 


TM 


Non-Cytosolic 


987 
Zo / 


T 1-107477 31-90O1MAY17 

• JL.1. 1 2/ f*r I />Ji. ZUV7 X IVXrV A 1/ 


S33 
j j j 


550 

J J V 


forward 1 

A \JX W OA KX A 


TM 


Transmembrane 


987 
zo / 


T M 07477 31 -9001MAY17 

XjX. l7/ t r/ / - J 1 .ZvVlAVXf\ XI/ 


J J X 


655 


forward 1 

lvl VV CXI A 


TM 


Cytosolic 


988 
Zoo 


T T- 100630 1 9-9001 MAY17 

. 1 1 Z.ZUU1 lYXr\ XX/ 


1 
i 


266 


forward 1 

A \J I W CIA VJ A 


TM 


Non-Cytosolic 


988 
ZOO 


t T- 100630 19-9001MAY17 


967 

Z<J / 


289 


forward 1 


TM 


Transmembrane 


988 
zoo 


T 1-100630 19-9001MAY17 


290 

Z7U 


334 


forward 1 


TM 


Cytosolic 


988 
zoo 


1 T- 109639 19-9001MAY17 

Ll. i 77UJ7. 1 i.AWllVlrt XX/ 


335 


357 


forward 1 


TM 


Transmembrane 


988 
zoo 


I 1-100639 1 9-2001 MAY17 

X>I. 1 77w^» i Z.ZUU XirXiTi X X/ 


358 


360 


forward 1 

X V/l Ui U X 


TM 


Non-Cytosolic 


288 


LI- 199639 12*2001 MAY 17 


361 


383 


forward 1 


TM 


Transmembrane 


988 
zoo 


T M 99639 12-2001MAY17 

X^la i 77UJ7. 1 Z. fcUwl J.V1/^. Ill 


384 


509 


forward 1 


TM 


Cytosolic 


988 
zoo 


LL 199639 122001MAY17 

-L_/l . 1 77UJ7. 1 Z»Z>W XlvXrlk. XI/ 


510 


532 


forward 1 


TM 


Transmembrane 


288 


LL 199639 122001MAY17 


533 


556 


forward 1 


TM 


Non-Cytosolic 


288 


LL 199639 I22001MAY17 

1— / J. • 1 77 \J*J 7 « X ^ * Z-\»7 V7 X J. taj V X J. J 


557 


579 


forward 1 


TM 


Transmembrane 


288 


LL 199639 12-2001MAY17 


580 


585 


forward 1 


TM 


Cytosolic 


288 


LI* 199639 12 '2001 MAY 17 


586 


608 


forward 1 


TM 


Transmembrane 


288 


LI* 199639 12*2001 MAY 17 


609 


798 


forward 1 


TM 


. Non-Cytosolic 


288 


LI* 199639 12-2001MAY17 


1 


252 


forward 2 


TM 


Cytosolic 


288 


LI* 199639 12-2001MAY17 


253 


275 


forward 2 


TM 


Transmembrane 


288 


LM 99639 1 2*2001 MAY17 


276 


798 


forward 2 


TM 


Non-Cytosolic 


989 


LL200058 6-2001MAYI7 


1 


101 


forward 1 


TM 


Cytosolic 


289 


LI-2000S8 6*9001 MA Yl 7 


102 


124 


forward 1 


TM 


Transmembrane 


289 


LL200058 6*200 1MAY 17 


125 


546 


forward 1 


TM 


Non-Cytosolic 


289 


LI:200058.6:2001MAY17 


1 


402 


forward 2 


TM 


Non-Cytosolic 


289 


LI:200058.6:2001MAY17 


403 


422 


forward 2 


TM 


Transmembrane 


289 


LI:200058.6:2001MAY17 


423 


434 


forward 2 


TM 


Cytosolic 


289 


LI:200058.6:2001MAY17 


435 


454 


forward 2 


TM 


Transmembrane 


289 


LI:200058.6:2001MAY17 


455 


468 


forward 2 


TM 


Non-Cytosolic 


289 


LI:200058.6:2001MAY17 


469 


491 


forward 2 


TM 


Transmembrane 


289 


LI:200058.6:2001MAY17 


492 


546 


forward 2 


TM 


Cytosolic 
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SEO D NO- 


Temnlate TD 


Start 


Stop 


Frame 


Domain Type 


TodoIo^v 


290 


LI :20 1 374 .23 : 200 1 MAY 1 7 


1 


177 


forward 1 


TM 


Non-Cytosolic 


290 


t 1*201 374 23 2001 MAY 1 7 


178 


200 


forward 1 


TM 


Transmembrane 


290 


LI -20 1374 23-2001MAY17 


201 


202 


forward 1 


TM 


Cytosolic 


290 


T T-201 374 23-2001 MAY1 7 




58 


forward 3 


TM 


Cytosolic 


290 


1 1-201374 23-2001MAY17 


59 


81 


forward 3 


TM 


Transmembrane 


?90 


t T-201 374 73-70O1MAY17 


82 


201 


forward 3 


TM 


Non-fVfo^olic 


?Q1 


t T-901 R94 1 -9nOlMAY17 




488 


forward 1 


TM 


Non-CvtrKol ir 


901 


T T-901 R94 1-9001MAY17 


4R9 

*t07 


SI 1 


fnTward 1 

X\Jl Yr CXI U 1 


TM 


TrnnQmpmhmnp 




T T-901 R94 1-9001MAY17 


S19 


71^ 
/ 1 j 


fnrwurd 1 

lUlWolU 1 


TM 

1 1V1 


f^vtocnlir 

V lUoullv 


zyj 


1 T-901 R94 1 -9001 M AY17 


714 

/ 1*T 


1 j\j 


1U1 VYdiU 1 


TM 

1 iVl 


Trancmpmhranp 
1 1 ullolllC/lllUialiC 




T T-901R94 l -9ftniMAY17 


7^7 


R04 


lUlWcULI 1 


TM 

X IVl 


nun cjr lUAvi »o 


90 1 


T T-901 R94 1-9001MAY17 


ROS 


R94 

OZ*T 


1U1 Wdlu 1 


TM 

4, IVl 


i i alio ii l vii l ui am 


901 

zyj 


1 T-901 R94 l -9nniA/TAV17 


R9^ 

OZJ 




lOrWalU 1 


TWA 


Ovtricril i <^ 

v^yiubum* 


901 

zy i 


1 T-901 R94 1-90H1MAY17 


R^7 




1U1 WdlU 1 


TM 

11V1 


1 1 aiiMl 1C111U1 altc 


901 

zyj 


1 T-9fi1S9zl 1*9ftftlM AV17 
L1.ZU1 oZ'f. J .ZUUIJVl/\ I 1/ 


R*T7 


R70 
0 /U 


xurwdiu i 


TM 
livl 


in on-i^y lOooiic 


901 

zyj 


1 T-901 894 1»9nniAAAV17 


R71 
o/l 


RQ^ 


TT\f vx/or/l 1 
1 UJ Wal U 1 


TM 

1 IVJ 


1 JaiJSIJldJlUlallC 


901 

zyj 


Ll.ZUJ OZH. J.ZUU1JV1A I 1 / 


R04 

oy4 


191 R 
IZlo 


iorwaru i 


TM 

livl 


v„yiosoiic 


zyi 


1 T-Ofll C94 1 .90/1*1 M A V17 
U..ZUJ oZh.I.ZUUJIVIA I 1/ 


1 191Q 

iziy 


1940 

iz*fy 


iorwaru i 


livl 


i ransiiieiii urane 


zyi 


T T-0O1 COi4 1 -OOA1 \A A V1*7 

Ll.ZU 1 oZ4. 1.ZUU1MA I J / 


IZjU 


1 o<i 
1 Add 


forward 1 


liVJ 


iNon-v-.yioboiic 


zy I 


T T-901 Q9/1 1 «Ofini"M A Vl"7 


1 

1 


14^ 


forward 3 


TTV/T 
livi 


v-yiosoiic 


zyi 


Ll.ZU I oZ4. J .ZUUliYlA I 1 / 


1 AA 
144 


loo 


forward 3 


TTV/I 
1JV1 


Transmembrane 


OOl 

zy i 


Ll.ZUJ oZ4. J .ZUU1JVIA I 1 / 


10/ 


1QO 

jyy 


forward 3 


1M 


iNon-v_yiosoiJC 


zyj 


LI.zUJoZ4.1.ZUUlivlA I 1 / 


zuu 


010 
ziy 


iorwara d 


TTV4 
liVJ 


i ransmemorane 


zyj 


TT»OA1CO/t 1 -OOA1 A/I A V1 1 

Ll.ZUJ 8Z4.1. ZUU IMA I 1/ 


•oon 

■ZZU 


0*2 1 


forward 3 


TTV4 
1 iVl 


Cytosolic 


om 

zyi 


Ll.ZUJ oZ4. J:ZUU1MA Y 1 / 


010 
ZJZ 


ZD4 


forward 3 


TTVA 

livl 


Transmembrane 


zy 1 


LJ.ZUI oZ4. J rZUUlMA 1 1 / 


» 0^^ 
Zj j 


DUU 


forward 3 


1JV1 


!Non-L,yiosoJic 


001 

zyi 


Ll.ZUJ oZ4. J .ZUU1IVJA I 1 / 


"^01 


DZJ 


forward 3 


1 Jvl 


i ransmem orane 


OOl ' 

zyj 


Ll.ZUJ oZ4. J.ZUU1JV1A 11/ 


jZ4 


^OQ 

Dzy 


iorwara j 


TTV/f 

livl 


v-.yiosouc 


zyj 


T T-Of\1 QO/t "V -oomxA AVli 

LJ.ZU J oZ4. 1 .ZUUljyJA I 1 / 


J3U 


D4y 


forward 3 


JM 


Transmembrane 


OQ1 

zyj 


T I -OOl CO/1 l-OHAIMAVn 
Ll.ZUJ oZh.J .ZUUIMA I 1/ 


jjU 




forward 3 


livl 


in on-v^y losoi ic 


OOl 

zyj 


I T»901 Q9A 1 -OOm A/f A V10 
Ll.ZU J oZh. J .ZUU1 JYIA 11/ 


D /0 


jyo 


♦V'fct-it torn *J 

iorwara o 


TTV/T 
1 IVl 


l ran smem orane 


OOl 

zyi 


Ll.ZU 1 oZh. 1 .ZUU11V1A. I 1/ 


^OO 

jyy 


AO0 

oyz 


forward 3 


TTV/f 
livl 


v-.yiosonc 


001 

zyi 


T T-OniROzl 1 -onniMA V17 

Ll.ZUJ oZ't. 1 .ZUt/llVIA 11/ 




71 5 
/ 1-/ 


lurwdiu ^> 


I IVl 


Tr ft n c tirt p tti Kr?» n (* 
1 loJIdlltClIlor oJlC? 


OOl 

zyj 


T T-9A1 804 1-OnniAif AV17 
Ll.ZUJ oZh. I .ZUUllVl/\ I 1/ 


71 fi 
/ IO 


790 

/ zy 


forward 3 


TTV/T 
1 IVl 


iNun-\^yiuoOiiv> 


001 

zyj 


T T-901R94 1-90fi1MAY17 
Ll.ZUJ oZM-. J .ZUUllVl/\ 11/ 


730 


759 


i or wdiu o 


TM 


T^r q n c in otyi l^ro n P 
1 lalldlllCiJIUI allC 


901 

zy i 


1 T-901 R94 1-9001MAY17 
Ll.ZU i DZH.l .ZUU llVLrV I 1/ 


7S^ 


RfiO 


iorwaru j 


TM 

1 IVl 


f~ 1 vrr»cr\1ir' 


901 

zy i 


T T-701R94 1-9001MAY17 


001 


RR^ 


1 UI W til LI O 


1 IVl 


TrancmpmKr?ifiP 
1 1 ullMl 1C111UI allC 


901 
zy i 


T T-901 R94 1-900TMAY17 


RR4 

Out 


199fi 

1 Z.Z.U 


1UI VValu O 


TM 

1 IVl 


NAn-f**vtncrt1if 

1 iUI 1 \— ■ Jf LL/oUllL» 


901 
zy i 


T T-901 R94 1-9001MAY17 


1997 
1 zz, / 


1949 

l^t7 


1U1 WdlU 


TM 

X IV 1 


TrflncmpmKrftnp 
1 1 aiidlliwiiui alio 


901 
zy i 


T T-901 R94 1-9001MAY17 

Lai .£\J J QJLr*. 1 .C.\J\J 11V1/-V X 1/ 


1950 


195^ 


1UI WdlU J> 


TM 

X JVl 


(~*\it f>cnl»p 


909 


T T-901 ORQ 1 1 -7001MA Y17 


I 

1 


406 


frvrwurd t 
lUIWalU 1 


TM 

1 IVl 


Non-r^vtncnlir 


909 
zyz 


T T-901 0R9 1 1 -9001MAY17 

,i.U 1 707. 1 1 . Zvyvz 1 1V1/A 11/ 


407 


499 


Trii-vwcird 1 
i Ul WaJU i 


TM 


TratiQmpmhranp 

1 1 ClIlolllWiiIL71 all& 


9 09 
zyz 


T T-9O10R0 11*9fl01MAV17 
j-ii.zu l yoj?. i i .zuu iivi/\ ii/ 


4^0 


443 


iorwaru 1 


TM 

X IVl 


v/tricnlir* 


909 


1 T-901 0R0 11-9001MAY17 

1_>1.ZVJ1 707.1 1 . ivu 1 lvl/\ 11/ 


1 

1 


400 


IUI WdlU j 


TM 

1 IVl 


No n -{""v t ncnl if 
1 1 vj 1 1 ~ v- y iu&ui j w 


909 
zyz 


T T-901 ORO 1 1 -9fi01\/TA Y17 

L*1,£.\J I 707. i 1 .Z.V>»JllVl/\ 1 1/ 


401 


493 


IUI WaJU J 


TM 

X IVl 


TrnnetnpmKranP 
l i allMllulllUi diic> 


900 

zyz 


i l.OOlOQO 1 1 -9001A>TA V17 

li.zui yoy. j i.zuuiiviA 11/ 




449 
'♦HZ 


forward 3 


TM 
11V1 


Vw.yit)soiic 


293 


LL2035 1 59. 1 :2001MAY17 


1 


52 


forward 1 


TM 


Cytosolic 


293 


LI:2035159.1:2001MAY17 


53 


72 


forward 1 


. TM 


Transmembrane 


293 


LI:2035 159.1 :2001MAY17 


73 


242 


forward 1 


TM 


Non-Cytosolic 


293 


LI:2035 159.1 :2001MAY17 


1 


216 


forward 2 


TM 


Cytosolic 


293 


LI:2035 159.1 :2001MAY17 


217 


236 


forward 2 


TM 


Transmembrane 


293 


LI :2035 1 59. 1 :2001MAY17 


237 


242 


forward 2 


TM 


Non-Cytosolic 


294 


LI:204818.10:2001MAY17 


1 


364 


forward 1 


TM 


Non-Cytosolic 


294 


LI:204818.10:2001MAY17 


365 


387 


forward 1 


TM 


Transmembrane 
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I emplate iu 


Start 


olOp 


Frame 


Dnmiiin T*vrw* 


lopoiogy 


294 


LL204olo.lO:2UUlMA i 1 / 


ooo 


4oZ 


forward 1 


TTV/f 
I fvl 


Cytosoiic 


zy4 


JLi:ZU4olo.lO:2UUlMA I 1 / 


1 


zzy 


forward 2 


JLiVl 


i >i on -v- y to s cm l c 


Oft/1 


Ll:ZU4Mo.lU:ZUuiMA. x 1 / 


JLdKj 


Ljz, 


forward 2 




l ransnieniurunc 


zy4 


L1:204o1o.10:2UUImA 1 1 / 


ID J 


jOj 


rorwara L 


1M 


v^yiosoiic 


2y4 


H:204o I o. I 0:2001 MA x 1 / 


J DO 


'iCC 
JOO 


forward 2 


liVl 


i ransrnenioranc 


294 


H:20481o.lO:2001MAYl / 


389 


4ol 


forward 2 


T\A 
IM 


Non-Cytosolic 


one 


LL2048337. 1:200 IMA Y 1 / 


i 
1 


Ol 1 


forward 2 


1M 


Non-Cytosolic 


295 


LI:2048337.1:2001MAY1 / 


012 


/CI/1 


forward 2 


1M 


Transmembrane 


295 


LI:2048337 . 1 :200 1 MAY 17 


635 


o!)8 


forward z 


1M 


Cytosoiic 


295 


LI:2048337.1:2001MAY17 


659 


Ool 


forward 2 


1M 


Transmembrane 


295 


LI :204 8 337 . 1 :200 1 M A Y 1 7 


682 


709 


iorwara 2 


1M 


Non-Cytosolic 


296 


LI:2049697.4:2001MAY17 


1 


390 


forward 3 


IM 


Non-Cytosolic 


296 


LI:2049697.4:2001MAY17 


391 


413 


forward 3 


IM 


Transmembrane 


296 


LI:2049697.4:2001MAY17 


414 


698 


forward 3 


TM 


Cytosoiic 


297 


LL2050808 . 1 9:2001 MAY 1 7 


1 


105 


forward 2 


TM 


Non-Cytosolic 


297 


LI:2050808.19:2001MAY17 


106 


128 


forward 2 


TM 


Transmembrane 


297 


LL2050808. 1 9:2001MAY 17 


129 


134 


forward 2 


TM 


Cytosoiic 


297 


LI:2050808.19:2001MAY17 


135 


157 


forward 2 


TM 


Transmembrane 


297 


LL2050808 . 1 9:2001MA Y 1 7 


158 


176 


forward 2 


TM 


Non-Cytosolic 


297 


LI:2050808.19:2001MAY17 


177 


199 


forward 2 


TM 


Transmembrane 


297 


LL2050808 . 1 9:2001MA Y 1 7 


200 


412 


forward 2 


TM 


Cytosoiic 


298 


LI:209773.25:2001MAY17 


1 


4 


forward 1 


TM 


Cytosoiic 


298 


LI:209773.25:2001MAY17 


5 


27 


forward 1 


TM 


Transmembrane 


298 


LI:209773.25:2001MAY17 .,■ 


28. 


.363 


forward 1 


TM 


Non-Cytosolic 


298 


LI:209773.25:2001MAY17 


1 


6 


forward 3 


TM 


Cytosoiic 


298 


LI:209773.25:2001MAY17 . 


7 


29 r 


forward 3 


•■. TM 


Transmembrane 


298 


LL209773 .25 :200 1MAY 17 : 


30 


362 


forward 3 


t TM 


Non-Cytosolic 


299 


LI:2117881.32:2001MAY17 : 


1 


177 


forward 1 


TM 


Non-Cytosolic 


299 • 


LI:2117881.32:2001MAY17 


178 


200 


forward 1. 


TM 


Transmembrane 


299 


LI:2 1 1 7 8 8 1 .32:2001MA Y 1 7 


201 


386 


forward 1 


TM 


Cytosoiic 


299 


U:23 17881.32:2001MAY17 


387 


406 


forward 1 


TM 


Transmembrane 


299 


LI:21 17881 .32:2001MAY17 


407 


422 


forward 1 


TM 


Non-Cytosolic 


299 


LI:211788L32:2001MAY17 


1 


288 


forward 2 


TM 


Cytosoiic 


299 


LI:2117881.32:2001MAY17 


289 


311 


forward 2 


TM 


Transmembrane 


299 


LI:21 17881.32:2001MAY17 


312 


325 


forward 2 


TM 


Non-Cytosolic 


299 


U:21 17881.32:2001MAY17 


326 


348 


forward 2 


TM 


Transmembrane 


299 


LI:21 17881. 32:2001MAY17 


349 


422 


forward 2 


TM 


Cytosoiic 


299 


LI:21 17881. 32:2001MAY17 


1 


384 


forward 3 


TM 


. Non-Cytosolic 


299 


LI:21 1788L32:2001MAY17 


385 


404 


forward 3 


TM 


Transmembrane 


299 


LI:2117881.32:2001MAY17 


405 


422 


forward 3 


TM 


Cytosoiic 


300 


LI:2l 18140.9:2001MAY17 


1 


446 


forward 1 


TM 


Non-Cytosolic 


300 


LI:2l 18140.9:2001MAY17 


447 


469 


forward 1 


TM 


Transmembrane 


300 


LI:21 18 140.9:2001 MAY17 


470 


510 


forward 1 


TM 


Cytosoiic 


300 


LI:2l 18 140.9:2001 MAY 1 7 


51 1 


533 


forward 1 


TM 


Transmembrane 


300 


t t mini ,4 a r\ r\ r\f~\ it* a \fi n 

LI:21 18140.9:2001 MAY 17 


534 


566 


forward 1 


TM 


Non-Cytosolic 


300 


LI:21 18140.9:2001MAY17 


1 


179 


forward 2 


TM 


Non-Cytosolic 


300 


LI:2118140.9:2001MAY17 


180 


202 


forward 2 


TM 


Transmembrane 


300 


LI:2118140.9:2001MAY17 


203 


411 


forward 2 


TM 


Cytosoiic 


300 


LI:2118140.9:2001MAY17 


412 


434 


forward 2 


TM 


Transmembrane 


300 


L1:2118140.9:2001MAY17 


435 


443 


forward 2 


TM 


Non-Cytosolic 


300 


L1:2118140.9:2001MAY17 


444 


466 


forward 2 


TM 


Transmembrane 


300 


LI:2118I40.9:2001MAY17 


467 


565 


forward 2 


TM 


Cytosoiic 


300 


LI:2118140.9:2001MAY17 


1 


201 


forward 3 


TM 


Cytosoiic 


300 


LI:21I8140.9:2001MAY17 


202 


219 


forward 3 


TM 


Transmembrane 
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SEO D NO- 


Temnlate ID 


Start 


Stop 


Frame 


Domain Type 


TodoIo^w 


300 


LI:21 18140.9:2001MAY17 


220 


233 


forward 3 


TM 


Non-Cytosolic 


300 


LI -21 18140 9*200 1 MAY 1 7 

JO^L « Jmr A A \J A * \J • S * A* V V ^ A* A J AAA* 


234 


256 


forward 3 


TM 


Transmembrane 


300 


LI-21 18140 9*2001 MAY 17 


257 


296 


forward 3 


TM 


Cytosolic 




T 1-21 18140 Q-2001MAY17 


297 


319 


forward 3 


TM 


Transmembrane 


300 


1 1*21 1 8140 9-2001MAY17 


320 


442 


forward 3 


TM 


Non-Cytosolic 




T T-?1 1 8140 9-7001MAY17 


443 


465 


forward 3 


TM 


Transmembrane 


3nn 


T T-91 1R140 Q-9001MAY17 


466 


565 


forward 3 


TM 


Pvto^olic 


301 


TT-711R1S1 1<i*7O0lMAY17 


J 


45 


forward 2 


TM 




301 
Jul 


TT-911RT\1 1^*9nfVIMAY17 

i-JL.Z, 1 lOl Jl.lJ.ZUUllVI/\ 11/ 


46 


6R 


fr^rwnrH 9 
1VJI waiu 


TM 


TranQmpmhrnnp 
l J dllolll&lllUl clllt/ 


301 

Jul 


TT-911R1S1 1V9001MAY17 


60 


82 

Ox, 


fnrwnrH 9 
iV/i wai u x< 


TM 


Non-Cvtosnlir 


301 

JU1 


T T-91 181^1 1S-9001MAY17 


OJ 


102 


■fnrwarH 9 

A v>l VVtUU X/ 


TM 


TrancmpmlirJinp 

X 1 tUIMilC'l] 1 Ul dl 1 \Zr 


3ni 

jUI 


TT-911R1S1 1^-9001MAY17 


1UJ 


360 


X\jX W4IU x. 


TM 

X IV i 




"3f\ 1 

DVJl 


T T-91 181^1 1 ^-9nniA>f AV17 
C1.Z1 lol Jl. 1 J.ZUU1M/V I 1 / 


Jul 


383 

JOJ 


iorwara z 


TM 


Trn n c m atyi Vtr q n ^ 


JUI 


TT-911R1S1 1^-9001MAV17 
U.Z1 101 JJ .1 j.ZUUliVl/\ 11/ 


384 

JOH 


4O0 


1U1 Will U Z. 


TM 


IN Oil Ix/ai/Ilv 1 


3n i 
jUI 


TT-91181M 1^-9001MAV19 
JLvl.Zl 1 0 1 J 1 . 1 J . ZUU 1 lVl/v I 1 / 


4in 


49 Q 


lorwaro z 


TM 

I iVJ 


X I allbJlICHIUl uIIC 


3m 

JUI 


T T-91 181^1 1 ^-9nniAyi AY17 
1_J.Z1 1 01 Jl.l J.ZUU1MA 11/ 


*+ JU 


441 

t rr X 


lUlWdlli -L 


TM 




JUI 


TT-911C1^1 1 ^«9nfi1 A>f A vn 
H.Z1 lol J 1.1 J.ZUU1MA I 1 / 


AA1 


4-04 


forward 2 


11V1 


i ransrnern urdne 


3ni 
jUI 


.L1.Z1 lolJl.l J.ZUU1MA I 1 / 


40D 


40/ 


iorwara z 


TM 
11VI 


iNon-v-yiosoiic 


in 1 
jUI 


T T-91 101^1 1 COfim A4 AVI 9 
L1.Z1 lol J 1 .1 J.ZUU1MA I 1 / 


hOo 


4yu 


forward 2 


11V1 


" Iron p tt^ C»TV> rti-'fU'l^ 

i ransmernoranc 


in i 

JUI 


H.ZI IoIjI.Ij.ZUUIMA i 1 / 


ty 1 


D\)y 


forward 2 


TM 
11V1 


v^yiosoiio 


JUi 


I T.011AK1 1 ^-Of\ni \A A VI 9 

L1.Z1 IoIjI.Ij.ZUUIMA i 1 / 


<1 (\ 
JlU 


con 

jzy 


forward 2 


TTV/f 
11V1 * 


Transmembrane 


JUI 


T T.011CK1 1 <-9nf11M A VI 9 

JLl.Zl IoIjI.Ij.ZUUIMA 1 1 / 


DDK) 


j4j 


forward 2 


TM 
1M 


fNon-cyiosoiic 


jUI 


T T.OI 1QK1 t c.onni \/l A Vl 9 

LilZl IoIjI.Ij.ZUUIMA i 1 / 


j44 


JOO 


forward 2 


TM 
IM 


l ransmemorane 


jUI 


n.OIISKI 1 <«9f»r\1 M A VI 9" 

1^1 :Zi lol 31.1 J.ZUUlMAi J / 


JO/ 


9^^ 

/JJ . 


forward: 2 


TM 


^yiosoJic 


JVl 


11*91151^1 1 **"'9r\ni\4 A V19 

U.Z1 IoIjI.Ij.ZUUIMA I 1 / 


. /JO 


99 Q 
/ /o 


forward 2 


TM 
IM 


Transmembrane 


3U1 


L1.Z1 lol jI.Ij.ZUUIMA 1 1 / 


T7Q 
/ /y 


99 m 


forward 2 


TM 
IM 


in on- l, y to s oi lc 


jUI 


JLl.ZllolJl.lJ.ZUUlMAI 17 


-. ZZU J • 


999^ • 
ZZZJ 


iorwara iZ 


TM 
livl 


i ransmem urdJie 


JUI 


JLl.Zl IoIjI.Ij.ZUUIMA i 1 / 


zzzo 


9931 
ZZjI 


forward 2 


TM 
IM 


cyiosouc 


jUI 


T T-911fi1<*1 K'OfiTIIA/f A V17 

JLi:Zl lo 1 j 1 . J j.ZUUIMA 11/ 


9979 

• ■ ZZ jZ 


99**/i 
AZ.DH 


forward. 2 


TM 
IM 


Transmembrane 


jUI 


TT*911Q1"i1 1 »N-9nrk1 A>f A VI 9 

L>1. Zl IoIjI.Ij.ZUUIMA 1 1 / 


ZZjj 


99A8 
ZZOo 


forward 2 


TM 
IM 


iNon-\_yiosoiic 


jUI 


TT-911QK1 K-OOniA/f AV17 
JLl.ZllolJl.lJ.ZUUlMAI 1 / 


zzoy 


9901 

zzyi 


iorwara z 


TM 
1 1V1 


x ransmemorane 


jUI 


T1«911Q1<T1 1 ^OrMilA/f A V19 

l^rl.Zl IoIjI.Ij.ZUUIMA i 1 / 


0909 

zzyz 


9903 

zzyj 


forward 2 


TM 
llvi 


V^y LObOHC 


Jl/Z 


T T-91 1 819A Q-9nniTV/TA V19 
XJx.Lx 1 0 JZH.!7.ZUUliVlA 11/ 


i 
i 


338 
J Jo 


■f/"vr*\i-a»-/* 1 

jorwdiu i 


TM 
l ivi 




309 

JUZ 


T T«91 1 8^9i4 0-9nni\yf A VI 9 
J^l.Z 1 1 o JZ^.y.ZUUllYlA 11/ 


j jy 


3A1 
JOI 


iorwara i 


TM 
llvi 


1 1 dllblllCIIlUI a\ 1C 


309 
JUZ 


T T-91 1 8394 0-9nni\yf A VI 7 
JUl.Zi 1 O JZH.y.ZUUllVl/\ 11/ 


369 
JOZ. 


3Rfl 


IOlWaTO 1 


TM 

11V1 


\~y VJO\Jll\r 


309 

JUZ 


T 1-911 R39A Q-90niMAV17 
l^l.Zl 1 O JZ*f .f.ZUUllYlA I 1 / 


381 
JO 1 


403 

4UJ 


IOlWaTO 1 


TM 

11Y1 


Trancmpmhrnnf* 
1 1 allMllCIIlUi allC 


JUZ 


T T-91 1R394 Q-9nm\4AY17 
l^l.Z 1 1 O JZ*t.57.ZUV-FilVl/\ I 1/ 


4P14 
tin 


419 

41 Z 


TV\f\»TQf*rt 1 

lOIWalU 1 


TM 
1 ivi 


Nnn.Pvtncnlir 

inoh ^-»y iuj>uiiw 


309 

JUZ 


T T-91 1 R394 Q*9nfi1MA VI 7 
JUI.Z 1 1 OJZt.^.ZUUlIVl/V. 11/ 


413 
*♦ l J 


43 S 

4JJ 


lUIWalU 1 


TM 

1 IVI 


Troncrnpmhranp 


309 


T T-91 1R394 0-9OO1MAY17 


436 


SRO 


i\Ji WalU l 


TM 

X XV X 




309 


T T-91 1R39A Q-9001XAAY17 
LjI.ai xoJZ. L T.y.4.\J\JxxYif\ 1 1 / 


JO 1 


603 


■fr\ r\\t r\ rH 1 

iuiWaiu i 


TM 

1 ivi 


i 1 U 1 1511101 1 1 Ul tlllt' 


309 


T T-91 1R394 Q-9001MAY17 


604 


612 

\JX £, • 


forwnrrl 1 
1UI WalU 1 


TM 


Nnn-Cvtnsolic 


309 


T T-91 1R39A Q-9nniT\>IA Y17 


613 

O" J 


63 S 

VJJ J 


rrt TWi O t*/1 1 
lUIWalU X 


TM 

X lYX 


X l cUl&llldl 1 Ul Ul IV 




T T-911 R394 Q*90niA/f A Y17 

IfX.Z. 1 X O DzLrr.y .£s\J\JXXyXt\. XXI 


636 


R36 

O D\J 


fnru/ctrr* 1 
iuiWaiu l 


TM 

X IVI 


r^vfnsrvlir 

j lUoUllL. 


309 
JUZ 


T T-91 1 R39A 0-90niMAY17 


837 

0 J / 


OJJ 


lOl WaiU 1 


TM 
x ivi 


TrnncmPmKranp 
1 1 allMllCll 1U1 Clllw 


309 

JUZ 


T T-91 1R394 0-9001MAY17 

JL.1.Z1 I O JL4.7. i6UUIlVl/\ 1 1 / 


R^6 ' 


1 1 S3 
1 1 j j 


rrvni/cirH 1 
lUIWalU 1 


TM 

A IVI 


Mnn vtn^rvlif* 

I lU» 1 ^jr lUoUJ IV 


309 


T T-91 1 R?94 0-9001MAY17 


1 154 


1 176 


finrwarH 1 


TM 


Trnnsmftmhrane 


302 


LI:21 18324.9:2001MAY17 


1177 


1200 


forward 1 


TM 


Cytosolic 


302 


LI:2118324.9:2001MAY17 


1201 


1223 


forward 1 


TM 


Transmembrane 


302 


LI:2118324.9:2001MAY17 


1224 


1242 


forward 1 


TM 


Non-Cytosolic 


302 


LI:21 18324.9:2001MAY17 


1243 


1265 


forward 1 


TM 


Transmembrane 


302 


LI:2U 8324.9:2001MAY17 


1266 


1518 


forward 1 


TM 


Cytosolic 


302 


Ll:21 18324.9:2001MAY17 


1519 


1541 


forward 1 


TM 


Transmembrane 


302 


LI:2118324.9:2001MAY17 


1542 


1578 


forward 1 


TM 


Non-Cytosolic 


302 


LI:2118324.9:2001MAY17 


I 


4 


' forward 2 


TM 


Cytosolic 
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SEQ D NO: 


Template ID 


Start 


Stop 


Frame 


Domain Type 


Topology 


302 


LI:21 18324.9:2001MAY17 


5 


27 


forward 2 


TM 


Transmembrane 


302 


LI:21 1 8324 .9:200 1 MAY 17 


28 


334 


forward 2 


TM 


Non-Cytosolic 


302 


Ll:21 18324 .9:2001MAY17 


335 


357 


forward 2 


TM 


Transmembrane 


302 


LI:2118324.9:2001MAY17 


358 


392 


forward 2 


TM 


Cytosolic 


302 


LI:2l 18324.9:2001MAY17 


393 


415 


forward 2 


TM 


Transmembrane 


302 


LI:2118324.9:2001MAY17 


416 


491 


forward 2 


TM 


Non-Cytosolic 


302 


LI:2118324.9:2001MAY17 


492 


514 


forward 2 


TM 


Transmembrane 


302 


LI:2118324.9:2001MAY17 


515 


534 


forward 2 


TM 


Cytosolic 


302 


LI:21 18324.9:2001MAY17 


535 


557 


forward 2 


TM 


Transmembrane 


302 


LI:21 18324.9:2001MAY17 


558 


585 


forward 2 


TM 


Non-Cytosolic 


302 


LI:2 1 1 8324.9:2001MA Y 1 7 


586 


608 


forward 2 


TM 


Transmembrane 


302 


LI:2118324.9:2001MAY17 


609 


614 


forward 2 


TM 


Cytosolic 


302 


LI:21 18324.9:2001MAY17 


615 


637 


forward 2 


TM 


Transmembrane 


302 


LI:2118324,9:2001MAY17 


638 


1154 


forward 2 


TM 


Non-Cytosolic 


302 


LI:2118324.9:2001MAY17 


1155 


1177 


forward 2 


TM 


Transmembrane 


302 


LI:21 18324.9:2001MAY17 


1178 


1224 


forward 2 


TM 


Cytosolic 


302 


LI:21 18324.9:2001MAY17 


1225 


1247 


forward 2 


TM 


Transmembrane 


302 


LI:2118324.9:2001MAY17. 


1248 


1578 


forward 2 


TM 


Non-Cytosolic 


302 


LI:21 18324 .9:2001MAY17 


1 


152 


forward 3 


TM 


Cytosolic 


302 


LI:21 18324.9:2001MAY17 


153 


175 


forward 3 


TM 


Transmembrane 


302 


LI:21 18324.9:2001MAY17 


176 


206 


forward 3 


TM 


Non-Cytosolic 


302 


LI:2118324.9:2001MAY17 


207 


229 


forward 3 


TM 


Transmembrane 


302 


LI:2118324.9:2001MAY17 


230 


334 


forward 3 


TM 


Cytosolic 


302 


LI:2118324.9:2001MAY17 


/ 335 


.357 


forward 3 


TM 


Transmembrane 


302 


LI:2118324.9:2001MAY17 


358 


410 


forward 3 


TM 


Non-Cytosolic 


302 


LI:21 1 8324.9:2001MAY17 ' 


. 411 


433 


forward 3 


TM 


Transmembrane 


302 


LI:2118324.9:2001MAY17 


' 434 


535 . 


forward 3 


TM 


Cytosolic 


302 


LI:2118324.9:2001MAY17' 


536 


558 


forward 3 


TM 


Transmembrane 


302 


LI:21 18324.9:2001MAY17 


559 


592 


forward 3 


TM 


Non-Cytosolic 


302 


LI:2118324.9:2001MAY17 


593 


615 


forward 3 


TM 


Transmembrane 


302 


LI:2118324.9:2001MAY17 


616 


838 


forward 3 


TM 


Cytosolic 


302 


LI:2118324.9:2001MAY17 


839 


861 


forward 3 


TM 


Transmembrane 


302 


LI:2118324.9:2001MAY17 


862 


890 


forward 3 


TM 


Non-Cytosolic 


302 


LI:21 18324.9:2001MAY17 


891 


910 


forward 3 


TM 


Transmembrane 


302 


LI:21 18324.9:2001MAY17 


911 


1094 


forward 3 


TM 


Cytosolic 


302 


LI:21 1 8324.9:2001MAY17 


1095 


1117 


forward 3 


TM 


Transmembrane 


302 


LI:2118324.9:2001MAY17 


1118 


1141 


forward 3 


TM 


Non-Cytosolic 


302 


LI:21 1 8324.9:2001MAY17 


1142 


1164 


forward 3 


TM 


Transmembrane 


302 


LI:21 18324.9:2001MAY17 


1165 


1225 


forward 3 


TM 


Cytosolic 


302 


LI:21 18324.9:2001MAY17 


1226 


1248 


forward 3 


TM 


Transmembrane 


302 


LI:21 18324.9:2001MAY17 


1249 


1267 


forward 3 


TM 


Non-Cytosolic 


302 


LI:21 18324.9:2001MAY17 


1268 


1290 


forward 3 


TM 


Transmembrane 


302 


LI:21 18324.9:2001MAY17 


1291 


1512 


forward 3 


TM 


Cytosolic 


302 


LI:21 18324 .9:2001MAY 17 


1513 


1535 


forward 3 


TM 


Transmembrane 


302 


LI:21 18324.9:2001MAY17 


1536 


1577 


forward 3 


TM 


Non-Cytosolic 


303 


LI:21 18368J2:200IMAY17 


1 


50 


forward 2 


TM 


Non-Cytosolic 


303 


LI:2118368.12:2001MAY17 


51 


73 


forward 2 


TM 


Transmembrane 


303 


LI:21 18368.12:2001MAY17 


74 


84 


forward 2 


TM 


Cytosolic 


303 


LI:2118368.12:2001MAY17 


85 


107 


forward 2 


TM 


Transmembrane 


303 


LI:2118368.12:2001MAY17 


108 


121 


forward 2 


TM 


Non-Cytosolic 


303 


LI:2118368.12:2001MAY17 


122 


144 


forward 2 


TM 


Transmembrane 


303 


LI:2118368.12:2001MAY17 


145 


17! 


forward 2 


TM 


Cytosolic 


303 


LI:21 18368.12:2001MAY17 


172 


194 


forward 2 


TM 


Transmembrane 


303 


LI:2118368.12:2001MAY17 


195 


452 


forward 2 


TM 


Non-Cytosolic 
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Tpmnlafp TD 


Start 


Stop 


Frame 


Domain Type 


TODOlOHV 


Iftl 
DVD 


T 1*91 1R16R 12-2001MAY17 


1 


53 


forward 3 


TM 


Cytosolic 


im 




54 


76 


forward 3 


TM 


Transmembrane 


dVd 


T 1-91 lP.lnP. 19-9finiMAYl7 


77 


452 


forward 3 


TM 


Non-Cytosolic 




T T-91 !0d4R V90f)iMAY17 


1 


220 


forward 3 


TM 


Cytosolic 


10,4 


I T-911QAdR S«9nfi1MAY17 


221 


243 


forward 3 


TM 


Transmembrane 




T T-91 S-90mMAY17 

JL.1.Z 1 1 ^HHO^ .Z.UV/ iiVlrY 11/ 


244 


262 


forward 3 


TM 


Non-Cytosolic 


lO/l 


1 T-91 IQdzlR S«9nniMAY17 

JL1.Z1 1 71-40.0 .ZUvJllvl/Y I 1 / 


961 


285 


forward 1 


TM 


Transmembrane 


ic\a 
JU4 


T T'91 IQzLIR ^'9finiMAY17 
L.1.Z1 iy £ t i to.D.ZUUliVlr\ I 1/ 


286 


393 


forward 1 


TM 


Cytosolic 


lO/l 

JU4 


t 1.01 tQ/LlR ^-onniMAYi7 


jy-r 




forward 1 


TM 


Transmembrane 


O AvI 

304 


Ll.Z 1 iy44o.J.ZUUlivl/\I 1 / 


AM 

Hit 


1120 


forward 1 

1\J1 W (XL VI J 


TM 


Non-Cytosolic 


n AC 

305 


LI. /J ZUZj. / .ZuvlJVlA 11/ 


1 
I 


yjy 


■fArwnrH 9 
ivn WCU U 


TM 


Cytosolic 


305 


Li:z i jluzd. /.zih^iivia 11/ 


70 


y£. 




TM 


Transm em bran e 


305 


H.Z1ZUZJ- /.ZUUllYlA 1 1 / 


Ql 

yD 


1VJO 




TM 


Non-Cvtosolic 


"5 AC 

305 


L.l.ZIZUZj./.ZUUlJVi/\I 1 / 


107 
11/ / 


19Q 


f ArwArH 9 
ivJi waiu 4> 


TM 


Transmembrane 


T AC 

305 


Ll.Z I ISjZd. / .ZUUllYlA 11/ 


13U 


140 


fnru; o r/4 0 
1U1 WalU & 


TM 


Cytosolic 


1 AC 

305 


Ll.Z I ZuZd. /.ZUU IMA 11/ 


141 
141 


1 Jo 


"Prvru/ftrrl 9 


TM 

1 XVJ 


Trflnsmembrane 


O AC 

305 


LX.ZIZUZd, /.ZUU1MAX 1 / 


1 <.G 

IJy 


179 
1 /Z 


lUIWtUU i 


TM 

1 lVl 


Non-Cvtosolic 


305 


LI.z 1 zOzi. / :200 IMA I 1 / 


1 / D 


1 05 

iyj 


iorwa.ru z 


TM 

llVl 


Trancmpmhranp 


305 


T 7 **J 1 O AOO l.OAAHJf AVI! 

LI;z 12023.7 :2001M AY 17 


iyo 


4yi 


forward 2 


TM 
1 ivi 


(^vtoQol i r* 
v^jr iv/d(Jii^/ 


306 


LI.z 1 20556. 1 ;2001MA Y 1 / 


i 
1 


OO 

yy 


forward 3 


TM 




306 


LI:21 20556. 1:2001MAY 17 


1UU 


too 

1ZZ 


iorwaro o 


TM 
11V1 


Tr n n c m**m or a n p 
1 luiidiiiv^iiiuiaiic 


306 


t T OIOACC^ 1.mrt1\JTAVn 

LI :z 1 2055 6. 1 :200 1 MAY 1 / 


1 oci 
1Z3 




forward 3 


TM 
l ivi 


Kf on- r~*vt ac a1 i f* 


307 


LI :2121577. 3:2001 MA Y17 


i 
1 


ID 


forward 1 


TM 
1 IVI 


f^X/tOCAll/* 

V^.y iuauiiv« 


308 


LI:2 123395.1 1:2001 MAY 1 / 


1 


304. 


forward 1 


1 ivi , 




308 


I T UllOftC 11 .1 AA1H >T A V1 *7 

LI:2 123395. 1L2001MAY 17 


3D!) 


30 / 


forward 1 


TM 
, llvl 


1 1 at Ibll 1 UI aliC 


308 


LL2123395.il :2001MAY17 


■OOO 

ooo 


4 J / 


■ forward 1 


• llyl 




308 


LI:2123395.1 1:2001 MAY 1 / 


40 o 


4oU 


. rorwara i> 


TM 
11Y1 


Tnncmf*mKrartP 


308 


T T.OIOOOAC 1 1 .O AA1 A>T A VI T 

LI:2123395.1 1 :2001MAY 1 / 


451 


5RR 


TOrWaTQ 1 


TM 


Mon-.r^vtocolir ■ 


308 


LI:21 23395 . 1 1 :2001MAY 1 / 


CQA 


Ol 1 


forward l - 


TM 
11V1 


1 1 dllMlltil lUi cine 


308 


T T.OIOOOAC 1 1 .1AA1 \/t A VI 1 

Ll:2 123395.1 1 :2001MAY 1 / 


OlZ 


/u/ 


forward 1 


TM 


r^vtocoli P 
v^y lUoUiii^ 


308 


t T.n nine i 1 .oaai x/f a vi n 

LI:2123395.11:2001MAY1 / 


"7 AO 

/Uo 


7in 
/ d\) 


iorwara 1 


TM 

11V1 




n AO 

308 


Ll:ZlZ3Jyj.ll.ZUUlMAl 1/ 


7° 1 
/J 1 


775 
/ /j 


lurwaiu I 


TM 


Nnn-Cvtosolic 


OAO 

30o 


L1.Z1Z3J u j.1 1.ZUU1MA I 1 / 


77 f\ 
/ /O 


70R 
lyo 


iorwaro l 


TM 

11V1 


Trn rt <i m pm hrane 


OAO 

308 


T 1.11 OOOAC 1 1 .OAAIXif A V1*7 

L1:Z I Z3Jy5 . 1 1 .ZUU IMA 11/ 


lyy 


RR1 


iorwara 1 


TM 

1 IVI 


Cvtosolic 


O AO 

308 


Ll.Z J ZDDyoA 1. ZUU IMA 1 1 / 


i 
1 


SIS 


T/"vr\»/otvr 7 


TM 

1 IVI 


Non-Cvtosolic 


OAO 

308 


T l-OtOIHO^ 1 1 .^AAlA/f A VI 7 
LI .Z I Z3 Jy J . 1 1 .ZUU IMA 11/ 


DDO 


SSR 

JJO 


IUI WfllU Z. 


TM 

1 lr l 


Trn n s m em bran e 


n AO 

308 


Ll.ZlZDDyDA lrzUUllYlAXl / 


JJy 


S7R 

J Jo 


iorwaru z 


TM 

1 1V1 


Cvtnsolic 




T I-O 1 O'l'aCK 1 1 -OATH A/T A VII 

Ll.ZiZ3oy->.l 1.ZUU1MA 1 1 / 


^70 
D ly 


n01 




TM 

1 IVI 


Transmembrane 


3U5 


Ll.Z \ Id jyj A i.ZUUllVIA 1 1 / 






forward 7 


TM 


Non-Cvtosolic 


DUO 


Ll.Z 1Z DDyjA l.ZUUIMA I 1 / 


OOO 


woo 


forward 7 


TM 


Transmembrane 


OAO 
DUO 


Ll.Z ilDDyo. i i.ZvVliylA lit 


voy 


707 


fnru/Q rd 7 


TM 

1 JVl 


Cvtosolic 


DUO 


Ll.Z IZ^jyD.l I.ZUUllVIA I 1 / 


7HR 
/UO 


710 


forward 9 
1 VJl WalU z< 


TM 

1 1>1 


Transmembrane 

X 1 CXI XOl 1 Ivi 1 1 L/l UJIV 


3Uo 


Ll.Z 1 Ld DyD. 1 1 .ZUU1MA 11/ 


711 
/-) i 


74Q 
/ ny 


forxwa rd 9 
lvJi waiu z. 


TM 


Non-Cvtosolic 


3U5 


I 1*0 lO^^O^ 1 1 'OftfMAvTA V17 
Ll.Z 1 ZJ jyD. 1 1 .ZUUIMA 11/ 




110 


forward 7 


TM 


Transmem brane 


QAQ 

duo 


1 T-OIOQIOC 1 1 -Of\m \/I A VI 7 

Ll.Z J Z J Jy3. 1 1 .ZUUIMA 11/ 


771 


RR9 


IUI WdlU Z 


TM 


Cvtosolic 


jUo 


T T-0 17^^0^ 1 1 .Onni A/f AV17 
Ll.Z J Zjj7J. J 1 .ZUUllVIA 11/ 


1 
1 


169 


forward 1 

IUI WalU J 


TM 


Non-Cvtosolic 

1 lull VT iwJUJAV 


308 


LI:2123395.1 1:2001MAY17 


370 


392 


forward 3 


TM 


Transmembrane 


308 


LI:21 23395.1 1:2001MAY17 


393 


437 


forward 3 


TM 


Cytosolic 


308 


LI.2123395.1 L2001MAY17 


438 


460 


forward 3 


TM 


Transmembrane 


308 


LI:2 1 23395. 1 1 :2001MAY17 


461 


882 


forward 3 


TM 


Non-Cytosolic 


309 


L1:2123452.9:2001MAY17 


1 


462 


forward 1 


TM 


Non-Cytosolic 


309 


Ll:2 1 23452.9:2001MAY17 


463 


485 


forward 1 


TM 


Transmembrane 


309 


LI:2 1 23452.9:2001MAY17 


486 


497 


forward 1 


TM 


Cytosolic 


309 


LI:2123452.9:2001MAY17 


498 


520 


forward 1 


TM 


Transmembrane 
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OEV^ Li IS\J. 


TVmnlafp ID 

I wli [Jiaio xis 


Start 


Stop 


Frame 


Domain Type 


TodoIosy 


J\Jy 


1 1-71734S2 9-2001MAY17 


521 


534 


forward 1 


TM 


Non-Cytosolic 


3 no 


r T-71734S7 Q-2001MAY17 

L,l.ZlZ>J t tJZ..-7..£.UU IlTlJV X 1 / 


535 


552 


forward 1 


TM 


Transmembrane 




T T-717^4S7 0-7001 MA Yl 7 

JU1.Z1ZJ*tJZ,.7.^UI/11 y 1** lit 


553 


556 


forward 1 


TM 


Cytosolic 






557 


574 


forward 1 


TM 


Transmembrane 


^no 


T T-919^459 Q-90f)1MAY17 


575 


583 


forward 1 


TM 


Non-Cytosolic 


^no 
juy 


T T-91714S7 Q-7001MAY17 


584 


606 


forward 1 


TM 


Transmembrane 


ino 
juy 


T T-717^457 Q-7fini'MAY17 

L>I.Z. 1Z j £ +JZ..7.Z.uUl ivir\ i i / 


607 


686 


forward 1 


TM 


Cytosolic 


mo 
juy 


T T*917^4S7 Q-9finiMAY17 
Li.zi zjHjz..7.Zvvi.ivir\. 11/ 


1 


468 


forward 2 


TM 


Non-Cytosolic 


jU u 


I 7-71774^7 0-7n01MAY17 


4nQ 


491 


forward 2 

Iwi TV CU VJ X. 


TM 


Transmembrane 


mo 


T T-717^457 Q-7fYi1MAY17 

L/l.Z lZjHJZ,7.Z->vvIlVlr\ 11/ 


492 


551 


forward 2 


TM 


Cytosolic 


inn 

juy 


T T*9 17^4^7 Q-9fifHMAY17 

JL.1.Z lzjHJZ.y..ZAJUliVl/\ 1 1/ 


5^2 


574 


forward 2 


TM 


Transmembrane 




1 1'7171/KI O'OnniM A Y17 
LI.ZUzj4jz.:7.zUU11V1j l V 11/ 


S7S 


JO J 


fnrwarH 7 
IU1 waiu z> 


TM 


Non-Cytosolic 


700 

JU9 


T T-7171/1^7 Q^flAIMAVn 
Ll.zUzjHjZ.y.ZUUliVl/\ 11/ 


SR4 


VJV/U 


fnrwarH 7 
1U1 waiu i 


TM 


Transmembrane 


ino 


T T-71714^7 Q*70fHMAY17 


^07 


6^7 


fnrwnrrl 7 


TM 


Cytosolic 


3U9 


T T-7171/4<\7 0'7Ani\AAY17 
JL1.Z1 zjHjz.y.zVA/liVlA I 1/ 


UJO 


680 


fnrwarH 7 
AUi WalU a> 


TM 


Transmembrane 


inn 
309 


T T-nil/1^9 0-7O.niMAV17 


DO 1 


uou 


^V\ru/i*rr1 7 

llUWOiU At 


TM 


Non-Cvtosolic 


inn 
309 


T I-7171/K1 G*7f\ni\A A V17 
Ll.ZiZj4jZ.y.zUUlIVlA I 1/ 


1 
1 


Ooy 


1U1 waiu J 


TM 


Non-Cvtosolic 


onn 
309 


t T'ini/Ki O'inni \if a V17 




40R 


lui waiu J 


TM 


Transmembrane 


309 


Lr.2123452.9:20UlMA 1 1 / 


AOO 

4uy 


47 ft 
4Z5 


iorwara j 


TM 

1 IV! 


fvtncnlif* 
iudviiv» 


309 


Ll:2 1 23452. 9:200 1 MA 1 1 / 


4zy 


A AH 
445 


iorwara j 


1 1V1 


Tran cmp m hrn rif 
1 1 aiioiitoiiiui cine- 


309 


L1:2123452.9:2001MA 1 1 / 


44y 


ASH 
4 j / 


iorwara j 


TM 

1 1V1 


Nnn-r^vtnQnlir 


309 


L1.2123452.9.20U1MAI 1 / 


4 JO 


45U 


iorwara d 


TM 

11V1 


Trancmpmhranp 

1 1 allalllKslll Ul til m 


309 


t T.oin^o n.onnnvvf A "V11 

Ll:2 12345 2. 9: 2001 MAY 1 / 


451 


AHA 
454 


forward 3 


TM 

11V1 


v^y luauui^ 


309 


LI :2 123452.9:2001 MA Yl / 


/IOC 

4oD 


jU/ 


forward 3. 


• TM 


T'r'incmAmKf Cinp 
11 dllMllClllUl allC 


309 


LI:2123452.9:2001MAY 1 / 




05j 


forward 3 


TM 
liVl 


r^vfncnlir* 
lNun-i^y LUouiiL/ 


310 


LI:2 164109. 1 :2001MAY 1 / 


1 • 

• 1 


20 . 


forward 1 


TM' 
11V1 


r^\/lncnlif* 
v^j lUaUllL- 


310 


t i.oi/t^inn i .inni ~\a a vi h 

L1:2164109.1 :2001MAY 1 / 


71 

. 21 


/II 

43 


TA.ni/nrn 1 

iorwara i 


7TM 
11V1 


1 J allMItCUlul alic 


310 


t i.niz>iinn i .^nm ~ka a v i h 

Ll:21o4109.l:2U01MA x 1 / 


AA ■ 
44 


177 
12/ 


iorwara i > 


TM 

1 IV! 


Mnn-f^vtncnlir 
iiUii-v--y iuouiil* 


310 


r T.i i £.a i nn i.onniAjf A Vi7 
LI:21o4lU9.i:Z0UlMAX 1 / 


1 1B 
125 


1 JU 


rArttftr/l 1 

iorwara i 


11V1 


Trancmpmhr3np 

1 lclllblJIClllUl CIVIC' 


310 


Ll:zlD410y.l .2UU1MAI 1 / 


K1 
1 jl 


1 ^4 
1 J'f 


iorwara 1 


TM 

1 IV! 


OvtnQnlir 
» y luouii^ 


310 


t T-ii/£/tinn i .inni \/i a vn 
JLlr21o4iUy.J .2UU1MA 1 1 / 


1 
L 


17 
1Z 


iui Waiu j 


TM 


P'vtnQnlir 
v_y njjviJ ^ 


310 


T T.iiZl/iinQ 1 .OAftiA/f A V17 
Ll:2Jo41U9.1 -ZIHJ1MA I 1 / 


1 1 
1 J 


JJ 


1UI Waru j 


TM 


TrnriQmpmhranp 

jl i an ill iv^ ill ui uiiv> 


310 


t i.oiA/i i no 1 'inmivyf A Yi7 
.Ll:Zlo41Uy.] .ZUUiJVlAI 1 / 


J\J 


1^1 

1 J j 


tVat"ii/ot/1 1 

iui warn J 


TM 

llVi 


Non-f^vtosolic 


311 


L.i:Z 1 0o3ZU. 1 .ZUU1MA XI/ 


1 


Q 


fV\T'tl?0 T*rt 7 

IUI Wal U Z. 


TM 


Non-Cvtosolic 

HUM J IvaVI Iw 


311 


t i-TUonn 1 'inni m a V17 

LI.zlOoJzU. 1 .ZUUliVIA XI/ 


10 


X) 
ji 


T<rvt*\i/QT*r1 7 
1VJJ WdfU Zf 


TM 


Transmembrane 

1 lulloU 1\^111L/1 Uliw 


Oil 

311 


t T.nAQiin 1 onm \a a vi7 

Lrl:Zl0o3ZU. 1 .ZUU1MA. XI/ 


JJ 


^R 

JO 


rr\i*\j»ot"H 7 


TM 


Cvtosolic 


11 t 

311 


T T'OIAClin 1*70,fHMAY17 
La.Zi OojzU. I .ZUUlivl/\ I 1/ 


10 

J7 


61 


iui waiu z. 


TM 


Transmembrane 


11 1 


t T-nAenri i-7n,niMAVi7 

LI.z IOojzU. l .ZUUllVl/\ 11/ 


67 


17^ 


fnrxx/sirH 7 
1UI Wal u z> 


TM 


Non-Cytosolic 


31 1 


T T'llASIIfl 1*7fifi1MAY17 


174 

1Z*T 


146 


fnm/nrfi 7 
iui waiu z. 


TM 


Transmembrane 


"211 

311 


t T-iiAQnn i«7nniMAYi7 


147 


177 


iui waiu z. 


TM 


Cvtosolic 


111 
31 1 


T T*71AR17fl 1'7001MAY17 
i^l.Z 1 OojZu. 1 .^.Uv/llvi/\ 11/ 


i 
i 


Q 


■fnrwarH ^ 
iui waiu j 


TM 


Non-Cytosolic 


11 1 
311 


T 1-71AR37H 1*70ft1MAY17 


10 


^7 


fnrwi^rH *^ 
iui wai u j 


TM 


Transmembrane 


311 


1 T-71£RV5n 1-7001MAY17 
H.Z 1 05 jZU. 1 .Z-UullVl/\ 11/ 


jj 


177 


forward ^ 


TM 


Cytosolic 


110 

312 


t t. 1171^77 1 '700,1 MAY 17 

L.1.Z 1 / jj / / . I .£UUllVl/\ 11/ 


i 
i 


^0 

JU 


f"r\r\x/nrH 1 

IUI Well U 1 


TM 


Non-Cytosolic 


312 


T T-7171^77 1 'Onniy A VI 7 
JL1.Z 1 / jD 1 1 . 1 .ZUUllVl/\ 11/ 


jl 


JJ 


lUIWalU 1 


TM 

1 AVI 


Transmembrane 


in 


t T-7171^77 i-onniMAvn 

JLl . Z 1 / jj / / . I .ZAJU 1 lvl/\ 11/ 


^4 
jt 


6S 

UJ 


f*nr\x/arH 1 
luiwaiu 1 


TM 


Cvtosolic 


312 


LI:2173577.1:2001MAY17 


66. 


88 


forward 1 


TM 


Transmembrane 


312 


LI:2173577.1:2001MAY17 


89 


92 


forward 1 


TM 


Non-Cytosolic 


312 


LI:2 1 73577. 1:2001MAY17 


93 


115 


forward 1 


TM 


Transmembrane 


312 


LI:2 1 73577. 1 :2001 MAY 17 


116 


194 


forward 1 


TM 


Cytosolic 


312 


LI:2 1 73577. 1:2001MAY17 


1 


37 


forward 2 


TM 


Cytosolic 


312 


LI:2I73577.1:2001MAY17 


38 


57 


forward 2 


TM 


Transmembrane 


312 


LI:2173577.1:2001MAY17 


58 


66 


forward 2 


TM 


Non-Cytosolic 


312 


LI:2173577.1:2001MAY17 


67 


89 


forward 2 


TM 


Transmembrane 
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3D NO: 


Template ID 


Start 


Stop 


Frame 


Domain Type 


Topology 


312 


LI:2173577.1:2001MAY17 


90 


193 


forward 2 


TM 


Cytosolic 


312 


LI:2173577J:2001MAY17 


1 


43 


forward 3 


TM 


Cytosolic 


312 


LI:2173577.1:2001MAY17 


44 


66 


forward 3 


TM 


Transmembrane 


312 


LI:2173577.1:2001MAY17 


67 


75 


forward 3 


TM 


Non-Cytosolic 


312 


LI:2173577.1:2001MAY17 


76 


98 


forward 3 


TM 


Transmembrane 


312 


LI:2173577.1 :2001MAY17 


99 


193 


forward 3 


TM 


Cytosolic 


313 


LI:2179256.1:2001MAY17 


1 


41 


forward 2 


TM 


Cytosolic 


313 


LI:2179256.1:2001MAY17 


42 


64 


forward 2 


TM 


Transmembrane 


313 


LI:2179256.1:2001MAY17 


65 


210 


forward 2 


TM 


Non-Cytosolic 


314 


LI:2180388.1:2001MAY17 


1 


118 


forward 2 


TM 


Non-Cytosolic 


314 


LI:2180388.1:2001MAY17 


119 


141 


forward 2 


TM 


Transmembrane 


314 


H:2 1 80388. 1 :2001MAY 1 7 


142 


215 


forward 2 


TM 


Cytosolic 


315 


L1:2199713.8:2001MAY17 


1 


553 


forward 2 


TM 


Non-Cytosolic 


315 


LI:2199713.8:2001MAY17 


554 


571 


forward 2 


TM 


Transmembrane 


315 


LI:2199713.8:2001MAY17 


572 


590 


forward 2 


TM 


Cytosolic 


316 


U:2200587.2:2001MAY17 


1 


4 


forward 1 


TM 


Cytosolic 


316 


U:2200587.2:2001MAY17 


5 


27 


forward 1 


TM 


Transmembrane 


316 


L1:2200587.2:2001MAY17 


28 


36 


forward 1 


TM 


Non-Cytosolic 


316 


LI:2200587.2:2001MAY17 


37 


56 


forward 1 


TM 


Transmembrane 


316 


LI:2200587.2:2001MAY17 


57 


62 


forward 1 


TM 


Cytosolic 


316 


LI:2200587.2:2001MAY17 


63 


85 


forward 1 


TM 


Transmembrane 


316 


LI:2200587.2:2001MAY17 


86 


88 


forward 1 


TM 


Non-Cytosolic 


316 


LI:2200587.2:2001MAY17 


89 


111 


forward 1 


TM 


Transmembrane 


316 


LI:2200587.2:2001MAY17 


112 


119 


forward 1 


TM 


• Cytosolic 


316 


LI:2200587.2:2001MAY17 


120 


142 


forward 1 


TM 


Transmembrane 


316 


LI:2200587.2:2001MAY17 


■ 143 


146 


forward 1 


TM 


Non-Cytosolic 


•316 


LI:2200587.2:2001MAY17 


147 


169 


forward 1 


TM 


Transmembrane 


316 


LI:2200587.2:2001MAY17 


170 


176 


•forward 1 ' 


TM 


Cytosolic 


316 


LI:2200587.2:2001MAY17 


1 


22 


forward 2 


TM 


Non-Cytosolic 


316 


LI:2200587.2:2001MAY17 


23 


45 


forward 2 


TM 


Transmembrane 


316 


LI:2200587.2:2001MAY17 


46 


53 


forward 2 


TM 


Cytosolic 


316 


LI:2200587.2:2001MAY17 


54 


76 


forward 2 


TM 


Transmembrane 


316 


LI:22O0587.2:2001MAY17 


77 


90 


forward 2 


TM 


Non-Cytosolic 


316 


LI:2200587.2:2001MAY17 


91 


113 


forward 2 


TM 


Transmembrane 


316 


LI:2200587.2:2001MAY17 


114 


125 


forward 2 


TM 


Cytosolic 


316 


L1:2200587.2:2001MAY17 


126 


148 


forward 2 


TM 


Transmembrane 


316 


LI:2200587.2:2001MAY17 


149 


176 


forward 2 


TM 


Non-Cytosolic 


316 


LI:2200587.2:2001MAY17 


1 


14 


forward 3 


TM 


Non-Cytosolic 


316 


LI:2200587.2:2001MAY17 


15 


37 


forward 3 


TM 


Transmembrane 


316 


LI:22OO587.2:2O01MAY17 


38 


43 


forward 3 


TM 


Cytosolic 


316 


LI:2200587.2:2001MAY17 


44 


63 


forward 3 


TM 


Transmembrane 


316 


LI:2200587.2:2001MAY17 


64 


72 


forward 3 


TM 


Non-Cytosolic 


316 


LI:2200587.2:2001MAY17 


73 


95 


forward 3 


TM 


Transmembrane 


316 


LI:2200587.2:2001MAY17 


96 


101 


forward 3 


TM 


Cytosolic 


316 


LI:2200587.2:2001MAY17 


102 


124 


forward 3 


TM 


Transmembrane 


316 


LI:2200587.2:2001MAY17 


125 


143 


forward 3 


TM 


Non-Cytosolic 


316 


LI:2200587.2:2001MAY17 


144 


166 


forward 3 


TM 


Transmembrane 


316 


LI:2200587.2:2001MAY17 


167 


176 


forward 3 


TM 


Cytosolic 


317 


LL2200761 .12:2001MAY17 


1 


3 


forward 1 


TM 


Non-Cytosolic 


317 


LI:2200761.12:2001MAY17 


4 


26 


forward 1 


TM 


Transmembrane 


317 


LI:220076i.l2:2001MAY17 


27 


343 


forward 1 


TM 


Cytosolic 


317 


LI:220076 1 . 1 2:2001 MAY 17 


344 


366 


forward 1 


TM 


Transmembrane 


317 


LI:22O0761.12:2001MAY17 


367 


374 


forward 1 


TM 


Non-Cytosolic 


317 


LI:220076I.I2:2001MAY17 


1 


346 


forward 2 


TM 


Non-Cytosolic 
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SEO D NO- 


Temolate ID 


Start 


Stop 


Frame 


Domain Type 


Topology 


^17 


LI-2200761 12-2001MAY17 


347 


369 


forward 2 


TM 


Transmembrane 


^17 

-3 1/ 


LI-2200761 12-2001MAY17 


370 


374 


forward 2 


TM 


Cytosolic 


^17 


LI-2200761 1 2-200 1MAY 17 


1 


299 


forward 3 


TM 


Non-Cytosolic 


117 


T T-2200761 12*2001 MAY 17 


300 


322 


forward 3 


TM 


Transmembrane 


117 
ji i 


T T-2200761 12-2001 MAY 17 


323 


342 


forward 3 


- TM 


Cytosolic 


117 


I T-2200761 12-2001MAY17 


343 


365 


forward 3 


TM 


Transmembrane 


117 
j 1 1 


T 1*9200761 12-2001MAY17 


366 


373 


forward 3 


TM 


Non-Cytosolic 


11 ft 
Jl o 


T T-9901694 1-9001MAY17 

bl.^&UJU&'T. 1 .X.V1U11V1.TA XX/ 


1 


139 


forward 1 


TM 


Cytosolic 


11 ft 


i T*99fi1694 1 -9001MAY17 


140 


156 


forward 1 


TM 


Transmembrane 


lift 

J 1 0 


I L99fY1694 1-9001MAY17 

JL«1. ZZOJ UZ.H-. X .zAyUllvJLri 11/ 


157 


226 


forward 1 


TM 


Non-Cytosolic 


11 Q 


T T-99fyi694 1-9ft01MAY17 

JL>i.ZZU_)UZ>+. 1 .ZOUllYl.r\ 11/ 


227 


249 


forward 1 


TM 


Transmembrane 


11 Q 
JIO 


I T'99fV1fi94 1 '9001MAY17 

Ll.ZZUOOZH. 1 .jtvAJlIVl/A. 11/ 


7 SO 


376 


forward 1 

1 VJl VtlUU X 


TM 


Cytosolic 


1 1Q 


JLx.ZZv^7J*".ZUUllVlr\ 11/ 


1 

1 


40 


forward 2 


TM 


Non-Cytosolic 




T T-99fl4Q^ 0«9n01A/f A Y17 
xji.zzu^yj.y.zuoixvi/\ 11/ 


41 


63 


forwarH 9 

s\ji waiu x-r 


TM 


Transmembrane 


i ig 


T T«99ft±CK Q-9n01M A V1 7 


64 


163 


fnrwnrrl 9 


TM 


Cytosolic 


11 o 


1 T*99flzlQ*\ 0«9nniA/f A Y17 


164 


183 


fftrwiirH 9 


TM 


Transmembrane 


lift 

519 


Li.zzu^yj.y.zuuixviA. 1 1 / 


1 R4 


109 


•p/-\TW?ITr1 9 
iUl Will U 


TM 


Non-Cvtosolic 


no 

319 


T T-99fiA0< 0«9nmA/IAY17 

Li.zzuHyj.y.zuuixvi/\ 1 1 / 


1Q^ 
xyD 


210 


fnr\A/5ir<i 9 


TM 


Transmembrane 


^ i ft 
319 


T T.IOfVIG^ Q«OfW11 Wf A V17 

Li.zzwyD.y.zuuiJviA i i / 


91 1 
ZJ 1 


947 


fr»rvLforH 9 
1U1 WalU 


TM 


Cvtosolic 


lift 
319 


i^:zzu4yj.y.zuuiivi/\ 1 1 / 




970 

z / V 


IUI WalU ^ . 


TM 

11V1 


Transmembrane 


*21 ft 

319 


Li:zzu4yj.y.zuuiivi/\i i / 


971 
Z/ 1 


9R4 


IUI Wal u -6 


TM 

11VJ 


Non -Cvtosolic 


lift 
319 


Li . zzi/4y d .y . zuu i ivi a. i i / 


9ftS 
ZoJ 


^07 

JV/ / 


1U1 WalU 


TM 


Tran smembrane 


O 1 ft 

319 


T T.Tlft/IQ< O-OfVI 1AA A V17 

Li i zzu4yj.y. zuu iJVLA.1 i / 




A SI 


■fVvflllOTVl 9 


TM 

1 1V1 


Cvtosolif* 


319 


LJ:ZZU4yj.y.ZUUlMA 11/ 


4^9 


d74 


wrwwi Q«*£l 9 

lUlWalu z. 


TM 

11Y1 


Transmftmhranft 

x i aiiijiiiv/iii ui ajiv> 


319 


Ll:zzl>4 u 3. u :zUUIMA I 1 / 


47^ 
4 / J 


Oil 

7J 1 


iorwd.ru z 


TM 

11V1 


Nnn-CvtnQnlir 

llUll \^Jf lUOv/liv< 


» 319 


i^:zzu4yj.y. zuu lxViA 1 1 /. 


019 


0S4 


1 Ol WalU z 


TM 

, 11V1 


Trfln^mpmhranp. 

X 1 UI lOillvlll v»l ullw 


^ i ft 

319 . 


t Lion/to^ o.onmivyf A V17 
'L.l:ZZU4yj.y.ZUUlMA 11/, 




07^ 
y 1 D 


1 UI WalU 


TM 

11V1 


• Cvtosolic 


. . ■ lift 
• 319 


Li.zzu4yj.y.zuuiJVx/\ 1 1 / 


Q74 


006 


lOI WalU L, 


TM 

lxvi 


• TranQTTiRmhranft. 

x i an djiivijii xji ctiiV' 


1 1 ft 
319 


Li.zzu4yj.y.zuuiM/A 1 1 / 


QQ7 

yyl 




ioi waiu 


TM 

1 1V1 


Non-Cvtosolic 


O 1 ft 

319 


t T-oon/io*; o.of^fiiTv/f a vi7 

L»i.zzu4y3.y.zuuiiviA 1 1 / 


1 
1 


9S 

ZJ 


lorwaTU j 


TM 

1 1V1 


Non - v 1" ncr»l i r 

liull » — J IUjUIIO 


lift 
319 


Lri:zzu4yj.y.zuuiiviA 1 1 / 


96 
zo 


4R 

HO 


1 OI Wal U D 


TM 

11V1 


Transmembrane 


lid 
319 


i^i.zzuHyj.y.zuuxivx/Y 1 1 / 


40 


4S^ 


1U1 Wal u j 


TM 


Cvtosolic 


319 


L*i.zzu4yj.y.zuuixViA 1 1 / 


4S4 


479 


ioi waiu j 


TM 


Transmembrane 

X 1 ill liJ ft I twill (*TJ tillv 


319 


T T-99fi/iG^ Q'OnniAyTA Y17 

L#i.zzu4yj.y.zuuiiviA 1 1 / 


47^ 


401 


101 waiu j 


TM 


Non-Cytosolic 


1 1 G 

319 


T T-99fVilO^ Q«9r>niTV/TA Y17 

j^i.zzt^yj.y.zuuixYi/v 1 1 / 


4Q9 


S14 
jit 


forwnr/1 ^ 
i vji wai u j 


TM 


Transmembrane 


no 
31y 


I T'99040^ Q-9nni"MAY17 

Li.zzu'tyj.y.zuuixviA. 1 1 / 


S1S 


S74 


i ui waiu j 


TM 


Cvtosolic 


no 


t T-9904Q5 0-9001MAY17 


575 


597 


forward ^ 

1 V71 VY (U VX ^ 


TM 


Transmembrane 


no 


T T-990dOS 0-9OO1MAY17 


598 


606 


fnrwnrd ^ 


TM 


Non-Cytosolic 


no 
3iy 


T I-9904QS 0-9OmA4AY17 


607 


629 


forward ^ 


TM 


Transmembrane 


no 


T T-99040S 0-90O1MAY17 


630 


931 


forward 3 

1 vyl VY ILL VI 


TM 


Cytosolic 


no 


T T-9904QS 0-9001MAY17 

l^l.Z.^VH-^ .^VAJ llVlrt. 11/ 


932 


954 


forward 3 

1 \JY VY at VI *J 


TM 


Transmembrane 


no 
jiy 


T T-99040S 0-90niMAY17 


955 


1033 


forward % 

1 V/l VYUlvl — ' 


TM 


Non-Cytosolic 




T T-990SS^9 1 -9001MAY17 

.^UU11V1/A 11/ 


1 


28 


forward 1 

Ivi VYUXVl X 


TM 


Non-Cytosolic 


OZU 


T T-990SS^9 1 -9001 IVf AY17 


29 


51 


forward 1 

j v/i vy ai vi x 


TM 


Transmembrane 


no 


T T-990SS^9 1-9001MAY17 
. Lrl.A/XfJJ Dl,. 1 ,Z.UU11V1/\1 1 / 


52 


70 


forwarrf 1 
i vji w ai vj x 


TM 


Cytosolic 


190 

ozu 


T T-99055^9 1-9001MAYT7 

X-<1 . ^ £\J~> -J ~) ~. X .A,\J\J lxYl.r\ IX/ 


71 


90 


forward 1 


TM 


Transmembrane 


320 


0:2205532.1 :2001MAY17 


91 


99 


forward 1 


TM 


Non-Cytosolic 


320 


LI:2205532.1:2001MAY17 


100 


122 


forward 1 


TM 


Transmembrane 


320 


LI:2205532.1:2001MAY17 


123 


155 


forward 1 


TM 


Cytosolic 


320 


LI:2205532.1 :2001MAY17 


156 


178 


forward 1 


TM 


Transmembrane 


320 


LL2205532.1 :2001MAY17 


179 


210 


forward 1 


TM 


Non-Cytosolic 


320 


LI:2205532.1:2001MAY17 


211 


230 


forward 1 


TM 


Transmembrane 


320 


LI:2205532.1:2001MAY17 


231 


250 


forward 1 


TM 


Cytosolic 


320 


LI:2205532.1:2001MAY17 


251 


273 


forward 1 


TM 


Transmembrane 
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SEO D NO- 


Tern nl ate ID 


Start 


Stop 


Frame 


Domain Type 


Tooolo°v 


^90 


1 1-9205532 1-2001MAY17 


274 


367 


forward 1 

Ivl TT Ui \M A 


TM 


Non-Cytosolic 


320 


LI-2205532 1-2001MAY17 


368 


390 


forward 1 


TM 


Transmembrane 


D£AJ 


T T*9905 < tt9 1-9nMMAY17 


393 


407 


forward 1 


TM 


Cytosolic 


DjL\J 


T 1-9905532 1-9001 MAY 17 


] 


30 


forward 2 


TM 


Cytosolic 


390 


1 T-290SS32 1-9001MAY17 


31 


53 


forward 2 


TM 


Transmembrane 




T T-990SS39 1-9001 M A Y1 7 


54 


96 


forward 2 


TM 


Non-Cytosolic 


190, 


T T-990SS39 1-9flftTN/f AY17 

x^y.LL\)DJ3L. 1 .lUUI lVl J rV I 1 / 


07 


119 


forward 9 


TM 


Tran^meinhrane 


39fi 


T T-990SS39 1-9001MAY17 


190 


243 


forward 9 

1U1 WuiU 


TM 


Cvtosolic 


390, 


T T-990^39 1*9fiMA/f AY17 

1^1. LLUDDDL. 1. L\JVliVxJ\ 1 It 


944 


966 


forward 9 


TM 


TranQmpmhranp 

X 1 dliOlllVrlll Clllw 


DASJ 


T T-990^39 1 -9001 A/TAY17 

JL»1. LLKJD J J Z.l.ZUUllVi/\ 11/ 


zo/ 


97 S 


foru/arH 9 


TM 


AJon -C* v t o<iol i r 




r T*990^39 1 *9001 M A VT7 
Jul. ZZU J J JZ.l .ZUUllVI/\ I 1/ 




90^ 


1U1 WdlU 


A1V1 


Trancmpmhninp 




T T«99H^^A9 1'9H01MAV17 
IjI.ZZUJJjZ.I .Z\A/lIVl/\ I 1/ 


904 


406 
s-uo 


1UI WtUU £. 


TM 


r^vtocolif 




JLl.ZZUJD^Z.l.ZUUIlVlAI 1/ 


1 




T, r\r\\ (ai*/! 1 

iurwai U J 


TM 






T T^OOCCOO 1 .9AniTV/f A V17 
H.ZZUD3 jZ. 1 .ZUU 1 MA, 11/ 


dO 


JO 


IOrWaTU j 


TM 

11V1 


11 allblllClllUIallC 


32U 


T T'970«^39 1 .OAAITV/f AV17 
L,I.LL\)ddjL. 1 .ZUU1 MA I 1/ 


^0 


S9 
6Z 


i or war a j 


TM 

11V1 


in un-Vv y iuao l i l. 


ion 
320 


T T-OOfKCQO 1 .0AA1 A/f A VI 7 
JLl.ZZuJJ JZ.i *ZuUiJYiA I 1 / 


OJ 


1 A9 
1UZ 


lorwara j 


TM 
livi 


i ranMiicijiOranc 


320 


LI. ZZUj j 3Z.1.ZUU1 MA 1 1/ 


IUd 


1 AA 
1U0 


forward 3 


11V1 


v^yiosoiic 


320 


L1.ZZUjj3Z.i:ZUU1JVIA i VI 


1 (XI 

1U/ 


1 0O 
IZy 


forward 3 


ljyi 


i ransmemoranc 


320 


t T.oinccn 1 .onnnv/f a vn 
L1:ZZUjj3Z.1:ZUvJ1JV1A i 1 / 


13U 


145 


forward 3 


T\A 
1 XVI 


iNon-wyiosoiic 


320 


1^1.Zz0j03Z.1:ZI/U1 MA I 1/ 


MO 

14y 


1/1 


forward 3 


1M 


i ransmem oranc 


320 


L1:ZzU5j3Z.1:zUU1MA 1 1 / 


1 TO 

1 /z 


Z44 


forward 3 




L-yiosoJic 


320 


t T.oooccao t .ooonv/r a vn 
Ll:22055 32.1:2001 MAY l / 


Z4D 


OAT 
ZO/ 


forward 3 


TTV/f 
IM 


Transmembrane 


320 


JL1:ZZUjD3Z.1:zUU1MAY 1 / 


Zoo 


4U0 


forward 3 


TTV/f 


Non-Cytosolic 


321 


L,l:Zz0oz/ /.ltZUUlMA Y 1 / 


1 


Z40 


forward 1 


TTWf 
IM 


iw.yiosotic 


. 321 


L1:220d277.1 :2001MAY 17 


Z4/ 


zoy 


forward 1 


TTV/f 
IM 


Transmembrane 


321 


Ll:220o277.1:z001MAY17 1 


Z/U 


Zo3 


forward 1 


TTV/f 

IM 


Non-Cytosolic- 


321 


Ll:Zz0oz//.l:ZUulMAi 1 / 


» Zo4 


3U0 


forward 1 


IM 


Transmembrane 


321 


' T TlOOA/JOTT 1 .OOA1 TV/T A V1*7 

Ll;Zz0oZ/ /.llZUlMMAY 1 / 


• 1(Y7 

3U/ 


30/ 


forward 1 


TTV/f 
IM 


L^yiosouc 


322 


T T.T>A77tC O.OAA1 \/l \ "V1*7 

1_1:ZZU/ /0D.?S:ZUU1MA 1 1 / 


1 
1 


0 


forward 3 




v^yiosouc 


322 


JL1:ZZU/ /od.5:zuuima 1 1 / 


/ 


zy 


forward 3 


TTV/f 
IM 


i ransmemorane 


3ZZ 


t t.oiot7£^ Q-OOOITl/f A VI *7 
1^1. ZzU/ /DD. 5. ZUU IMA 1 1 / 


oU 


354 


forward 3 


TTV/f 


i> on-v^y losonc 


3Z3 


L.llZZUiS4U4. 4. ZUU IMA 11/ 


i 
i 


HH 


rorwaru j 


TM 
livi 


in un - i^y LUdUi io 


323 


Ll:ZZUo4U4 . 4. ZUU I MA I i / 


AS 
4J 


/LA 
04 


rorwara j 


1M 


i ransrneniuranc 


3Z3 


L.l.ZZUo4U4.4.ZUUlJVl/\. 11/ 


OJ 


114 
1 If 


IOrWaTU J 


TM 
1XV1 


v^y lUdUiiu 


3Z4 


T T-OOAQ7K Ayf A V17 

L»l:ZZUi5 / 1 D.3.ZUU1MA 11/ 


i 


017 


iorwaro i 


TM 
IM 


\^.y tosonc 


3Zj 


T T*OOAG7A£ 0-9001 A/f A V17 
J-.1.ZZU0 /OD.Z.ZUUllVLrt. 11/ 


1 
1 


9R 
Zo 


rorwara l 


TM 
livi 


AJr»n -f^vt ocol if 
IN Uil-V—y iu»uii^ 


3Z3 


t T.oonQT^/; 0.9H01 A/f A V17 
L.1.ZZUO /OO.Z. ZUU 1JV1 A I 1/ 


90 


4R 


i or wdiu j 


TM 
livi 


1 lailMlIClUUl alic 


JZ3 


T T-90AQ"7A/x 9*9001 A/f A Y17 
•Lrl.ZZUo/ DO. Z. ZUU llVJ/\ 11/ 


40 


011 


1 UI Will U J 


TM 


f^x/tocoHf* 

vjr VUjUIIL* 




T T«990ft7££ 9*9001 M A Y17 
L/l.ZZUo /OO.Z.ZUUllvljfA 11/ 


97^ 


90S 


10»WttIU 1 


TM 

11V1 


Trincm/*mhrflnp 
XluIi2>lllClllUl alic 


OLD 


T T»99AR7^/ : i 9*9nfl1MAY17 
LA.. ZZU O /OO.Z. ZUU llVJLrV 11/ 


90ft 


100 

-JU7 


fr\r\i/arH 1 
JU1 waiu l 


TM 

1IV1 


AJon -C vtOQol i r 


JZ3 


T T'99flft7£fi 9*9001 A4AY17 
Ld» ZZUo / OO.Z. ZUU llvl/\ 11/ 


^10 


119 


iUI Vral U 1 


TM 

livi 


Trnnennpmhrflnp 


OLD 


T T«T3n57££ 7«9nni"MA Y17 
1^1. ZZUo /OO.Z. ZUU IIVJL/A. 11/ 




160 


j ui wdiu i 


TM 


r^vtocolir 


JZO 


T T- / 70nQ7Ar^ 9-9nni A/1 AY17 
J-fi.ZZUo /OO.Z. ZUU 1JY1>\ J 1 / 


T70 
J 1 u 


1R7 
^o / 




TM 

11V1 


Trancmpmhrflnp 


J ZD 


T TO0AR7^fi 9-900,1 1\/T A Y17 
LI. ZZUo / OO.Z. ZUUllVLrt. 11/ 


jOO 


106 


1 UI Wal U i 


TM 
livi 


Mrtn -f^VtOC 0 1 1 f* 
1NUH v^y lUaUlI^ 


jZD 


T T-onflQT^A O-0AA1 A/T A V17 
Li. ZZUo /OO.Z. ZUU I MA 1 1/ 


^07 


/II Q 


rorwaru i 


TM 
IM 


TnncmpmKranp 


325 


LI:2208766.2:2001MAY17 


420 


535 


forward 1 


TM 


Cytosolic 


325 


LI:2208766.2:2001MA Y 1 / 


330 


ceo 
55 o 


forward 1 


IM 


Transmembrane 


325 


U:2208766.2:2001MAY17 


559 


577 


forward 1 


TM 


Non-Cytosolic 


325 


0:2208766.2:2001 MAY 17 


578 


597 


forward 1 


TM 


Transmembrane 


325 


LI:2208766.2:2001MAY17 


598 


731 


forward 1 


TM 


Cytosolic 


325 


LI:2208766.2:2001MAY17 


732 


751 


forward 1 


TM 


Transmembrane 


325 


LI:2208766.2:2001MAY17 


752 


779 


forward 1 


TM 


Non-Cytosolic 


325 


LI:2208766.2:2001MAY17 


780 


802 


forward 1 


TM 


Transmembrane 


325 


LI:2208766.2:2001MAY17 


803 
177 


835 


forward 1 


TM 


Cytosolic 
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Domain Type 


Tnnrvl c\ o\i 
l uuuiUg y 


^95 


t T-990R766 9-9001 MAY17 


1 
J 


41 


forwarH 9 


TM 

1 1V1 


N nn -C^ v tnQr* 1 i 
1 Yv/il luouiiu 


19^ 

OZJ 


T T-990R766 9-9001MAV17 


AA 


66 


■foru/jirH 9 
iui w ax li z. 


TM 

1 1V1 


Tmncmpmhranp 


19 <\ 


T T-990R766 9-9001MAY17 


67 
o / 


78 


frvrwarH 9 
l ul waiu 


TM 

11V1 


r^vlo<in1ir 


19^ 
0Z3 


T T-9908766 9-9001M AY17 
1-.I.ZZUO /OO.Z.ZUUHVIA, 11/ 


70 


101 


frirwurrl 9 
1U1 wdl U L 


TM 


i laUMlIwllUlclJIC 


195 
OLD 


T T-990R766 9«9001M AV17 
Ll.ZZUO /OO.Z.ZUUllViA I 1 / 


109 
1UZ 


107 


fVvrwftrrl 9 
AUI Well u 4, 


TM 


Mnn _ f^* v t n <J C\ \ X f* 


19 <\ 
OLD 


1 1-9905766 9«9001M A V1 7 
H.ZZUo /OO.Z.ZUUliVlA 11/ 




990 
ZZu 


IL/l WdlU L 


TM 


TrancmpmKrflTiP 
i I alloIUClIIL/laltC 


19 5 
OLD 


1 T»990Q766 9-9001 "N/1 A V17 
L.1.ZZU5 / OO.Z.ZUUl JY1 A 11/ 


99 1 
ZZ1 


Li L 


iv_>r vvd.ru z 


TM 




195 
OLD 


T T-99nQ9A£ 9-9f\fM A/f A V17 
H.ZZUtS / OO.Z.ZUUl MA Y 1 / 


LI D 


90<\ 
LyD 


lorwaro z 


iiVl 


i raJisiriciii uranc 


IOC 


H.ZZUo / 00.Z.ZUU1MA 11/ 


ZyO 


7O0 

juy 


rorwaro z 


TAA 
1M 


iNon-\-»ytosoHc 


O^C 

325 


T T.OOAQ7<ft l-lf\f\\ TV/I AV19 

LI:2zUo /0O.Z.ZUU1MA 1 1 / 


31U 


jJZ 


iorwara z 


1 M 


Transmembrane 


325 


I T.99fVQ9£A O.Of\A1\if A V11 

Ll:22Uo /00.2.2UU1MAY1 / 


333 


CIO 

JlO 


forward 2 


1M 


Cytosolic 


IOC 

325 


T T.99AQ9£A O.OflHIA/fA Vn 

LI:2ZUiS /OO.Z.ZUUl MA 1 1 / 


5iy 




forward 2 


1M 


Transmembrane 


325 


LI:2z0o7oo.2:2UUlMAY17 


542 


550 


forward 2 




Non-Cytosolic 


325 


T T.IOnOTZZ 1.1AA1X/A vn 

LI:22Uo /oo.ZrZUUlMAY 1 / 


551 


5 /3 


forward 2 


1M 


Transmembrane 


325 


LI:220o7oo.2:2U01MAYi7 


574 


/con 

oyo 


forward 2 


TKA 


Cytosolic 


325 


LI:220o7oo.2:20UlMAY17 


oyi 


/ 13 


forward 2 


TKA 
IM 


Transmembrane 


325 


Ll:2zUo/oo.2:2UUlMAY 1/ 


/14 


999 
III 


forward 2 


TKA 
IM 


Non-Cytosolic 


325 


LI:22087 66.2:2001 MAY 17 


728 


750 


forward 2 


IM 


Tran s membrane 


325 


LI:22087oo.2:2001MAY17 


751 


834 


iorwara 2 


T\A 
IM 


Cytosolic 


325 


LI:2208766.2:200lM AY 17 


1 


267 


iorwara 3 


TM 


Non-Cytosolic 


325 


LI:2208766.2:2001M AY 17 


268 


290 


forward 3 


TM 


Transmembrane 


325 


LI:2208766.2:2001MAY17 


291 


296 


forward 3 


TM 


Cytosolic 


325 


LI:2208766.2:2001MAY17 


297 


319 


forward 3 


IM 


Transmembrane 


325 


LI:2208766.2:2001MAY17 


320 


834 


forward 3 


TM 


Non-Cytosolic 


326 


LI:2209636.3:200lMAYl7 


1 


154 


forward 1 


TM 


Cytosolic 


326 


LI:2209636.3:2001MAY17 


155 


111 


forward 1 


TM 


Transmembrane 


•326 


LI :2209636 .3 :200 1 M A Y 1 7 


178 


207 


forward 1 


TM 


Non-Cytosolic 


326 


LI:2209636.3:2001MAY17 


208' 


230 


forward 1 


TM 


Transmembrane 


326 


LI:2209636.3:2001MAY17 


231 


375 


forward 1 


TM 


Cytosolic 


326 


LI:2209636.3:2001MAY17 


376 


one 
395 


forward 1 


IM 


Transmembrane 


326 


LI:2209636.3:2001MAY17 


39o 


443 


forward 1 




Non-Cytosolic 


326 


Ll:Z2U9o3o.3:2UUlMAY 1 / 


AAA 

444 


4oo 


forward 1 


TKA 
IM 


Transmembrane 


326 


Ll:2z0yo3o.3:zU01MAY 1 / 


40/ 


/199 

4/2 


forward 1 


TKA 
IM 


Cytosolic 


32o 


Ll:2z09o3o.3:2001MAY17 


4/3 


/IOC 

4y5 


forward 1 


THV A 
IM 


Transmembrane 


326 


LI:2209o3o.3:2001MAY17 


4yo 


/too 

4yo 


forward 1 


IM 


Non-Cytosolic 


32o 


Ll:22U9o3o.3:2001MAY 1 7 


4yy 


C9 1 


forward 1 


IM 


Transmembrane 


32o 


Ll:220yoio.3:2001MAY 17 


TOO 

DLL 


C99 

DLI 


forward 1 


TKA 
IM 


Cytosolic 


320 


Ll.ZZUy 050.3. 2UU1 MA Y 1 / 


DZo 


DDU 


forward 1 


IM 


Transmembrane 


99< 

320 


t T.99rvo<i/^ i.onrxnv/f a vn 
Ll.ZZUy050.3:2UUIMAY 1 / 


5D1 


61 A 
OlO 


forward 1 


TKA 

IM 


Non-Cytosolic 


320 


LI. ZzUy 030.3 :ZUU IMA Y 1 / 


1 
1 


90 

zu 


forward 3 


IM 


Cytosolic 


19< 

320 


t T.99no/£i£ i .orxrxi \x a vn 
L1.22Uy03o.3:2UUlMAY 1 / 


0 1 
21 


zll 

43 


forward 3 


IM 


Transmembrane 


i9£ 
320 


T t.99/"\o<ci/c o.onAix/A vn 
Ll:ZZUy030.3:ZOUlMA Y 1 / 


A A 

44 


1 OA 

iyo 


forward 3 


TKA 
IM 


Non-Cytosolic 


520 


T T-ooAoftifi i .9f*i"M i\/f A V1 9 
VA\ LL\)y 030.3. ZUU1 MA Y 1 / 


107 

iy / 


910 
Liy 


forward 3 


TKA 
IM 


Transmembrane 


196 
5Z0 


T T*99r»Q£1£ LOnniA4AV17 
JLl.ZZUy030.3.ZUUlMAI 1 / 


990 

zzu 


^10 


iorwara j 


TAA 

11V1 


v^yiosoiic 


19£ 
320 


T T»99f\OAK l-OftrtH/f Avn 

JLl.ZZUy05o.3.ZUUlMA Y 1 / 


190 
3ZU 


j4Z 


forward 3 


TAA 
IM 


Tran smembrane 


19 6 


T T«990G61/ ! ; 1-9001MAV17 
JUl.ZZUyOjO. J.ZUU11V1A 11/ 




49 S 


fnr\uor/4 1 

lorwdju j 


TM 


in on-v-.y i uau 1 1 o 


326 


LI:22O9636.3:2001MAY17 


426 


448 


forward 3 


TM 


Transmembrane 


326 


LI:22O9636.3:2001MAY17 


449 


467 


forward 3 


TM 


Cytosolic 


326 


LI:2209636.3:2001MAY17 


468 


490 


forward 3 


TM 


Transmembrane 


326 


LI:22O9636.3:2001MAY17 


491 


499 


forward 3 


TM 


Non-Cytosolic 


326 


LI:2209636.3:2001MAY17 


500 


522 


forward 3 


TM 


Transmembrane 


326 


LI:2209636.3:2001MAY17 


523 


616 


forward 3 


TM 


Cytosolic 


327 


LI:221 864.68:2001MAY17 


1 


183 


forward 1 


TM 


Cytosolic 


328 


LI:229267.1:2001MAY17 


1 


294 


forward 3 


TM 


Non-Cytosolic 



178 
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£>JbQ L> NU: 


template iu 


olall 




riaiiic 


Domain TvDe 


Tnnnlnov 


3Zo 


L.i.zzyzo/. i .zuunvi/\ i i / 




^17 


LUi Wdlil J 




Trf» rt q m f* m Kr fi np 
1 1 uiijI l ici 1 1 ui am 


JZo 


T 1-07Q7A7 1 -OPiniM A VI 7 
j_.i.zzy/o / . I .ZUU1MA. I if 


^1 R 

JXO 


S70 


iUl Waiu J 


TM 


Cvtn^nlic 


32o 


T T*07G7A7 1 -7fiA1\4 A VH 
L,I .ZZy ZD /. 1 .ZVAU JV1A I 1/ 


S71 




1U1 Wal (J J 


TM 


TrjinQmpmhnnf* 

X I Ul IOl llwlll Ul Cll 1C- 


3ZS 


t t -7707^7 lonniMAvn 

LI. ZZy ZD / . 1 .ZUUHYL/\ 11/ 




077 


JIUI WaJU J 


TM 

l IV! 


M n n -f^v X a Qnl 1 p 


329 


T TOOOA/IC 7-7fVUAA AV17 
JUl.ZZyo4o\Z.ZUUlM/\ I J / 


1 




■finru/nrH 7 
1U1 WalU Z. 


TM 


Mnn^f^vtnQnlip 


329 


T T.17GA/1C 7-OfifVI TV/T A VI 7 

Ll.ZZyo4o\Z.ZUUlMA I 1 / 


DH\j 




lurwdiu z. 


i jyi 


liallblllClIlUlallc 


329 


T T-OOOAvtO 7 -7001 AAA VI 7 

Li:zzyo4o.z.zuuiMA I 1 / 


jOj 


7^1 


■fr\r\i/ q rH 7 
iUI WdlU ^ 


TM 




329 


T T.OOO/C/iQ 7-OOAl \/f A V1 7 

Li:ZZyo4o.Z.ZUUlMA I 1 / 


7^7 

/JZ 


774 


iorwaru z 


TTV/T 
J.JVI 


TVi m c m o tw r\?"0 t\ a 
llallolIlCIIlUIallC 


329 


0.22964o.z;ZU01MA Y 1 / 


/ I J 


770 


iorwara z 


1JV1 


iNon-L-yiosoiic 


329 


0:2Zyo4o\z:ZUUlMA I 1 / 


/oU 


oUZ 


iorwara z 


TU 
livl 


i ransrnernurdne 


329 


O:229648.2:2001MAY17 


OAl 


o!4 


forward 2 


I JVJ 


Cytosolic 


329 


0.229648.2:2001 MA Y 1 / 


Q'\ < 

aij 


Q17 


forward 2 


TTV/T 


i ransiTierTiDrdne 


329 


LI:229648.2:2001MAY 17 




C/K 

o4o 


iorwara z 


IM 


Non-Cytosolic 


329 


0:229648. 2:2001 MA Yl / 


©4/ 


ooV 


forward 2 


TTV/T 


i ransinern orane 


329 


LI:229648.2:2001MAY17 


870 


891 


forward 2 


TTV4 

IM 


Cytosolic 


329 


0:229648.2 :2001MAY 17 


1 


657 


r » o 

iorwara 3 


IM 


Non-Cytosolic 


329 


O:229648.2:2001MAY17 


/CO 

658 


/OA 

680 


forward 3 


TTV/T 


Transmembrane 


329 


LI:229648.2:2001MAY17 


681 


Tire 

755 


forward 3 


TTV/f 
IM 


Cytosolic 


329 


O:229648.2:2001MAY17 


756 


778 


forward 3 


IM 


Transmembrane 


329 


O:229648.2:2001MAY17 


779 


833 


forward 3 


TM 


Non-Cytosolic 


329 


LI:229648.2:2001MAY17 


834 


856 


forward 3 


TM 


Transmembrane 


329 


LI:229648.2:2001MAY17 


857 


891 


forward 3 


TM 


Cytosolic 


330 


LI:23 1016.1:2001 MAY 1 7 


1 


14 


forward 3 


TM 


Non-Cytosolic 


330 


0:231016.1 :2001MAY17 


15 


37 


forward 3 


TM 


Transmembrane 


330 


0:231016.1 :2001MAY17 


38 


57 


forward 3 


TM 


Cytosolic 


330 


0:231016.1 :2001MAY17 


: ' 58 


80 


forward 3 


TM 


Trans membrane 


330 


O:231016.1:2001MAY17 


81 


84 


forward 3 


TM 


Non-Cytosolic 


330 


0:231016.1 :2001MAY17 


85 


107 


forward 3 


TM 


Transmembrane 


330 


0:231016.1 :2001MAY17 


108 


201 


forward 3 


TM 


Cytosolic 


330 


0:231016.1 :2001MAY17 


202 


224 


forward 3 


TM 


Transmem brane 


330 


LI:23 1 01 6. 1 :200 1 MAY 1 7 


225 


S r\ 

360 


forward 3 


IM 


Non-Cytosolic 


331 


t *rrtA-«< j4rt r* rt rt rt 1 > / a ~\ t i 

0:231 140.5:2001MAY17 


1 


1 A C 

146 


forward 2 


AM 


Non-Cytosolic 


331 


0:231 140.5:2001MAY17 


147 


169 


forward 2 


TTV/T 
IM 


Transmembran e 


331 


LI:231 140.5:2001MAY17 


170 


223 


forward 2 


♦nv/f 
IM 


Cytosolic 


331 


LI:231 140.5:2001 MA Yl 7 


224 


246 


iorwara z 


TTV/T 
IM 


Transmem brane 


331 


¥ 1 ootl XA C .OAAlX A A "V 1 T 

Ll:231 140.5:2001 MAY 17 


247 


250 


iorwara z 


TTV/T 


Non-Cytosolic 


331 


LI:231 140.5:2001 MAY 17 


1 


127 


forward 3 


TTV/T 


Cytosolic 


331 


0:231 140.5:2001 MAY 17 


lit) 

128 


1 CA 

150 


forward 3 


TTV/T 
IM 


Transmembrane 


331 


T i.Tli i / A C.OAA1 TV/f A Vn 

LI:231 140.5:2001 MAY 17 


1D1 


1 CO 


forward 3 


TTV/T 
IM 


vi on-\-.y tosoi i c 


331 


LI:23 1 1 40.5 :200 1 MA Y 1 / 


lou 


1 /o 


forward 3 


TTV/T 
IM 


j ransmemDidne 


331 


0:231 140.->:Z0U1MA 1 1 / 


no 


O/f o 

Z4y 


forward 3 


TTV/T 


v^yiosouc 


332 


LI:231 695. 14:2001 MAY 17 


1 


1/10 

14o 


forward 1 


TTV/T 
1 M 


Non-Cytosolic 


332 


ITOI-i^nC \ Am OAA 1 X >f A XT' 1 H 

LI:231 695. 14:2001 MAY 17 


1 A O 

149 


1*71 
1/1 


forward 1 


TTV/T 
IM 


iransmemDrane 


332 


T T.iiune 1 A .OAA1 X>I A V 1 1 

Ll:231o95.14:ZU01MAY 1 / 


1 /Z 


Z1Z 


forward 1 


TTv/f 
IM 


v^yiosoiiL 


333 


LI.232846.24.2001MAY17 


i 


1 1 CH 

116/ 


forward 1 


TTV/T 
IM 


Xjnv« r^uf nrAlin 

in on-L*y toso j ic 


333 


T T 11O0i1£ O/t .OAA 1 X yf A X/ 1 *7 

Ll:232o4o.Z4:Z00IMAYl / 


1 1 CQ 

1 loo 


1 1 OT 

Ho/ 


forward 1 


TTV/T 
IM 


Transmembrane 


333 


LI:232846.24:2001MAY17 


1188 


1193 


forward 1 


TM 


Cytosolic 


333 


0:232846.24:2001 MA Yl 7 


1194 


1216 


forward 1 


TM 


Transmembrane 


333 


O:232846.24:2001MAY17 


1217 


1848 


forward 1 


TM 


Non-Cytosolic 


333 


0:232846.24:200 1 MAY 1 7 


1 


1311 


forward 2 


TM 


Non-Cytosolic 


333 


O:232846.24:2001MAY17 


1312 


1334 


forward 2 


TM 


Transmembrane 


333 


O:232846.24:2001MAY17 


1335 


1449 


forward 2 


TM 


Cytosolic 


333 


O:232846.24:2001MAY17 


1450 


1472 


forward 2 


TM 


Transmembrane 


333 


LI:232846.24:2001MAY17 


1473 


1848 


forward 2 


TM 


Non-Cytosolic 
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SEQDNO: 


Template ID 


Start 


Stop 


Frame 


Domain Type 


Topology 


333 


LI:232846.24:2001MAY17 


1 


906 


forward 3 


TM 


Non-Cytosolic 


333 


LI:232846.24:2001MAY17 


907 


929 


forward 3 


TM 


Transmembrane 


333 


LI:232846.24:2001MAY17 


930 


1166 


forward 3 


TM 


Cytosolic 


333 


LI:232846.24:2001MAY17 


1167 


1189 


forward 3 


TM 


Transmembrane 


333 


LI:232846.24:2001MAY17 • 


1190 


1848 


forward 3 


TM 


Non-Cytosolic 


334 


LI:233411.11:2001MAY17 


1 


1003 


forward 1 


TM 


Non-Cytosolic 


334 


LI:233411.11:2001MAY17 


1004 


1026 


forward 1 


TM 


Transmembrane 


334 


LI:233411.11:2001MAY17 


1027 


1055 


forward 1 


TM 


Cytosolic 


334 


LI:233411.11:2001MAY17 


1056 


1078 


forward 1 


TM 


Transmembrane 


334 


LI:233411.11:2001MAY17 


1079 


1092 


forward 1 


TM 


Non-Cytosolic 


334 


L1:233411.11:2001MAY17 


1093 


1115 


forward 1 


TM 


Transmembrane 


334 


LL233411.il :2001MAY17 


1116 


1236 


forward 1 


TM 


Cytosolic 


334 


LI:233411.11:2001MAY17 


1 


261 


forward 2 


TM 


Non-Cytosolic 


334 


LI:23341L11:2001MAY17 


262 


284 


forward 2 


TM 


Transmembrane 


334 


LI:233411.11:2001MAY17 


285 


360 


forward 2 


TM 


Cytosolic 


334 


LI:233411.11:2001MAY17 


361 


383 


forward 2 


TM 


Transmembrane 


334 • 


LI:23341 1.1 1:2001MAY17 


384 


1236 


forward 2 


TM 


Non-Cytosolic 


334 


LI:233411.11:2001MAY17 


1 


345 


forward 3 


TM 


Non-Cytosolic 


334 


LI:233411.11:2001MAY17 


346 


368 


forward 3 


TM 


Transmembrane 


334 


LI:23341L11:2001MAY17 


369 


374 


forward 3 


TM 


Cytosolic 


334 


LI:233411.11:2001MAY17 


375 


397 


forward 3 


TM 


Transmembrane 


334 


LI:233411.11:2001MAYI7 


398 


887 


forward 3 


TM 


Non-Cytosolic 


334 


LI;23341L11:2001MAY17 


888 


910 


forward 3 


TM 


Transmembrane 


334 


LI:233411.11:2001MAY17 


■ -911 


922 


forward 3 


TM 


Cytosolic 


334 


LI;233411.11:2001MAY17 . 


923 


945 


forward 3 


TM 


Transmembrane 


334 


LI:233411.11:2001MAY17 


. 946 


959' 


forward 3 


TM 


Non-Cytosolic 


334 


LI:233411.11:2001MAY17 


-960 


982' 


forward 3 


TM 


Transmembrane 


334 


LI:233411.11:2001MAY17 


983 


1050 


forward 3 


TM 


Cytosolic 


334 


LI:233411.11:2001MAY17 ■ 


1051 


1073 


forward 3 


TM 


Transmembrane 


334 


LI:23341L11:2001MAY17 


1074 


1092 


forward 3 


TM 


Non-Cytosolic 


334 


LI:233411.11:2001MAY17 


1093 


1115 


forward 3 


TM 


Transmembrane 


334 


LI:23341L11:2001MAY17 


1116 


1126 


forward 3 


TM 


Cytosolic 


334 


0:233411.11:2001 MAY 17 


1127 


1149 


forward 3 


TM 


Transmembrane 


334 


U:23341 1.1 1:2001 MAY 17 


1150 


1203 


forward 3 


TM 


Non-Cytosolic 


334 


LI:233411.11:2001MAY17 


1204 


1223 


forward 3 


TM 


Transmembrane 


334 


LI:233411.11:2001MAY17 


1224 


1235 


forward 3 


TM 


Cytosolic 


335 


LI:233545.13:2001MAYI7 


1 


506 


forward 3 


TM 


Non-Cytosolic 


335 


LL233545.13.2001MAY17 


507 


529 


forward 3 


TM 


Transmembrane 


335 


LI:233545.13:2001MAY17 


530 


630 


forward 3 


TM 


Cytosolic 


336 


LI:23467U01:2001MAY17 


1 


103 


forward 1 


TM 


Cytosolic 


336 


LI:23467 1.101 :2001 MAY 1 7 


104 


126 


forward 1 


TM 


Transmembrane 


336 


LI:23467L101:200JMAY17 


127 


418 


forward 1 


TM 


Non-Cytosolic 


336 


LI:23467 1.101 :200 1 MA Y 1 7 


1 


288 


forward 2 


TM 


Non-Cytosolic 


336 


LL23467 1 . 1 01 :2001 MAY 1 7 


289 


311 


forward 2 


TM 


Transmembrane 


336 


LI :23467 1.101 :200 1 MA Y 1 7 


312 


323 


forward 2 


TM 


Cytosolic 


336 


LL23467 1.101 :200 1 MAY 1 7 


324 


343 


forward 2 


TM 


Transmembrane 


336 


LI:234671.101:2001MAY17 


344 


352 


forward 2 


TM 


Non-Cytosolic 


336 


LI:234671. 10 1:2001 MAY 17 


353 


375 


forward 2 


TM 


Transmembrane 


336 


LI:234671.101:2001MAY17 


376 


418 


forward 2 


TM 


Cytosolic 


337 


LI:236098.14:200IMAY17 


1 


34 


forward 1 


TM 


Cytosolic 


337 


LI:236098.14:2001MAY17 


35 


57 


forward 1 


TM 


Transmembrane 


337 


LI:236098.14:2001MAY17 


58 


71 


forward 1 


TM 


Non-Cytosolic 


337 


LI:236098.14:2001MAY17 


72 


91 


forward 1 


TM 


Transmembrane 


337 


LI:236098.I4:2001MAY17 


92 


97 


forward 1 


TM 


Cytosolic 



180 



WO 02/083876 



PCT/US02/09921 







TABLE 2 










TVmnlatf* TD 
icmjjiaio iu 


Start 


Stop 


Frame 


Domain Type 


Toooloffv 


DD 1 


T T-9^60QR 14-9001MAY17 


QR 


117 


forward 1 


TM 


Transmembrane 


1V7 
JJ / 


T T-9^60QR 14-9001MAY17 


118 


127 


forward 1 


TM 


Non-Cytosolic 


^7 


T T-9160QR 14-9001 MAY17 

i~*l.z> d\j\JsO> it.z.vV/1 iv.Lr\ l 1/ 


128 


150 


forward 1 


TM 


Transmembrane 


jj / 


T T-9160GR 14-9001MAY17 

Lil.£jUU70i l 4 T.Z,UUllVl/-\ X XI 


1 J 1 


520 


forward 1 


TM 


Cytosolic 


j j / 


T T^^OQR 14-9001 MA Y17 


S91 
Jii 


543 


forward 1 


TM 


Transmembrane 


jj / 


T T-O^fiOQR 14-9001MAY17 

J^l. Z JU070 • 1H. ZUU 1 lVl/\ 1 1 / 


*544 

J*T*+ 


562 


forward 1 


TM 


Non-Cvtosolic 


jj / 


T T-9160QR 14-9001MAY17 
i~<l.z* D\j\Jyo. i*+.z.wvyiivir\ l i / 


JUJ 


585 


forward 1 


TM 


Transmembrane 


^7 
jj / 


T T-9160QR 14-9001MAY17 

l^I.Z»jUu?0.1H.Z.OUllVlrt. x XI 


JOU 


591 


forward 1 


TM 


Cvtosolic 


jj / 


T T-9^60QR 14-9001MAY17 

JL»1.Z* JUWO. 1H-.ZA/V/Iivir\ 11/ 


SO? 

J74 


614 


forward 1 


TM 


Transmembrane 


551 


T T-9160QR 14-9001MAY17 
I_.I.Zj OUS/o. xH.j£U\J xlvxf\ 11/ 


□ 1 J 


69 R 


1U1 Well U 1 


TM 


Non-r^vtosolic 


111 
DDI 


T T*9^60QR 14*9001 MA V17 
J_.1.ZjOU170. 14.ZUUlIVIr\. I 1 / 


^90 


□ j i 


1 Ul Well Vl 1 


TM 


Trn n cmp m hm n f* 

1 lalloliioiiiUluiic 


111 

551 


T T-7160QR 1zt*9001MAVl7 

i-.i.ZjOuyo. 14 .zuuiivi/\ 11/ 


nS? 


RSR 

OJO 


1U1 waiu 1 


TM 

1 1V1 


r^vtrtQolic 


m 

DDI 


T TO^OQR 14*9001MAV17 
*U1.ZjOU;/0. I*+ .ZUUlIVl/\ I 11 


ojy 


RR1 


lUi waJ u i 


TM 

x ivi 


TranQmpmhranR 


in 

DDI 


T T'OQAAQC 1/i*OfiniM A V17 
JLl.ZjOUyo.i4.ZUUlMA I 1/ 


ooZ 


oon 


fr^rwcirrl 1 
1UI WdlU 1 


1 1V1 


1 1 U 1 1* V-/ jf LUwJ 1 1* 


111 
DDI 


T T.716AQQ 1 /l.7fl01M A VI 7 
J-»l.ZjOUyo. 1 4. ZUU IMA I 1 / 


oni 
yui 


09^ 

yzj 


iorwdro i 


1 1V1 


TrancmpmKninp 
lldllMlldllUldllG 


111 
DDI 


Ll.ZjOUyo.l4.ZUulMAi 1/ 


QO/l 

yz*+ 


076 

y /o 


iorwdiu i 


1 1V1 


\»y iuouiii* 


111 
DDI 


T T-7Q600Q 1 /t .70.0.1 1uf A V17 
Ll.ZjOUy&.14.ZUUlMA I 1 / 


y / / 


OQQ 

yyy 


iorwara x 


TM 


1 1 dllMllClllUl dllC 


111 
DDI 


JLl.ZjOUyo. 14.ZUU1MAI 1 / 


iUUU 


i or\o 
luUo 


iorwara i 


TM 


1>( Ul I-v, y LUoOl 11* 


111 

337 


Ll:ZjOUyo.l4.zUUlMAi 1 / 


1 nn.Q 


i i 

lUji 


forward 1 


TM 


l ran din ci 1 1 uidnc 


111 

337 


t T.o"2/;noo i/ionniA/f Avn 
Li:z3oUyo.l4.ZUUlJYlA I 1 / 


i mo 
1U3Z 


1UD 1 


forward 1 


TTv/f 
11V1 


V^yLOdOIIL. 


337 


Ll:Z30Uyo\i4.zUUlMA I 1 / 


1UDZ 


1 (Y7A 


forward 1 


TM 
1M 


1 1 allblllClllUI dilC 


337 


LI:z3oUyiS. 14. ZUU I MA I 1 / 


lU/j 


lUoo 


forward 1 


TM 


iNon-u.yLusoiii' 


337 


LllzJoUyo. 1 4. zUU IMA x 1 / 




1111 
1111 


forward 1 


1M 


lransmemorane 


337 


T T.^KAOO 1 A .OOO 1 A>f A V 1 7 

Ll:ZioUyo.l4:zUUXMA I 1 / 


1 1 1 o 

1112 


1 iz4 


forward 1 


1M 


v-.yiosoiic 


337 


LI:z3o09o.l4:zUUlMAY 1 / 


1 


1 Q 

iy 


forward 2 


1M 


iwyiosoiic 


in 

337 


JLlI/30Uyo. 14.ZUU1MA I 1 / 


ZU 


5y 


forward 2 


TM 


i ransmem orane 


337 


Ll:z3DUyo.l4:ZUUlMA Y 1 / 


/in 

y , 4U 


OD 


forward 2 


1M 


iNon-Vwyiosoiic 


337 


t T.iKjnoo i/i .oonnv/f a vn • 
Ll:zjOUyo.l4,ZUUlMAx 1 / 


OO 


QQ 
OO 


forward 2 


1M 


i ransmeniDrane 


111 
DDI 


L1:ZjOu^o.14.ZUU1MA I 1 / 


CO 

. • oy 


1 11 

155 


forward 2 


TM 
1M 


v-»yiosoiiu 


111 
DDI 


t t-oi^oqq i/t-ortrtiv/f a vn 
Li.z50Uyo.l4.ZUUlMAi 1 / 


134 


1 JO 


iorwara z 


TM 
1 IVI 


x rdnsmeniDranc 


331 


t T.O"3/CAQ0 1 >l -1f\f\1 Ajf A Vn 

L.l:Z3oUyo. 14.ZUU1MA I 1 / 


1 SI 


i7n 

1 IV 


forward 2 


TTV/f 
1M 


iNon-i-.yiosoiic 


ill 
DDI 


JLl:ZjDUy?S.14.ZUUlMAX 1 / 


171 
1 / I 


loo 


iorwara z 


TM 

liVl 


1 rdnMIlClIlDTclIlG 


ill 

33/ 


T T.OI^ftOQ 1/t-IPlAIA/T A V17 
LIIZjOUVo. 14.ZUUIMA X 1/ 


1 CO 

icy 


71 ^ 
ZIO 


iorwara z 


TM 
1 1V1 


v^y LUaui »i* 


in 
551 


t t.716hor ii4-*onniiv/T a vn 

JLlI Z jOU^o. 1 4. ZUU IMA X 1 / 


zio 


OK 


iorwara z 


TM 


lldllMJlClilUl aliC 


in 
551 


T T.716nOS AA'0r\C\1\A A V17 
Lri.ZjOUyo. 14.ZLrUlMA I 1/ 


ZjO 


Z44 


iorwara z 


TM 
1 ivi 


iNUii"V^y iuj>uiJi* 


in 
55 1 


t t.716oqq i/i'OftniMAvn 
Xji.ZjOuyo. i4.zuuiivi/\ 1 1/ 


94S 
Z4D 


767 
ZD/ 


iorwara z 


TM 


Trt* rt c m p m hrii n p 


in 
55 1 


t T«oiAnos iaohoim a V17 
i^i.ZjOuyo.i4.zuuiivi/\ 11/ 


9AR 
ZOO 


SIR 


lur wd.ru z 


TM 

I IVI 


v^yiuaujiir 


in 
551 


T T-9^60QR 14*9001MAY17 
JOI.ZjDUyo. 1*H^ZuuI1V1/a 11/ 


S10 
jiy 


j*+ 1 


1UI WdlU Z. 


TM 

11V1 


1 laiiMiiomui aiic 


iin 
551 


T T.9^6O0R 14-9001MAY17 
X_il,ZjOUyo. I4.ZvUIIYl/\ X 1 / 


S49 

JHi 


sso 


1UI WdlU Z 


TM 

1IV1 


llUll ll/awlll* 


ill 
551 


T T'O^OOR 14*9001 MA Y17 


JJ 1 


S7^ 

DID 


rirvrwarrl 9 
1 Ul Wal LS Z, 


TM 

1 ivi 


Trancmpmhrfine 

. x 1 <*i ioi i it/i ii L/i a»w 


ill 
551 


T T-916O0R 14-9001MAY17 

m.ZjDU"0. 1 H . ZAA/ 1 !Vl/\ I 1/ 


S74 
j /*+ 


SO** 

J7J 


1UI Will 11 z 


1 1V1 


j IvoU 111* 


ill 
551 


T T-9^0QR 14-9001MAY17 

Li.ZjOv70. 1*+ .ZUVlIVIrt XI/ 


S04 


61 6 


fnrwnrri 9 
lUi wai u 


TM 

1 ivi 


Tra thjtti Pin hra n P 

1 1 aJlolliCiiiui flUv 


111 
55 1 


t T.7160QR 14-9001MAY17 
L»1.ZjOv70. l*+.ZvU llVlrt X 11 


617 


6^S 

VJJ 


1U1 WdTU 


TM 

1 ivi 


llUll lUftvllw 


111 
55 1 


T T-9^£0QR 14-9001MAY17 


UJU 


6SR 


rinrw5»i*r1 9 
iui wcii U z. 


TM 

1 IVI 


1 1 <4J 1M1IOH 1U1 CLl 


111 
55 J 


T T-9160QR 14-9001MAY17 


nSO 

ojy 


700 
iyy 


frvrwarH 9 
1 Ul Wdl u z. 


TM 

1 XV X 


r^vtnQnltr 


111 
551 


T T'O^AnOR 1/1*9001 M A V17 


800 


822 


JUl WdlU Z. 


TM 

1 IVI 


TrancmpmKrnnp 
1 idllbllicuiui aiit> 


jj / 


T 1*9^609R 14-2001MAY17 


823 


1124 


forward 2 


TM 


Non-Cytosolic 


. 337 


LI:236098.14:2001MAY17 


1 


66 


forward 3 


TM 


Cytosolic 


337 


LI:236098.14:2001MAY17 


67 


89 


forward 3 


TM 


Transmembrane 


337 


LI:236098.14:2001MAY17 


90 


159 


forward 3 


TM 


Non-Cytosolic 


337 


LI:236098.14:2001MAY17 


160 


182 


forward 3 


TM 


Transmembrane 


337 


LI:236098. 14:2001 MAY 1 7 


183 


245 


forward 3 


TM 


Cytosolic 


337 


LI:236098.14:2001MAY17 


246 


268 


forward 3 


TM 


Transmembrane 


337 


U:236098.14:2001MAY17 


269 


389 


forward 3 


TM 


Non-Cytosolic 
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CCA r> KTfV 


Temnlate IT) 


Start 


Stop 


Frame 


Domain Type 


Toooloev 


117 


T T-91609R 1 4-9001 MAY17 


390 


412 


forward 3 


TM 


Transmembrane 


117 
55 I 


T T-9^fiO0R 14-9001 MAY17 


413 


528 


forward 3 


TM 


Cytosolic 


117 


T TOIAflQR 14-9001 MAY17 
i>i.zjDuyo. jf.zuv/iivj/i 11/ 


^9Q 

j£*y 


551 


forward 3 

1 \Jl W CXI \3 ~J 


TM 


Transmembrane 


jj / 


T T-n^nQR 1A«90A1MAY17 
L.i.zjouyo. ih.zuuiivi/\ n/ 


SS9 


JUJ 


fnrwnrH "\ 

l\Jl WalU J 


TM 


Nnn-Pvtoiolic 


117 

J j / 


t t.oi^aaq 14-9001MAY17 


juu 


583 

JO J 


fnrwarH 

lvl WCll vJ J 


TM 


Transmembrane 


117 

551 


u.zjouyo. if .zuuiivi/*. 1 1/ 


SR4 
jot 


SR7 

JO / 


flrvrward ^ 
lui wa.1 U J 


TM 


Pvtosolic 

w y ivjovi * v 


ill 

Jj/ 


T T-91£fiQR 1A-9lYi1MAY17 

J^l.ZJOUy0.1^.ZUUllVl/\ I 1/ 


JOO 


\j 1 \j 


fnrwnrH ^ 

HJI WcUU J 


TM 


Transmembrane 


117 
551 


T T«91AfiQR 1A«9ftrHMAV17 

uuzjouyo.14 .zuui ivi/\ ii/ 


01 1 


1 194 

1 1 


lVJl WcUU J 


TM 


NAn-f~^vtA*vAlic 


11Q 

3j0 


T T»91£1Q£ 1 «*«9nniMA Y17 
L,l.ZJ0iy0.1 J.ZUU1MA I 1 / 


1 

1 


9^7 


IUI WuJU 1 


TM 

J.1VI 


Ovtn^Alir' 


11Q 

JJo 


T T«91A10£ 1 *\.9AA1MA Y17 

ya.l joiyo.i j.zuuhvia 1 1/ 


ZOO 


9R7 




TM 


Trnncmpmhranp 


HQ 

JJo 


t T*91£10£ 1<;-9fini MA V17 
Ll.ZJOiyO.I j.ZuL/llVjLrt. I 1/ 


9RR 
Zoo 


jUI 


iUI Wal U 1 


TM 


Mnn vt AC aI t r* 
1 1 1 - jr iu a v^i 1 


55o 


T T.91£1QA 1 <;«9fift1'M A VI 7 
Ll.ZJOiyO. Ij.ZUUIMA I 1/ 


JUZ 


3Z*f 


■Frvf-vi/oTVi I 
1 UI Wal U 1 


TM 

1 iVi 


Trnncmpmhrnnp 


IIO 

33o 


T T.OIAlO/; 1^.9AA1TVyf AV17 
Ll.ZJOiyO. J O.ZUUIM/Y I 1 / 


n^ 

JZj 


nR 

JZO 


TV\T-\i/'ii*rl 1 

lurwdru l 


TM 

1 1V1 


f > '\ftf^cr»Iif 


11Q 

JJo 


t t«9iaiq£ 1 <;'9nnnv/T a V17 

JLLZJOiyO.l j.ZUUIM/\ I If 


jzy 


^dR 

J'tO 


lUIWalu 1 


TM 

1 IVI 


Trnncmpmhrnnp 
x I alt oil icii iL/i cui& 




JLllZJuiyO.l J.ZuUlMA I 1/ 


1/10 

J4y 


jUU 


iorwaro i 


TM 
11V1 


1^1 Oil Y Iw&UlIw 


no 

33e 


T T-01£1Q/£ 1 <.7AA1TV/f A V17 

z jo l yo. J J. ZUU1 MA I 1 / 


jUI 


^91 
jZJ 


forward 1 


TM 


TroncmpmKriinA 

1 1 dnbiiicinuiaiic 


338 


LL236196. 13:ZUU1MA Y I / 


jZ4 


^QO 

joy 


forward 1 


1M 


v^yiosoiic 


338 


Li:236196.15:zU01MA i 1 / 


590 


OlZ 


forward 1 


1M 


i ransmemorane 


338 


T T n ^ 1 P.£ 1C .OAftl "ft /f A "\7"t T 

LL2361 96. 15:200 1 MAY 1/ 


^ 1 1 
613 


01 J 


forward 1 


1M 


Non-Cytosolic 


338 


L1:236196.15:2001MAY 1 / 


1 
1 


ZU1 


forward 2 


1M 


v^yiosonc 


338 


LI.236196. 15:2001 MAY J / 


202 


224 


forward 2 


1M 


Transmem brane 


338 


LI :23 6 1 96. 1 5 :200 1 MAY 1 7 


225 


261 


torward z 


1M 


Non-Cytosolic 


338 


LL236196. 15:2001 MAY 17 


262 


no 1 

2ol 


torward z 


1M 


Transmembrane 


338 


LI:236l96.l5:2001MAY 17 


2o2 


inn 
300. 


forward 2 


1M 


Cytosolic 


338 


LI;236196. 15.2001 MAY 17 


301 


JZJ 


forward 2 


1M 


Transmembrane 


338 


LI:236l96.l5:200lMAYl7 


• 324 


502 


torward Z . 


1M 


Non-Cytosolic 


338 


IJ:236196.15:2001MAY 1 / 


CA1 
JUJ 


JZJ 


forward 2 


1M 


Transmembrane 


338. 


L1:236196.15:2001MAY 1 / 


JZO 


J4J 


forward 2 


TTV/f 
1M 


v^yiosoiic 


338 


Ll:Z3olyo.ij:zuuiMA i i / 


j40 


' JOo 


forward 2 


TTV/f 
1M 


i ransmemorane 


338 


LI: 236 196. 15:2001 MAY 1 / 


569 


613 


forward 2 


1M 


Non-Cytosolic 


JJo 


Ll.ZJOiyo.O.ZUUlMA I 1 1 


1 
1 


9A£ 
ZOO 


forward 3 


TM 
1 1V1 


\^,y LUoUllU 


11 o 

JJo 


Ll:ZJ6iyo.l5:ZUUlMAi 1 / 


ZOf 


Zo4 


forward 3 


TTVyf 
1 JV1 


i ransmemorane 


HQ 

556 


Ll:ZJolyo.lj:zuuiMAi i / 


Zoj 


zyj 


forward 3 


IM 


iNon-^yiosouc 


HQ 

JJo 


ULZJo iyo. I J .ZUU 1 MA I 1 / 


9Q/1 

zy*f 


JIO 


iorwaro *j 


TM 
1 ivl 


1 IallblUClIlUlallC 


JJo 


T T-OIAIQ^ i C.7AATM A VI 7 
Ll.ZJOiyo.lD.ZUUlMA I 1 / 


51 1 


AR1 
45J 


iorwaro j 


TM 

1IV1 


r^ , ^/tocn1^f , 
LUaUllL. 


HQ 
JJO 


L.l.ZJOiyo.1 J.ZUU1MA I 1/ 




DUO 


iorwaro j 


TM 
liVl 


Troncmpmhrnnp 
1 lallMIIClUUlailG 


HQ 

JJo 


t t«7iaio£ 1 ^.9nrn A/f A V17 
Lil.ZJoiyo.l j.ZwIMA I 1 / 


jU/ 


JJO 


forward 3 


TM 

1 ivl 


AJ/Wfi _/ n i;tricr\l i f* 
INOIl-v^jr LUoOIIl' 


HQ 


T T.0K10£ 1 <;.9fim A4 A V17 
L/l.ZJOiyo.lj.ZUl/lMA I 1 / 


^^0 


^R1 
Jol 


forward 3 


1IV1 


ItallblllClllUlaliC 


11R 
JJo 


T T-91A10A l*;'9fifk1MAY17 
L.l.ZJ0iy0.1D.ZUUlmA 11/ 


^R9 

JOZ 


01 J 


iorwaro j 


TM 


r~*v toco ii p 


hq 
jjy 


t t«917aqa 1 .9aai A4 a vi 7 

J-.1.ZJ/U0O. l.ZUUIMA I 1 / 


1 
1 


nn 

JZU 


iorwaro z 


TM 


Mr»n vt Ac n\ i P 


jjy 


T T'0^7A8A 1 .onni A/I A V1 7 
L.I.ZJ /UoO.l.ZUUlMA. I 1 / 


ni 

JZl 


J4J 


iorwaro z. 


TM 
1 ivl 


1 1 auMliCiiiui aiic 


no 
jjy 


T T'OITASA 1 .9nft1"M A VI 7 
i-il.ZJ /U50. 1.ZUU11V1A I 1 / 


^44 


no 
j /y 


iorwaro z 


TM 

1IV1 


f'vtoQnlip 


no 
jjy 


Lil.ZJ /I/O 0.1. ZUU11V1A 11/ 


1 

1 


1R9 
IOZ 


iorwaro j 


TM 

11V1 


N Pin - f v t n c o1 i P 


no 
jjy 


T T«917AQA 1.0f\niA4AV17 
L1.ZJ/U50. l.ZUUliVl/\ 11/ 


1 R1 

lOJ 


9H^ 
ZUj 


iorwaro j 


TM 
11V1 


Tr a n c m ptti Kr si n f* 

1 1 allMlldUUL<llJC< 


no 
jjy 


t T-mnc£ i«onrviAAAVi7 

LI. ZJ /UoO.l.ZUUlMA I 1 / 


ZUO 


I^R 

JJO 


iorwaro j 


1 M 


r^vtp»cpiiip 

v-»y LUouii^ 




F T-9T7n8fi 1-9nrHMAYl7 
Lil.ZJ /UoO. l.ZUUllVl/\ I 1/ 


jjI/ 


T7R 
0/0 


1 UI Well U j 


TM 

11VJ 


Trfincmpmhrane 


339 


LI:237086.1:2001MAY17 


379 


379 


forward 3 


TM 


Non-Cytosolic 


340 


LI:238585.30:2001MAY17 


1 


108 


forward 2 


TM 


Cytosolic 


340 


LI:238585.30:200 1 MAY 1 7 


109 


131 


forward 2 


TM 


Transmembrane 


340 


LI:238585.30:2001MAY 1 7 


132 


134 


forward 2 


TM 


Non-Cytosolic 


340 


LI:238585.30:2001MA Y 1 7 


135 


157 


forward 2 


TM, 


Transmembrane 


340 


LI:238585.30:2001MAY17 


158 


183 


forward 2 


TM 


Cytosolic 


340 


U:238585.30:2001MAY17 


1 


41 


forward 3 


TM 


Non-Cytosolic 


340 


LI:238585.30:2001MAY17 


42 


64 


forward 3 


TM 


Transmembrane 
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Start 


Stop 


Frame 


Domain Type 


Tonolo<*v 


34U 






102 


forward ^ 


TM 


Cvto<;olic 




L^1.ZjoDoD.jU./AJVxXVxJ\ I i / 


i \jj 


125 


finrwarrl ^ 

iUI W (XX U J 


TM 


Transmembrane 


340 


t T'O^s^q^ irvonrnivvf avi7 

J^l.Z3o Jo J. jU.ZUU J 1Vi/\ 11/ 


1 LX) 


139 


fnrwnrH ^ 


TM 


Non-Cytosolic 


34U 


lJLZ3oJ0D.3U.ZUUIiVI/\ 11/ 


1/10 
1HW 


162 


fArw/arH ^ 

1 WOIU J 


TM 


Transmembrane 


340 


t t.oiq^q< i(\'i(\rii\A a V17 

Ll.ZJoJoJ.jU.iiUUlMA 11/ 


IDj 


1 8^ 

lOJ 


■fAru/nrrl *^ 
iui waiu j 


TM 

11VI 


Cvtnsolic 


'J A 1 

341 


T \.TlQ6n r ) /^OftAl M" A V17 


1 

X 


77R 


IVJl WcliU J 


TM 


Mon-C^vfosolic 


1 vl 1 

341 


t t.oic^o A.onoiMAVi7 
Li:Z3oO/z.0.zUUlMA i 1/ 


zzy 


7S1 


f*Arw?4rH ^ 
iui waiu j 


TM 


TrjinQmpmhrane 

A 1 UilOlllwAlll/l Hl*v 


341 


Ll:Z3oO /Z.O.ZUUIJYIA 11/ 


Z3Z 


770 
z /f 


IV/l WalU J 


TM 

X XV X 


f^vf aqaIit 


341 


LI:235o72.o.2001MAY 1 / 


Zoll 


3U1 


iorwdra j 


TM 

1 1Y1 


Tr i n c tyi p m br?i n <* 
1 lallolllCIIIUJ aJlC. 


341 


t t aoo/cta £.onni\4 a vn 

Ll:23 8672.6:2001 MAY 1 / 


3UZ 


3ZU 


iorwara 3 


TM 

1 JVi 




341 


T T AAOiT*7A i£.AAA1 A/f A VI *7 

L1:z3od7z.d:zUU1MAY 1 /. 


Q7 1 

3Z1 




forward 3 


TM 

1 1V1 


1 IallSklllClIlUI aliv 


341 


LI:23oo72.6:z001MAY l / 


344 


na 
3/3 


forward 3 


TM 
11V1 


f^vtnc aIi A 
V—y LUSUIlW 


342 


t t Acirv A.AAAiAit a 

LI:239579.9:z001MAYl / 


1 


Ooj 


forward 1 


TM 
1 JVI 


Mai» _r* 1 »i *i-v c a! i a 

INUn-'V^yiOaUUL. 


342 


t t ooncTfy a.aaai tv m a "V 1 *7 

LI:239579.9:2001MAY 1 / 


OOO 


*7 AO 


forward 1 


TM 
1 JVI 


TranemomKrcinP 

l ldnbiTiciiiurciiic 


342 


T T A TfACTA A .AAA 1 TV A A vn 

LI:239579.9:200lMAYl / 


709 


/30 


forward 1 


TM 


v-yiosoiic 


342 


LI:239579.9:2001MAY17 


1 


oz 


forward 2 


lM 


v^yiosoiic 


342 


LI:239579.9:2001MAY17 


63 


or 

»5 


forward 2 


TTV4 

1M 


Trans mem brane 


342 


LI :239579.9:200 1 MAY 1 7 


86 


yf A1 

49 1 


forward 2 


lJVl 


Non-Cytosolic 


342 


LL23957 9.9: 200 1 MAY 1 7 


492 


514 


rorward z 


TTVvT 

1M 


Transmembrane 


342 


LI:239579.9:2001MAY17 


515 


687 


forward 2 


1M 


Cytosolic 


342 


LI:239579.9:200 1 MAY 1 7 


688 


710 


forward 2 


1M 


Transmembrane 


342 


LI:239579.9:2001MAY17 


711 


736 


forward 2 


TM 


Non-Cytosolic 


342 


LI:239579.9:2001MAY17 


1 


A OA 

489 


forward 3 


TKif 
1M 


Non-Cytosolic 


342 


LI:239579.9:2001MAY17 


490 


512 


forward 3 . 


T*XVT 
1M 


, Transmembrane 


342 


LI:239579.9:2001MAY17 


513 


531 


forward 3 


1M 


Cytosolic 


342 


LI:239579.9:2001M AY 1 7 


532 


554 


forward 3 


TM 


Transmembrane 


342 


LI:239579.9:200 1 MAY 1 7 


555 


568 


forward 3 


TM 


Non-Cytosolic 


342 


LI:239579.9:200lMAYl7 


569 


CAl 

591 


forward 3 


11V1 


Transmembrane 


342 


LI:239579.9:2001MAY17 


592 


685 


forward 3 


1M 


' Cytosolic 


342 


LI:239579.9:200 1 MAY 1 7 


686 


HAD 

708 


forward 3 


lM 


1 ran s mem or ant? 


342 


LI:239579.9:2001MAY17 


709 


735 


forward 3 


1M 


Non-Cytosolic 


343 


LL239720. 1 :2001MAY1 7 


1 


9oo 


forward 2 


INx 


in on -v^y iosoj i c 


343 


LL239720. 1 :2001 M A Y 1 7 


987 


1 AAA 
1009 


iorwara z 


1 1V1 


i ransmemoione 


343 


LL239720. 1:200 IMA Y 17 


t A1 A 

1010 


IOTA 


iorwara I 


TM 
1 1V1 


\-,yiosojic 


344 


LI:240037.6:2001MAY17 


1 


3U0 


iorwara 3 


TM 
1 iVl 


j>ion-\_yioj>ojit/ 


344 


T T 1 itAA'tT ^ AAAIHyffA Vn 

LI:240037.6:200 1 MAY 1 7 


307 




iorwara 3 


TM 
I IVl 


1 rallblTltJIIlUI clHC 


344 


LL240037 . 6: 200 1 MAY 1 7 


330 


340 


forward 3 


TM 
liVJ 


v,yiosoiic 


345 


T T-A A O AAA *7. A AA in* A Vn 

LI:243900.7:2001MAY 17 


1 


Zo9 


forward 2 


TM 

11V1 




345 


T T.A /I 1 AAA 1.AAA1 A /f A V 1 1 

H:243900.7:2001 M AY 1 7 


Z9U 


a no 
3U9 


forward 2 


TM 
11V1 


1 1 alloIHCIIiUI allC 


345 


T T.AvfOAAA 1.AAA1 X Jf A \f~ 1 *7 

LI:243900.7:200 1MAY 1 7 


310 


313 


forward 2 


TM 
11V1 


^ r» n v l 1 c a I i r» 
JN UI i**v«»y IvJ &U1 1^ 


A A C 

345 


1 T.A /f O AAA "~l AAA 1 X Vf A Vl1 

Ll:243900.7:20ulMAY 17 


314 


330 


forward 2 


TM 
X xvx 


Tmncmpmhrarip 


345 


T T 1 /I ^ r\C\f\ >~l AA 1 X if A 1 

LL243900.7 .2001 MAY 17 


33/ 


4U1 


forward 2 


TM 
1 IVl 


V^y LUoUll^ 


n A c 

345 


T T.A^f A AAA T.inrtl Xif A \7 1 1 

LI:243 900.7 :200 1 MAY 1 7 


f 
1 


3Uo 


forward 3 


TM 

1 IVl 


Mnn -f^vt a c a1 i r 


n A c 

345 


T T.A/IA AflA I.OAAIXiT A Vn 

L1:243900.7:2001MAYI / 


3U9 


331 


forward 3 


TM 

1 JVI 


Trancmpmhrnnp 
llalldlllCillUl auc. 


345 


LI:243900.7:200 1 MAY 1 7 


33z 


4UU 


forward 3 


TM 
1 JVI 


V-»yi0oOlIt. 


n A £. 

346 


1 T.O>l>tnO l.AAAIXif A Vn 

L1:244378.1:2001MAY l / 


1 


^7 
J / 


forward 1 


TM 

1 IVX 


MAn_f"*vtAQ a1 i r 
x^i\jn~\^j lAJavjno 


346 


LL244378. 1 :2001M AY 17 


58 


75 


forward 1 


TM 


Transmembrane 


346 


U:244378.1:2001MAY17 


76 


87 


forward 1 


TM 


Cytosolic 


346 


LI:244378.1:2001MAY17 


88 


110 


forward 1 


TM 


Transmembrane 


346 


LI:244378.1:2001MAY17 


111 


119 


forward 1 


TM 


Non-Cytosolic 


346 


LL244378. 1:2001 MAY 17 . 


120 


142 


forward 1 


TM 


Transmembrane 


346 


LI:244378.1:2001MAY17 


143 


160 


forward 1 


TM 


Cytosolic 


346 


LI:244378.1:2001MAY17 


161 


178 


forward 1 


TM 


Transmembrane 


346 


LI:244378.1:2001MAY17 


179 


826 


forward 1 


TM 


Non-Cytosolic 
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Temnlate ID 


Start 


Stop 


Frame 


Domain Type 


T0D0l02Y 


^4 6 


T T-94437R 1-2001 MAY 17 


1 


47 


forward 2 


TM 


Non-Cytosolic 


346 


T T-94437R T2001MAY17 


48 


70 


forward 2 


TM 


Transmembrane 


346 


T T-94437a 1-9001MAY17 


71 


101 


forward 2 


TM 


Cytosolic 


346 


T T-94437R 1-9001MAY17 


102 


124 


forward 2 


TM 


Transmembrane 


346 


T T-94437R 1-9001MAY17 


125 


258 


forward 2 


TM 


Non-Cytosolic 


346 


T T-94437R 1-9001MAY17 


259 


278 


forward 2 


TM 


Transmembrane 


346 


T 1-94437R 1-9ft01MAY17 


279 


538 


forward 2 


TM 


Cytosolic 


J4o 


T T -94437 R 1»90fi1MAY17 
L.1.Z44 j / o . 1 .ZVJU 1 iVJ/V 11/ 




561 


fArward 9 

l v/i vy cu vj 


TM 


TransmembrQne 

A I Ul 1 J 11 Ivl 1 1 L/l W I KV 




T 1*94437 R 1*9flftlMAY17 
.Ld.Z'r't j / o.l .ZlAMiVl/\ I 1 / 




826 


forward 2 


TM 


Non-Cvtosolic 




T 7«94417R 1 -9001 M A Y 1 7 
U..Z £ * £ f J /o. I .ZUullVl/* 11/ 


i 
i 


31 


■fArward *\ 


TM 


Non-Cvto^olic 


1A C 

346 


T I«9A437fi 1 -9Ptfi11V/l A Y17 
Lil»Z44«> /o. I • ZUU 1 ivl/\ I 1 / 


Jim 


S4 


fWrwarH ^ 


TM 


Transmembrane 


34o 


T T.9vl437fc 1 *9f\ni\A A V17 
L,i:Z443/o.l.ZUUliVlA. I 1 / 


CC 
_> J 


OJ 


fArwarH ^ 
l vji waiu -/ 


TM 


Cvto^olic 


1A £L 

340 


T T. 1/1/11*70 1 •9nniA/T A V1 7 


OO 


10S 


IU1 VV a l u 


TM 


TranQmpmhrane 


34 D 


t T.I/l/flTQ 1 -9n.fi 1X4 A VI 7 




R9S 


1UJ Waiu J 


TM 


N An-Ovt aqoI i c 


1AH 


L1.Z4jDUU. J.ZUU1MA 11/ 


1 
1 


107 

IV// 


frvfu/ n tyi 1 
1UI WalU I 


TM 

JL1VA 


f^VtACAlif 


347 


t T.i/i*;*;nA i-*>nni\AAVi7 
L1:Z4jjUU. J.ZUUIiviA 11/ 




T40 
1 jVJ 


1 U l WalU I 


TM 


1 1 allolilClllUJL ullv 


347 


t T«i/i*;<nn i*onnix/iAvn 
L1.Z43jUU.3.ZUU11Y1A I 1 / 


1-31 


144 


lUIWalU X 


J.1VI 


Mnn-f^vtACAlir 

liUIl ^» YlvJoUll^ 


347 


JL1:z4!>DUL;.3.ZUU11ViA i 1 / 


14D 


167 
10/ 


iorwaru i 


TM 

11V1 


1 1 aJ loll IC11 lUl all\> 


347 


Li:z4j!>UI}.3.ZUI>1MA i 1 / 


1 AR 
105 


919 
ZjZ 


iorwara i 


TM 
x AVI 




347 


LI:2455U0.3:zU01MAy 1 / 


911 

Z33 


9^*i 
ZDD 


forward 1 


TM 

I IVI 


1 iallblllClllUl allC 


347 


LI:2455U0.3:2UU1MA 1 1 / 


9<< 

ZjO 


9A9 

zo/ 


forward 1 


llvl 


IN OIl-\^y LUbUIlL> 


347 


LI:2455uu.3:zuUlMA 1 J / 


ZOO 


900 

zyu 


forward 1 


TM 
llYl 


i ransrneijnuraiic 


347 


LI:z45d00.3:zUU1MA i 1 / 


9Q1 

zyi 


i4n 


forward 1 


11V1 




347 


LI:245500.3:20ulMAY 1 / 


1/1 1 
341 


1A1 
303 


forward 1 


1IV1 


i ransrneniDran& 


347 


t T.OvtCCAA a .OAAHV./I AV11 

LI :z4jDUU. 3 :ZUU IMA 1 J / 


1£A 
304 


199 
3 /Z 


forward 1 


TM 

1IY1 


IN UIl - 1W 


347 


t t.^ a c CAn 0 .0 aai \a a vn 

LI:2455UU.3:ZUUilVlA 1 1 / 


191 

3/3 


3iO 


forward 1 


. TTVvf 
liYl 


l idnb inei n or one 


347 


T l.l^CCAA *3 . 1 A A 1 A /I A VI *7 

LI:245 500.3 :2UU IMA 1 I / 


io^ 


4t/1 
414 


forward 1 


llvl 


v^yitJMJllv 


347 


T T.OvlCCAA 1 .1 AA 1X4 A VI "7 

L1:24j5UU.3:zIMJ1MA i 1 / 


413 


419 
4J / 


forward 1 


TM 
1JV1 


lruIldlllClllUIaliC 


347 


T l.nA CCA A 1 -1 AA1 7V/f A V 1 *7 

LI:24jjUU.3.zUU1MA I 1 / 


/11G 
43o 


QIC 


forward 1 


< TM 


INUII-V^yLUaUIlo 


1 A1 

347 


T T.O/ICCAA 1 .1 AAI ~\A A V 1 "7 

LI:z4jjVJU.3.ZUU1MA i 1 / 


01A 
yJO 


CnR 


iorwara i 


TM 

1 IVI 


1 1 al ioiliClliUl ai i& 


347 


T !.*>/! CCAA 1.1AA1 A/f A V 1 "7 

L1:24j DUO- J.ZuUlMA it/ 






iorwara i 


TM 
llvl 


f^ 1 vt Ac ot i 


OAH 

347 


T T-1/1CCAA 0.0*1*11 X/1 A V 1 *7 

LI:z4j-)UU.3.ZUU1MA i I / 


into 


lUHl 


iorwara i 


TM 

X IVI 


1 IdllalllClltUl aiic- 


347 


t T.i/iccAA i-inm \4 a vn 
L,1:Z4jjUU.3.ZUU1MA I 1 / 


1U4Z 


10^9 


iorwara i 


TM 

1 1V1 


MAn-fvf aqaIi^ 
l>i uii v->y ic/aU'iiv 


347 


T T.O/tCCAA i-inniA.4 A V 1 *7 
Juliz4^)-)UU.3.ZUU1MA i 1 / 


l 


10 

17 


frirtt/or/1 9 

iorwara 


TM 

1 IVI 


/~*VtAQoHf 


1AH 

347 


T T.1/1CCAA I'inni \A A V 1 "7 

lji:Z4DDUU.3.ZUUlMA I J / 


9n 
zu 




iorwara ^ 


TM 

1 IVI 


1 1 aiiiiiiciuui aiio 


34/ 


t T.i/i^^nn lonmivyi AV17 

L.i:Z4D0uU.J.ZUUllVl/\ I 1 / 


40 


4R 


-fV>i*\'L/OT"r1 9 
lurwdiu ^ 


TM 

X IVI 


Non-Cvtnsolic 


1/1*7 

34/ 


L1.Z4j3UU.j.ZUU1JV1/\ 11/ 


40 

Hi? 


71 

/ X 


frimx/ii'rH 9 


TM 

1 IVI 


Tranc membrane 


1/1*7 

34/ 


t T.*j/ic;c.nn ct'inniMAYn 

LKZ4DDUU. J.ZUU11V1A 11/ 


79 
/ z 


116 

1 lO 


Tr\T*ti/oi"fi 9 

lurwaiu Z. 


TM 

1 IVI 


CvtAooIic 


1/1*7 

347 


L1IZ400UU. J.ZUVJlIvl/\ 11/ 


1 17 
11/ 


T46 
ijd 


tnrnKjrn 9 

lurwaiu 


TM 

JL 1VJ 


Transmembrane 


1/1*7 

34/ 


t T'94^ e <n.n ^^nniMAYi? 

L«Z.Z*f J.ZUL/llVl/\ 11/ 


111 


145, 


fV\nVI3Tf1 9 

lurwdj u z. 


TM 


Mon-Cvtosolic 


1/1*7 

34/ 


t T'i4'\ ^nn ^*9nni"M ayi7 

l_J.»Z430UU. J.ZUUliVl/\ 11/ 


14fi 

1HO 


16R 

iUO 


lurwaiu z 


TM 

X IVI 


Transmembrane 


1/1*7 

34/ 


t t.1/1*;caa 1-9001MAY17 


IV7 


94^ 


fArwnrH 9 


TM 


Cytosolic 


1/1*7 

34/ 


JU.Z4J0VJU. J.ZUUliVl/\ 11/ 


944 


966 


lOIWaia 


TM 


Transmembrane 


1/1*7 

34/ 


t T.i4*;^nn i«9nni"\4 avi7 

L4IZ4DjUU. j.ZVA/livl/\ 11/ 


967 
zo / 


^^7 


lurwaia l 


TM 


Non-Cvtosolic 


1/1*7 

34/ 


t i.94<;';nA i«9nniiv>t a vn 

Ij1IZ4j DUU. j.ZVA/llvl/\ I 1 / 




^60 


iorwara z 


TM 

1 IVJl 


Transmembrane 


1/1*7 

34/ 


T T-94«. ^fiA, ^'9001^/1 A Y17 
1_,1.Z4j3UU. j.ZUU11V1/\ I 1 / 


^61 


^66 


TfYr\i/ofr1 9 
iUrWaTU Z. 


TM 


Cvtosnlic 


347 


LI:245500.3:2001MAY17 


367 


389 


forward 2 


TM 


Transmembrane 


347 


LI:245500.3:2001MAYI7 


390 


392 


forward 2 


TM 


Non-Cytosolic 


347 


LI:245500.3:2001MAY17 


393 


410 


forward 2 


TM 


Transmembrane 


347 


LI:245500.3:2001MAY17 


411 


439 


forward 2 


TM 


Cytosolic 


347 


LI:245500.3:2001MAY17 


440 


459 


forward 2 


TM 


Transmembrane 


347 


LI:245500.3:2001MAY17 


460 


491 


forward 2 


TM 


Non-Cytosolic 


347 


LI:245500.3:2001MAY17 


492 


514 


forward 2 


TM 


Transmembrane 


347 


U:245500.3:2001MAYI7 


515 


677 


forward 2 


TM 


Cytosolic 
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SEQDNO: 


Template ID 


Start 


Stop 


Frame 


Domain Type 


Topology 


347 


LI:245500.3:2001MAY17 


678 


700 


forward 2 


TM 


Transmembrane 


347 


LI:245500.3:2001MAY17 


701 


727 


forward 2 


TM 


Non-Cytosolic 


347 


LI:245500.3:2001MAY17 


728 


750 


forward 2 


TM 


Transmembrane 


347 


L1:245500.3:2001MAY17 


751 


761 


forward 2 


TM 


Cytosolic 


347 


LI:245500.3:2001MAY17 


762 


784 


forward 2 


TM 


Transmembrane 


347 


LI:245500.3:2001MAY17 


785 


803 


forward 2 


TM 


Non-Cytosolic 


347 


LI:245500.3:2001MAYI7 


804 


826 


forward 2 


TM 


Transmembrane 


347 


LI:245500.3:2001MAY17 


827 


939 


forward 2 


TM 


Cytosolic 


347 


LI:245500.3:2001MAY17 


940 


959 


forward 2 


TM 


Transmembrane 


347 


LI:2455003:2001MAY17 


960 


1052 


forward 2 


TM 


Non-Cytosolic 


347 


LI:245500.3:2001MAY17 


1 


295 


forward 3 


TM 


Non-Cytosolic 


347 


L1:245500.3:2001MAY17 


296 


318 


forward 3 


TM 


Transmembrane 


347 


LI:245500.3:2001MAY17 


319 


329 


forward 3 


TM 


Cytosolic 


347 


LI:245500.3:2001MAY17 


330 


352 


forward 3 


TM 


Transmembrane 


347 


LI:245500.3:2001MAY17 


353 


386 


forward 3 


TM 


Non-Cytosolic 


347 


LI:245500.3:2001MAY17 


387 


409 


forward 3 


TM 


Transmembrane 


347 


LI:245500.3:2001MAY17 


410 


429 


forward 3 


TM 


Cytosolic 


347 


LI:245500.3:2001MAY17 


430 


452 


forward 3 


TM 


Transmembrane 


347 


LI:245500.3:2001MAY17 


453 


1052 


forward 3 


TM 


Non-Cytosolic 


348 


LI:245982.24:2001MAY17 


1 


748 


forward 3 


TM 


Non-Cytosolic 


348 


LI:245982.24:2001MAY17 


749 


771 


forward 3 


TM 


Transmembrane 


348 


LI:245982.24:2001MAY17 


772 


788 


forward 3 


TM 


Cytosolic 


349 


LI:246054.1:2001MAY17 


1 


214 


forward 1 


TM 


Non-Cytosolic 


349 ' 


LI:246054.1:2001MAY17 


215 


237 


forward 1 


TM 


Transmembrane-. 


349 


LL246054. 1 :2001MAY1 7 


238 


243 


forward 1 


TM 


Cytosolic 


349 


Li:246054.1:2001MAY17 


' 244 


266 


forward 1 


TM 


Transmembrane 


349 


LI:246054. 1 :2001M AY 1 7 


267 


509 


forward 1 


TM 


Non-Cytosolic 


349 


LI:246054.1:2001MAY17 


510 


532 


forward 1 


TM 


Transmembrane 


349 


LI:246054.1:2001MAY17 


533 


627 


forward 1 


TM 


Cytosolic 


349 


LI:246054.1:2001MAY17 


1 


257 


forward 2 


TM 


Non-Cytosolic 


349 


LL246054. 1 :2001MAY 17 


258 


280 


forward 2 


TM 


Transmembrane 


349 


LI:246054.1:2001MAY17 


281 


306 


forward 2 


TM 


Cytosolic 


349 


LI:246054.1:2001MAY17 


307 


329 


forward 2 


TM 


Transmembrane 


349 


LI:246054.1:2001MAY17 


330 


627 


forward 2 


TM 


Non-Cytosolic 


349 


LI:246054.1:2001MAY17 


1 


506 


forward 3 


TM 


Non-Cytosolic 


349 


LI:246054.1:2001MAY17 


507 


529 


forward 3 


TM 


Transmembrane 


349 


LI:246054.1:2001MAY17 


530 


597 


forward 3 


TM 


Cytosolic 


349 


LI:246054.1:2001MAY17 


598 


620 


forward 3 


TM 


Transmembrane 


349 


LI:246054.1:2001MAY17 


621 


627 


forward 3 


TM 


Non-Cytosolic 


350 


LI:256051.229:2001MAY17 


1 


229 


forward 1 


TM 


Non-Cytosolic 


350 


LL25605 1 .229:2001M AY 1 7 


230 


252 


forward 1 


TM 


Transmembrane 


350 


LI:25605 1 .229:2001MAY 1 7 


253 


257 


forward 1 


TM 


Cytosolic 


350 


LL25605 1 .229:200 1 MAY 1 7 


1 


225 


forward 2 


TM 


Cytosolic 


350 


LL25605 1 .229:2001 MAY 1 7 


226 


248 


forward 2 


TM 


Transmembrane 


350 


LL25605 1 .229:2001 MA Y 1 7 


249 


256 


forward 2 


TM 


Non-Cytosolic 


351 


LI:260629.7:2001MAY17 


1 


4 


forward 1 


TM 


Cytosolic 


351 


LI:260629.7:2001MAY17 


5 


27 


forward 1 


TM 


Transmembrane 


351 


LI:260629.7:2001MAY17 


28 


48 


forward 1 


TM 


Non-Cytosolic 


351 


LI:260629.7:2001MAY!7 


I 


14 


forward 2 


TM 


Non-Cytosolic 


351 


LI:260629.7:2001MAY17 


15 


32 


forward 2 


TM 


Transmembrane 


351 


LI:260629.7:2001MAYI7 


33 


48 


forward 2 


TM 


Cytosolic 


352 


LI:272723.1:2001MAY17 


1 


116 


forward 2 


TM 


Non-Cytosolic 


352 


LI:272723.1:2001MAY17 


117 


139 


forward 2 


TM 


Transmembrane 


352 


LI:272723.1:2001MAY17 


140 


255 


forward 2 


TM 


Cytosolic 



185 
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SEQ D NO: 


Template ID 


Start 


Stop 


Frame 


Domain Type 


Topology 


352 


LI:272723.1 :2001MAY17 


256 


278 


forward z 


1M 


Transmembrane 


352 


LL272723. 1:2001 MAY 17 


279 


287 


iorward L 


1M 


Non-Cytosolic 


353 


LL272766. 1 :2001MAY17 


1 


270 


forward 3 


IM 


Non-Cytosolic 


353 


LL272766.1 :2001MAY17 


271 


293 


forward 3 


TM 


Transmembrane 


353 


LI:272766.1:2001MAY17 


294 


318 


forward 3 


TM 


Cytosolic 


354 


LI :275726. 1 :200 1M A Y 1 7 


1 


197 


forward 3 


TM 


Cytosolic 


355 


LI:276815.1:2001MAY17 


1 


20 


forward 2 


TM 


Cytosolic 


355 


LL276815.1 :2001MAY17 


21 


43 


forward 2 


TM 


Transmembrane 


355 


LI:276815.1:2001MAY17 


44 


199 


forward 2 


TM 


Non-Cytosolic 


355 


LI:276815.1:2001MAY17 


1 


20 


forward 3 


TM 


Cytosolic 


355 


LI:276815.1:2001MAY17 


21 


43 


forward 3 


TM 


Transmembrane 


355 


LI:276815.1:2001MAY17 


44 


198 


forward 3 


TM 


Non-Cytosolic 


356 


LI:283562.5:2001MAY17 


1 


289 


forward 1 


TM 


Cytosolic 


356 


LI:283562.5:2001MAY17 


290 


312 


forward 1 


TM 


Transmembrane 


356 


LI:283562.5:2001MAY17 


313 


1092 


forward 1 


TM 


Non-Cytosolic 


356 


LI:283562.5:2001MAY17 


1093 


1115 


forward 1 


TM 


Transmembrane 


356 


LI:283562.5:2001MAY17 


1116 


1125 


forward 1 


TM 


Cytosolic 


356 


LI:283562.5:2001MAY17 


1 


1091 


forward 3 


TM 


Non-Cytosolic 


356 


LI:283562.5:2001MAY17 


1092 


1114 


forward 3 


TM 


Transmembrane 


356 


LI:283562.5:2001MAY17 


1115 


1124 


forward 3 


TM 


Cytosolic 


357 


LI:289066.15:2001MAY17 


1 


175 


forward 1 


TM 


Cytosolic 


357 


LI:289066.15:2001MAY17 


176 


198 


forward 1 


TM 


Transmembrane 


357 


LI:289066.15:2001MAY17 


199 


925 


forward 1 


TM 


Non-Cytosolic 


.357 • 


LI:289066.15:2001MAY17 . 


926 


948 


forward 1 


TM 


Transmembrane 


357 


LI:289066.15:2001MAY17 


949 


968 


forward 1 


TM 


Cytosolic 


•''357 • 


LI:289066.15:2001MAY17 


969 


991 


forward 1 


TM • 


Transmembrane 


357 


LI:289066.15:2001MAY17 • 


992 


1022 


forward 1 


TM 


Non-Cytosolic 


357 


LI:289066.15:2001MAY17 


1023 


1045 


forward 1 


TM 


Transmembrane 


357 


LI:289066.15:2001MAY17 


1046 


1083 


forward 1 


TM 


Cytosolic 


357 


LI:289066.15:2001MAY17 


1 


12 


forward 2 


TM 


Cytosolic 


357 


LI:289066.15:2001MAY17 


13 


30 


forward 2 


TM 


Transmembrane 


357 


LL289066. 1 5 :2001 MAY 1 7 


31 


39 


forward 2 


TM 


Non-Cytosolic 


357 


LI:289066.15:2001MAY17 


40 


59 


forward 2 


TM 


Transmembrane 


357 


U:289066.15:2001MAY17 


60 


189 


forward 2 


TM 


Cytosolic 


357 


LI:289066.15:2001MAY17 


190 


212 


forward 2 


TM 


Transmembrane 


357 


LI:289066.15:2001MAY17 


213 


226 


forward 2 


TM 


Non-Cytosolic 


357 


LI:289066.15:2001MAY17 


227 


249 


forward 2 


TM 


Transmembrane 


357 


LI:289066.15:2001MAY17 


250 


303 


forward 2 


TM 


Cytosolic 


357 


LI:289066.15:2001MAY17 


304 


326 


forward 2 


TM 


Transmembrane 


357 


LI :289066. 1 5 :200 1 MAY 1 7 


327 


932 


forward 2 


TM 


Non-Cytosolic 


357 


LL289066. 1 5 :2001 MAY 1 7 


933 


955 


forward 2 


TM 


Transmembrane 


.357 


LL289066 .15:2001 MAY 17 


956 


975 


forward 2 


TM 


Cytosolic 


357 


LL289066. 15:2001 MAY1 7 


976 


998 


forward 2 


TM 


Transmembrane 


357 


LI:289066.15:2001MAY17 


999 


1026 


forward 2 


TM 


Non-Cytosolic 


357 


LI:289066.15:2001MAY17 


1027 


1049 


forward 2 


TM 


Transmembrane 


357 


LL289066. 1 5 :200 1 MAY 1 7 


1050 


1083 


forward 2 


TM 


Cytosolic 


357 


U:289066.15:2001MAY17 


1 


90 


forward 3 


TM 


Cytosolic 


357 


LI:289066.15:2001MAY17 


91 


113 


forward 3 


TM 


Transmembrane 


357 


LL289066. 1 5 :200 1 MAY 1 7 


114 


174 


forward 3 


TM 


Non-Cytosolic 


357 


LI:289066.15:2001MAY17 


175 


197 


forward 3 


TM 


Transmembrane 


357 


LI:289066.15:2001MAY17 


198 


220 


forward 3 


TM 


Cytosolic 


357 


LI:289066.15:2O01MAY17 


221 


243 


forward 3 


TM 


Transmembrane 


357 


LI:289066.15:2001MAY17 


244 


833 


forward 3 


TM 


Non-Cytosolic 


357 


LI:289066.15:2001MAY17 


834 


856 


forward 3 


TM 


Transmembrane 
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SEQ D NO: 


1 em pi ate id 


Start 


C ♦y-.- 
OLOp 


Frame 




Topology 


357 


LI :2 89Udo. J 5 : 2UU J M A Y 1 7 


Q^T 


y/j 


forward 3 


1M 


uytosonc 


357 


LI:2o90oo.1j:2UU1MAY 1 / 


ot£ 

y/o 


yyo 


forward 3 


TTV/f 
1M 


Transmembrane 


357 


LI:2o90oo.l 5:2UUIMAY 1 / 


QQQ 

yyy 


1 AIT 


forward 3 


TTV/f 
1 JVl 


in on-v^y losoiic 


357 


Lr.289066. 1 5 :200 1 M AY 17 


1018 


1U4U 


forward 3 


TTV/f 

1M 


Transmembrane 


357 


LI:2890oo. 15:2001 MAY 17 


1 A.d 1 

1041 


1 AQ1 

1U83 


forward 3 


TTV/T 
IM 


Cytosolic 


358 


LI:331040.17:2001MAY17 


1 


oat 

207 


forward 1 


TTV/f 
1M 


Non-Cytosolic 


358 


LL331040. 17:2001MAY17 


208 


ion 

230 


forward 1 


IM 


Transmembrane 


358 


t t o o 1 r\ A r\ n oaai * * a vii 

LI:331040.17:2001MAY17 


231 


314 


forward 1 


1M 


Cytosolic 


358 


LL331040. 17:2001MAY17 


1 


no a 

239 


forward 3 


IM 


Non-Cytosolic 


358 


LI:331040.17:2001MAY17 


240 


262 


forward 3 


TM 


Transmembrane 


358 


LI:331040.17:2001MAY17 


263 


282 


forward 3 


TM 


Cytosolic 


358 


LI:331040.I7:200IMAY17 


283 


305 


forward 3 


TH A 

TM 


Transmembrane 


358 


LI:331040.17:2001MAY17 


306 


313 


forward 3 


TM 


Non-Cytosolic 


359 


LI:332414.5:2001MAY17 


1 


534 


forward 1 


TM 


Non-Cytosolic 


359 


LI:332414.5:2001MAY17 


535 


557 


forward I 


TM 


Transmembrane 


359 


LI:332414.5:2001MAY17 


558 


574 


forward 1 


TM 


Cytosolic 


359 


LI:332414.5:2001MAYI7 


1 


167 


forward 2 


TM 


Cytosolic 


359 


LI:332414.5:2001MAY17 


168 


190 


forward 2 


TM 


Transmembrane 


359 


LI:332414.5:2001MAY17 


191 


574 


forward 2 


TM 


Non-Cytosolic 


359 


LI:332414.5:2001MAY17 


1 


534 


forward 3 


TM 


Non-Cytosolic 


359 


LI:332414.5:2001MAY17 


535 


557 


forward 3 


TM 


Transmembrane 


359 


LI:332414.5:2001MAY17 


558 


573 


forward 3 


TM 


Cytosolic 


360 


LI:332730.16:2001MAY17 


1 


427 


forward 1 


TM 


Cytosolic 


360 


LI:332730.16:2001MAY17 


428 


450 


forward 1 


TM 


Transmembrane 


360 


LI:332730. 16:2001MAY17 


451 


963 


forward 1 


TM 


Non-Cytosolic 


360 


LI:332730.16:2001MAY17 


964 


986 


forward 1 


TM 


Transmembrane 


360 


LI:332730.16:2001MAY17 


987 


1176 


forward 1 


TM 


Cytosolic 


360 


LI :332730. 1 6:2001 MA Y 17 


1177 


1199 


forward 1 


TM 


Transmembrane 


360 


LI:332730.16:2001MAY17 


1200 


1218 


forward 1 


TM 


Non-Cytosolic 


360 


LL332730. 16:2001MAY17 


1219 


1241 


forward 1 


TM 


Transmembrane 


360 


L1:332730.16:2001MAY17 


1242 


1328 


forward 1 


TM 


Cytosolic 


360 


LI:332730.16:2001MAY17 


1329 


1351 


forward 1 


TM 


Transmembrane 


360 


LI:332730.16:2001MAY17 


1352 


1383 


forward 1 


TM 


Non-Cytosolic 


360 


LI:332730.16:2001MAY17 


1384 


1406 


forward 1 


TM 


Transmembrane 


360 


LI:332730.16:2001MAY17 


1407 


1438 


forward 1 


TM 


Cytosolic 


360 


LI:332730. 1 6:2001 MAY 3 7 


1439 


1461 


forward 1 


TM 


Transmembrane 


360 


LL332730. 1 6:2001 MA Y 17 


1462 


1465 


forward 1 


TM 


Non-Cytosolic 


360 


LI:332730.16:2001MAY17 


1466 


1485 


forward 1 


TM 


Transmembrane 


360 


LI:332730. 1 6:2001 MAY 1 7 


1486 


1516 


forward 1 


TM 


Cytosolic 


360 


LI:332730.l6:200lMAYl7 


1517 


1539 


forward 1 


TM 


Transmembrane 


360 


LI:332730.l6:200lMAYl7 


1540 


1738 


forward 1 


TM 


Non-Cytosolic 


360 


LI:332730.l6:200lMAYl7 


1 


951 


forward 2 


TM 


Non-Cytosolic 


360 


LI: 332730. 1 6:200 1 MAY 1 7 


952 


974 


forward 2 


TM 


Transmembrane 


360 


▼ ▼ ^OAH^ A -ft X* AAA* % if A A /" 1 T 

LI:332730.16:2001MAY17 


975 


1175 


forward 2 


TM 


Cytosolic 


360 


LI:332730.16:2001MAY17 


1176 


1198 


forward 2 


TM 


Transmembrane 


360 


LI:332730.16:2001MAY17 


1199 


1217 


forward 2 


TM 


Non-Cytosolic 


360 


LI:332730.16:2001MAY17 


1218 


1240 


forward 2 


TM 


Transmembrane 


360 


LI:332730.16:2001MAY17 


1241 


1531 


forward 2 


TM 


Cytosolic 


360 


LI:332730.16:2001MAY17 


1532 


1554 


forward 2 


TM 


Transmembrane 


360 


LI:332730.16:2001MAY17 


1555 


1618 


forward 2 


TM 


Non-Cytosolic 


360 


LI:332730.16:2001MAY17 


1619 


1638 


forward 2 


TM 


Transmembrane 


360 


LI:332730.16:2001MAY17 


1639 


1649 


forward 2 


TM 


Cytosolic 


360 


LI:332730.16:2001MAY17 


1650 


1672 


forward 2 


TM 


Transmembrane 


360 


LI:332730.16:2001MAYJ7 


1673 


1706 


forward 2 


TM 


Non-Cytosolic 
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TABLE 2 



CCA T\ MA. 

oEQ D NO: 


iempJate iu 


Start 


Stop 


Frame 


uoiriain i ype 


lopojogy 


3oU 


li:33Z/3U.io.zuuiivia i i / 


1 /Uf 


1 TO/1 

1 /Z4 


forward 2 


IM 


Transmembrane 


Q£A 
JOU 


\A.5djLI jU.10.ZUU IMA I 1 / 


1 1 Id 


1 / JO 


forward 2 


TTV/T 


Cytosolic 


3 oi) 


LI:33z/3U.Io:ZUUlMAYi / 


i 
J 


ioz 


iorward J 


TTV/f 
i JYI 


Non-Cytosolic 


360 


Ll:33Z/3U.lo:ZUUlMAYl / 


AC1 

9o3 


ens 


forward 3 


IM 


Transmembrane 


*J£A 

360 


LI:33273U.lo:z001MAY17 


97o 


1 TOA 
1 lZU 


iorward 3 


IM 


uytosoiic 


360 


LI:3 32730. 16:2001 MAY 17 


1121 


1143 


forward 3 


TM 


Transmembrane 


360 


LI: 3 32730. 1 6:2001 MAY17 


1144 


1146 


forward 3 


TM 


Non -Cytosolic 


360 


LI:332730.16:2001MAY17 


1147 


1169 


forward 3 


TM 


Transmembrane 


360 


LI:332730.1o:2001MAY17 


1170 


1175 


forward 3 


TM 


Cytosolic 


360 


LI:332730.l6:200lMAYl7 


1176 


1198 


forward 3 


TM 


Transmembrane 


360 


LI:332730.l6:200lMAYl7 


1199 


1217 


forward 3 


TM 


Non-Cytosolic 


360 


LI:332730.l6:200lMAYl7 


1218 


1240 


forward 3 


TM 


Transmembrane 


360 


LI:332730.l6:200lMAYl7 


1241 


1447 


forward 3 


TM 


Cytosolic 


360 


LI:332730.l6:200lMAYl7 


1448 


1470 


forward 3 


TM 


Transmembrane 


360 


LL332730. 16:2001MAY 17 


1471 


1479 


forward 3 


TM 


Non-Cytosolic 


360 


LI:332730.16:2001MAY17 


1480 


1499 


forward 3 


TM 


Transmembrane 


360 


LI:332730.16:2001MAY17 


1500 


1519 


forward 3 


TM 


Cytosolic 


360 


LI:332730.16:2001MAY17 


1520 


1542 


forward 3 


TM 


Transmembrane 


360 


LI:332730.16:2001MAY17 


1543 


1738 


forward 3 


TM 


Non-Cytosolic 


361 


LI:333849.21:2001MAY17 


1 


188 


forward 1 


TM 


Cytosolic 


362 


LI:337038.15:2001MAY17 


1 


660 


forward 1 


TM 


Non-Cytosolic 


362 


LI:337038.15:2001MAY17 


661 


683 


forward 1 


TM 


Transmembrane 


362 


LI :33703 8. 15 :200 1 MAY 1 7 


684 


793 


forward 1 


TM 


Cytosolic 


362 


LI:337038.15:2001MAY17 • 


794 


816 


forward 1 


TM 


Transmembrane 


362 


LI:337038;15:2001MAY17 


817 


928 


forward 1 


TM 


Non-Cytosolic 


362 


LI:337038.15:2001MAY17 ! 


929 


951 


forward 1 


TM 


Transmembrane 


362 


LI:337038.15:2001MAY17 . 


952 


957 


forward 1 


TM 


Cytosolic 


362 


LI :33703 8. 1 5 :2001 MA Y 1 7 


958 


980 


forward 1 


TM 


Transmembrane- 


362 


LI:337038.15:2001MAY17 * 


981 


989 


forward 1 


TM 


Non-Cytosolic 


362 


LI:337038.15:2001MAY17 


990 


1009 


forward 1 


TM 


Transmembrane 


362 


LI:337038.15:2001MAY17 


1010 


1029 


forward 1 


TM 


Cytosolic 


362 


LI:337038.15:2001MAY17 


1030 


1052 


forward 1 


TM 


Transmembrane 


362 


LI:337038.15:2001MAY17 


1053 


1119 


forward 1 


TM 


Non-Cytosolic 


362 


LI:337038.15:2001MAY17 


1120 


1142 


forward 1 


TM 


Transmembrane 


362 


LI:337038. 15:2001 MAY 17 


1143 


1174 


forward 1 


TM 


Cytosolic 


362 


LI:337038.15:2001MAY17 


1175 


1197 


forward 1 


TM 


Transmembrane 


362 


LI:337038.15:2001MAY17 


1198 


1211 


forward 1 


TM 


Non-Cytosolic 


362 


LI:337038.15:2001MAY17 


1212 


1231 


forward 1 


TM 


Transmembrane 


362 


LI:337038.15:2001MAY17 


1232 


1357 


forward 1 


TM 


Cytosolic 


362 


LI:337038.15:2001MAY17 


1358 


1380 


forward 1 


TM 


Transmembrane 


362 


LI :33703 8. 1 5:200 1 MAY 1 7 


1381 


1394 


forward 1 


TM 


Non-Cytosolic 


362 


LI:337038.15:2001MAY17 


1395 


1417 


forward 1 


TM 


Transmembrane 


362 


LI:337038.15:2001MAY17 


1418 


1429 


forward 1 


TM 


Cytosolic 


362 


LI:337038.15:2001MAY17 


1430 


1452 


forward 1 


TM 


Transmembrane 


362 


LI:337038.15:2001MAY17 


1453 


1515 


forward 1 


TM 


Non-Cytosolic 


362 


LI:337038.15:2001MAY17 


1516 


1538 


forward 1 


TM 


Transmembrane 


362 


L1:337038.15:2001MAY17 


1539 


1550 


forward 1 


TM 


Cytosolic 


362 


U:337038.15:2001MAY17 


1551 


1573 


forward 1 


TM 


Transmembrane 


362 


LI:337038.15:2001MAY17 


1574 


1582 


forward 1 


TM 


Non-Cytosolic 


362 


LI:337038.15:2001MAY17 


1583 


1601 


forward 1 


TM 


Transmembrane 


362 


LI:337038.15:2001MAY17 


1602 


1656 


forward 1 


TM 


Cytosolic 


362 


LI:337038.15:2001MAY17 


1657 


1679 


forward 1 


TM 


Transmembrane 


362 


LI:337038.15:2001MAY17 


1680 


1698 


forward 1 


TM 


Non-Cytosolic 


362 


LI:337038.15:2001MAY17 


1699 


1721 


forward 1 


TM 


Transmembrane 
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TABLE 2 



SEQ D NO: 


lempiate lu 


Start 


olOp 


Frame 


Dnmnin Tvnf* 

LSKJlllaAll x y 


iopoiogy 


362 


LilJJ /u3o.1j.ZUUIJV1A i 1 / 


1 711 
1 /ZZ 


17/10 


iorwaro i 


TTA/T 


\-y iumjiii~ 


362 


LA. j j /U3o. 1 j :ZUU1 MA Y I / 


1 


AAA 

OOu 


rorwaro z 


T7v/T 


iNun-v_.yiuaunv. 


362 


LI:33703 8.15:2001 MAY 17 


00 1 


083 


forward 2 


TTV/T 
1M 


i runsrnernDr diie 


362 


LI:337038.15:2001MAY17 


0o4 


IVJJ 


forward 2 


TTV/T 




362 


LI:337038. 15:2001MAY 17 


704 


/Zl 


torwara z 


TTV/T 
1M 


i ransmem crane 


362 


LI: 33703 8. 15:2001 MA Y17 


722 


/ij 


forward 2 




Non-Cytosolic 


362 


LI:337038.15:2001MAY17 


736 


758 


torwara z 


1M 


Transmembrane 


362 


LL337038. 15:2001 M AY1 7 


759 


764 


torwara z 


TTV/T 

1M 


Cytosolic 


362 


LI:337038.15:2001MAY17 


765 


785 


forward 2 


TTV/T 
JM 


Transmembrane 


362 


LI:337038.15:2001MAY17 


786 


804 


forward 2 


1M 


Non-Cytosolic 


362 


LI:337O38.15:2001MAY17 


805 


827 


forward 2 


TTV/T 

iM 


Transmembrane 


362 


LI:337038.15:2001MAY17 


828 


839 


forward 2 


TTV /T 
IM 


Cytosolic 


362 


LI:337038,15:2001MAY17 


840 


862 


forward 2 


TTV /T 

TM 


Transmembrane 


362 


LI:337038.15:2001MAY17 


863 


935 


forward 2 


TM 


Non-Cytosolic 


362 


LI:337038.15:2001MAYI7 


936 


953 


forward 2 


TM 


Transmembrane 


362 


LL33703 8.15 :200 1 MAY 17 


954 


959 


forward 2 


TM 


Cytosolic 


362 


LI:337038.15:2001MAY17 


960 


982 


forward 2 


TM 


Transmembrane 


362 


LI:337038.15:2001MAY17 


983 


1027 


forward 2 


TM 


Non-Cytosolic 


362 


LI:337038.15:2001MAY17 


1028 


1050 


forward 2 


TM 


Transmembrane 


362 


LI:337038.15:2001MAY17 


1051 


1095 


forward 2 


TM 


Cytosolic 


362 


LI.-337038. 15:2001MAY 17 


1096 


1118 


forward 2 


TM 


Transmembrane 


362 


LI:337038.15:2001MAY17 


1119 


1132 


forward 2 


TM 


Non-Cytosolic 


362 


LL337038. 15:2001MA Yl 7 


1133 


1152 


forward 2 


TM 


Transmembrane 


362 


LI:337038.15:2001MAY 17 . . 


; 1 1 53 


1325 


forward 2 


TM 


Cytosolic 


362 


LL337038. 15:2001MAY 17. 


1326 


1345 


forward 2 


TM 


Transmembrane 


362 


LI:337038.15:2001MAY17 


1346 


1359 


forward 2 


TM 


Non-Cytosolic 


362 


LI:337O38.15:2O01MAY17 


1360. 


1382 


forward 2 


TM 


Transmembrane 


362 


LI:337O38.15:2001MAY17 


1383 


1401 


forward 2 


TM 


Cytosolic 


362 


LI:337038.15:2001MAY17 


1402 


1424 


forward 2 


TM 


Transmembrane 


362 


LI:337038.15:2001MAY17 


1425 


1438 


forward 2 


TM 


Non-Cytosolic 


362 


LI:337038.15:2001MAY17 


1439 


1461 


forward 2 


TM 


Transmembrane 


362 


LI:337038.15:2001MAY17 


1462 


1467 


forward 2 


TM 


Cytosolic 


362 


LI:337038.15:2001MAY17 


1468 


1487 


forward 2 


TM 


Transmembrane 


362 


LI:337038.15:2001MAY17 


1488 


1491 


forward 2 


TM 


Non-Cytosolic 


362 


LI:337038.15:2001MAY17 


1492 


1509 


forward 2 


TM 


Transmembrane 


362 


LI:337038.15:2001MAY17 


1510 


1515 


forward 2 


TM 


Cytosolic 


362 


LI:337038.15:2001MAY17 


1516 


1538 


forward 2 


TM 


Transmembrane 


362 


LI: 337038. 1 5 :200 1 MAY 1 7 


1539 


1552 


forward 2 


TM 


Non-Cytosolic 


362 


LI:337038.15:2001MAY17 


1553 


1575 


forward 2 


TM 


Transmembrane 


362 


LI:337038.l5:200lMAYl7 


1576 


1610 


forward 2 


TM 


Cytosolic 


362 


LI:337038.l5:200lMAYl7 


1611 


1633 


forward 2 


TM 


Transmembrane 


362 


LI:337038.l5:200lMAYl7 


1634 


1749 


forward 2 


TM 


Non-Cytosolic 


362 


LI:337038.l5:200lMAYl7 


1 


206 


forward 3 


TM 


Cytosolic 


362 


LI:337038.15:2001MAY17 


207 


229 


forward 3 


TTV K 

TM 


Transmembrane 


362 


LI:337038.15:2001MAY17 


230 


764 


forward 3 


TM 


Non-Cytosolic 


362 


LI :33703 8. 15 :200 1 MAY 1 7 


765 


787 


forward 3 


TM 


Transmembrane 


362 


LI:337038.15:2001MAY17 


788 


942 


forward 3 


TM 


Cytosolic 


362 


LI:337038.15:2001MAY17 


943 


965 


forward 3 


TM 


Transmembrane 


362 


LI:337038.15:2001MAY17 


966 


1030 


forward 3 


TM 


Non-Cytosolic 


362 


LI:337038.15:2001MAY17 


1031 


1050 


forward 3 


TM 


Transmembrane 


362 


LI:337038.15:2001MAY17 


1051 


1172 


forward 3 


TM 


Cytosolic 


362 


LI:337038. 15:2001M AY 1 7 


1173 


1192 


forward 3 


TM 


Transmembrane 


362 


LI:337038.15:2001MAY17 


1193 


1242 


forward 3 


TM 


Non-Cytosolic 


362 


LI:337038.15:2001MAY17 


1243 


1265 


forward 3 


TM 


Transmembrane 
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TABLE 2 








SEQ D NO: 


Template ID 


Start 


Stop 


Frame 


Domain Type 


Topology 


362 


LI:337038.15:2001MAY17 


1266 


1393 


forward 3 


TM 


Cytosolic 


362 


LI:337O38.15:2001MAY17 


1394 


1416 


forward 3 


TM 


Transmembrane 


362 


LI:337038.15:2001MAY17 


1417 


1430 


forward 3 


TM 


Non-Cytosolic 


362 


LI:337038.15:2001MAY17 


1431 


1453 


forward 3 


TM 


Transmembrane 


362 


LI:337038J5:2001MAY17 


1454 


1472 


forward 3 


TM 


Cytosolic 


362 


LI:337038.15:2001MAY17 


1473 


1495 


forward 3 


TM 


Transmembrane 


362 


LI:337O38.15:2O01MAY17 


1496 


1516 


forward 3 


TM 


Non-Cytosolic 


362 


LI:337O38.15:2O01MAY17 


1517 


1539 


forward 3 


TM 


Transmembrane 


362 


LI:337O38.15:2O01MAY17 


1540 


1551 


forward 3 


TM 


Cytosolic 


362 


LI:337O38.15:2001MAY17 


1552 


1574 


forward 3 


TM 


Transmembrane 


362 


LI:337038.15:2001MAY17 


1575 


1607 


forward 3 


TM 


Non-Cytosolic 


362 


LI:337038.15:2001MAY17 


1608 


1630 


forward 3 


TM 


Transmembrane 


362 


LI:337038.15:2001MAY17 


1631 


1749 


forward 3 


TM 


Cytosolic 


363 


LI:337606.6:2001MAY17 


1 


73 


forward 1 


TM 


Cytosolic 


363 


LI:337606.6:2001MAY17 


74 


96 


forward 1 


TM 


Transmembrane 


363 


LI:337606.6:2001MAY17 


97 


210 


forward 1 


TM 


Non-Cytosolic 


363 


LI:337606.6:2001MAY17 


1 


168 


forward 3 


TM 


Cytosolic 


363 


LI:337606.6:2001MAY17 


169 


191 


forward 3 


TM 


Transmembrane 


363 


LI:337606.6:2001MAY17 


192 


209 


forward 3 


TM 


Non-Cytosolic 


364 


LI:338032.10:2001MAY17 


1 


4 


forward 1 


TM 


Non-Cytosolic 


364 


LI:338032.10:2001MAY17 


5 


27 


forward 1 


TM 


Transmembrane 


364 


LL338032. 10:2001MAY 17 


28 


131 


forward 1 


TM 


Cytosolic 


365 


LI:339265.16:2001MAY17 


1 


1231 


forward 1 


TM 


Non-Cytosolic 


365 


LI:339265.16:2001MAY17 


1232 


1254 


forward 1 


TM 


Transmembrane 


365 


LI:339265.16:2001MAY1T 


1255 


1274 


forward 1 


TM 


Cytosolic 


365 


LI:339265.16:2001MAY17 


i : 


224 


forward 3 


TM 


Non-Cytosolic 


365 


LI:339265.16:2001MAY17 


i 225 


247^ 


forward 3 


TM , 


Transmembrane 


365 


LI:339265.16:2001MAY17 . 


.248 


341 


forward 3 


TM 


Cytosolic 


' 365 


LI:339265.16:2001MAY17 


342 


364 


forward 3 


TM 


Transmembrane 


365 


LI:339265.16:2001MAY17 


365 


1274 


forward 3 


TM 


Non-Cytosolic 


366 


LI:344646.4:2001MAY17 


1 


452 


forward 1 


TM 


Non-Cytosolic 


366 


LI:344646.4:2001MAY17 


453 


475 


forward 1 


TM 


Transmembrane 


366 


LI;344646.4:2001MAY17 


476 


598 


forward 1 


TM 


Cytosolic 


366 


LI:344646.4:2001MAY17 


1 


104 


forward 2 


TM 


Cytosolic 


366 


LI:344646.4:2001MAY17 


105 


127 


forward 2 


TM 


Transmembrane 


366 


LI:344646.4:2001MAY17 


128 


141 


forward 2 


TM 


Non-Cytosolic 


366 


LI:344646.4:2001MAY17 


142 


164 


forward 2 


TM 


Transmembrane 


366 


LI:344646.4:2001MAY17 


165 


250 


forward 2 


TM 


Cytosolic 


366 


LI:344646.4:2001MAY17 


251 


273 


forward 2 


TM 


Transmembrane 


366 


LI:344646.4:2001MAY17 


274 


598 


forward 2 


TM 


Non-Cytosolic 


366 


LI:344646.4:2001MAY17 


1 


289 


forward 3 


TM 


Cytosolic 


366 


LI:344646.4:2001MAY17 


290 


312 


forward 3 


TM 


Transmembrane 


366 


LI:344646.4:2001MAY17 


313 


345 


forward 3 


TM 


Non-Cytosolic 


366 


LI:344646.4:200 1 MAY 1 7 


346 


365 


forward 3 


TM 


Transmembrane 


366 


L1:344646.4:2001MAY 1 7 


366 


523 


forward 3 


TM 


Cytosolic 


366 


LI:344646.4:2001MAY17 


524 


546 


forward 3 


TM 


Transmembrane 


366 


LI- 344646 4-2O01MAY17 


547 


598 


forward 3 


TM 


Non-Cytosolic 


367 


LI:347393.7:2001MAY17 


1 


384 


forward 2 


TM 


Non-Cytosolic 


367 


LI:347393.7:2001MAY17 


385 


407 


forward 2 


TM 


Transmembrane 


367 


LI:347393.7:2001MAY17 


408 


449 


forward 2 


TM 


Cytosolic 


368 


LI:348107.36:2001MAY17 


1 


140 


forward 2 


TM 


Non-Cytosolic 


368 


LI:348107.36:2001MAY17 


141 


163 


forward 2 


TM 


Transmembrane 


368 


LL348 1 07.36:2001MAY 1 7 


164 


166 


forward 2 


TM 


Cytosolic 


369 


LI:351120.6:2001MAY17 


1 

190 


196 


forward 1 


TM 


Non-Cytosolic 
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TABLE 2 



SEQDNO: 


Template ID 


Start 


Stop 


Frame 


Domain Type 


Topology 


369 


LI:351120.6:2001MAY17 


197 


219 


forward 1 


TM 


Transmembrane 


369 


LI:351120.6:2001MAY17 


220 


303 


forward 1 


TM 


Cytosolic 


369. 


LI:351120.6:2001MAY17 


304 


326 


forward 1 


TM 


Transmembrane 


369 


LI:351120.6:2001MAY17 


327 


357 


forward 1 


TM 


Non-Cytosolic 


369 


LI:351120.6:2001MAY17 


358 


380 


forward 1 


TM 


Transmembrane 


369 


LI:351120.6:2001MAY17 


381 


392 


forward 1 


TM 


Cytosolic 


369. 


LI:351120.6:2001MAY17 


393 


415 


forward 1 


TM 


Transmembrane 


369 


LI:351120.6:2001MAY17 


416 


458 


forward 1 


TM 


Non-Cytosolic 


369 


LI:351120.6:2001MAY17 


459 


481 


forward 1 


TM 


Transmembrane 


369 


LI:351120.6:2001MAY17 


482 


554 


forward 1 


TM 


Cytosolic 


369 


LI:351120.6:2001MAY17 


555 


577 


forward 1 


TM 


Transmembrane 


369 


LI:351120.6:2001MAY17 


578 


586 


forward 1 


TM 


Non-Cytosolic 


369 


LI:351120.6:2001MAY17 


587 


609 


forward 1 


TM 


Transmembrane 


369 


LI:351120.6:2001MAY17 


610 


737 


forward 1 


TM 


Cytosolic 


369 


LI:351120.6:2001MAY17 


738 


760 


forward 1 


TM 


Transmembrane 


369 


LI:351120.6:2001MAY17 


761 


1098 


forward 1 


TM 


Non-Cytosolic 


369 


LI:351120.6:2001MAY17 


1 


270 


forward 2 


TM 


Non-Cytosolic 


369 


LI:351120.6:2001MAY17 


271 


290 


forward 2 


TM 


Transmembrane 


369 


LI:351120.6:2001MAY17 


291 


344 


forward 2 


TM 


Cytosolic 


369 


LI:351120.6:2001MAY17 


345 


367 


forward 2 


TM 


Transmembrane 


369 


LI:351120,6:2001MAY17 


368 


381 


forward 2 


TM 


Non-Cytosolic 


369 


LI:351120.6:2001MAY17 


382 


404 


forward 2 


TM 


Transmembrane 


369 


LI:351120.6:2001MAY17 


405 


416 


forward 2 


TM 


Cytosolic 


369 


LI:351120.6:2001MAY17 


.417 


434 


forward 2 


TM- 


Transmembrane 


369 


LI:351120.6:2001MAY17 • 


435 


448 


forward 2 


. TM 


Non-Cytosolic 


369 


LI:351120.6:2001MAY17' 


- 449 


471 


forward 2 


TM 


Transmembrane 


369 


LI:351120.6:2001MAY17 . 


472 


491 


forward 2 


TM 


Cytosolic 


369 


LI:351120.6:2001MAY17 


492 


511 


forward 2 


TM 


Transmembrane 


369 


LI:351120.6:2001MAY17 


512 


525 


forward 2 


. TM 


Non-Cytosolic 


369 


LI:351120.6:2001MAY17 


526 


548 


forward 2 


TM 


Transmembrane 


369 


LI:351120.6:2001MAY17 


549 


641 


forward 2 


TM 


Cytosolic 


369 


LL351 120.6:2G01MAY17 


642 


664 


forward 2 


TM 


Transmembrane 


369 


LI:351120.6:2001MAY17 


665 


698 


forward 2 


TM 


Non-Cytosolic 


369 


LI:351120.6:2001MAY17 


699 


721 


forward 2 


TM 


Transmembrane 


369 


LI:351120.6:2001MAY17 


722 


737 


forward 2 


TM 


Cytosolic 


369 


LI:35 1 120.6:2001MAY17 


738 


760 


forward 2 


TM 


Transmembrane 


369 


LI:351120.6:2001MAY17 


761 


1098 


forward 2 


TM 


Non-Cytosolic 


369 


LI:351120.6:2001MAY17 


1 


87 


forward 3 


TM 


Cytosolic 


369 


LI:351120.6:2001MAY17 


88 


107 


forward 3 


TM 


Transmembrane 


369 


LI:351120.6:2001MAY17 


. 108 


121 


forward 3 


TM 


Non-Cytosolic 


369 


LI:351120.6:200IMAY17 


122 


141 


forward 3 


TM 


Transmembrane 


369 


LI:351120.6:2001MAY17 


142 


309 


forward 3 


TM 


Cytosolic 


369 


LI:35n20.6:2001MAY17 


310 


329 


forward 3 


TM 


Transmembrane 


369 


LI:351120.6:2001MAY17 


330 


357 


forward 3 


TM 


Non-Cytosolic 


369 


LI:351120.6:2001MAY17 


358 


380 


forward 3 


TM 


Transmembrane 


369 


LI:351120,6:2001MAY17 


381 


392 


forward 3 


TM 


Cytosolic 


369 


LI:351120.6:2001MAY17 


393 


415 


forward 3 


TM 


Transmembrane 


369 


LI:351120.6:2001MAY17 


416 


1097 


forward 3 


TM 


Non-Cytosolic 


370 


LI:358762.41:2001MAY17 


1 


177 


forward 1 


TM 


Non-Cytosolic 


370 


LI:358762.41:2001MAY17 


178 


200 


forward 1 


TM 


Transmembrane 


370 


LI:358762.41:2001MAY17 


201 


206 


forward 1 


TM 


Cytosolic 


370 


LI:35876241:2001MAY17 


207 


229 


forward 1 


TM 


Transmembrane 


370 


LI:358762.41:2001MAY17 


230 


561 


forward 1 


TM 


Non-Cytosolic 


370 


LI:358762.41:2001MAY17 


1 


160 


forward 2 


TM 


Cytosolic 
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TABLE 2 



SEQ D NO: 


Template ID 


Start 


Stop 


Frame 


Domain Type 


Topology 


370 


LI:358762.41:2001MAY17 


161 


183 


forward 2 


TM 


Transmembrane 


370 


LI:358762.41:2001MAY17 


184 


216 


forward 2 


TM 


Non-Cytosoiic 


370 


LI:358762.41:2001MAY17 


217 


239 


forward 2 


TM 


Transmembrane 


370 


LI:358762.41:2001MAY17 


240 


441 


forward 2 


TM 


Cytosolic 


370 


U:3587 62.4 1 :2001 MAY 1 7 


442 


464 


forward 2 


TM 


Transmembrane 


370 


LI:358762.41:2001MAY17 


465 


561 


forward 2 


TM 


Non-Cytosolic 


370 


LI:358762.41:2001MAY17 


1 


14 


forward 3 


TM 


Non-Cytosolic 


370 


LI:358762.41:2001MAY17 


15 


37 


forward 3 


TM 


Transmembrane 


370 


LI:358762.41 :2001MAY17 


38 


172 


forward 3 


TM 


Cytosolic 


370 


LI:358762.41:2001MAY17 


173 


195 


forward 3 


TM 


Transmembrane 


370 


LI:358762.41:2001MAY17 


196 


209 


forward 3 


TM 


Non-Cytosolic 


370 


LI:358762.41:2001MAY17 


210 


229 


forward 3 


TM 


Transmembrane 


370 


LI:358762.41:2001MAY17 


230 


433 


forward 3 


TM 


Cytosolic 


370 


LI:358762.41:2001MAY17 


434 


453 


forward 3 


TM 


Transmembrane 


370 


LI:358762.41:2001MAY17 


454 


472 


forward 3 


TM 


Non-Cytosolic 


370 


LI:358762.41:2001MAY17 


473 


495 


forward 3 


TM 


Transmembrane 


370 


LI:358762.41:2001MAY17 


496 


560 


forward 3 


TM 


Cytosolic 


371 


LI:363003.48:2001MAY17 


1 


192 


forward 3 


TM 


Non-Cytosolic 


371 


LI:363003.48:2001MAY17 


193 


215 


forward 3 


TM 


Transmembrane 


371 


LI:363003.48:2001MAY17 


216 


256 


forward 3 


TM 


Cytosolic 


371 


LI:363003.48:2001MAY17 


257 


279 


forward 3 


TM 


Transmembrane 


371 


LI:363003.48:2001MAY17 


280 


288 


forward 3 


TM 


Non-Cytosolic 


371 


LI:363003.48:2001MAY17 


289 


311 


forward 3 


TM 


Transmembrane 


371 


U:363003.48:2001MAY17 


312 


323 


forward 3 


. TM . 


Cytosolic 


371 


LI:363003.48:2001MAY17 


324. 


346. 


forward 3 


. TM 


Transmembrane 


371 


LI:363003.48:2001MAY17 


347 


347. 


forward 3 


TM 


Non-Cytosolic 


372 


LI:370899.6:2001MAY17 


1 


523 


forward 1 


TM 


. Non-Cytosolic 


372 


LI:370S99.6:2001MAY17 


524 


546 


forward 1 


TM 


Transmembrane 


372 


LI:370899.6:2001MAY17 


547 


579 


forward 1 , 


TM 


Cytosolic 


372 


LI:370899.6:2001MAY17 


580 


602 


forward 1 


TM 


Transmembrane 


372 


LI:370899.6:2001MAY17 


603 


621 


forward 1 


TM 


Non-Cytosolic 


372 


LI:370899.6:2001MAY17 


622 


644 


forward 1 


TM 


Transmembrane 


372 


LJ:370899.6:2001MAY17 


645 


664 


forward 1 


TM 


Cytosolic 


372 


LI:370899.6:2001MAY17 


665 


687 


forward 1 


TM 


Transmembrane 


372 


LI:370899.6:2001MAY17 


688 


1216 


forward 1 


TM 


Non-Cytosolic 


372 


L1:370899.6:2001MAY17 


1 


553 


forward 2 


TM 


Non-Cytosolic 


372 


LI:370899.6:2001MAY17 


554 


576 


forward 2 


TM 


Transmembrane 


372 


LI:370899.6:2001MAY17 


577 


617 


forward 2 


TM 


Cytosolic 


372 


LI:370899.6:2001MAY17 


618 


640 


forward 2 


TM 


Transmembrane 


372 


LI:370899.6:2001MAY17 


641 


659 


forward 2 


TM 


Non-Cytosolic 


372 


LI:370899.6:2001MAY17 


660 


682 


forward 2 


TM 


Transmembrane 


372 


LI:370899.6;2001MAY17 


683 


711 


forward 2 


TM 


Cytosolic 


372 


LI:370899.6:2001MAY17 


712 


734 


forward 2 


TM 


Transmembrane 


372 


LI:370899.6:2001MAY17 


735 


1216 


forward 2 


TM 


Non-Cytosolic 


372 


LI:370899.6:2001MAY17 


i 


522 


forward 3 


TM 


Non-Cytosolic 


372 


LI:370899.6:2001MAY17 


523 


545 


forward 3 


TM 


Transmembrane 


372 


LI:370899.6:2001MAY17 


546 


714 


forward 3 


TM 


Cytosolic 


372 


LI:370899.6:200IMAY17 


715 


737 


forward 3 


TM 


Transmembrane 


372 


LI:370899.6:2001MAY17 


738 


1215 


forward 3 


TM 


Non-Cytosolic 


373 


LI:376470.1:2001MAY17 


1 


126 


forward 3 


TM 


Cytosolic 


373 


LI:376470.1:2001MAY17 . 


127 


149 


forward 3 


TM 


Transmembrane 


373 


LI:376470.1:2001MAY17 


150 


180 


forward 3 


TM 


Non-Cytosolic 


374 


LL40096 1 . 1 8:2001 MA Y 17 


1 


303 


forward 1 


TM 


Non-Cytosolic 


374 


L1:400961.18:2001MAY17 


304 


326 


forward 1 


TM 


Transmembrane 



192 



WO 02/083876 



PCT/US02/09921 



TABLE 2 



SEQ D NO: 
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374 


LI:400961 . 1 8:2001 MAY 1 7 


327 


489 


forward 1 


TM 


Cytosolic 


374 


LL40096 1.18:2001 MAY 1 7 


490 


512 


forward 1 


TM 


Transmembrane 


374 


LI:40096L18:2001MAY17 


513 


607 


forward 1 


TM 


Non-Cytosolic 


374 


LI:4O096 1 . 1 8:2001 MAY 1 7 


1 


186 


forward 3 


TM 


Non-Cytosolic 


374 


LL40096 1 . 1 8:2001 MA Y 1 7 


187 


206 


forward 3 


TM 


Transmembrane 


374 


LL40096 1 . 1 8:2001 MAY 1 7 


207 


210 


forward 3 


TM 


Cytosolic 


374 


LL40096 1 . 1 8 :2001M A Y 1 7 


211 


233 


forward 3 


TM 


Transmembrane 


374 


LL40096 1 . 1 8 :2001 MAY 1 7 


234 


606 


forward 3 


TM 


Non-Cytosolic 


375 


LI:404482.20:2001MAY17 


1 


421 


forward 1 


TM 


Non-Cytosolic 


375 


LI:404482.20:2001MAY17 


422 


444 


forward 1 


TM 


Transmembrane 


3.75 


LI:404482.20:2001MAY17 


445 


653 


forward 1 


TM 


Cytosolic 


375 


LI:404482.20:2001 MAY 17 


654 


676 


forward 1 


TM 


Transmembrane 


375 


LI:404482.20:2001MAY17 


677 


719 


forward 1 


TM 


Non-Cytosolic 


375 


LI:404482.20:2001MAY17 


720 


742 


forward 1 


TM 


Transmembrane 


375 • 


LI:404482.20:2001MAY17 


743 


1018 


forward 1 


TM 


Cytosolic 


375 


LI:404482.20:2001MAY17 


1019 


1038 


forward 1 


TM 


Transmembrane 


375 


LI:404482.20:2001MAY17 


1039 


1052 


forward 1 


TM 


Non-Cytosolic 


375 


LI:404482.20:2001MAY17 


1053 


1075 


forward 1 


TM 


Transmembrane 


375 


LI:404482.20:2001MAY17 


3076 


1081 


forward 1 


TM 


Cytosolic 


375 


LI:404482.20:2001MAY17 


1082 


1100 


forward 1 


TM 


Transmembrane 


375 


LI:404482.20:2001MAY17 


1101 


1201 


forward 1 


TM 


Non-Cytosolic 


375 


LI:404482.20:2001MAY17 


1 


250 


forward 2 


TM 


Cytosolic 


375 


LI:404482.20:2001MAY 1 7 


251 


273 


forward 2 


TM 


Transmembrane 


375 


LI:404482.20:2001MAY17 


274 


1041 


forward 2 


- TM 


. Non-Cytosolic 


375 


LI:4044S2.20:2001MAYJ7 


1042 


1061 


forward 2 


TM 


Transmembrane 


375 


LI:404482.20:2001MAY17 


1062 


1201 


forwards 


TM 


Cytosolic 


375 


LI:404482.20:2001MAY17 


1 


930 


forward 3 


TM 


Non-Cytosolic 


375 


LI:404482.20:2001MAY17 


931 


953 


forward 3 


' ' TM 


Transmembrane 


375 


LI:404482.20:2001MAY17 


954 


1016 


forward 3 


TM 


Cytosolic 


375 


LI:404482.20:2001MAY17 


1017 


1039 


forward 3 


TM 


Transmembrane 


375 


L1:404482.20:2001MAY17 


1040 


1048 


forward 3 


TM 


Non-Cytosolic 


375 


LI:404482.20:2001MAY17 


1049 


1071 


forward 3 


TM 


Transmembrane 


375 


LI:404482.20:2001MAY17 


1072 


1102 


forward 3 


TM 


Cytosolic 


375 


LI:404482.20:2001MAY17 


1103 


1125 


forward 3 


TM 


Transmembrane 


375 


U:404482.20:2001MAY17 


1126 


1200 


forward 3 


TM 


Non-Cytosolic 


376 


LI:405985.1:2001MAY17 


1 


364 


forward 1 


TM 


Non-Cytosolic 


376 


LI:405985.1:2001MAY17 


365 


387 


forward 1 


TM 


Transmembrane 


376 


LI:405985.1:2001MAY17 


388 


424 


forward 1 


TM 


Cytosolic 


376 


LI:405985.1:2001MAY17 


1 


64 


forward 2 


TM 


Cytosolic 


376 


LI:405985.1:2001MAY17 


65 


87 


forward 2 


TM 


Transmembrane 


376 


LI:405985.1:2001MAY17 


88 


424 


forward 2 


TM 


Non-Cytosolic 


377 


LI:406389.1:2001MAY17 , 


1 


37 


forward 2 


TM 


Cytosolic 


377 


LI:406389.1:2001MAY17 


38 


60 


forward 2 


TM 


Transmembrane 


377 


LI:406389.1:2001MAY17 


61 


160 


forward 2 


TM 


Non-Cytosolic 


377 


LI:406389.1:2001MAY17 


161 


183 


forward 2 


TM 


Transmembrane 


377 


LL406389. 1 :200 IMA Y 1 7 


184 


199 


forward 2 


TM 


Cytosolic 


377 


LI:406389.1:2001MAY17 


200 


222 


forward 2 


TM 


Transmembrane 


377 


U:406389.1:2001MAY17 


223 


622 


forward 2 


TM 


Non-Cytosolic 


378 


0:406833.1:200 1MAY17 


1 


448 


forward 1 


TM 


Non -Cytosolic 


378 


LI:406833.1:2001MAY17 


449 


471 


forward 1 


TM 


Transmembrane 


378 


LI:406833.1:200IMAY17 


472 


500 


forward 1 


TM 


Cytosolic 


378 


LI:406833.1:2001MAY17 


501 


523 


forward 1 


TM 


Transmembrane 


378 


LI:406833.1:2001MAY17 


524 


975 


forward 1 


TM 


Non-Cytosolic 


378 


LI:406833.1:2001MAY17 


1 


902 


forward 2 


TM 


Non-Cytosolic 
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Start 


Stop 
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378 


L1:406833.1:2001MAY17 


903 


925 


forward 2 


TM 


Transmembrane 


378 


LI:406833. 1:2001 MAY 1 7 


926 


945 


forward 2 


TM 


Cytosolic 


378 


LI:406833.1:2001MAY17 


946 


968 


forward 2 


TM 


Transmembrane 


378 


LI:406833. 1 :200 1 MAY 1 7 


969 


975 


forward 2 


TM 


Non-Cytosolic 


378 


LL406833. 1:200 1MAY1 7 


1 


901 


forward 3 


TM 


Non-Cytosolic 


378 


LI:406833.1:2001MAY17 


902 


924 


forward 3 


TM 


Transmembrane 


378 


LI:406833.1:2001MAY17 


925 


943 


forward 3 


TM 


Cytosolic 


378 


0:406833,1 :2001MAY17 


944 


961 


forward 3 


TM 


Transmembrane 


378 


LI:406833.1:2001MAY17 


962 


975 


forward 3 


TM 


Non-Cytosolic 


379 


LI:407921.3:2001MAY17 


1 


1805 


forward 2 


TM 


Non-Cytosolic 


379 


LI:407921.3:2001MAY17 


1806 


1828 


forward 2 


TM 


Transmembrane 


379 


L1:407921.3:2001MAY17 


1829 


1863 


forward 2 


TM 


Cytosolic 


380 


LI:409078.54:2001MAY17 


1 


28 


forward 3 


TM 


Non-Cytosolic 


380 


LI:409078.54:2001MAY17 


29 


51 


forward 3 


TM 


Transmembrane 


380 


LI:409078.54:2001MAY17 


52 


80 


forward 3 


TM 


Cytosolic 


380 


LI:409078,54:2001MAY17 


81 


103 


forward 3 


TM 


Transmembrane 


380 


LI:409078.54:2001MAY17 


104 


1242 


forward 3 


TM 


Non-Cytosolic 


381 


LI:423601.6:2001MAY17 


1 


314 


forward 3 


TM 


Non-Cytosolic 


381 


LI:423601.6:2001MAY17 


315 


337 


forward 3 


TM 


Transmembrane 


381 


LI:423601.6:2001MAY17 


338 


345 


forward 3 


TM 


Cytosolic 


381 


LI:423601.6:2001MAY17 


346 


364 


forward 3 


TM 


Transmembrane 


381 


LI:423601.6:2001MAY17 


365 


378 


forward 3 


TM 


Non-Cytosolic 


381 


LI:42360L6:2001MAY17 


379 


401 


forward 3 


TM 


Transmembrane 


381 


LI:42360L6:2001MAY17 


402 


414 


forward 3 


TM 


Cytosolic 


. 382 


LI:425024.5:2001MAY17 . 


1 


173 


forward 2 


. . TM 


Non-Cytosolic 


■■ 382 


LI:425024.5:2001MAY17 


174 


196 


forward 2 


TM 


Transmembrane 


382 


LI:425024.5:2001MAY17 


197 


215 


forward 2 


TM 


Cytosolic 


382 


LI:425024.5:2001MAY17 


216 


238 


forward 2 


TM 


Transmembrane 


382 


LI:425024.5:2001MAY17 


239 


242 


forward 2 


TM 


Non-Cytosolic 


382 


LI:425024.5:2001MAY17 


243 


260 


forward 2 


TM 


Transmembrane 


382 


LI:425024.5:200 1 MAY 1 7 


261 


266 


forward 2 


TM 


Cytosolic 


382 


LI:425024.5:2001MAY17 


267 


289 


forward 2 


TM 


Transmembrane 


382 


LI:425024.5:2001MAY17 


290 


583 


forward 2 


TM 


Non-Cytosolic 


383 


LI:427909.29:2001MAY17 


1 


252 


forward 1 


TM 


Non-Cytosolic 


383 


LI:427909.29:2001MAY17 


253 


. 275 


forward 1 


TM 


Transmembrane 


383 


LI:427909.29:2001MAY17 


276 


463 


forward 1 


TM 


Cytosolic 


383 


LI:427909.29:2001MAY17 


464 


483 


forward 1 


TM 


Transmembrane 


383 


LI:427909.29:2001 M AY 1 7 


484 


545 


forward 1 


TM 


Non-Cytosolic 


383 


U:427909.29:2001MAY17 


546 


568 


forward 1 


TM 


Transmembrane 


383 


LI:427909.29:2001MAY17 


569 


580 


forward 1 


TM 


Cytosolic 


383 


LI:427909.29:2001MAY17 


581 


603 


forward 1 


TM 


Transmembrane 


383 


LI:427909.29:2001MAY17 


604 


617 


forward 1 


TM 


Non-Cytosolic 


383 


LI:427909.29:2001MAY17 


618 


637 


forward 1 


TM 


Transmembrane 


383 


LI:427909.29:2001MAY17 


638 


657 


forward 1 


TM 


Cytosolic 


383 


LI:427909.29:2001MAY17 


658 


680 


forward 1 


TM 


Transmembrane 


383 


LI:427909.29:2001MAY17 


681 


725 


forward 1 


TM 


Non-Cytosolic 


383 


U:427909.29:2001MAY17 


726 


748 


forward 1 


TM 


Transmembrane 


383 


LI:427909.29:2001MAY17 


749 


780 


forward 1 


TM 


Cytosolic 


383 


LI:427909.29:2001MAY17 


781 


803 


forward 1 


TM 


Transmembrane 


383 


LI:427909.29:2001MAY 1 7 


804 


858 


forward 1 


TM 


Non-Cytosolic 


383 


LI:427909.29:2001 MA Y 1 7 


859 


881 


forward 1 


TM 


Transmembrane 


383 


LI :427 909.29 :200 1 MAY 1 7 


882 


1201 


forward 1 


TM 


Cytosolic 


383 


LI:427909.29:2001MAY17 


1202 


1224 


forward 1 


TM 


Transmembrane 


383 


LI:427909.29:2001MAYI7 


1225 


1255 


forward 1 


TM 


Non-Cytosolic 



194 



WO 02/083876 



PCT/US02/09921 



TABLE 2 



SEQDNO: 


Template ID 
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383 


L1:427909.29:2001MAY17 


1 


283 


forward 2 


TM 


Non-Cytosolic 


383 


0:427909.29:2001 MA Y 1 7 


284 


306 


forward 2 


TM 


Transmembrane 


383 


LI:427909.29:2001MAY17 


307 


318 


forward 2 


TM 


Cytosolic 


383 


LI:427909.29:2001MAY17 


319 


341 


forward 2 


TM 


Transmembrane 


383 


LI:427909.29:2001MAY 17 


342 


460 


forward 2 


TM 


Non-Cytosolic 


• 383 


LI:427909.29:2001MAY17 


461 


483 


forward 2 


TM 


Transmembrane 


383 


U:427909.29:2001MAY17 


484 


582 


forward 2 


TM 


Cytosolic 


383 


LI:427909.29:2001MAY17 


583 


605 


forward 2 


TM 


Transmembrane 


383 


LI:427909.29:2001MAY17 


606 


624 


forward 2 


TM 


Non-Cytosolic 


383 


LI:427909.29:2001MAY17 


625 


642 


forward 2 


TM 


Transmembrane 


383 


LI:427909.29:2001MAY17 


643 


662 


forward 2 


TM 


Cytosolic 


383 


U:427909.29:2001MAY17 


663 


685 


forward 2 


TM 


Transmembrane 


383 


LI:427909.29:2001MAY17 


686 


688 


forward 2 


TM 


Non-Cytosolic 


383 


LI:427909.29:2001MAY17 


689 


711 


forward 2 


TM 


Transmembrane 


383 


LI:427909.29:2001MAY17 


712 


729 


forward 2 


TM 


Cytosolic 


383 


LI:427909.29:2001MAY17 


730 


752 


forward 2 


TM 


Transmembrane 


383 


LI:427909.29:2001MAY17 


753 


780 


forward 2 


TM 


Non-Cytosolic 


383 


LI:427909.29:2001MAY17 


781 


803 


forward 2 


TM 


Transmembrane 


383 


LI:427909.29:2001MAY17 


804 


929 


forward 2 


TM 


Cytosolic 


383 


LI:427909.29:2001MAY17 


930 


949 


forward 2 


TM 


Transmembrane 


383 


LI:427909.29:2001MAY17 


950 


1254 


forward 2 


TM 


Non-Cytosolic 


383 


LI:427909.29:2001MAY17 


1 


319 


forward 3 


TM 


Cytosolic 


383 


LI:427909.29:2001MAY 17 


320 


339 


forward 3 


TM 


Transmembrane 


383 


LI:427909.29:2001MAY17 


340 


622 


forward 3 


TM 


Non-Cytosolic 


• 383 


LI:427909.29:2001MAY17 


623 


640 


forward 3 


TM 


Transmembrane 


383 • 


LI:427909.29:2001MAY17 


641 


675 


forward 3 


TM 


Cytosolic 


383 


LI:427909.29:2001MAY17 


676 


698 


forward 3 


TM 


Transmembrane 


383 


LI:427909.29:2001MAY17 


699 


728 


forward 3 


TM 


Non-Cytosolic 


383 


LI:427909.29:2001MAY17 


729 


751 


forward 3 


TM 


Transmembrane 


383 


LI:427909.29:200IMAY17 


752 


833 


forward 3 


TM 


Cytosolic 


383 


LI:427909.29:2001MAY17 


834 


856 


forward 3 


TM 


Transmembrane 


383 


LI:427909.29:2001MAY17 


857 


1254 


forward 3 


TM 


Non-Cytosolic 


384 


LI:428198.20:2001MAY17 


1 


171 


forward 2 


TM 


Cytosolic 


384 


LI:428198.20:2001MAY17 


172 


194 


forward 2 


TM 


Transmembrane 


384 


LI:428198.20:2001MAY17 


195 


820 


forward 2 


TM 


Non-Cytosolic 


384 


LI:428198.20:2001MAY17 


821 


840 


forward 2 


TM 


Transmembrane 


384 


LI:428198.20:2001MAY17 


841 


860 


forward 2 


TM 


Cytosolic 


384 


LI:428198.20:2001MAY17 


861 


883 


forward 2 


TM 


Transmembrane 


384 


LI:428198.20:2001MAY17 


884 


892 


forward 2 


TM 


Non-Cytosolic 


384 


L1:428198.20:2001MAY17 


893 


915 


forward 2 


TM 


Transmembrane 


384 


LI:428198.20:2001MAY17 


916 


958 


forward 2 


TM 


Cytosolic 


384 


LI:428198.20:2001MAY17 


1 


910 


forward 3 


TM 


Non-Cytosolic 


384 


LI:428198.20:2001MAY17 


911 


933 


forward 3 


TM 


Transmembrane 


384 


LI:428198.20:2001MAY17 


934 


958 


forward 3 


TM 


Cytosolic 


385 


LI:429738.6:2001MAY17 


1 


19 


forward 1 


TM 


Cytosolic 


385 


L1:429738.6:2001MAY17 


20 


42 


forward 1 


TM 


Transmembrane 


385 


LI:429738.6:2001MAY17 


43 


45 


forward 1 


TM • 


Non-Cytosolic 


385 


LI:429738.6:2001MAY17 


46 


63 


forward 1 


TM 


Transmembrane 


385 


LI:429738.6:2001MAY17 


64 


343 


forward 1 


TM 


Cytosolic 


385 


LI:429738.6:2001MAY17 


344 


366 


forward 1 


TM 


Transmembrane 


385 


LI:429738.6:2001MAY17 


367 


380 


forward 1 


TM 


Non-Cytosolic 


385 


LI:429738.6:2001MAY17 


381 


403 


forward 1 


TM 


Transmembrane 


385 


LI:429738.6:2001MAY17 


404 


416 


forward 1 


TM 


Cytosolic 


385 


L1:429738.6:2001MAY17 


1 


19 


forward 2 


TM 


Non-Cytosolic 
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Stop 


Frame 


Domain Type 


Topology 


385 


LI:429738.6:2001MAY37 


20 


42 


forward 2 


TM 


Transmembrane 


385 


LI:429738.6:2001MAY17 


43 


336 


forward 2 


TM 


Cytosolic 


385 


LI:429738.6:2001MAY17 


337 


359 


forward 2 


TM 


Transmembrane 


385 


LI:429738.6:2001MAY17 


360 


363 


forward 2 


TM 


Non-Cytosolic 


385 


LI:429738.6:2001MAY17 


364 


386 


forward 2 


TM 


Transmembrane 


385 


LI:429738.6:2001MAY17 


387 


392 


forward 2 


TM 


Cytosolic 


385 


LI:429738.6:2001MAY17 


393 


415 


forward 2 


TM 


Transmembrane 


385 


LI:429738.6:2001MAY17 


416 


416 


forward 2 


TM 


Non-Cytosolic 


385 


LI:429738.6:2001MAY17 


1 


19 


forward 3 


TM 


Cytosolic 


385 


LI:429738.6:2001MAY17 


20 


42 


forward 3 


TM 


Transmembrane 


385 


LI:429738.6:2001MAY17 


43 


333 


forward 3 


TM 


Non-Cytosolic 


385 


LI:42973 8.6:2001 MA Y 1 7 


334 


356 


forward 3 


TM 


Transmembrane 


385 


LL42973 8. 6: 200 1 MAY 1 7 


357 


360 


forward 3 


TM 


Cytosolic 


385 


LL42973 8.6:2001 MAY 17 


361 


383 


forward 3 


TM 


Transmembrane 


385 


LI:429738.6:2001MAY17 


384 


387 


forward 3 


TM 


Non-Cytosolic 


385 


LI:429738.6:2001MAY17 


388 


410 


forward 3 


TM 


Transmembrane 


385 


LI:429738.6:2001MAY17 


411 


415 


forward 3 


TM 


Cytosolic 


386 


LI:449437.1:2001MAY17 


1 


73 


forward 2 


TM 


Cytosolic 


386 


LI:449437. 1 :2001MAY 17 


74 


96 


forward 2 


TM 


Transmembrane 


386 


LL449437. 1 :2001MAY17 


97 


115 


forward 2 


TM 


Non-Cytosolic 


386 


LI:449437.1:2001MAY17 


116 


133 


forward 2 


TM 


Transmembrane 


386 


LL449437. 1 :2001MAY17 


134 


237 


forward 2 


TM 


Cytosolic 


386 


LI:449437.1:2001MAY17 


238 


260 


forward 2 


TM 


Transmembrane 


386. 


L1:449437.1:2001MAY17 


. 261 


279 


forward 2 


TM 


Non-Cytosolic 


. , 387- . 


LI:459269.25:2001MAY17. . 


1 


326 


forward 2 


TM 


Non-Cytosolic 


387- 


LI:459269.25:2001MAY17 • 


327 ■ 


349 


forward 2 


TM 


Transmembrane 


. 387 


LI:459269.25:2001MAY17 


. ; 350 


640 


forward 2 


TM 


Cytosolic 


388 


L1:464206.1:2001MAY17 


1 


80 


forward 2 


TM 


Cytosolic 


.388 


LI:464206.1:2001MAY17 


: 81 


103 


forward 2 


TM 


Transmembrane 


388 


LI:464206. 1 :2001MA Yl 7 


104 


942 


forward 2 


TM 


Non-Cytosolic 


388 


LI:464206.1:2001MAY17 


1 


694 


forward 3 


TM 


Non-Cytosolic 


388 


LI:464206.1:2001MAY17 


695 


717 


forward 3 


TM 


Transmembrane 


388 


LI:464206. 1 :2001MAY17 


718 


723 


forward 3 


TM 


Cytosolic 


388 


LI:464206.1:2001MAY17 


724 


746 


forward 3 


TM 


Transmembrane 


388 


LL464206. 1 :2001MAY17 


747 


942 


forward 3 


TM 


Non-Cytosolic 


389 


LI:465821.2:2001MAY17 


1 


446 


forward 1 


TM 


Non-Cytosolic 


389 


LI:465821.2:2001MAY17 


447 


466 


forward 1 


TM 


Transmembrane 


389 


LI:465821.2:2001MAY17 


467 


477 


forward 1 


TM 


Cytosolic 


389 


LI:465 82 1 .2:200 IMA Y 1 7 


478 


500 


forward 1 


TM 


Transmembrane 


389 


LI:465821.2:2001MAY17 


501 


654 


forward 1 


TM 


Non-Cytosolic 


389 


LI:465821.2:2001MAY17 


1 


439 


forward 2 


TM 


Non-Cytosolic 


389 


LI:46582 1 .2:2001MAY 17 


440 


459 


forward 2 


TM 


Transmembrane 


389 


LI:465821.2:2001MAY17 


460 


470 


forward 2 


TM 


Cytosolic 


* 

389 


LI :465 82 1 .2:200 1 MAY 1 7 


471 


493 


forward 2 


TM 


Transmembrane 


389 


LI:465821.2:2001MAY17 


494 


653 


forward 2 


TM 


Non-Cytosolic 


389 


LI:465821.2:2001MAY17 


1 


469 


forward 3 


TM 


Non-Cytosolic 


389 


LI:465821.2:2001MAY17 


470 


492 


forward 3 


TM 


Transmembrane 


389 


LI:465821.2:2001MAY17 


493 


653 


forward 3 


TM 


Cytosolic 


390 


LI:474414.28:2001MAY17 


1 


349 


forward 1 


TM 


Non-Cytosolic 


390 


LI:474414.28:2001MAY17 


350 


372 


forward 1 


TM 


Transmembrane 


390 


LI:474414.28:2001MAY17 


373 


391 


forward 1 


TM 


Cytosolic 


390 


LI.4744 14.28 :2001 MA Y17 


392 


414 


forward 1 


TM 


Transmembrane 


390 


LI :4744 1 4.28:2001M AY 17 


415 


1028 


forward 1 


TM 


Non-Cytosolic 


390 


LI.-4744 1 4.28:2001 MA Y 1 7 


1029 


1051 


forward 3 


TM 


Transmembrane 
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SEQ D NO: 


Template ID 


Start 


Stop 


Frame 


Domain Type 


Topology 


390 


LI:474414.28:2001MAY17 


1052 


1133 


forward 1 


rM 


Cytosolic 


390 


LI:4744 14.28: 200 1 MAY 1 7 


1134 


1156 


forward 1 


TM 


Transmembrane 


390 


LL47441 4.28:2001MA Y 1 7 


1157 


1405 


forward 1 


TM 


Non-Cytosolic 


390 


LI:474414.28:2001MAY17 


1 


12 


forward 2 


TM 


Cytosolic 


390 


LI:474414.28:2001MAY17 


13 


35 


forward 2 


TM 


Transmembrane 


390 


LI:474414.28:2001MAY17 


36 


44 


forward 2 


TM 


Non-Cytosolic 


390 


LI:474414.28:2001MAY17 


45 


67 


forward 2 


TM 


Transmembrane 


390 


LI:474414.28:2001MAY17 


68 


437 


forward 2 


TM 


Cytosolic 


390 


LL4744 14.28 :200 1 MA Y 1 7 


438 


457 


forward 2 


TM 


Transmembrane 


390 


LI:474414.28:2001MAY17 


458 


466 


forward 2 


TM 


Non-Cytosolic 


390 


LI:474414.28:2001MAY17 


467 


489 


forward 2 


TM 


Transmembrane 


390 


LI:474414.28:2001MAY17 


490 


501 


forward 2 


TM 


Cytosolic 


390 


LL4744 1 4.28 :200 1 MAY 1 7 


502 


521 


forward 2 


TM 


Transmembrane 


390 


U:474414.28:2001MAY17 


522 


1405 


forward 2 


TM 


Non-Cytosolic 


390 


LI:474414.28:2001MAY17 


1 


302 


forward 3 


TM 


Non-Cytosolic 


390 


LI:474414.28:2001MAY17 


303 


325 


forward 3 


TM 


Transmembrane 


390 


L1:474414.28:2001MAY17 


326 


345 


forward 3 


TM 


Cytosolic 


390 


LI:474414.28:2001MAY17 


346 


368 


forward 3 


TM 


Transmembrane 


390 


L1:474414.28:2001MAY17 


369 


394 


forward 3 


TM 


Non-Cytosolic 


390 


LL4744 1 4.28 :2001 MA Y 1 7 


395 


417 


forward 3 


TM 


Transmembrane 


390 


LI:474414.28:2001MAY17 


418 


437 


forward 3 


TM 


Cytosolic 


390 


LI:474414.28:2001MAY17 


438 


455 


forward 3 


TM 


Transmembrane 


390 


LI:474414.28:2001MAY17 


456 


467 


forward 3 


TM 


Non-Cytosolic 


390 


LI:474414.28:2001MAY17 


468 


490 


. forward 3 


TM 


Transmembrane 


390 


LI:474414.28:2001MAY17 . 


491 


496 


. forward 3 


TM 


Cytosolic 


390 - 


LI:474414.28:2001MAY17 


497 


514 


forward 3 


TM 


Transmembrane 


390 


LI:474414.28:2001MAY17 


515 


629 


forward 3 


TM 


Non-Cytosolic 


390 


LI:474414.28:2001MAY17 


630 


652 


forward 3 


TM 


Transmembrane 


390 


U:474414.28:2001MAY17 


653 


920 


forward 3 


TM 


Cytosolic 


390 


LI:474414.28:2001MAY17 


921 


943 


forward 3 


TM 


Transmembrane 


390 


LI:474414.28:2001MAY17 


944 


1027 


forward 3 


TM 


Non-Cytosolic 


390 


LI:474414.28:2001MAY17 


1028 


1050 


forward 3 


TM 


Transmembrane 


390 


LI:474414.28:2001MAY17 


1051 


1259 


forward 3 


TM 


Cytosolic 


390 


LI:474414.28:2001MAY17 


1260 


1282 


forward 3 


TM 


Transmembrane 


390 


LI:474414.28:2001MAY17 


1283 


1296 


forward 3 


TM 


Non-Cytosolic 


390 


LI:474414.28:2001MAY17 


1297 


1316 


forward 3 


TM 


Transmembrane 


390 


LI :4744 1 4.28 :200 1 MAY 17 


1317 


1405 


forward 3 


TM 


Cytosolic 


391 


LI:474435.14:2001MAY17 


1 


137 


forward 2 


TM 


Non-Cytosolic 


391 


LL474435. 1 4 :2001 MAY 17 


138 


160 


forward 2 


TM 


Transmembrane 


391 


LI:474435.14:2001MAY17 


161 


180 


forward 2 


TM 


Cytosolic 


391 


LI:474435.14:2001MAY17 


181 


203 


forward 2 


TM 


Transmembrane 


391 


LI:474435. 14:2001MAY17 


204 


472 


forward 2 


TM 


Non-Cytosolic 


391 


LI:474435.14:2001MAY17 


473 


495 


forward 2 


TM 


Transmembrane 


391 


LI:474435.14:2001MAY17 


496 


542 


forward 2 


TM 


Cytosolic 


391 


L1:474435.14:2001MAY17 


543 


565 


forward 2 


TM 


Transmembrane 


391 


L1:474435.14:2001MAY17 


566 


1160 


forward 2 


TM 


Non-Cytosolic 


392 


LI:474458.11:2001MAY17 


1 


3 


forward 1 


TM 


Non-Cytosolic 


392 


LI:474458.11:2001MAY17 


4 


21 


forward 1 


TM 


Transmembrane 


392 


LI:474458.1 1:2001MAY17 


22 


203 


forward 1 


TM 


Cytosolic 


392 


LI.474458.1 1:2001MAYI7 


204 


226 


forward 1 


TM 


Transmembrane 


392 


LI:474458.11:2001MAY17 


227 


249 


forward 1 


TM 


Non-Cytosolic 


392 


LI:474458.11:2001MAY17 


250 


269 


forward 1 


TM 


Transmembrane 


392 


LI:474458.11:2001MAY17 


270 


275 


forward 1 


TM 


Cytosolic 


392 


LI:474458.11:2001MAY17 


276 


298 


forward 1 


TM 


Transmembrane 
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SEQ D NO: 


Template ID 


Start 


Stop 


Frame 


Domain Type 


Topology 


392 


LL474458. 1 1 :2001MA Y J 7 


299 


567 


forward 1 


TM 


Non-Cytosolic 


392 


LI:47445 8.11 :200 1 MAY 1 7 


568 


590 


forward 1 


iM 


Transmembrane 


392 


LL47445 8.11 :200 1 MAY 1 7 


591 


617 


forward 1 


TV A 


Cytosolic 


392 


LI:474458.11:2001MAY17 


618 


640 


forward 1 


TM 


Transmembrane 


392 


LL474458.il :2001MAY17 


641 


854 


forward 1 


TM 


Non-Cytosolic 


392 


LL474458.il :2001MAY17 


1 


572 


forward 2 


TM 


Non-Cytosolic 


392 


LL474458.il :2001MAY17 


573 


595 


forward 2 


TM 


Transmembrane 


392 


LL474458.11:2001MAY17 


596 


606 


forward 2 


TM 


Cytosolic 


392 


LL474458.11:2001MAY17 


607 


629 


forward 2 


TM 


Transmembrane 


392 


LL474458.11:2001MAY17 


630 


854 


forward 2 


TM 


Non-Cytosolic 


392 


LL474458. 1 1 :2001MAY 1 7 


1 


116 


forward 3 


TM 


Cytosolic 


392 


LI:474458.11:2001MAY17 


117 


139 


forward 3 


TM 


Transmembrane 


392 


LL474458.1 L2001MAY17 


140 


185 


forward 3 


TM 


Non-Cytosolic 


392 


LL474458.1 1 :2001MAY17 


186 


208 


forward 3 


TM 


Transmembrane 


392 


LL474458.il :2001MAY17 


209 


214 


forward 3 


TM 


Cytosolic 


392 


LI:474458.11:2001MAY17 


215 


234 


forward 3 


TM 


Transmembrane 


392 


LL474458.11.-2001MAY17 


235 


248 


forward 3 


TM 


Non-Cytosolic 


392 


LL474458.1 1 :2001MAY 17 


249 


268 


forward 3 


TM 


Transmembrane 


392 


LL474458.1 L2001MAY17 


269 


304 


forward 3 


TM 


Cytosolic 


392 


LL474458.il :2001MAY17 


305 


327 


forward 3 


TM 


Transmembrane 


392 


LL474458.il :2001MAY17 


328 


336 


forward 3 


TM 


Non-Cytosolic 


392 


LL474458.1 L2001MAY17 


337 


359 


forward 3 


TM 


Transmembrane 


392 


LL474458.1 1:2001MAY17 


360 


415 


forward 3 


TM 


Cytosolic 


392 


LL474458.11:2001MAYI7 


.416 


433 


forward 3 


TM 


Transmembrane 


392 


LL474458.11:2001MAY17 


. 434 


.567 


forward 3 


TM 


Non-Cytosolic 


392 


LL474458.1 L2001MAY17 


568 


590 


forward 3 


TM 


Transmembrane 


392 


LL474458.il :2001MAY17 


591 


752 


forward 3 


TM 


Cytosolic 


392 


LL474458.il :2001MAY17 ' 


753 


775 


forward 3 


TM 


Transmembrane 


392 


LI:474458.11:2001MAY17 . 


. 776 


819 


forward 3 


TM 


Non-Cytosolic 


392 


LL474458. 1 1 :2001MAY17 


820 


842 


forward 3 


TM 


Transmembrane 


392 


LI:474458.11:2001MAY17 


843 


854 


forward 3 


TM 


Cytosolic 


393 


LI:477127.18:2001MAY17 


1 


659 


forward 1 


TM 


Non-Cytosolic 


393 


LL477127.18:2001MAY17 


660 


682 


forward 1 


TM 


Transmembrane 


393 


LI:477127.18:2001MAY17 


683 


752 


forward 1 


TM 


Cytosolic 


393 


LI:477127.18:2001MAY17 


753 


775 


forward 1 


TM 


Transmembrane 


393 


LI:477 127.1 8:2001MAY 17 


776 


1102 


forward 1 


TM 


Non-Cytosolic 


393 


LI:477127.18:2001MAY17 


1 


664 


forward 2 


TM 


Non-Cytosolic 


393 


LI:477127.18:2001MAY17 


665 


687 


forward 2 


TM 


Transmembrane 


393 


LL477 127.1 8:2001MAY17 


688 


750 


forward 2 


TM 


Cytosolic 


393 


LI:477127.18:2001MAY17 


751 


773 


forward 2 


TM 


Transmembrane 


393 


LI:477127.18:2001MAY17 


774 


1102 


forward 2 


TM 


Non-Cytosohc 


393 


LI:477127.18:2001MAY17 


1 


135 


forward 3 


TM 


Cytosolic 


393 


LI:477127.18:2001MAY17 


136 


158 


forward 3 


TM 


Transmembrane 


393 


LI:477127.18:2001MAY17 


159 


1102 


forward 3 


TM 


Non-Cytosolic 


394 


LL480375.55:2001MAY17 


1 


740 


forward 3 


TM 


Non-Cytosolic 


394 


LI:480375.55:2001MAY17 


741 


763 


forward 3 


TM 


Transmembrane 


394 


LI:480375.55:2001MAY17 


764 


805 


forward 3 


TM 


Cytosolic 


395 


LI:480467.24:2001MAY17 


1 


146 


forward 3 


TM 


Cytosolic 


395 


LL480467.24:2001MAY17 


147 


164 


. forward 3 


TM 


Transmembrane 


395 


LI:480467.24:2001MAY17 


165 


191 


forward 3 


TM 


Non-Cytosolic 


395 


LI:480467.24:2001MAY17 


192 


214 


forward 3 


TM 


Transmembrane 


395 


LI:480467.24:2001MAY17 


215 


220 


forward 3 


TM 


Cytosolic 


395 


LL480467.24:2001MAY17 


221 


238 


forward 3 


TM 


Transmembrane 


395 


LL480467.24:2001MAY17 


239 


325 


forward 3 


TM 


Non-Cytosolic 
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CCA T\ MH. 

obQ D NL>: 


.template 1L> 


C»nrt 


otOp 


Fnimc 




lopoiogy 




L1.4oU40 / .Z4.ZUUIMA I 1 / 


3Z0 


j4 y 


lUIWal U D 


TM 


TrnncmpmnranA 




Li.4o04o/.Z4.ZI/U1MA I 1 / 




4 J / 


rorwara j 


TM 
1 IVl 


r^vtncrili/* 


inc. 
J9o 


L1:4oUjo /.JuZUUlMA Y 1 / 


1 




forward 1 


TTvT 
IfVl 


v^yiooouc 


396 


LI:4805o/.l:2U01MAi 1 / 


yo 


1 1 Q 
1 I O 


forward 1 


TTV4 


l ransrnerriuraiie 


39o 


L1:4oUjo /.i:ZUUlMA i 1 / 


1 lO 


1 ^1 
I J 1 


iorwara 1 


liVl 


iNon-v^yiosoiic 


396 


Ll:4805o/.1:2UU1MAY1 / 




I Id 


forward 1 


Tiv/r 


Transmembrane 


396 


LI:4805o7.l:2U0lMAYl7 


1*7 

1 /o 




forward 1 


TTVyl 
IM 


Cytosolic 


396 


LI .480587. 1:2001 MAY! 7 


T5A 

239 


2ol 


forward 1 


IM 


Tran sm em bran e 


396 


T 1 one 0^7 1 .OHAlAi A Vn 

LL480587. 1 :2001MA Y 17 


20/ 


115 


forward 1 


IM 


Non-Cytosolic 


396 


LI :4 805 87. 1:2001 MA Yl 7 


274 


29o 


forward 1 


IM 


Transmembrane 


396 


LI:480587.l:200lMAYl7 


297 


*5 AO 

30o 


forward 1 


TTVvf 
IM 


Cytosolic 


396 


LL480587. 1:2001 MAY 17 


309 


331 


forward 1 


IM 


Transmembrane 


396 


Ll:480587.l:200lMAYl7 


332 


086 


forward 1 


IM 


Non-Cytosolic 


396 


LI:480587.l:200lMAYl7 


887 


909 


forward 1 


IM 


Transmembrane 


396 


LI:480587.l:200lMAYl7 


910 


942 


forward 1 


IM 


Cytosolic 


396 


LI :4 805 87 . 1 :200 1M AY 1 7 


943 


965 


forward 1 


TM 


1 ransmembrane 


396 


LI:480587.1:2001MAY17 


966 


1035 


forward 1 


rrrx r 

TM 


Non-Cytosolic 


396 


Ll:4 805 87 . 1 :2001MAY1 7 


1036 


1058 


forward 1 


TM 


Transmembrane 


396 


LL480587. 1 :2001MAY17 


1059 


1070 


forward 1 


TM 


Cytosolic 


396 


LI:480587.1:2001MAY17 


1071 


1093 


forward 1 


TM 


Transmembrane 


396 


LI:480587.1:2001MAY17 


1094 


1097 


forward 1 


TM 


Non-Cytosolic 


396 


LI:480587.1:2001MAY17 


1098 


1120 


forward 1 


TM 


Transmembrane 


396 


LI:480587.1:2001MAY17 


1121 


1236 


forward 1 


TM 


Cytosolic 


396 


LI:480587.1:2001MAY17 


1 


275 


forward 3 


TM 


Cytosolic 


396 


LI:480587.1:2001MAY17 


276 


298 


forward 3 


TM 


Transmembrane 


396 


LI:480587.1:2001MAY17 


299 


307 


forward 3 


TM 


Non-Cytosolic 


396 


LI:480587.1:2001MAY17 


308 


330 


forward 3 


TM 


Transmembrane 


396 


LI :4 80587 . 1 :200 1 MAY 1 7 


331 


424 


forward 3 


TM 


Cytosolic 


396 


LL480587. 1 :2001MAY17 


425 


447 


forward 3 


TM 


Transmembrane 


396 


LI:480587.1:2001MAY17 


448 


938 


forward 3 


TM 


Non-Cytosolic 


396 


LL4805 87. 1 :200 IMA Y 1 7 


939 


961 


forward 3 


TM 


Transmembrane 


396 


LI:480587.1:2001MAY17 


962 


1073 


forward 3 


TM 


Cytosolic 


396 


LI:480587.1:2001MAY17 


1074 


1096 


forward 3 


TM 


Transmembrane 


396 


LI:480587.1:2001MAY17 


1097 


1235 


forward 3 


TM 


Non-Cytosolic 


397 


LI:480798.13:2001MAY17 


1 


392 


forward 1 


TM 


Non-Cytosolic 


397 


LI .480798. 13:2001 MAY 17 


393 


410 


forward 1 


IM 


Transmembrane 


397 


. LL480798.1 3:2001 MAY17 


41 1 


557 


forward 1 


TM 


Cytosolic 


397 


LL480798. 13:2001 MAY 17 


558 


580 


forward 1 


IM 


Transmembrane 


397 


LI:480798.13:2001MAY17 


581 


/"-TO 

678 


forward 1 


IM 


Non-Cytosolic 


397 


t t . a omo o n.iAAii/A vn 

LI :4 8079 8. 13:2001 MAY 17 


679 


701 


forward 1 


TX A 
IM 


l ransmemorane 


397 


LL480798. 13:2001 MAY 17 


702 


741 


forward 1 


IM 


Cytosolic 


397 


LI :4 8079 8. 13:2001 MAY 17 


1 


362 


forward 2 


IM 


Non-Cytosolic 


397 


LL480798. 13:2001 MAY 17 


363 


380 


rorwara 2 


IM 


Transmembrane 


397 


LL480798. 1 3 :200lM AY 17 


381 


386 


forward 2 


IM 


Cytosolic 


397 


LL480798. 1 3 :2001MAY17 


387 


409 


iorwara z 


IM 


Transmembrane 


397 


LL480798. 1 3:2001MAY 17 


410 


418 


rorwara z 


TTV A 
IM 


Non-Cytosohc 


397 


LI:480798.13:2001MAY17 


419 


441 


forward 2 


TM 


Transmembrane 


397 


LL480798. 13:2001MAY17 


442 


670 


forward 2 


TM 


Cytosolic 


397 


LI:480798.13:2001MAY17 


671 


693 


forward 2 


TM 


Transmembrane 


397 


LI:480798.13:2001MAY17 


694 


741 


forward 2 


TM 


Non-Cytosolic 


397 


LI:480798.13:2001MAY17 


1 


360 


forward 3 


TM 


Non-Cytosolic 


397 


LI:480798.13:2001MAY17 


361 


380 


forward 3 


TM 


Transmembrane 


397 


LI:480798.13:2001MAY17 


381 


391 


forward 3 


TM 


Cytosolic 


397 


LI:480798.13:2001MAY17 


392 


411 


forward 3 


TM 


Transmembrane 
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SEQ D NO: 


lemplate ID 


Start 


Stop 


Frame 


iyurudin i ypc 


Topology 


397 


LL480798. 1 3:2001 MA Y 17 


A 1 O 

412 


420 


forward 3 


1 M 


Non-Cytosolic 


397 


LI:480798 . 1 3:200 1 MAY 1 7 


421 


443 


forward 5 


I JVl 


Transmembrane 


397 


LI:48079o. 13:2001 MAY 1 / 


AAA 

444 


Alt* 

4/0 


forward 3 


JL XVI 


Cytosolic 


397 


LI:480798.13:2001MAY17 


477 


499 


forward 3 


1M 


Transmembrane 


397 


LI:480798. 13:2001 MAY 17 


c r\r\ 

500 


559 


forward 3 


1M 


Non-Cytosolic 


397 


LI :4 8079 8. 13:200.1 MAY 17 


560 


579 


forward 3 


1 JVl 


Transmembrane 


397 


LI:480798.l 3:2001 MAY 17 


580 


637 


forward 3 


TTV A 
1M 


cytosolic 


397 


LL480798. 1 3:2001 MAY 1 7 


638 


s c r 

656 


forward 3 


1M 


Transmembrane 


397 


LI:480798.13:2001MAY17 


657 


670 


forward 3 


TM 


Non-Cytosolic 


397 


LI:480798.13:2001MAY17 


671 


693 


forward 3 


TM 


Transmembrane 


397 


LL480798. 13:2001 MAY 17 


694 


740 


forward 3 


TM 


Cytosolic 


398 


LI:481203.14:2001MAY17 


1 


160 


forward 2 


TM 


Cytosolic 


398 


LI:481203.14:2001MAY17 


161 


183 


forward 2 


TM 


Transmembrane 


398 


LI:481203.14:2001MAY17 


184 


1084 


forward 2 


TM 


Non-Cytosolic 


399 


LI:481237.11:2001MAY17 


1 


711 


forward 2 


TM 


Non-Cytosolic 


399 


LI:481237.11:2001MAY17 


712 


731 


forward 2 


TM 


Transmembrane 


399 


LI:481237.11:2001MAY17 


732 


811 


forward 2 


TM 


Cytosolic 


399 


LI :48 1 237 . 1 1 :2001 M A Y 1 7 


812 


831 


forward 2 


TM 


Transmembrane 


399 


LI:48 1 237. 1 1 :2001MAY17 


832 


844 


forward 2 


TM 


Non-Cytosolic 


400 


LI:481368.12:2001MAY17 


1 


15 


forward 2 


TM 


Cytosolic 


400 


LI:481368.12:2001MAY17 


16 


38 


forward 2 


TM 


Transmembrane 


400 


U:481368.12:2001MAY17 


39 


956 


forward 2 


TM 


Non-Cytosolic 


401 


L1:482301.8:2001MAY17 


1 


358 


forward 1 


TM 


Non-Cytosolic 


401 


LI:482301.8:2001MAY17 


359 


381 


forward 1 


TM 


Transmembrane 


401 


LI:482301.8:2001MAY17 


382 


409 


forward 1 


TM 


Cytosolic 


401 


LI:482301.8:2001MAY17 


410 


432 


.tprward 1 


TM 


Transmembrane 


401 


LI:482301.8:2001MAY17 


. 433 


.589 


forward 1 


TM , 


Non-Cytosolic 


401 


LI:48230L8:2001MAY17 ' 


. 590 


609 


forward 1. 


TM 


Transmembrane 


401 


LI:48230L8:2001MAY17 . , . 


; 610 ; 


626 


forward 1 


TM 


Cytosolic 


401 


LI:482301.8:2001MAY17 


1 


361 


forward 2 


TM 


Non-Cytosolic 


401 


LI:482301.8:2001MAY17 


362 


384 


forward 2 


TM 


Transmembrane 


401 


LI:482301.8:2001MAY17 


385 


536 


forward 2 


TM 


Cytosolic 


401 


LI:482301.8:2001MAY17 


537 


559 


forward 2 


TM 


Transmembrane 


401 


LI:482301.8:2001MAY17 


560 


597 


forward 2 


TM 


Non-Cytosolic 


401 


LI:482301.8:2001MAY17 


598 


620 


forward 2 


TM 


Transmembrane 


401 


LI:482301.8:2001MAY17 


621 


625 


forward 2 


TM 


Cytosolic 


401 


LI:482301.8:2001MAY17 


1 


153 


forward 3 


TM 


Non-Cytosolic 


401 


LI:482301.8:2001MAY17 


154 


176 


forward 3 


TM 


Transmembrane 


401 


LI:48230L8:2001MAY17 


177 


333 


forward 3 


TM 


Cytosolic 


401 


LI:482301.8:2001MAY17 


334 


356 


forward 3 


TM 


Transmembrane 


401 


LI :48230 1 . 8:200 1 MAY 1 7 


357 


360 


forward 3 


TM 


Non-Cytosolic 


401 


LI:482301.8:2001MAY17 


361 


383 


forward 3 


TM 


Transmembrane 


401 


LI :48230 1 . 8 :200 1 MAY 1 7 


384 


387 


forward 3 


TM 


Cytosolic 


401 


LI:482301.8:2001MAY17 


388 


410 


forward 3 


TM . 


Transmembrane 


401 . 


LI:48230I.8:2001MAY17 


411 


625 


forward 3 


TM 


Non-Cytosohc 


402 


LI:482482.29:2001MAY17 


1 


loo 


forward 1 


TM 


Cytosolic 


402 


LI:482482.29:2001MAY17 


169 


I9l 


forward 1 


TM 


Transmembrane 


402 


LI:482482.29:2001MAY17 


192 


386 


forward 1 


TM 


Non-Cytosolic 


402 


LI:482482.29:2001MAY17 


1 


119 


forward 3 


TM 


Cytosolic 


402 


LI:482482.29:2001MAY17 


120 


142 


forward 3 


TM 


Transmembrane 


402 


LI:482482.29:2001MAY17 


143 


385 


forward 3 


TM 


Non-Cytosolic 


403 


U:758877.26:2001MAY17 


1 


201 


forward 1 


TM 


Non-Cytosolic 


403 


LI:758877.26:2001MAY17 


202 


224 


forward 1 


TM 


Transmembrane 


403 


LI:758877.26:2001MAY17 


225 


265 


forward 1 


TM 


Cytosolic 



200 
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TABLE 2 







O Lai i 


Stop 


Fnim6 


Domain Type 


Tonnlnov 


4U3 


T T-"7SRR77 9n-9f)Ol MAY17 


966 


988 

Z.OO 


ffirwarH 1 


TM 


Trnn^mpmHranft 

1 1 alio 11 iLiiiui aiiv 


A til 
4U3 


T T-7SRR77 96-9001MAY17 


980 


711 


fnrwar/1 1 


TM 


Nnn-Cvtosolic* 


ACYX 
4U3 


T T-7^RR77 96-9001 MA Y17 
LjI ./joO/ / .ZU .Zw 1 IVirt. IX/ 


1 
1 


90S 

ZV/J 


fAr\x/nrrl 9 


TM 




A (VI 

4U3 


I T-7<JRR77 9A-90MMAY17 

J_il. / JOO / /.ZO.ZUUllVi/\ 11/ 


906 
zwu 


99R 

ZrZO 


finrwaffl 9 

1UJ WttlU L 


TM 


Tr;i n 1 m f» m Krj} n f» 
1 1 anon ici 11 L/i aiitf 


4U3 


1 T-7^RR77 96-9001MAY17 

L*l. / JOO / / .ZO.ZuUllVl/A 11/ 


99Q 

ZZ7 


963 

ZU J 


"fAru/nrH 9 


TM 


NAruC*vtnc;Alic 


403 


T T-*7^QC77 OA-90.ni AA AVI 7 
L.1. / JOO / / .Z0.ZUU1 lvl/\ 11/ 


ZO*t 


9R6 
zoo 


fAr\x/oi*H 9 
1UI Wal U Z 


TM 


lldllMllClllUIulLC 


/i ao 
4U3 


La. /Joo / /.ZO.ZUUlmA 11/ 


9R7 
ZO / 


90O 
zyv 


1 ui Wal u z 


TM 




4113 


T T«*7^RR77 96*9001 M A V17 
LI. /jo5/ / ./O.ZUulJVIA 11/ 


9Q1 
zy I 


J A J 


Tr\r\i/o»*/i 9 
1UI Wal U Z 


TM 

11V1 


Tr fi n q m p in Arfl n 


.4 ai 

403 


T T.TCQOTT O£-0Om A/f AV17 
Li: / joo / /.ZO.ZUUlMA I 1 / 


'il/l 
Jl4 


^97 


iorwara z 


TM 

11VI 


iNUil-V^yHJaUUU 


403 


LI. / Joo / /.ZO.ZUUlMA I I / 


^9R 
jZo 


JJU 


iorwara z 


TM 


Trancrr»f»mKrjinp 
1 IaJlolIIClllL/l alic 


403 


Llr/joo/ /.zd.zuujma i 1 / 


Jjl 


4oJ 


forward 2 


TM 




403 


LI: /joo / /.ZO.ZUUlMA 1 1 / 


4oO 


jUo 


forward 2 


TM 
1M 


1 rdnsrnernDrdne 


403 


T l.nCOOTI I/C-IAA! A>f A V1 *7 

L1:7joo / /. ZO.ZUUlMA X 1 / 


juy 


joO 


forward 2 


TKA 
1 JV1 


iNon-\-.yiosoiic 


A A*l 

403 


LI:7joo / /.ZO.ZUUlMA XI/ 


JO / 


4*no 
ouy 


iorwara z 


TK/I 
IM 


Transmembrane 


403 


T T.*7COOT7 1Z-OAA1 X/l A V1 *7 

LI:758877.z6.ZUulMAY 17 


DIU 


/II 


forward 2 


IM 


Cytosolic 


403 


Ll:758877.z6.ZUuTMAx 17 


1 

1 


/ion 


forward 3 


TA/f 

IM 


Non-Cytosolic 


403 


LI:758877.zo:zUUlMA Y 1 7 


AQ1 

491 


513 


iorwara 3 


IM 


Transmembrane 


403 


LI:758877.26:2u01MAY17 


CI /I 

514 


C*7 1 

571 


forward 3 


IM 


Cytosolic 


403 


LI:758877.26:2u0TMAY17 


572 


594 


forward 3 


IM 


Transmembrane 


403 


LI :75 8 877. 26:2001 MAY 17 


595 


640 


forward 3 


TM 


Non-Cytosolic 


403 


LI:758877.26:2001MAY17 


641 


663 


forward 3 


IM 


Transmembrane 


403 


LI:758877.26:2001MAY17 


664 


710 


forward 3 


IM 


Cytosolic 


404 


LI:791042.1:2001MAY17 


1 


455 


forward 3 


TM 


Non-Cytosolic 


404 


LI:79l 042. 1 :200TMAYl7 


A CH 

456 


478 


forward 3 


IM 


Transmembrane 


404 


LI:79l042.l:200lMAYl7 


479 


4?7 


forward 3 


TM 


Cytosolic 


404 


LI:79 1 042. 1 :2001MAY 17 


1 AO 

1 498. 


520 


forward 3 


TM 


Transmembrane- 


404 


LI :79 1 042. 1 :200 1 M AY 17 


521 . 


CCA . 

550 


forward 3 


IM 


Non-Cytosolic 


405 


LI:808999.26:2001 MAY17 


1 


1475' 


forward 3 


I'M 


Non-Cytosolic 


405 


LI:808999.26:2001 MAY 17 


1476 


1 A AO 

1498 


forward 3 


IM. 


Transmembrane 


405 


Ll:808999.26:200lMAYl7 


1 A AA 

1499 


1 coo 

1523 


forward 3 


IM 


Cytosolic 


405 


LI:808999.26:2001MAY17 


1524 


1 C AC 

1546 


iorwara 3 


IM 


Transmembrane 


405 


LI : 808999. 26:2001 MAY 1 7 


if i«7 

1547 


1565 


forward 3 


IM 


Non-Cytosolic 


405 


LI:808999.26:2001 MAY 17 


1566 


1 coo 
Ijoo 


forward 3 


IM 


Transmembrane 


405 


i "i . o rvo nf\rv o iC. i r\f\ i tv/i a XT' 1 *7 

LI: 808999.26:2001 MAY 17 


1 COA 

1589 


1 QAtZ. 

Io4o 


forward 3 


IM 


Cytosolic 


406 


LI:8I57j5. I0:Zu01MAY17 


I 


JJJ 


forward 1 


IM 


Non-Cytosolic 


406 


LI:bl j715.10:zU01MAY17 


JJD 


D/O 


forward 1 


IM 


1 ransmemorane 


406 


LI: 8 1 57 15. 10:2001 MAY17 


379 




forward 1 


IM 


Cytosolic 


A A£ 

406 


L1:o1j / 1 J. IU.zUUIMAi 1 / 


1 


1 A 
14 


forward 2 


IM 


iNon-i^yiosoiic 


A C\C 

406 


t T.oic*7ic in.iAAi\* a vn 

Ll:815715. 10:z001MAY17 


1j 


J/ 


iorwara z 


TTV/f 
IM 


I ransmemorane 


406 


LI:o1j/1 j.lU:zUUlMAYl / 


3o 


jUj 


forward 2 


IM 


Cytosolic 


A t\C 

406 


T T.01C71C 1 A.OAA1 A/I A V 1*7 

Ll:ol J / 1 j. IU.zUUIMA 1 1 / 




jZo 


forward 2 


IM 


1 ransmemorane 


406 


Ll:oJ 5 f\ j.10:ZUUIMAYI / 


3Z9 


111 
DDI 


iorwara z 


IM 


iNon-cyiosoiic 


406 


T 1 A.OrkA 1 TiA A V1 *7 

Ll:ol J / 1 j. IU:ZUulMAY 1 / 


*2*JO 
JJO 




forward 2 


TA/f 
IM 


Trans mem brane 


406 


I I.CK7K 1 A.1HA1 AA A V1*7 

Ll:ol j/1 j. 1u:ZUU1MAY 1/ 


a/;i 
3ol 


jOO 


iorwara Z 


IM 


L.yiosonc 


406 


¥ T.OI C*?1 C 1A.OAA1X/ AV1*/ 

L1:S1j/I j. 1U:ZUUJMAY 1 / 


30/ 


1Q/1 
jo4 


forward 2 


IM 


Transmembrane 


4U0 


Ll.oiJ / 1 J. JU.ZIA/JIVIA 11/ 


<IR^ 

JOJ 




iorwara z 


TM 

11VI 




406 


LI:815715.10:2001MAY17 


1 


92 


forward 3 


TM 


Cytosolic 


406 


LI:815715.10:2001MAY17 


93 


115 


forward 3 


TM 


Transmembrane 


406 


Ll:8 157 15. 10:2001 MAY17 


116 


358 


forward 3 


TM 


Non-Cytosolic 


406 


LI:815715.10:2001MAY17 


359 


381 


forward 3 


TM 


Transmembrane 


406 


LI:815715.10:2001MAY17 


382 


386 


forward 3 


TM 


Cytosolic 


407 


LL902980. 16:2001 MAY 17 


1 


448 


forward 1 


TM. 


Non-Cytosolic 


407 


LL902980. 16:2001MAY17 


449 


471 


forward 1 


TM 


Transmembrane 


407 


LL902980. 16:2001 MAY 17 


472 


553 


forward 1 


TM 


Cytosolic 



201 
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SEO D NO* 


Terrmlaie TD 


Stan 


Stop 


Frame 


Domain Type 


Tooolo^v 


407 


T T902Q8O 16*2001 MA Yl 7 


554 


576 


forward 1 


TM 


Transmembrane 


407 


LI -902980 1 6*2001 MAY17 


577 


585 


forward 1 


TM 


Non-Cytosolic 


407 


LI-902980 16-2001 MA Y17 


586 


608 


forward 1 

1 VI TV 111 \_1 1 


TM 


Transrnernbrane 


407 


T T-902980 16-2001 MA Yl 7 


609 


655 


forward 1 


TM 


Cvtosolic 


407 


T 1-902980 16-2001 MAY 17 


656 


678 


forward 1 


TM 


Transmembrane 


407 


T T-0090RO 16-9001MAY17 


679 
\j i y 


1 196 

i i yyj 


forward 1 


TM 


Nnn-Cvtosolic 


407 


T T-0090RO 16-9001MAY17 


1 
i 


415 


forward 9 


TM 


Nnn-Cvtosnlic 


407 
4U/ 


1 T-Q090R0 16*9001MAY17 


416 


43R 

tJO 


fnrward 9 

1V71 VVolU £-r 


TM 

1 1VX 


Trancmpmhranp 

1 1 uilMll^lilUl aJ It 


407 
4U/ 


T T-Q090R0 16-9001MAY17 


430 
t jy 


550 

jjy 


fnrwnrH 9 


TM 


(^vtosolic 


407 

4U/ 


t T 009QRO 16-9001MAY17 

LI.7UZ7OU. I U.^UVJllVi/A X 1 / 


560 


5R9 


frtrwnrd 9 


TM 

X 1VX 


TranQmpmhranp 

1 1 allDlllt"! 1 IU1 alio 


407 
4U/ 


T T-Q090R0 16-9001MAY17 
l^l.VUZyoU. iO.ZUUllVir\ I 1 / 


5R3 


506 


fnrwarH 9 

1U1 WcuU Zr 


TM 

X J.VX 


NAfi-f^vtrkcnlif* 


4U/ 


y T-0O9ORO 16-9001MAY17 
JL1."A/Z"75U\ IO.ZUUliyI.r\. I I / 


507 

J7 / 


6T0 
017 


frtrwnrH 9 
luiwoiu z. 


TM 

X 1VJ 


Trflncmpmhranp 
H alloliiciiiui anc 


Am 

4U 1 


T T-Q09QR0 16*9001MAY17 


690 
ozu 


63 Q 

OJ7 


1U1 WafU ^ 


TM 

X 1VX 




A(Y7 
4U/ 


T T*Q090R0 16-9001MAV17 

jLi.yuzyou.io.zuuiM/\ i 1 / 


640 
D4U 


669 
OOZ 


lurwdru z 




XX allMllCIllUiallC 


4U/ 


t T'009QRO 1 6-9001A4 A V17 
Lri.yuzyou.i D.ZUU liVI/\ 11/ 


OOj 


077 


iorwdra z 


TM 

11V1 


Mr* n _ f~* \tt rtc f\\ i f* 

ryuii~*~y idj>uiiw 


4U/ 


T T*Q09QRO 1 A-9001\/f A VI 7 

i-j..yuzyou. io.zuuim/\ i 1 / 


9AA 
/UU 


791 
/Zl 


IOrWaTQ Z 


TM 


XrallbiliCXIlUIallC 


/1A7 
4U/ 


T T-QA9QRA 1 A-9AA1lV/f A VI 7 


"799 
/ZZ 


R1 A 
tSlO 


lOrWiuG Z 


TM 


tr\ c n 1 i r* 




T T-QA9QBA 1 <.*)AfH Ayf A V1 9 

Lfi.yuzyoU. io.zuuima 1 1 / 


£1 9 
oi / 




lorwara z 


liVl 


i ransmernDrdrie 


A(Y7 
4U/ 


T T-0A9QRA 1 A-9AA1A4 A V17 

.ui.yuzyou. io.zuuima 1 1 / 


QQ^ 


oDj 


lorwara z 


TA/f 
llVi 


iNon-i—yiosoiiL. 


4U/ 


T T*QA9GQA 1 A-9AA11VA A VI 9 
.Ll.yUZyoU.lO.ZUUlMA x 1 / 


BD4 


o/o 


rorwara z 


1M 


x ransmernuraue 


/i a*t 
4U/ 


T T-OAOGQA 1 A«OAA1X/f A V1 9 

Lri.yuzyoo.io.zuoi ma x 1 / 


0/ / 


QQ9 

ooZ 


forward 2 


1M 


v^yiosoiic 


vim 
40/ 


T T.QAOOQA 1 \A A V1 "7 

Li.yuzyoO.io.zuuiMAY i / 


QQ"5 
OOO 


yuj 


forward 2 


1M 


Trans membrane 


40/ 


T T-OAOOQA lA^OAATN/I A V1 1 

Li.yuzyoO. io.zuuima y 1 / 


one 

yuo 


1 1 Q£ 

liyo 


forward 2 


TTVVf 
1M 


iNon-v-,yiosoiic 


40/ 


JLl.yOZyoO.lo.ZuUlMA I 1 / 


i 


JJO 


forward 3 




iNon-v^yiosoiic 


vim 
407 


t T.ofnoon 1 <.onni \a a v i n 

jui.yuzy so. j o.zuo j ma 11/ 




1 

JOi 


forward 3 


TTVVf 


l ransmem orane 


407 


•Ll:yozyo0. lu.ZOUlMA I 1 / 


CO"! 

JOZ 


OJJ 


forward 3 


1M 


L-.yiosonc 


40/ 


T T-OAOQQA K-OAA1 \A A V1 9 

LI. yuzyoO. lo.ZUUl MA x 1 / 


05 O 


0/<5 


forward 3 


1M 


i ransmem Drane 


4U/ 


t T.onooon i A-onAiM a vn 
Li.yuzyoo.io.zuuiMA 1 1 / 


A"7A 

o/y 


o4U 


forward 3 


llVX 


iNon-\-»yioso]ic 


ACY7 

40/ 


T T.QA9GQA lA-inr»1UAVn ' 

Li.yuzyou. lo.zuui ma 1 1 / 


541 


oOj 


forward 3 


1M 


i ransmemDrane 


/I A9 

40/ 


iyi.yuzyoO. lo.zuui ma 1 1 / 


Q&A 

o04 


ooy 


iorwara j 


1 IVl 


i-,ycosoiic 


A(Y7 

40/ 


T T-QA9O0A 1 A-9AA1 \/f A V17 

L4.yuzy ou. i o.zuu 1 ma i i / 


Q9A 

o/U 


C09 

©yz 


rorwara ^ 


11V1 


i ransmemDrane 


40/ 


t t*qa9oca ifionmyAvn 
jLi.yuzyou.io.zuuiMA 1 1 / 


oyj 


1 AA9 
1UUZ 


iorwara j 


TA/f 
XlVl 


iNon-v^yiosoiiL. 


4U/ 


t T'QA9qra i a>9Aai \a a vi 7 
L.i.yuzyfiu.io.zuuiMA x i / 


1 AA1 
1UU3 


IUZZ> 


iorwara o 


TTVf 
11V1 


i ransmem uiati e 


4U/ 


T T'OmORA 1 A*7AA1 1V4 A V 1 7 

Li.yuzyou.i o.zuu iMA x i / 


1 A9£ 

lUzo 


IU44 


iorwara ^ 


TM 
1 IVl 


v».yios>oiic 


AA7 
4U/ 


T T*OAOORA 1A«7AA1MAV17 

jbi.yuzyou.io.zuuiMA i i / 


1 AA^ 
1U4j 


1AA7 
1UO/ 


iorwara 3 


TM 

1 IVl 


i idiiMiitii iui cine 


407 


y 7-0O9QRA )^-9007MA Y17 


lUOo 


1 I OA 

i iyo 


lorwaiu -j 


TM 

X 1VX 


iiUU"^yiU5Uiiu 


40R 


T TQO'AIQfi 9S-9001MAY17 
l^l.yUjiyD.Z-J.ZUUliVlrV I 1 / 


1 
1 


R9Q 
oZy 


lurwdru a. 


TM 

X 1VX 


Wrui-f^ vtr»co1 i r 


408 


T 1*00^106 9S-9001MAY17 

lvi.yuj lyD.zj.zuuiivi/v i 1/ 


R7A 
oJU 


R59 
0JZ 


iorwaiu z 


TM 

X 1VX 


TmncmPiinhrJinp 


40R 


t T-Q07106 9S-9001MAY17 
L»1.*7Uj l*70.Z-J.ZUUllVl/\ 11/ 


R5^ 


864 
0DH 


iorwara z 


TM 

X1VX 




40R 


T T-00^106 9 <: i-900lMAY17 
K*x.y\Jj 1 7U.6J .ZXtKt iiyxr\. X 1 / 


R65 

OUJ 


RR4 


1UI WalU 


TM 

X1VX 


X l dllolllCIllUI til It 


40R 


T T-001106 9S-9001MAY17 


RR5 


090 
yzu 


1U1 WdlU Z> 


TM 
xivx 




40R 


t T-00^106 95 -9001 MA Y17 


091 

yzi 


043 


1U1 W<uU ^ 


TM 


Trancmpmhrsnp 


40R 


T T-00^106 9*v9001MAY17 


044 


1994 


fnnworn 9 
1UI WttTU i~ 


TM 

X 1VX 


\— y iwbvjiiL. 


40Q 


TT-00^014 10-9001MAY17 


i 

1 


41 5 
*tl J 


iorwara z 


TM 
xivx 


l^tUii ^y iVJJ>uiiu 


400 


t T-00^014 10-9001MAY17 
l^Y.yyjjy 1H. IU.ZUUllvi/\ 11/ 


41 A 
♦+10 


435 


iorwara z 


TM 

XIVX 


Trancmpmhrnnp 


400 


T T-00^014 10*9001MAY17 
j^i.yujy i*r. iu.zuuiivi/\ x i / 


4J0 


004 


iorwara z 


TM 




A no 
40y 


T T-OniOI/f 1 A«9Afi1 Xjf A V17 

i-iiyujy 1 4. iu.zuu iMA x i / 


665 


687 


forward 2 


IM 


i ransmemDrane 


409 


LI:9039 1 4. 1 0:2001 MAY 17 


688 


701 


forward 2 


TM 


Non-Cytosolic 


409 


LI:903914.10;2001MAY17 


702 


724 


forward 2 


TM 


Transmembrane 


409 


LL9039 1 4. 1 0:200 1 MAY 17 


725 


743 


forward 2 


TM 


Cytosolic 


409 


LI:903914.10:2001MAY17 


744 


766 


forward 2 


TM 


Transmembrane 


409 


LI:903914.10:2001MAY17 


767 


1664 


forward 2 


TM 


Non-Cytosolic 


409 


LI:903914.10:2001MAY17 


1 


668 


forward 3 


TM 


Non-Cytosolic 


409 


LI:903914.10:2001MAY17 


669 


691 


forward 3 


TM 


Transmembrane 



202 
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SEO D NO- 

Oijy XJ xWJ >. 


Temnlate ID 


Start 


Stop 


Frame 


Domain Type 


Topology 




LI* 9039 14 10-2001 MAY 17 


692 


841 


forward 3 


TM 


Cytosolic 


40Q 


LI-903914 10-2001MAY17 


842 


864 


forward 3 


TM 


Transmembrane 


400 


LT-903914 10-2001MAY17 


865 


1579 


forward 3 


TM 


Non-Cytosolic 


400 


LT-903914 1O-20O1MAY17 


1580 


1602 


forward 3 


TM 


Transmembrane 


400 


LT-903914 10-2001 MAY 17 


1603 


1663 


forward 3 


TM 


Cytosolic 


410 


I 0006764 9-9001 TTJN99 


I 


139 


forward 1 


TM 


Cytosolic 


4in 

H1U 


I 0006764 9-9001 TIIN99 


140 


162 


forward 1 


TM 


Transmembrane 


410 

41U 


I H -0067 64 9*9001 TTTN99 

1_.VJ.UUVJ / U t r.._..-.UU1J _.-£. 


163 


181 


forward 1 


TM 


Non-Cvtosolic 


41 n 


T H-0O6764 9-9001 TITN99 

i_V_J.UUU / VJH.x-.^UUI J U1N.-.X, 


189 


204 


frvrward 1 


TM 


Transmembrane 


41U 


T f>006764 9-9001 TITM99 

1_.VJ.UUU / Vj £ t.Z.-.UU1J vJl^Z-Z. 


90S 


479 

h / y 


LKJX WalU X 


TM 


Cvtosolic 


A\ A 
41U 


T H-0H6764 9-9001 TTTN99 
l_.VJ.UUO /04.Z.ZUU1J UINZZ 


•480 

HOU 


S09 


i\Ji vvaiu i 


TM 


Tran?memhrane 


/II a 
41U 


T r!- 00^*7^14 O»000l TTTM99 
IAj.UUO /04.Z.ZUU1J VJINZZ 


SO^ 


S1 1 

J X X 


1U1 Walu 1 


TM 

11*1 


N^rvn -C vt Acn1 1 c 
i^tviii v_. y ivjouuvs 


41 A 
41U 


T 0006764 9-9001TTTN99 
JLAJ.UUO / 04.Z.ZUU1 J UINZZ 


S19 
J1Z 


S14 

JJH 


lUiWcUU 1 


TM 


Trammpmhranp 

X l cllJol i iv^lllUl allKs 


4111 


t n-nnAi/^i o»oooi tttmoo 

JL.VJ.UUO/ 04.Z.ZUUT J UINZZ 


jjj 


S^O 
j Dy 


JU1 WalU 1 


TM 

A AVI 


OvtACAltf 
V_. V Lv/O Villi' 


A1 A 
41U 


t n»nnA'7i;4 o-oooi tttmoo 

JLO.UUO / 04. Z.ZUulJ UINZZ 


1 


441 

HHl 


tVyt*\uoivT 0 

lOlWatU 


TM 

11V1 


x^tsJti v_. yiuovJUV' 


A i a 
41U 


t n.*c\r\tzn&A o«oaoi tttmoo 

JLvj.UUO /04.Z.ZUUI J UINZZ 


440 
44Z 


464 
H04 


4v\M\»»sT*r1 0 

iorwara z 


TM 

11V1 


1 1 ol lolilClllUL allC 


/i i a 
41U 


T Cl-C\f\£Jl &A O*0AA1 TTTMOO 
JLvj . UUO / o4,Z . ZUU 1 J U IN ZZ 


4^ 
40D 


4R4 
404 


iorwara z 


TM 


v-x y lUbUilu 


41U 


i r.nAcaM o.onm TTTMOO 
J_aj . UUO / OH . Z . ZUU 1 J UlN ZZ 


4oD 


SO/7 


iorwara z 


TM 

nvi 


llalldiuciiiui atic 


A 1 A 

41U 


T P.ftn^*7A/l 0«0AA1 TTTMOO 
IAj.UUO /04.Z.ZUU1 J UINZZ 


*\AQ 


<;^r 


iorwarQ z 


TM 
livi 


IN ui l" V^y tua Ul iv. 


4IU 


T r*-tXT\£ri&A O-OAAl TTTNTOO 

l_(j . 0U0 / 04. Z . ZUU 1 J UiM ZZ 


1 


R6 
50 


forward 3 


TM 
livi 


i\on-v^yioaaiio 


,4 1 A 
410 


T -C\C\£n £iA O-OAAl TTTMOO 

JLU . UUO / o4 . Z . ZUU 1 J U IN ZZ 


QO 


1 AO 
1UV 


forward 3 


TM 
11 VI 


l ransmemDianc 


410 


t r*.nr\A. , 7£.A o.oaai tttmoo 
IXrCUUo /04.Z.ZUU1J UINZZ 


1 1 A 
1 1U 


14Z 


forward 3 


xLvl 


V^ylOSOlIC 


410 


JLCjrrUUo /O4.Z.Z0UI J UINZZ 


1 A1 
14J 


lOJ 


forward 3 


llVl 


1 ransmemorane 


a t r\ 

410 


1_.vj:00o /o4.z:Z001 J UINZZ 


i^A 
100 


1 Q4 
lo4 


forward 3 


1M 


iNon-v_yiosonc 


A 1 A 

410 


T A.f»f\A7</1 O.OAA1 TTTMOO 

IAj.UUO /04.Z.ZUU1J UINZZ 


15j 


ono 
zu/ 


forward 3 


livi 


iran&mciii oran c 


410 


t .r\f\CH £A O -OA Al TTTMOO 

LvjlOUo /o4.Z:Z0ul J UINZZ 


ZUo 


40^0 
4 /Z 


forward .3 


r r\A 
. ■ xivx 


v-^yiosoiic 


A 1 A 

410 


T . AAATA/1 O-OAAl TTTMOO 

l_.vj.UUo /04.Z.ZUU1 J UINZZ 


ATX 
4/ J 


40<s 
4VJ 


forward' 3 


TM 
1 JY1 


i ranbmcniuraiic 


410 


t r*.f\r\£incA o.oaai tttmoo 
JLvjiOUo / o4.Z:ZUUl J UINZZ 


40A 
4i/0 


juy 


forward 3 


• livi 


^*^\ /~v1tr» 

iNon-v_.yiosoiic 


/MA 

410 


T C 'C\C\£J1 6.A O-OAAl TTTMOO 

IAj.UUO / 04.Z.ZUU1 J UXN ZZ 


JlU 


<s10 

jjZ 


iorwara j 


TM 


llaUoIlldllUI allv> 


A 1 A 

410 


T C* -AA£0 6.A O-OAAl TTTMOO 
J_.vj.UUO /04.Z.ZUU1J UINZZ 






forward 3 


TM 

1IV1 


v_.y lUsUHU 


/til 
41 J 


t ri'C\\Anr\A c *oaai tttmoo 

LXj.V 1 4 /U4. o . /rUVlJ UIN ZZ 


1 
I 


D\) 


iorwara i 


TM 

11 VI 


iNui j y iuoujiv* 


/ill 
411 


T C -A1 A1f\A 0-OAA1 TTTMOO 

1_.vj.U14 /U4.6.ZUU1 J UINZZ 


^1 


Dj 


forward 1 


TM 


lldlldlllClllUIaJlC 


41 1 
41 1 


T n«A140A4 Q-0AA1 TTTMOO 
1AJ.U14 /U4.0.ZUU1 J UINZZ 


S4 
J4 


/ z 


iorwara l 


TM 


v_y t.UoUUV' 


41 1 
411 


T n»ni4*7A/1 ft-OAAl TTTMOO 
1AJ.U14 /U4.0.ZUUI J UriZZ 


7^ 

ID 


yj 


iorwara i 


TM 


llaiioiiiciliui aiic 


41 1 
411 


T n»A14*7A4 Q-Onni TTTMOO 
1_.vj.U14 /U4.0.ZUU1 J UINZZ 


06 

yo 


40 / 


iorwara i 


TM 

1IVI 


iNUii v^y lUoUiiu 


41 1 
41 1 


T f"i*ni4'7A4 R'OAAI TTTMOO 
J_/VJ.U14 /U4. 0. ZUU 1J UINZZ 


468 

HUO 


4RS 
40 J 


T\T>n*/QT"/T 1 

iurwdiu i 


TM 

11V1 


Trancmpmhran? 

1 1 allOtllCl 1 1 UX (XI l v 


41 1 
41 1 


T f2-ni4"7n4 ft'OAAl TTTMOO 
1_VJ.U14 /U4.5.ZUU1 J UINZZ 


486 

HOO 


S17 
J 1 / 


iorwara i 


TM 

11 VI 


f 1 vfocoltr* 
v^y uuoUJiu 


41 1 

HI 1 


T f>O14704 »-90fi1TTTN99 
1_.VJ.U1H /U4.o.ZUU1 j vjinzz 


SIR 

J I o 


S40 


fWrwarH 1 

1U1 WcliU 1 


TM 

1 1V1 


Transmembrane 


41 1 
HI 1 


T n*ni4704 8-90O1 TT TN99 
1_.VJ.U14 / U4.0. ZUU 1J UINZZ 


S41 


S68 


frtrvx/orfl 1 
lUlwcuu i 


TM 

11 VI 


Non-CvtASolic 


41 1 
41 1 


t n-ni4"7n4 R-onni tttmoo 

1_.VJ.U14 /U4.0.ZUU1 J UINZZ 


S60 
j\jy 




iUlWalU 1 


TM 

11 VI 


Traninipmhrflnp 


41 1 

HI l 


T n*0147fl4 R'9001TTTN99 
JL.VJ.U1-+ /U4.0.ZUUIJ UINZZ 


S09 


647 

Vtt / 


FnrwnrH 1 
1UI yvalu l 


TM 

1 1V1 


Cvtosolic 


41 1 

HI 1 


t n*ni47n4 R*9nninTM99 

JL.VJ.U14 /U4.0.ZUU1J UINZZ 




SOS 


1UI Wdl VI L, 


TM 

11V1 


Non -Cvtosolic 


41 1 

H 1 1 


T H-014704 R-9001TTTM99 

1_.VJ.U1H /UH.o.ZUUl J UINZZ 


506 


S93 


fArwnrrl 9 

1 VJI WolU 


TM 

11V1 


Transmem hrane 


41 1 
41 1 


t n-ni47n/i R*onni tttmoo 

JLVJ-U14 /U4.0.ZUU1 J UINZZ 


^94 


S60 


1U1 WaiU l. 


TM 

11Y1 


CvtncAlir 


41 1 
HI 1 


T 0*014704 R-OOfil T1TM99 
1_.VJ.U14 /U4.0.ZUU1 J UINZZ 


S61 


SR^ 


1U1 WdlU 


TM 

1 IV 1 


Transmpmhrane 


41 1 
411 


T rz.f\-\ A7(\A C.0AA1 TTTMOO 
JL.vj.U14 /U4.o.ZUU1jU1NZZ 


S84 

J OH 


646 
040 


iorwara z 


TWA 


NTo n - f** v/f r» c n 11 f* 
iTiuii~\_y ivjbvjiiL. 


411 


LG:014704.8:2001JUN22 


1 


133 


forward 3 


TM 


Cytosolic 


411 


LG:014704.8:2001JUN22 


134 


151 


forward 3 


TM 


Transmembrane 


411 


LG:014704.8:2001JUN22 


152 


165 


forward 3 


TM 


Non-Cytosolic 


411 


LG:014704.8:2001JUN22 


166 


184 


forward 3 


TM 


Transmembrane 


411 


LG:O14704.8:2001JUN22 


185 


196 


forward 3 


TM 


Cytosolic 


411 


LG:014704.8:2001JUN22 


197 


219 


forward 3 


TM 


Transmembrane 


411 


LG:014704.8:2001JUN22 


220 


233 


forward 3 


TM 


Non-Cytosolic 


411 


LG:0 14704.8 :2001JUN22 


234 


256 


forward 3 


TM 


Transmembrane 
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oH^ U INU. 


l en i pi cue iLf 






Fr&mc 


Domain Type 


Tonoloov 




LU.UJ'f / \JH.O.Z.U\JX J UINZZ. 


9*57 
Z D I 


10S 


forward ^ 


TM 


Cvtosolic 


/ll 1 


Laj.Uih / vH.O.ZUUl J UINZZ 


^06 


^9R 


fnrwnrH % 

WJ\ Will U J 


TM 


Transmembrane 


41 1 


t rvo, 14704 R-9nni tttm99 

1AJ.U I*t /UH.o.ZUUl J UINZZ 


^90 


JJw 


fArwnrH "\ 

IVJl W ill U J 


TM 


Nnn-Cvtosol ic 

1 lull Y IVtfVJ IV 


zll 1 
41 1 


T ^'014704 R-9nniTTTM99 
LXJ.VlH /Uh.o.ZUUI J UINZZ 


^1 
j j i 


^7? 


forward ^ 


TM 


Transmembrane 


/til 
41 1 


JLU.UI4/U4.o.ZUUiJUINZZ 


^74 




forward % 

IKJl W CLl U J 


TM 


Cvtosolic 


id! 1 
41 1 


T r:«H 14704 9«9001 TTTM99 
JL»VJ.Ul4 / UH.o. ZUU 1J UINZZ 




HI J 


forward "3 

l\Jl WfllU J 


TM 


Transmembrane 


4J 1 


T n-ni4704 O'OOOl TTfM99 
lAj.Ul 4 /U4.0.2UU1 J UJNZZ 


414 
4J4 


*f0/ 


forward ^ 


TM 


Tvlnn - C v ros ol i r 


41 1 


LO:U14 /U4.0- AMJIJ UfNZZ 


405 


4R*\ 
4oj 


1U1 Wcli U j 


TM 


Tr n n sm p m hr n n f* 


411 


t /-vm /nr\/f Q-onm tttwoo 
1AXU14 /U4.0.ZUU1J UINZZ 


4QA 
4<S0 


4Q1 

4y 1 


l\Jl WdlU 3 


TM 


CvtACAlip 

V-'jr LL/oUIl^' 


A 1 1 

41 1 


JLO:U14 /U4.0.ZUU1 J UINZZ 


4VZ 


CI 4 
314 


lurwdi U j 


TM 


1 1 dllMllCll ILH ctllC 


it 1 1 
411 


T <~* .Cil AH(\A Q.OOOI TTTKTOO 

LU:U14 /u4.o:ZUUlJ UINZZ 


J ID 


C£4 
D04 


iorwaro j 


TM 




v* 1 1 

411 


T S^.n 1 A "7l\A P.O/VI1 TTTMOO 

JLCj:U 1 4 / U4 . oizuu 1 J UJN ZZ 


JUJ 


CD/) 

jo4 


iorwaru ^ 




1 ldllMllciliUI alio 


A 1 1 

411 


T P.AI/nA/l o.Ortm TTTXTOO 

LG:0147u4.o:zUUl J UMZz 


joD 


040 


forward 3 


TM 


Cxil Acr»1 i f* 


412 


T /""». 1 A A '"I CLC\n T.IAni Tf TVTOO 

lo:144/oU7./:zUU1JUJNZZ 


1 


oo 

72 


forward 1 


TM 


^.yiosonc 


412 


T /■*». 1 A A'HCfVn 7.1rtA1 TT TVTOO 

LG : 1 447607 .7 :2U0 1 J UN 22 


o^ 

73 




forward 1 


TM 
1 lvl 


Tran s rnernbrarie 


412 


T t A A'l Cr^l T.OAAI TTTXTOO 

LG: 1447607 .7 :zU01JUNzz 


yo 


336 


forward 1 


TM 


iN0n-\_yiO3Oiit/ 


412 


T /-i . -t AAHCf\H T.IAAI TTTXTOO 

LG : 1 447607 .7 : ZU0 1 J UN Zz 


337 


3D9 


forward 1 


TM 


l ransiTiemDiarie 


412 


T vl AHCf\H O.OOA1 TTTKTOO 

LG: 1447607. /izUOlJUJNZZ 


360 


406 


forward 1 


TM 
llvl 


v^yiusonv. 


412 


t 1 >i ^n^m *7 onr\i tttvtoi 

LG: 1447607 .7 :2001JUN22 


/I AO 

407 


/ion 

429 


forward 1 


1 JVl 


l ransrnernDranc 


412 


LG : 1 447607 .7 :200 1 JUN22 


430 


O^A 

760 


forward 1 


1 M 


fNon-v,yiosonc 


412 


LG: 1447607.7:2001 JUN22 


1 


20 


tor ward z 


1 lvl 


Uytosoiic 


412 


LG : 1 447607 .7 :200 1 JUN22 


21 


43 


lorward z 


TTV/f 
liVl 


Transmembrane 


412 


LG: 1447607.7:2001 JUN22 


44 


72 


lorward Z 


1M 


Non-Cytosolic 


412 


LG : 1447607 .7 :200 1 JUN22 


73 


92 


forward 2 


TTV yf 

1M, 


Transmembrane 


412 


T j"~t i J A T f r*l AAA1 TT TTlT^/^ 

LG: 1447607. 7:2001 JUN22 


93 


276 


. A _y4 O 

rorward z 


1 JVl 


Cytosolic 


. 412 


LG: 1447607.7:2001 JUN22 


277 


299 


- forward 2 


TTV/f 
1M 


Transmembrane 


412 


LG: 1447607 .7:2001 JUN22 


300 


323 


forward 2 


1M 


Non-Cytosolic 


412 


LG: 1447607.7:2001J UN22 


324 


346 


torward z 


1M 


Transmembrane 


412 


LG: 1447607.7:2001 JUN22 


347 


407 


forward 2 


1 IVl 


Cytosolic 


412 


LG: 1 447607.7:2001 JUN22 


408 


430 


forward 2 


1M 


Transmembrane 


412 


T 1 >l A^£.fV~l 1 TTTXTA1 

LG: 1 447607.7:2001 JUN22 


431 


A Ad 

449 


f_„ . ,y»— .4 O 

lorward z 


TTV/f 

1M 


iNon-i^yiosoiic 


412 


LG : 1 447 607 .7 : 200 1 JUN22 


450 


47 z 


forward 2 


TTV/f 
livl 


Transmembrane 


412 


T /■*» i ylyn^AT 'I.OAAI TTTNTOO 

LG: 1447607 .7:2001 JUN22 


473 


694 


forward 2 


TTV/f 
llvl 


i^yiosoiic 


412 


t y-i AAA Cf\~l *~t O AA 1 TT TN.TO O 

LG: 1447607 .7:2001 JUN22 


695 


III 


forward 2 


TTV/f 
1 M 


T*t"^5 n o m<im nfO t\ 

i ransmemDrane 


412 


LG : 1 447 607 .7:200 1 J UN 22 


718 


759 


forward 2 


TTV4 
1 lvl 


iNon-v^yiosuiiv/ 


412 


LG. 1447607.7:2001 JUN22 


1 


1 n 
19 


forward 3 


TTV/f 

llvl 


wyiosoiic 


412 


LG: 144 /oU / . / :ZUU1 J UNZZ 


OA 

20 


39 


forward 3 


TM 
1 lvl 


1 ranblllCITi Dial 1C 


412 


T . 1 A AltLCfl T.OAAl TT TXTOO 

LG: 144 /oU/. / :ZUU1J UNZZ 


A A 

4U 


H'34 
334 


forward 3 


TM 
llvl 


iNon~v-yiosoii^ 


412 


t r*. i /MT^m *7-or\ni tttmoo 
LG: 144 /OU / . / .ZUU 1 J UNZZ 


33j 


OCT 

3j / 


iorwaro d 


TM 
llvl 


1 ralloiiiCIllUiaiiC/ 


Jin 

412 


t p,i AAitzm 7.onni tttmoo 
LG: 144 /OU/. / :ZUU1 J UNZZ 


358 


3ol 


rorwara j 


TM 
1 lvl 


f^VtACAli/* 

v_y lUbUliu 


412 


LG: 144760 /.7:2001 J UNzz 


000 
3oZ 


4U4 


forward 3 


TM 
llvl 


i ransmemordiic 


A 1 O 

412 


T /""*. 1 >1 AH Hf\n 7.0AA1 TTTKTOO 

LG: 144 /OU/. /.ZUU1 J UNZZ 


/f AC 

4UD 


4Z3 


IOrWalQ D 


TM 

1 IVl 


in ui i-v^y tu j 


Jin 

412 


T /"•• 1 >1 AH£.fY7 O.OAA1 TT TKTOO 

LG:I44/0U/./:ZUUUUNZz 


4Z4 


44 A 
440 


iorwara j 


TM 

1 IVl 


TfincmpmhrfiTK* 
lldllblllCIIlL/IaiiC/ 


412 


T P-U/n^fVI -7.0AA1 TTTKTOO 

LG. 144 /OU/. / .ZUU 1 J UNZZ 


/MO 

44/ 


oyy 


iorwaru o 


TM 

1 IVl 


v_.y lu5ui iu 


412 


T /""* . 1 AA1£Lm 7.AAA1 TT TKTOO 

LG: 144 /oU7 .7:2001 J UNzz 


OAA 

70U 


ooo 
III 


forward 3 


TM 

1 IVl 


1 Idllbl MClllUJ allC 


.412 


t /^.i a ah am o.orvrvi tttktoo 

LG: 144 /607 .7:2001 J UN22 


115 


/2>y 


forward 3 


TM 
1 IVl 


iNon-v^yiosoiiv^ 


413 


T 1 /IC^A'iO O.OnAI TTTKTOO 

LG: L4!>DUjZ.i:ZUUlJUNZZ 


1 


151 


forward I 


TM 

1 IVl 


v>y ivjoUiiv/ 


413 


LG:1455032.3:2001JUN22 


152 


174 


forward 1 


TM 


Transmembrane 


413 


LG:1455032.3:2001JUN22 


175 


244 


forward 1 


TM 


Non-Cytosolic 


413 


LG:1455032.3:2001JUN22 


245 


264 


forward 1 


TM 


Transmembrane 


413 


LG: 1455032.3:200 1JUN22 


265 


396 


forward 1 


TM 


Cytosolic 


413 


LG: 1455032.3:2001 JUN22 


1 


134 


forward 2 


TM 


Cytosolic 


413 


LG: 1455032.3:2001 JUN22 


135 


157 


forward 2 


TM 


Transmembrane 


413 


LG: 1 455032.3 :200 1 JUN22 


158 


166 


forward 2 


TM 


Non-Cytosolic 
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SEQ D NO: 


Template ID 


Start 


Mop 


Frame 


Domain Type 


Topology 


413 


LG: 1 455032.3:2001 JUN22 


167 


1 O A 

184 


forward 2 


TM 


Transmembrane 


413 


LG: 1 455032.3 :200 1 JUN22 


185 


396 


forward 2 


TM 


Cytosolic 


413 


LG: 1455032.3:2001 JUN22 


1 


1 tZ. A 

lo4 


forward 3 


TM 


Cytosolic 


413 


LG: 1 455032.3 :200 1 JUN22 


1 tic 

165 


187 


forward 3 


TM 


Transmembrane 


413 


LG: 145 5032.3 :2001JUN22 


188 


274 


forward 3 


TM 


Non-Cytosolic 


413 


LG: 1 455032.3:2001 JUN22 


275 


297 


forward 3 


TM 


Transmembrane 


413 


LG: 1455032.3 :2001JUN22 


298 


395 


forward 3 


TM 


Cytosolic 


414 


LG:1501898.1 8:2001 JUN22 


l 


6 


forward 3 


TM 


Cytosolic 


414 


LG: 1 50 1 898. 1 8 :200 1 JUN22 


7 


29 


forward 3 


TM 


Transmembrane 


414 


LG: 1501 898.1 8:2001 JUN22 


30 


357 


forward 3 


TM 


Non-Cytosolic 


415 


LG: 1 502692.5 :200 1 JUN22 


l 


178 


forward 1 


TM 


Non-Cytosolic 


415 


LG: 1 502692.5 :200 1 JUN22 


179 


201 


forward 1 


TM 


Transmembrane 


415 


LG:1502692.5:2001JUN22 


202 


213 


forward 1 


TM 


Cytosolic 


415 


LG: 1 502692.5:200 1 JUN22 


214 


236 


forward 1 


TM 


Transmembrane 


415 


LG: 1 502692.5 :2001 JUN22 


237 


255 


forward 1 


TM 


Non-Cytosolic 


415 


LG: 1 502692.5 :200 1 JUN22 


256 


273 


forward 1 


TM 


Transmembrane 


415 


LG: 1 502692.5 :200 1 JUN22 


274 


327 


forward 1 


TM 


Cytosolic 


415 


LG: 1 502692.5 :200 1 JUN22 


328 


347 


forward 1 


TM 


Transmembrane 


415 


LG: 1 502692.5:2001 JUN22 


348 


359 


forward 1 


TM 


Non-Cytosolic 


415 


LG:1502692.5:2001JUN22 


l 


129 


forward 2 


TM 


Cytosolic 


415 


LG:1502692.5:2001JUN22 


130 


152 


forward 2 


TM 


Transmembrane 


415 


LG: 1 502692 .5 :2001 JUN22 


153 


224 


forward 2 


TM 


Non-Cytosolic 


415 


LG:1502692.5:2001JUN22 


225 


247 


forward 2 


TM 


Transmembrane 


415 


LG: 1502692J>:2001 JUN22 


248 


258 


forward 2 


TM 


Cytosolic 


415 


LG: 1502692 .5 :2001JUN22 


259 


276 


forward 2 


TM 


, Transmembrane 


<• 415 


LG: 1502692.5:2001 JUN22 


277 


330 


forward 2 


TM 


Non-Cytosolic 


415 


LG:1502692.5:2001JUN22 • 


331 


350 


forward 2 


TM 


Transmembrane 


415 


LG: 1 502692.5:2001 JUN22 


351 


359 


forward 2 


TM 


Cytosolic - 


415- 


LG: 1 502692.5 :200 1 JUN22 


1 


44 


forward 3 


TM 


Cytosolic 


415 


LG: 1502692.5 :2001JUN22 


45 


67 


forward 3 


TM 


Transmembrane 


415 


LG:1502692.5:2001JUN22 


68 


166 


forward 3 


TM 


Non-Cytosolic 


415 


LG:1502692.5:2001JUN22 


167 


189 


forward 3 


TM 


Transmembrane 


415 


LG: 1 502692.5 :200 1 JUN22 


190 


209 


forward 3 


TM 


Cytosolic 


415 


LG:1502692.5:2001JUN22 


210 


232 


forward 3 


TM 


Transmembrane 


415 


LG: 1502692.5:2001 JUN22 


233 


358 


forward 3 


TM 


Non-Cytosolic 


416 


LG:208949. 8 :200 1 JUN22 


1 


177 


forward 1 


TM 


Cytosolic 


416 


LG:208949.8:2001JUN22 


178 


200 


forward 1 


TM 


Transmembrane 


416 


LG:208949.8:2001 JUN22 


201 


219 


forward 1 


TM 


Non-Cytosolic 


416 


LG:208949.8:2001JUN22 


220 


237 


forward 1 


TM 


Transmembrane 


416 


LG:208949.8:2001JUN22 


238 


253 


forward 1 


TM 


Cytosolic 


416 


LG:208949.8:2001JUN22 


1 


161 


forward 2 


TM 


Cytosolic 


416 


LG:208949.8:2001JUN22 


162 


184 


forward 2 


TM 


Transmembrane 


416 


LG:208949.8:200 1 JUN22 


185 


253 


forward 2 


TM 


Non-Cytosolic 


416 


LG:208949.8:2001JUN22 


1 


223 


forward 3 


TM 


Cytosolic 


416 


LG:208949.8:2001JUN22 


224 


246 


forward 3 


TM 


Transmembrane 


416 


LG:208949.8:2001JUN22 


247 


252 


forward 3 


TM 


Non-Cytosolic 


417 


LG:240501.1 0:2001 JUN22 


1 


112 


forward 1 


TM 


Cytosolic 


417 


LG:240501.10:2001JUN22 


113 


135 


forward 1 


TM 


Transmembrane 


417 


LG :24050 1 . 1 0:200 1 JUN22 


136 


138 


forward 1 


TM 


Non-Cytosolic 


417 


LG:240501.10:2001JUN22 


139 


161 


forward 1 


TM 


Transmembrane 


417 


LG:24050 1 . 1 0:200 1 JUN22 


162 


167 


forward 1 


TM 


Cytosolic 


417 


LG:240501.10:2001JUN22 


168 


185 


forward 1 


TM 


Transmembrane 


417 


LG:240501.10:2001JUN22 


186 


215 


forward 1 


TM 


Non-Cytosolic 


417 


LG:24050 1.1 0:2001 JUN22 


216 


235 


forward 1 


TM 


Transmembrane 
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Tpmnlntp IT") 


Start 


Stop 


Frame 


Domain Type 


TaaaI nov 


417 

HI / 


T H-940S01 10-9001 TTIN99 

JLiVJ.ZHU-JU 1 . lu.iUUlJUni-^. 


9^n 


241 


fnrwarH 1 

i\Jl WdlU 1 


TM 


(~"vt A'iAlif' 


ah 

HI / 


T O-940S01 1O-9001TTJN99 


949 

ATA 


264 


forwarH 1 


TM 

1 lYl 


Tra n *; m p m hm n e 


417 
Hi / 


T H-940S01 1O-9001 TTTN99 


9nS 


267 


fATAX/arrl 1 

1 Vy 1 w ax U 1 


TM 


Mati -C*^ v f n c fi 1 1 c 


417 
Hi / 


T fl-940^01 10-9001 TTIN99 

.LAJ.ZHU.jU 1.1 U.ZuU 1 J U1N.£..£ 


9fiR 

■L\JO 


290 


fnrwarrl 1 

l\Jl VVcUU 1 


TM 


TrjiTiQmpmrrrfinp 
X 1 Ullolllvil J iui out 


417 

HI / 


T 0*940501 10-9001 1TTN99 

1AJ. ZHUJU 1 . 1 U.ZUU I J UIN ZZ 


901 

Z7i 


41^ 


fr\v\A/z\re\ 1 
l\Jl W(UU i 


TM 


(""vtAcoli f* 


Hi / 


T n-940^01 1O-9001 7TTM99 
L»Vjr.ZHUJU 1 . 1 U.ZUU 1 J U1NZZ 


1 
1 


106 

AUU 


f~nr\x/arH 9 
1UI WcllU z 


TM 


tL/bUJlw 


Hi / 


T fi-940^01 10-9001 TTTM99 
LAj.ZHU.JU 1 . 1 U.ZUU 1 J UiN zz 


107 


190 


fnnj/flrrl 9 


TM 

11V1 


Trancmpm hrJinp 
AlallMMCIIlUlalJC; 


/in 
41 / 


T 0*940^01 70-9001 T7TM99 
1AJ .ZHU3U 1 . 1 U.ZUU 1 J UiN ZZ 


1 ^0 


1 JO 


TArvx/aivl 9 
1UI WolU Z 


TM 


iNun-v^yiuouiiL. 


41 / 


T n«9/10'\0l 10*9001 ITTM99 
JUVJ. ZHU3U 1 . 1 U.ZUU 1 J UIN ZZ 


I^Q 


lfil 
lO J 


IUI WdXU Z 


TM 


i runsinciiioruric 


A 1*7 
41 / 


T /""'•O/i A*\A1 1 A«9AA1 TTTM99 

j_»0/rz4iDu i.xu.zvyj u uin zz 


1 A9 
JDZ 


91 ^ 


iur Weir u z 


TM 


uyiosoiic 


417 


T r^O/IA^Al 1 A»9AA1 TTTM99 
JLOtz4U-)U 1 . 1 U.ZUU I J UIN ZZ 


916 
Z10 


ZJ3 


lorwara z 


TM 


i runsnicTTiDrane 


417 


T P.O/lft^Al 1A-OAA1 TTTM99 

LG:Z4UDUT.1U.ZUU1 JUINZZ 


Z34 


ill 1 
HI D 


iorwara z 


TM 


iNon-i^yiosoiic 


417 


t /^.i/i a<cai i a-oaai tttmoo 
1Aj:z4Uju1. 1 U.ZUU 1 J UNZZ 


I 


0 / 


forward 3 


TM 

lm 


Cytosolic 


417 


LO:z4UDU 1 . J U.ZUU J J UN ZZ 


05 


OA 

yu 


forward 3 


TTV/T 
I ivl 


Transmembrane 


41 / 


T /"••O/IA'iAl 1 A-0AA1 T7TM09 
LAJ. z4U J VJ 1 . 1 U. ZUU J J UIN ZZ 




1 AO 

iuy 


forward 3 


TM 


Non-Cytosolic 


J in 

417 


t /~»..o/i aca i 1 A.OAA1 TT TWOO 

LG:z4U3u 1 . 1 u.ZUu 1 J UIN zz 


7 1 A 


1 o*> 
13z 


forward 3 


TTV/f 


Transmembrane 


417 


LG :z4ujU 1 . 1 u. ZUU 1 J UN ZZ 




13o 


forward 3 


nrx/f 
1M 


Cytosolic 


yl 1*7 

417 


t f\ . O yi ncf\1 1 rt.*JAA1 11 TMOO 

LO:z4UjU1. 1 U:zUUl J UIN Zz 


1 OA 

139 


1 /CI 

101 


forward 3 


1M 


Transmembrane 


417 


T P.^ilACAl 1 A.OAA1 TT TM1*> 

LG:24050 1 . 1 0:200 1 J UN zz 


1 /TI 

162 


215 


forward 3 


1M 


Non-Cytosolic 


417 


LG: 24050 1 . 1 0:200 1 J UN 22 


216 


234 


forward 3 


1M 


Transmembrane 


417 


LG:240501 .1 0:2001 JUN22 


235 


240 


forward 3 


TTk >T 

TM 


Cytosolic 


417 


LG:240501 . 1 0:200 1 J UN22 


241 


*7^1 

263 


forward 3 


1M 


Transmembrane 


417 


LG:24050 1.1 0:2001 J UN22 


254 


322 


forward 3 


1M 


Non-Cytosolic 


417 


LG:240501.1 0:200 1JUN22 


. 323 


345 


forward 3 


TM 


Transmembrane 


417 


T /~1 ^ f\Cr\ 1 1 A.1AA1 TI T\T1' , > 

LG:240501. 10:200 UUN22 


346 


412 


forward 3 


1M 


Cytosolic 


418 


LG:329228.27:2001JUN22 


1 


0£l 

261 


forward 1 


1M 


Non-Cytosolic ■ 


418 


LG:329228. 27:2001 J UN22 


262 


284 


forward 1 


1M 


Transmembrane 


418 


T P.OOftOOO n.OftAI TTTXT*i*> 

LG:329228.27:zu01JUNZ2 


285 


290 


forward 1 


1JV1 


Cytosolic 


418 


T #""» Oini^O 0*7 1AA1 TTTXTIO 

LG :329228. 27:2001 J UN22 


291 


Oil 

313 


lorwara 1 


1M 


Transmembrane 


A 1 O 

418 


LG:329z2o.2/:zuUJJUNZz 


11 A 

314 


<AA 

ouy 


forward 1 


1 1V5 


Non-Cy tosol ic 


j* 1 o 

418 


t p.oonno *i*7.o aa 1 tt txtoo 

Lu:i29z28.2/:zU01JUNzz 


1 


203 


lorwara 2 


TTV/T 
1M 


uytosoiic 


At O 

418 


LU:3zyzzo.z / :zUUl J UNZZ 


Z04 


ZoO 


forward 2 


1 Ivl 


Transmembrane 


A 1 O 

418 


T r , .9*in*)*lO T7.0AA1 TTTKTOO 

LG: 3z9zzo.z /:zUuJ JUNZz 


OQ*7 

Zo / 


juy 


forward 2 


1M 


Non-Cytosolic 


418 


T P.IOnOOO *>*7.*>AA1 TTTrVT*J*> 

LG:3z9 zzo.Z / .ZUU I J UN ZZ 


1 


OOA 

zzu 


forward 3 


XTV/T 
IM 


Non-Cytosolic 


418 


LG:jzyzzo.z/:zUUlJUN/z 


ZZ1 


Z43 


forward 3 


TTV/T 

1 Ivl 


Transmembrane 


AlQ 

418 


T P.IOrtOOO OT.OAAl TTTXTT7 

L.Lx: Jz9zzo.z / :zl)Ul J UN LL 


Z44 


ZOH 


forward 3 


TTV/f 

IM 


Cytosolic 


A 1 Q 

415 


T r^.'iOOOOB 0*7.*>AA1 TTTMOO 

jLO. JzyZZo.z / .ZUU I J UN ZZ 


ZO J 


97/1 
Z/H 


forward 3 


TM 


Transmembrane 


/II Q 

4io 


T fl-QOQOOC 0*7.0AA1 TTTMOO 

iyO.Jzyzzo.z /.ZUUl JUiNZz 


Z/j 


^AQ 
OUo 


forward 3 


TM 


Non-Cy tosol ic 


/1 1 o 

4iy 


T /^•Q'5'7A*;A 1 1 «OAAl TT TMOO 

JLO.OJ /UjO.1 1. ZUU I J UNZZ 


i 
i 


OA 
ZU 


forward 2 


IM 


v^yiosoiic 


/ti o 

4iy 


JLvj.JO/UjO. 1 1. ZUUl JUINZZ 


9 1 
Zl 


41 


forward 2 


TM 


i ransinem orane 


/i 1 o 
41y 


JLLj.3 3 /UjO. 1 1 .ZUU 1 J UNZZ 


/i/t 
44 


A9 
OZ 


forward 2 


llvl 


Non-Cytosolic 


4iy 


JLvj.jj/UDO. 1 1. ZUU I JUINZZ 


03 




forward 2 


TM 


i ransmemorane 


A 1 O 

4iy 


JLO.Jo/UDO.l 1. ZUU J J UNZZ 


oO 


13 1 


forward 2 


TTV/T 
IM 


Cytosolic 


Hiy 


T n-inn^A 1 1 '9AA1 TI TM99 
L\j. dd /Ujo.l l.ZUUJ JUINZZ 


1 19 
1 J)Z 


1 ^4 
1 JH 


iorwara z 


TM 
1 1V1 


i ranbrnemoranc 


4iy 


T n.7*nAC< 1 1 .*1AA1 IT TNTOO 

L.vj.o^/UjO.1 I.zUUIJUNZZ 


1 jj 


OOT 
ZZ/ 


forward 2 


TTV/T 
IM 


Non-Cytosolic 


490 

HZL/ 


I Ci-^AfififA 0-9001 TI TN99 


1 

l 


10^ 




TM 


Nnn-f'vtAQnliP 
i TLfji *-»y ii^jwiiw 


420 


LG:346663.9:2001 JUN22 


304 


326 


forward 1 


TM 


Transmembrane 


420 


LG:346663.9:2001JUN22 


327 


337 


forward 1 


TM 


Cytosolic 


420 


LG:346663.9:2001JUN22 


338 


360 


forward 1 


TM 


Transmembrane 


' 420 


LG:346663.9:2001JUN22 


361 


388 


forward 1 


TM 


Non-Cytosolic 


420 


LG:346663.9:2001JUN22 


389 


406 


forward 1 


TM 


Transmembrane 


420 


LG:346663.9:2001JUN22 


407 


417 


forward 1 


TM 


Cytosolic 


420 


LG:346663.9:2001JUN22 


418 


440 


forward 1 


TM 


Transmembrane 


420 


LG:346663.9:2001JUN22 


441 


445 


forward 1 


TM 


Non-Cytosolic 
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SEQ D NO: 


Template ID 


Start 


Stop 


Frame 


Domain Type 


Topology 


420 


LG:346663.9:2001JUN22 


1 


310 


forward 2 


TM 


Non-Cytosolic 


420 


LG:346663.9:2001JUN22 


311 


333 


forward 2 


TM 


Transmembrane 


420 


LG:346663.9:2001JUN22 


334 


445 


forward 2 


TM. 


Cytosolic 


420 


LG:346663.9:2001JUN22 


1 


302 


forward 3 


TM 


Cytosolic 


420 


LG:346663.9:2001 JUN22 


303 


325 


forward 3 


TM 


Transmembrane 


420 


LG-346663 9 2001 JUN22 


326 


334 


forward 3 


TM 


Non-Cytosolic 


420 


LG-346663 9-2001 JUN22 


335 


357 


forward 3 


TM 


Transmembrane 


420 


LG-346663 9-2001 JUN22 


358 


363 


forward 3 


TM 


Cytosolic 


490 


LG-346663 9-2001 JUN22 


364 


386 


forward 3 


TM 


Transmembrane 


490 


LG-346663 9*2001 JUN22 


387 


400 


forward 3 


TM 


Non-Cytosolic 


490 


T G-346663 9-2001 JUN22 


401 


423 


forward 3 


TM 


Transmembrane 


490 


T fi-34666^ 0-9001 JTJN22 


424 


445 


forward 3 


TM 


Cvtosolic 


491 

HZ. X 


T ft-768SSR6 9-9001 JUN22 


l 


152 


forward 1 


TM 


Non-Cvtosolic 


491 


t 9-9001 TUN22 


15^ 


17S 

X 1 J 


forward 1 

1 \JX »v CXI U A 


TM 


Transmembrane 


491 


1 fr-76R*»SR6 9-9001 JTTN99 


176 


1Q5 
xyj 


forwarH 1 


TM 


Cvtosolic 


491 


T 9-9001 TT IN22 


i 
i 


149 


■fnrwarH ^ 

1UI W CU KJ J 


TM 


Cvtosolic 


491 


T fi*76RSSR6 9-9001 TTIN99 


14^ 


165 


fnrwarH ^ 

1U1 VVCli LI — ' 


TM 


Tran s m p m hra n e 

X X UllO 1 1 lull 1 Ul (11 lu 


491 


1 f»-7r*R^Rfi 9-9001 TTTN99 




104 

1*7*+ 


W ell ti J 


TM 


Nnn-f^vtnsnlir 


499 


T 0-4077^0 11-9001 TTTN99 


1 

1 


14 


frirwarrl 1 

l\JL Wdi U 1 


TM 


Mnn-r^vtnQnlir 


499 


T O407710 11-900,1 TTTN99 

1AJ.HU/ 1 JU. 1 J.iwl J U1NZ.Z. 


1 c 
1 D 


^4 




TM 


TranQmpmhranp 
X X tallollldH VI alio 


/too 


IAj.HU/ / jU. 1 0.ZUUIJ U1NZZ 


JJ 


1^ 


•fArwcjr/1 1 
lUx WdlU 1 


TM 




4ZZ 


T 0*407710 1 1-9001 TTTNJ99 
LAJ.HU/ /jU.1 O.ZKJVl J U1NZZ 


1 
1 


14 


1UI Well U j 


TM 


^Tnn-r^vtncnl if 
i>uii V— y iuoujiu 




T f;-/107710 1 1-9001 TTTT\J9 9 


1 J 


^7 


1UI WdlU J 


TM 


x lailoillClllUl alic 


4ZZ 


T fV/107710 11-9001 TTTM99 


JO 


1£0 
lOZ 


frifWQrfl 
IU1 WdlU J 


TM 


f^vtncrtlir* 
v^y Lu»uiiu 


4Zo 


JLAJ .UZ J *+D J . J . ZUU 1 J u IN zz 


i 
1 


491 


iorwaru i 


TM 

11VJ 


!>(Uii~v^yiUoUllw 


ATX 
4ZJ 


'T'n>09S4fiS *^*9001 TT INF99 


A99 
-+ZZ 


444 


lui w«±ru i 


TM 


Trancmpmhranf 
1 i allMilCJitUi ajic 


HZj 


T O-00*?4/i < \ V9001 TTTNJ99 


44 *\ 


SOO 
w>UU 




TM 


f^vtocnUr* 


hZj 


T n-09^4^*? S-9001 TTT1M99 

JjVJ.UZJ*tOJ.J.Z.UU J. J KJ\ri£.£. 


501 
JUl 


59^ 


lUlWdiU X 


TM 

J. 1V1 


1 1 alloil lull I Ul a J ic 


49^ 
HZj 


T n*09^4fiS V9001 TTTN99 * 

L,\J . UZJ *+ O D . O - ZUU 1 J \J IN ZZ 




70R 
/Uo 




TM 


Nrnn-r^vtncnlip 

1NU11 V^Jf LUoUlIw 


AO A 
4Z4 


T n-0^4^0Q 14-9001 TTTM99 
Lj'O.UJ'f^Ui/.lH.ZUUl J UJNZZ 


1 
1 


4^9 


fnnwarH 1 
1UI WdlU I 


HTM 


Wr\n~f~ , \/tocn1ir' 
1^(UI1 'Jr IUoOIIU 


494 


T H-0S4S00 14-9001 TTTN99 


4^^ 


4SS 


fnrwarH 1 

WtUU 1 


TM 


Tr a n i mprn Kra n p 
11 allollidllUl alio 


494 


T OOSd^OQ 14-9001 TTIN9 9 


45fi 


567 


frirwnrH 1 

1\J1 Well U 1 


TM 


Cvtnsnltf* 

V— -J' LvJ J>ul Iw 


494 


y H-0S4SOQ 14-9001 TTIN99 


56R 


500 


1 CI Well (J i 


TM 


Trfltumpmhrflnft 
xx aiioixtwiiii/i diic< 


AO A 
tit 


T n-0*54SOO 14-9001 TTTN99 


5Q1 


649 


fnrwnrH 1 

1U1 Weil u 1 


TM 

1 1VA 


N^nn-f^vtosolic 


494 


T n-OS4*500 14-2001 TTTN99 


64^ 


66S 

\JVJJ 


fr»rwarH 1 

1 vyi WdlU X 


TM 


TransmpmHranft 

X I til lolJlulll Ul ullv 


494 


T n*0*?4*>n0 14-2001 JIIN99 


666 


111 


forwurH 1 

I \Jl Wat \1 X 


TM 


Cvtosolic 


494 


T G-OS4S09 14-2001 JUN22 


71R 

/AO 


740 


forward 1 


TM 


Transmembrane 

X 1 €11 1 Oil Ivl lily A Ollv 


494 


1 H-OS4SO0 14-2001 TIJN99 


741 


752 


fnrwarH 1 


TM 

A AVI 


Non-Cvtosol ic 


did 


Tn-O^SOQ 14-2001JUN22 


753 


775 


forward 1 


TM 


Transmembrane 


494 


T G-0S4S0Q 1 4-200 1JUN22 


116 


938 


forward 1 


TM 


Cvtosolic 


494 


LG-054509 14*2001JUN22 


939 


961 


forward 1 


TM 


Transmembrane 


424 


LG-054509 14-2001JUN22 


962 


975 


forward 1 


TM 


Non -C v tosol i c 


424 


LG-054509 1 4*200 1JUN22 


976 


998 


forward 1 


TM 


Transmembrane 


494 


1 G-054509 14*2001 JUN22 


999 


1004 


forward 1 


TM 


Cvtosolic 


424 


T O-054509 14*2001 JUN22 


1005 


1027 


forward 1 


TM 


Transmembrane 


494 


T 0*054509 14-2001JLTN29 


1028 


1066 


fnrwarH 1 

l\Jl Well U 1 


TM 


Non -Cvtosolic 


424 


LG:054509. 14:200 1JUN22 


1067 


1089 


forward 1 


TM 


Transmembrane 


424 


LG:054509.14:20ulJUN22 


1090 


1134 


forward 1 


TM 


Cytosolic 


424 


LG:054509. 14:200 1JUN22 


1 


2 


forward 2 


TM 


Cytosolic 


424 


LG:054509. 1 4:200 1 JUN22 


3 


20 


forward 2 


TM 


Transmembrane 


424 


LG:054509. 1 4:200 1JUN22 


21 


61 


forward 2 


TM 


Non-Cytosolic 


424 


LG:054509. 14:200 1JUN22 


62 


84 


forward 2 


TM 


Transmembrane 


424 


LG:054509.14:2001JUN22 


85 


90 


forward 2 


TM 


Cytosolic 


424 


LG:054509. 14:200 1 JUN22 


91 
207 


113 


forward 2 


TM 


Transmembrane 
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SEQ D NO: 


Template ID 


Start 


Stop 


Frame 


uomatn iypc 


Topology 


424 


LG:054509. 14:200 1JUN22 


114 


1 o o 

188 


forward 2 




Non-Cytosolic 


424 


LG:054509.14:2001JUN22 


189 


20o 


forward 2 


1M 


Transmembrane 


424 


LG:054509.14:2001JUN22 


207 


466 


forward 2 


1 M 


Cytosolic 


424 


LG:054509.l4:200lJUN22 


467 


489 


forward 2 


r T T \ A 


Transmembrane 


424 


LG:054509. 1 4:2001 JUN22 


490 


737 


forward 2 


IM 


Non-Cytosolic 


424 


LG:054509.14:2001JUN22 


738 


760 


torward 2 


IM 


Transmembrane 


424 


LG:054509.l4:200lJUN22 


761 


813 


forward 2 


nn a 


Cytosolic 


424 


LG:054509.l4:200UUN22 


814 


833 


forward 2 


nrx a 

TM 


Transmembrane 


424 


LG:054509.l4:200UUN22 


834 


842 


forward 2 


TM 


Non-Cytosolic 


424 


LG:054509.l4:200UUN22 


843 


865 


forward 2 


TM 


Transmembrane 


424 


LG:054509. 14:200UUN22 


866 


946 


forward 2 


TM 


Cytosolic 


424 


LG:054509. 1 4 :200 1 JUN22 


947 


969 


forward 2 


TM 


Transmembrane 


424 


LG:054509.l4:200UUN22 


970 


1004 


forward 2 


TM 


Non-Cytosolic 


424 


LG:054509.l4:200UUN22 


1005 


1027 


forward 2 


TM 


Transmembrane 


424 


LG:054509.l4:200UUN22 


1028 


1066 


forward 2 


TM 


Cytosolic 


424 


LG:054509.l4:200UUN22 


1067 


1089 


forward 2 


TM 


Transmembrane 


424 


LG:054509.l4:200UUN22 


1090 


1134 


forward 2 


TM 


Non-Cytosolic 


424 


LG:054509. 1 4:200 UUN22 


1 


435 


forward 3 


TM 


Non-Cytosolic 


424 


LG:054509.l4:200lJUN22 


436 


454 


forward 3 


TM 


Transmembrane 


424 


LG:054509. 1 4:2001 JUN22 


455 


466 


forward 3 


TM 


Cytosolic 


• 424 


LG:054509.14:2001JUN22 


467 


489 


forward 3 


TM 


Transmembrane 


424 


LG:054509. 14:2001 JUN22 


490 


503 


forward 3 


TM 


Non-Cytosolic 


424 


LG:054509. 14:2001 JUN22 


504 


523 


forward 3 


TM 


Transmembrane 


424 


LG:054509. 14:2001 JUN22 


524 


717 


forward 3 


TM 


Cytosolic 


424 


LG:054509.14:2001JUN22 


718 


740 


forward 3 


TM 


Transmembrane 


424 


LG:054509.14:2001JUN22 


741 


1133 


forward 3 


TM 


Non-Cytosolic 


425 


LG: 1 067876. 1 :200 1 JUN22 


1 


105 


forward 2 


TM 


Non-Cytosolic 


' 425 


LG: 1 067876. 1 :200 1 JUN22 


' 106 


128 


forward 2 


TM 


Transmembrane 


425 


LG: 1 067876. 1 :200 1 JUN22 


129 


215 


forward 2 


TM 


Cytosolic 


426 


LG:1327699.55:2001JUN22 


1 


32 


forward 1 


TM 


Cytosolic 


426 


LG: 1 327699.55 :2001JUN22 


33 


55 


forward 1 


TM 


Transmembrane 


426 


LG: 1 327699.55:200 1 JUN22 


56 


64 


forward 1 


TM 


Non-Cytosolic 


426 


LG: 1 327699 .55 :2001 JUN22 


65 


87 


forward 1 


TM 


Transmembrane 


426 


LG: 1 327699.55:2001 JUN22 


88 


90 


forward 1 


TM 


Cytosolic 


427 


LG: 1482904. 1 0:2001 JUN22 


1 


323 


forward 1 


TM 


Non-Cytosolic 


427 


LG:1482904.10:2001JUN22 


324 


341 


forward 1 


TM 


Transmembrane 


427 


LG: 1482904. 10:2001 JUN22 


342 


420 


forward 1 


TM 


Cytosolic 


427 


LG: 1482904. 10:2001 JUN22 


421 


443 


forward 1 


TM 


Transmembrane 


427 


LG:14829O4.1O:2002JUN22 


444 


849 


forward 1 


TM 


Non-Cytosolic 


427 


LG: 1482904.10:2001 JUN22 


850 


869 


forward 1 


TM 


Transmembrane 


427 


LG:1482904.10:2001JUN22 


870 


1015 


forward 1 


TM 


Cytosolic 


427 


LG:1482904. 10:2001 JUN22 


1 


959 


forward 2 


TM 


Non-Cytosolic 


427 


LG:1482904.10:2001JUN22 


960 


982 


forward 2 


TM 


Transmembrane 


427 


LG:1482904.10:2001JUN22 


983 


1014 


forward 2 


TM 


Cytosolic 


427 


LG: 1482904. 1 0:2001 JUN22 


1 


676 


forward 3 


TM 


Non-Cytosolic 


427 


LG: 1482904. 10:2001 JUN22 


677 


699 


forward 3 


TM 


Transmembrane 


427 


LG:1482904.10:2001JUN22 


700 


918 


forward 3 


TM 


Cytosolic 


427 


LG:1482904.10:2001JUN22 


919 


941 


forward 3 


TM 


Transmembrane 


427 


LG:1482904.10:2001JUN22 


942 


960 


forward 3 


TM 


Non-Cytosolic 


427 


LG: 1 482904. 1 0:2001 JUN22 


961 


983 


forward 3 


TM 


Transmembrane 


427 


LG: 1482904. 10:2001 JUN22 


984 


1014 


forward 3 


TM 


Cytosolic 


428 


LG:222317.4:2001JUN22 


1 


4 


forward 2 


TM 


Cytosolic 


428 


LG:222317.4:200IJUN22 


5 


27 


forward 2 


TM 


Transmembrane 


428 


LG:222317.4:200UUN22 


28 


85 


forward 2 


TM 


Non-Cytosolic 
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SEQ D NO: 


Template ID 


Start 


Mop 


Frame 


Domain Type 


Topology 


428 


LG:22231 7.4:2001 JUN22 


1 


Id 


forward 3 


1M 


Non-Cytosolic 


428 


LG:2223 1 7.4:2001 JUN22 


24 


A C 

46 


forward 3 


•TO A 

TM 


Transmembrane 


428 


LG :2223 1 7 .4 :200 1 JUN22 


47 


84 


forward 3 


TM 


Cytosolic 


429 


LG:332701 .3:2001JUN22 


1 


1342 


forward 1 


TM 


Non-Cytosolic 


429 


LG:332701 .3:2001 JUN22 


1343 


1365 


forward 1 


TM 


Transmembrane 


429 


LG:332701.3:2001JXJN22 


1366 


1542 


forward 1 


TM , 


Cytosolic 


429 


LG:332701. 3:2001 JUN22 


1 


IOC 

1 25 


forward 2 


TM 


Non-Cytosolic 


429 


LG:33270L3:2001JUN22 


126 


148 


forward 2 


TM 


Transmembrane 


429 


LG:332701. 3:2001 JUN22 


149 


178 


forward 2 


TM 


Cytosolic 


429 


LG:332701. 3:2001 JUN22 


179 


201 


forward 2 


TM 


Transmembrane 


429 


LG:332701.3:2001JUN22 


202 


224 


forward 2 


TM 


Non-Cytosolic 


429 


LG:332701.3:2001JUN22 


225 


247 


forward 2 


TM 


Transmembrane 


429 


LG:332701.3:2001JUN22 


248 


259 


forward 2 


TM 


Cytosolic 


429 


LG:33270L3:2001JUN22 


260 


282 


forward 2 


TM 


Transmembrane 


429 


LG:332701.3:2001JUN22 


283 


286 


forward 2 


TM 


Non-Cytosolic 


429 


LG:332701.3:2001JUN22 


287 


309 


forward 2 


TM 


Transmembrane 


429 


LG:332701.3:2001JUN22 


310 


507 


forward 2 


TM 


Cytosolic 


429 


LG:332701 .3:2001 JUN22 


508 


. 530 


forward 2 


TM 


Transmembrane 


429 


LG:332701. 3:2001 JUN22 


531 


983 


forward 2 


TM 


Non-Cytosolic 


429 


LG:332701. 3:2001 JUN22 


984 


1006 


forward 2 


TM 


Transmembrane 


429 


LG:332701 .3:2001 JUN22 


1007 


1054 


forward 2 


TM 


Cytosolic 


429 


LG:332701. 3:2001 JUN22 


1055 


1077 


forward 2 


TM 


Transmembrane 


429 


LG:332701.3:2001JUN22 


1078 


1541 


forward 2 


TM 


Non-Cytosolic 


429 


LG:332701.3:2001JUN22 


* 1 


223 


forward 3 


TM 


Non-Cytosolic 


429 


LG:332701. 3:2001 JUN22 


224 


246 


forward 3 


TM 


Transmembrane 


429 


LG;332701. 3:2001 JUN22 ■ 


-247 


507' 


forward 3 


. TM 


Cytosolic 


429 


LG:33270 1 .3 : 200 1 JUN22 


508 


530 


forward 3 


TM 


Transmembrane 


429 


LG:332701. 3:2001 JUN22 


" 531 


1541 


forward 3 


TM 


Non-Cytosolic 


430 


LG:36988 1 .5 :200 1 JUN22 


1 


311 


forward 3 


TM 


Non-Cytosolic 


430 


LG:36988L5:2001JUN22 


312 


334 


forward 3 


TM 


Transmembrane 


430 


LG:36988 1 .5:2001 JUN22 


335 


346 


forward 3 


TM 


Cytosolic 


430 


LG:369881.5:2001JUN22 


347 


369 


forward 3 


TM 


Transmembrane 


430 


LG:36988 1 .5:2001 JUN22 


370 


383 


forward 3 


TM 


Non-Cytosolic 


430 


LG.-36988 1 .5:200 1JUN22 


384 


406 


forward 3 


TM 


Transmembrane 


430 


LG:369881.5:2001JUN22 


407 


435 


forward 3 


TM 


Cytosolic 


431 


LG:404381. 2:2001 JUN22 


1 


34 


forward 2 


TM 


Cytosolic 


431 


LG:40438 1.2:2001 JUN22 


35 


57 


forward 2 


TM 


Transmembrane 


431 


LG:40438 1 .2:2001 JUN22 


58 


66 


forward 2 


TM 


Non-Cytosolic 


431 


LG:40438 1 .2:2001 JUN22 


67 


89 


forward 2 


TM 


Transmembrane 


431 


LG:40438 1 .2:2001 JUN22 


90 


100 


forward 2 


TM 


Cytosolic 


431 


LG:404381. 2:2001 JUN22 


101 


123 


forward 2 


TM 


Transmembrane 


431 


LG:404381. 2:2001 JUN22 


124 


132 


forward 2 


TM 


Non-Cytosolic 


431 


LG:404381. 2:2001 JUN22 


133 


155 


forward 2 


TM 


Transmembrane 


431 


LG:40438 1 .2:2001 JUN22 


156 


192 


forward 2 


TM 


Cytosolic 


431 


LG:404381. 2:2001 JUN22 


193 


215 


forward 2 


TM 


Transmembrane 


431 


LG:404381. 2:2001 JUN22 


216 


271 


forward 2 


TM 


Non-Cytosolic 


431 


LG:404381.2:2001JUN22 


272 


294 


forward 2 


TM 


Transmembrane 


431 


LG:404381.2:2001JUN22 


295 


302 


forward 2 


TM 


Cytosolic 


431 


LG:40438 1 .2:2001 JUN22 


303 


325 


forward 2 


TM 


Transmembrane 


431 


LG:404381. 2:2001 JUN22 


326 


339 


forward 2 


TM 


Non-Cytosolic 


431 


LG:404381. 2:200 1JUN22 


340 


359 


forward 2 


TM 


Transmembrane 


431 


LG:404381. 2:200 1JUN22 


360 


466 


forward 2 


TM 


Cytosolic 


432 


LG:405709.2:2001JUN22 


1 


75 


forward 2 


TM 


Cytosolic 


432 


LG:405709.2:2001JUN22 


76 


94 


forward 2 


TM 


Transmembrane 



209 



WO 02/083876 



PCT/US02/09921 







TABLE 2 










Template ID 


Start 


OtOp 


Frame 




i opoiogy 


/too 
432 


t r*'Af\G.nr\ci o»oaai tt txtoo 


yj 




forward 2 


TTV/T 
1M 


iNon-uyiosoiic 


43 Z 


t r , -Af\Kir\Q o-onni tttxtoo 


i 
i 


in 


forward 3 


1M 


v^yiosoiic 


433 


T n-A(\£.£.6.A 17 -OAA1 TTTXTOO 
LU.4UOO04. J /.ZUU J J UJNZZ 


J 


JO 


forward 1 


liVl 


|^\ > ♦ A\C /-v 1 * A* 

\-.yiosoiic 


434 


t r.i^in^Qi i «oaai tt txtoo 
LO. /O/UOol . i.zUlMJUiNZZ 


l 


1 0*7 


forward 2 


I M 


iNOii-uyiosoiic 


434 


T P.-7^AAQ1 1 -OAA1 T7 TWOO 
LU. /O/UOol . 1 .ZUUU UINZZ 


loo 


0 1 A 
ZIU 


forward 2 


1M 


Transmembrane 


434 


T f^.O/^OAAGl 1 -OAA1 TTTXTOO 

LG. /O/UOO 1 . 1 .ZUU 1 J UfNZZ 


O 1 1 

Zi 1 


OK 
ZlO 


forward 2 


TTVif 


Cytosolic 


434 


T /'"'.OiCOA^QI 1 .OAA1 TT TXTOO 


I 


11 
51 


forward 3 


TTV/f 
1M 


Non-Cytosolic 


/tO A 

434 


T /""'•0£OA<ff1 1 -OAA 1 TI TKTOO 

Lu. /O/Ooo 1.1. ZUUIJ UINZZ 


-JO 

3o 


£.f\ 
OU 


forward 3 


TTV/I 
1M 


Transmembrane 


A O A 

434 


t /-* tin f\co i i onni tt txtoo 
LU./0/UOo J .l.ZUUUUINZZ 


ol 


ZlO 


forward 3 


TTV/f 

1M 


Cytosolic 


435 


T /"'.OjCOO/I A/1 1 -OAA1 T¥ TXTOO 

Lu:7o87404.1.2UUlJUJN22 


1 


11/1 

114 


forward 3 


1M 


Non-Cytosolic 


435 


T t~* .OrfTOO/l f\A 1 -OAAT TT TXTOO 

LG:7687404. 1.2001 J UN22 


115 


1 T7 

137 


forward 3 


1M 


Transmembrane 


435 


T i .THAI TTTXTTO 

LG:7687404. 1 :2001 J UJN22 


1 oo 

138 


ooc 

225 


forward 3 


IM 


Cytosolic 


435 


T f~* .T/TOT/l Ay! I.OAAI TTTXTOO 

LG :7 687404.1: 2001 J UN22 


226 


Ovl O 

248 


forward 3 




Transmembrane 


435 


T /"^.O^OO/irYvl TTTXTOO 

LG:7 687404. 1:2001 J UN22 


249 


370 


forward 3 


TTV/f 
IM 


Non-Cytosolic 


436 


T f~* "T /"AAni n 1 A 'I/Art 1 TT TXTnO 

LG :7 690030.24:2001 J UN22 


1 


129 


forward 1 


T'KK 

IM 


Cytosolic 


436 


LG:7690030.24:2001JUN22 


1 


128 


lorward 2 


TK if 
IM 


Cytosolic 


437 


LG:7690229.3:2001JUN22 


1 


20 


iorward 3 


IM 


Cytosolic 


437 


T .T/TlATir\ T.Ortni TTTXTOO 

LG:7690229.3:2001JUN22 


21 


40 


iorward 3 


TM 


Transmembrane 


437 ■ 


LG:7690229.3:200lJUN22 


41 


223 


forward 3 


TM 


Non-Cytosolic 


438 


LG :7 690533.1 6 :2001JUN22 


1 


9 


forward 2 


TM 


Non-Cytosolic 


438 


LG:7690533.1 6:2001 JUN22 


10 


29 


forward 2 


TM 


Transmembrane 


438 


LG:7690533. 16:2001 JUN22 


30 


48 


forward 2 


TM 


Cytosolic 


438 


LG:7690533.1 6:2001 JUN22 


49 


71 


forward 2 


TM 


Transmembrane 


438 


LG:7690533 .1 6:2001 JUN22 


72 


393 


forward 2 


TM 


Non-Cytosolic 


439 


LG:769 1131 .2:200 1 JUN22 


1 


22 


forward 1 


TM 


Non-Cytosolic 


439 


LG :769 1 1 3 1 .2:200 1 JUN22 


" 23 


45 


forward 1 


TM 


Transmembrane 


439 


LG:7691 131. 2:200 1JUN22 


46 


331 


forward 1 


TM 


Cytosolic 


439 


LG:7691 131 .2:2001 JUN22 


1 


ioi 


forward 3 


TM 


Non-Cytosolic 


439 


LG:7691 1 3 1 .2:2001 JUN22 


.102 


124 


forward 3 


TM 


Transmembrane 


439 


LG :769 1131. 2:200 1JUN22 


125 


287 


forward 3 


TM 


Cytosolic 


439 


LG:769 1 1 3 1 .2:2001 JUN22 


288 


307 


forward 3 


TM 


Transmembrane 


439 


LG:7691 131. 2:200 1JUN22 


308 


330 


forward 3 


TM 


Non-Cytosolic 


440 


LG:7692559.6:2001JUN22 


1 


3 


forward 1 


TM 


Non-Cytosolic 


440 


LG:7692559.6:2001JUN22 


4 


23 


forward 1 


TM 


Transmembrane 


440 


t .TzT>occn iC.oAAi ttttvtoo 

LG:7692559.6:200I JUN22 


24 


35 


forward 1 


TM 


Cytosolic 


440 


T r'.H^A'kCCn i^.OAAl TTTXTOO 

LG:76925 59.6:2001 J UJN22 


o^ 

36 


53 


forward 1 


TM 


Transmembrane 


440 


t r^.n^n^ccn onni tt txtoo 

LG:7692559.6:2001JUN22 


54 


239 


forward 1 


TM 


Non-Cytosolic 


440 


t r'.T^fticcn /^.or*Ai tt txtoo 

LG:7692559.6:200 IJ UrN22 


1 


A O 

48 


forward 3 


TM 


Non-Cytosolic 


A A A 

440 


t /^.o/^aocca £.inr\i tt txtoo 

LG:7o92j5y.D:2U01 J UINZZ 


Af\ 

49 


71 


forward 3 


IM 


Transmembrane 


A Af\ 

440 


t p.?/:ftoccn /.of\n t tt txtoo 

LG:7692559.6:200 1 J U1N 22 


72 


75 


iorward 3 


r T r K A 

TM 


Cytosolic 


A Af\ 

440 


T .O AO C C A £.OAA1 TTTXTOO 

LG :7 692559.6:2001 J UIN22 


76 


AO 

98 


iorward 3 


TM 


Transmembrane 


440 


T /~» .T/TniCCr\ /C.OAA1 TTTXIOO 

LG:7692559.6:2001JUNZ2 


rvA 

99 


oo o 

238 


iorward 3 


TM 


Non-Cytosolic 


441 


T P.T/TO AO 1 A.OAA1 TI TXTOO 

LG:7684866. 1 0:2001 J UMZ2 


1 


56 


forward 2 


TM 


Cytosolic 


A At 

441 


T i~*."~ICO A OCiL 1 A.OAA1 TT TXTOO 

LG:7684866. 1 0:2001 J UfN22 


CO 

57 


OA 

79 


forward 2 


TM 


Transmembrane 


441 


T .O/TO A OC£L 1 A.O AA 1 TT TXTOO 

LG:7684866. 10:200 1 J UN22 


80 


93 


iorward 2 


TM 


Non-Cytosolic 


441 


T n.l^O/IO^/J 1 O.Oi^A 1 TT TXTOO 

LG:7684866. 1 0:200 3 J UN22 


OA 

y4 


1 16 


forward 2 


TM 


Transmembrane 


A A 1 

441 


T >1£IQAQ£.£. 1 A-OAA 1 TT TXTOO 

LG:/Oo4oDO. 1U.ZUU1JUINZZ 


117 


170 


forward 2 


IM 


Cytosolic 


442 


LG:002106.5:2001JUN22 


1 


344 


forward 2 


TM 


Non-Cytosolic 


442 


LG:002106.5:2001JUN22 


345 


367 


forward 2 


TM 


Transmembrane 


442 


LG:002106.5:2001JUN22 


368 


387 


forward 2 


TM 


Cytosolic 


442 


LG:002106.5:2001JUN22 


388 


410 


forward 2 


TM 


Transmembrane 


442 


LG:0021 06.5:200 1JUN22 


411 


419 


forward 2 


TM 


Non-Cytosolic 


442 


LG:002106.5:2001JUN22 


420 


439 


forward 2 


TM 


Transmembrane 


442 


LG:002106.5:200IJUN22 


440 


548 


forward 2 


TM 


Cytosolic 
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SEQ D NO: 


Template ID 


Start 


Stop 


Frame 


uumdiji iypc 


lopoiogy 


442 


LG:002 106.5:2001 J UiN ZZ 


J 


DOK> 


forward 3 


T\A 

i M 


iNon-^yiosoiic 


442 


t f* nni i n/c c.onm tt TXTio 

LCj:0U2 lUo. j :ZUU 1 J U1N ZZ 


DQi 1 




forward 3 


AM 


i ransmerriDrarie 


442 


T 4~~> nAO 1 At C ,ir\A 1 TT TXTOO 

LG:002 106.5:2001 J UNZZ 


A 1 f\ 

4IU 


4ZU 


forward 3 


AM 


v^yiosoiic 


442 


LG:002 106.5:2001 J UN22 


An 1 
4Z1 


AA1 


forward 3 


1M 


i ransmemorane 


442 


T nno 1 A^ C OAAl TT TTvTT") 

LG :002 1 06.5 : 200 1 J UN 22 


AAA 

444. 


54o 


forward 3 


1M 


JNon-L.ytosoiic 


443 


LG: 004064. 1 :200I JUN22 


1 


zu 


forward 1 


1M 


Cytosolic 


443 


LG:004064. 1 :200l J UN22 


21 


A O 

43 


forward 1 


1M 


Transmembrane 


443 


LG:004064. 1 :2001 JUN22 


A A 

44 


IOC 

335 


forward 1 


1M 


Non-Cytosolic 


443 


LG:004064. 1 :2001 JUN22 


1 


47 


forward 2 


TM 


Non-Cytosolic 


443 


LG:004064 . 1 :2001 JUN22 


48 


70 


forward 2 


TM 


Transmembrane 


443 


LG:004064.1 :2001 JUN22 


71 


335 


forward 2 


TM 


Cytosolic 


443 


LG:004064.1 :2001 JUN22 


1 


47 


forward 3 


TM 


Non-Cytosolic 


443 


LG:004064. 1 :200 1 JUN22 


48 


70 


forward 3 


TM 


Transmembrane 


443 


LG:0O4064. 1 :2001 JUN22 


71 


208 


forward 3 


TM 


Cytosolic 


443 


LG:004064. 1 :2001 JUN22 


209 


228 


forward 3 


TM 


Transmembrane 


443 


LG:004064.1 :2001 JUN22 


229 


267 


forward 3 


TM 


Non-Cytosolic 


443 


LG:004064. 1 :2001 JUN22 


268 


290 


forward 3 


TM 


Transmembrane 


443 


LG:004064.1:2001JUN22 


291 


335 


forward 3 


TM 


Cytosolic 


444 


LG:0O7916.8:2001JUN22 


1 


159 


forward 1 


TM 


Cytosolic 


444 


LG:007916.8:2001JUN22 


160 


182 


forward 1 


TM 


Transmembrane 


444 


LG:007916.8:2001JUN22 


183 


499 


forward 1 


TM 


Non-Cytosolic 


445 


LG:014719.14:2001JUN22 


1 


913 


forward 1 


TM 


Non-Cytosolic 


445 


LG:014719.14:2001JUN22 


914 


936 


forward 1 


TM 


Transmembrane 


445 


LG:014719.14:2001JUN22 


937 


966 


forward 1 


TM 


Cytosolic 


445 


LG:0 1 47 1 9. 1 4:200 1 JUN22 


1 


915 


forward 2 


TM 


Non-Cytosolic 


445 


LG:014719.14:2001JUN22 


916 


938 • 


forward 2. 


.. TM 


Transmembrane 


445 


LG:014719.14:2001JUN22 


939 


966 


forward 2 


. TM 


Cytosolic 


446 


LG:02 1 7633 1 :200 1JUN22 


81 


170 ■ 


forward 3 


SP 


■ 


446 


LG:O21763.31:2001JUN22 


1 


131 • 


forward 3 


TM 


Non-Cytosolic 


446 


LG:021763.3 1:2001 JUN22 


132 


154 


forward 3 


TM 


Transmembrane 


446 


LG:02 1763.3 1 :200 1 JUN22 . 


155 


233 


forward 3 


TM 


Cytosolic 


447 


LG:025397. 1 :2001 JUN22 


1 


40 


forward 3 


TM 


Cytosolic 


447 


LG :025 397 . 1 :200 1 JUN22 


41 


63 


forward 3 


TM 


Transmembrane 


447 


LG:025397. 1 :2001 JUN22 


64 


77 


forward 3 


TM 


Non-Cytosolic 


447 


LG:025397. 1 :2001 JUN22 


78 


100 


forward 3 


TM 


Transmembrane 


447 


LG:025397. 1 :2001 JUN22 


101 


112 


forward 3 


TM 


Cytosolic 


447 


LG:025397. 1 :2001 JUN22 


113 


132 


forward 3 


TM 


Transmembrane 


447 


LG:025397.1:2001JUN22 


133 


879 


forward 3 


TM 


Non-Cytosolic 


448 


LG:029880.20:2001JUN22 


1 


399 


forward 2 


TM 


Non-Cytosolic 


448 


LG :02988 0.20:200 1 JUN22 


400 


422 


forward 2 


TM 


Transmembrane 


448 


LG:029880.20:2001JUN22 


423 


434 


forward 2 


TM 


Cytosolic 


448 


LG:029880.20:2001JUN22 


435 


457 


forward 2 


TM 


Transmembrane 


448 


LG :029 880.20:200 1 JUN22 


458 


1076 


forward 2 


TM 


Non-Cytosolic 


448 


LG:029880.20:2001JUN22 


1 


316 


forward 3 


•TO A 

TM 


Non-Cytosolic 


448 


LG:029880.20:2001 JUN22 


317 


339 


forward 3 


TM 


Transmembrane 


448 


T s~> Anon r\ f\t\ i it tv t\ o 

LG:029880.20:2001JUN22 


J4U 




forward 3 


1M 


Cytosolic 


448 


LG:029880.20:2001 JUN22 


566 


588 


forward 3 


TM 


Transmembrane 


448 


LG:029880.20:2001JUN22 


589 


1075 


forward 3 


TM 


Non-Cytosolic 


449 


LG:040422.37:2001JUN22 


1 


344 


forward 1 


TM 


Cytosolic 


449 


LG:040422.37 :200 1 JUN22 


345 


367 


forward 1 


TM 


Transmembrane 


449 


LG:040422.37:200 1 JUN22 


368 


386 


forward 1 


TM 


Non-Cytosolic 


449 


LG:040422.37:2001JUN22 


387 


409 


forward 1 


TM 


Transmembrane 


449 


LG:04042237:2001JUN22 


410 


447 


forward 1 


TM 


Cytosolic 


449 


LG:040422.37:2001JUN22 


448 


470 


forward 1 


TM 


Transmembrane 
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SEQ D NO: 


Template ID 


Start 


Stop 


Frame 


Domain Type 


Topology 


449 


LG:040422.37:2001JUN22 


471 


542 


forward 1 


JTM 


Non-Cytosolic 


449 


LG:040422.37:2001JUN22 


543 


565 


forward 1 


TM 


Transmembrane 


449 


LG:040422.37:2001JUN22 


566 


639 


forward 1 


TM 


Cytosolic 


449 


LG:040422.37:2001JUN22 


640 


662 


forward 1 


TM 


Transmembrane 


449 


LG:040422.37:2001JUN22 


663 


'671 


forward 1 


TM 


Non-Cytosolic 


449 


LG:040422.37:200IJUN22 


672 


694 


forward 1 


TM 


Transmembrane 


449 


LG:040422.37:2001JUN22 


695 


747 


forward 1 


TM 


Cytosolic 


449 


LG:040422.37:2001JUN22 


748 


770 


forward 1 


TM 


Transmembrane 


449 


LG:040422.37:2001JUN22 


771 


795 


forward 1 


TM 


Non-Cytosolic 


449 


LG:040422.37:2001JUN22 


796 


814 


forward 1 


TM 


Transmembrane 


449 


LG:040422.37:200 1 JUN22 


815 


820 


forward I 


TM 


Cytosolic 


449 


LG:040422.37 :200 1 JUN22 


821 


843 


forward 1 


TM 


Transmembrane 


449 


LG:040422.37:2001JUN22 


844 


1065 


forward 1 


TM 


Non-Cytosolic 


449 


LG:040422.37:2001JUN22 


1 


640 


forward 2 


TM 


Non-Cytosolic 


449 


LG:040422.37:2001JUN22 


641 


663 


forward 2 


TM 


Transmembrane 


449 


LG:040422.37:2001JUN22 


664 


674 


forward 2 


TM 


Cytosolic 


449 


LG:04042237:2001JUN22 


675 


696 


forward 2 


TM 


Transmembrane 


449 


LG:040422.37:2001JUN22 


697 


742 


forward 2 


TM 


Non-Cytosolic 


449 


LG:040422.37:2001JUN22 


743 


765 


forward 2 


TM 


Transmembrane 


449 


LG:040422.37:2001JUN22 


766 


803 


forward 2 


TM 


Cytosolic 


449 


LG:04042237:2001JUN22 


804 


826 


forward 2 


TM 


Transmembrane 


449 


LG:040422.37:2001JUN22 


827 


925 


forward 2 


TM 


Non-Cytosolic 


449 


LG:040422.37:2001JUN22 


926 


948 


forward 2 


TM 


Transmembrane 


449 


LG:040422.37:2001JUN22 


949 


1065 


forward 2 


TM 


. Cytosolic 


449 


LG:040422.37:2001JUN22 


1 


575 


forward 3 


TM 


Non-Cytosolic 


449 


LG:040422.37:2001JUN22 


576 


598 


forward 3 


TM 


Transmembrane 


449 


LG :040422.37 :200 1 JUN22 


599 


622 


forward 3 


TM 


Cytosolic 


449 


LG:040422.37:2001JUN22 


623 


645 


forward 3 


TM 


Transmembrane 


449 


LG:040422.37:2001JUN22 


646 


649 


forward 3 


TM 


Non-Cytosolic 


449 


LG:040422.37 :200 1 JUN22 


650 


672 


forward 3 


TM 


Transmembrane 


449 


LG:04042Z37:2001JUN22 


673 


746 


forward 3 


TM 


Cytosolic 


449 


LG:040422.37:2001JUN22 


747 


769 


forward 3 


TM 


Transmembrane 


449 


LG:040422.37:200 1 JUN22 


770 


1064 


forward 3 


TM 


Non-Cytosolic 


450 


LG:065935.1 1 :2001JUN22 


1 


9 


forward 1 


TM 


Non-Cytosolic 


450 


LG:065935.1 1:2001 JUN22 


10 


27 


forward 1 


TM 


Transmembrane 


450 


LG:065935.1 1:2001 JUN22 


28 


46 


forward 1 


TM 


Cytosolic 


450 


LG:065935.1 1:2001 JUN22 


47 


69 


forward 1 


TM 


Transmembrane 


450 


LG:065935.1 1:2001 JUN22 


70 


1451 


forward 1 


TM 


Non-Cytosolic 


450 


LG:065935.1 1:2001 JUN22 


1 


33 


forward 2 


TM 


Cytosolic 


450 


LG:065935. 1 1 :200 1 JUN22 


34 


56 


forward 2 


TM 


Transmembrane 


450 


LG:065935.1 1 :2001 JUN22 


57 


65 


forward 2 


TM 


Non-Cytosolic 


450 


LG:065935. 1 1 :2001 JUN22 


66 


88 


forward 2 


TM 


Transmembrane 


450 


LG :065935 .11:2001 JUN22 


89 


312 


forward 2 


TM 


Cytosolic 


450 


LG:065935. 1 1 :2001JUN22 


313 


335 


forward 2 


TM 


Transmembrane 


450 


LG:065935.1 1 :2001 JUN22 


336 


370 


forward 2 


TM 


Non-Cytosolic 


450 


LG:065935. 1 1 :2001 JUN22 


371 


393 


forward 2 


TM 


Transmembrane 


450 


LG:065935.1 1:2001 JUN22 


394 


449 


forward 2 


TM 


Cytosolic 


450 


LG:065935.1 1:2001 JUN22 


450 


472 


forward 2 


TM 


Transmembrane 


450 


LG:065935.11:2001JUN22 


473 


498 


forward 2 


TM 


Non-Cytosolic 


450 


LG:065935.11:2001JUN22 


499 


518 


forward 2 


TM 


Transmembrane 


450 


LG:065935.1 1:2001 JUN22 


519 


538 


forward 2 


TM 


Cytosolic 


450 


LG:065935.11:2001JUN22 


539 


561 


forward 2 


TM 


Transmembrane 


450 


LG:065935.11:2001JUN22 


562 


1450 


forward 2 


TM 


Non-Cytosolic 


450 


LG:065935.1 1:2001 JUN22 


1 


9 


forward 3 


TM 


Non-Cytosolic 
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SEQ D NO: 


Template ID 


Start 


Stop 


Frame 


Domain Type 


Topology 


450 . 


LG :065935 . 1 1 :200 1 JUN22 


10 


27 


forward 3 


TM 


Transmembrane 


450 


LG:065935.l l:200lJUN22 


28 


39 


forward 3 


TM 


Cytosolic 


450 


LG:065935.11:2001JUN22 


40 


62 


forward 3 


TM 


Transmembrane 


450 


LG :065935 . 1 1 :200 1 JUN22 


63 


71 


forward 3 


TM 


Non-Cytosohc 


450 


LG:065935.1 L2001JUN22 


72 


94 


forward 3 


TM 


Transmembrane 


450 


LG:065935.1 1:2001 JUN22 


95 


370 


forward 3 


TM 


Cytosolic 


450 


LG:065935.1 1:200 1JUN22 


371 


393 


forward 3 


TM 


Transmembrane 


450 


LG:065935.11:2001JUN22 


394 


1182 


forward 3 


TM 


Non-Cytosolic 


450 


LG:065935.1 1:2001JUN22 


1183 


1202 


forward 3 


TM 


Transmembrane 


450 


LG:065935.11:2001JUN22 


1203 


1395 


forward 3 


TM 


Cytosolic 


450 


LG:065935.1 1:2001JUN22 


1396 


1418 


forward 3 


TM 


Transmembrane 


450 


LG:065935.1 1:2001JUN22 


1419 


1450 


forward 3 


TM 


Non-Cytosolic 


451 


LG:074381.1:2001JUN22 


1 


318 


forward 2 


TM 


Non-Cytosolic 


451 


LG:074381.1:2001JUN22 


319 


■ 341 


forward 2 


TM 


Transmembrane 


451 


LG:074381.1:2001JUN22 


342 


361 


forward 2 


TM 


Cytosolic 


451 


LG:07438L 1:2001 JUN22 


362 


384 


forward 2 


TM 


Transmembrane 


451 


LG:074381.1:2001JUN22 


385 


421 


forward 2 


TM 


Non-Cytosolic 


451 


LG:07438L1:2001JUN22 


1 


229 


forward 3 


TM 


Non-Cytosolic 


451 


LG:07438L 1:2001 JUN22 


230 


252 


forward 3 


• TM 


Transmembrane 


451 


LG:074381.1:2001JUN22 


253 


256 


forward 3 


TM 


Cytosolic 


451 


LG:074381.1:2001JUN22 


257 


279 


forward 3 


TM 


Transmembrane 


451 


LG:074381.1:2001JUN22 


280 


317 


forward 3 


TM 


Non-Cytosolic 


451 


LG:07438 1 . 1 :2001 JUN22 


318 


340 


forward 3 


TM 


Transmembrane 


451 


LG:07438L1:2001JUN22 


341 


352 


forward 3 


TM 


Cytosolic 


451 


LG:074381.1:2001JUN22 


353 


375 


forward 3 


TM 


Transmembrane 


451 


LG:074381.1:2001JUN22 


376 


394 


forward 3 


TM 


Non-Cytosolic 


451 


LG:074381.1 :2001 JUN22 


395 


417 


forward 3 


TM 


Transmembrane 


451 


LG:074381.1:2001JUN22 


418 


421 


forward 3 


TM 


Cytosolic 


452 


LG:0838 14.6:2001 JUN22 


1 


736 


forward 1 


TM 


Non-Cytosolic 


452 


LG:0838 1 4.6:2001 JUN22 


737 


756 


forward 1 


TM 


Transmembrane 


452 


LG:0838 14.6:2001 JUN22 


757 


790 


forward 1 


TM 


Cytosolic 


452 


LG:083814.6:2001JUN22 


791 


809 


forward 1 


TM 


Transmembrane 


452 


LG:083814.6:2001JUN22 


810 


817 


forward 1 


TM 


Non-Cytosolic 


452 


LG:0838 14.6:2001 JUN22 


1 


757 


forward 3 


TM 


Non-Cytosolic 


452 


LG:0838 14.6:2001 JUN22 


758 


777 


forward 3 


TM 


Transmembrane 


452 


LG:0838 14.6:2001 JUN22 


778 


788 


forward 3 


TM 


Cytosolic 


452 


LG:0838 14.6:2001 JUN22 


789 


806 


forward 3 


TM 


Transmembrane 


452 


LG:083814.6:2001JUN22 


807 


816 


forward 3 


TM 


Non-Cytosolic 


453 


LG:090985.1:2001JUN22 


1 


11 


forward 3 


TM 


Cytosolic 


453 


LG:090985. 1 :2001 JUN22 


12 


34 


forward 3 


TM 


Transmembrane 


453 


LG :090985 . 1 :2001 JUN22 


35 


37 


forward 3 


TM 


Non-Cytosolic 


453 


LG:090985.1:2001JUN22 


38 


60 


forward 3 


TM 


Transmembrane 


453 


LG:090985. 1 :2001 JUN22 


61 


206 


forward 3 


TM 


Cytosolic 


454 


LG:093750.2:2001JUN22 


1 


392 


forward 2 


TM 


Non-Cytosolic 


454 


LG:093750.2:2001JUN22 


393 


410 


forward 2 


TM 


Transmembrane 


454 


LG:093750.2:2001JUN22 


411 


411 


forward 2 


TM 


Cytosolic 


455 


LG: 1 01 3708.26:200 1 JUN22 


1 


. 77 


forward 1 


TM 


Cytosolic 


455 


LG: 1 01 3708.26:2001 JUN22 


78 


95 


forward 1 


TM 


Transmembrane 


455 


LG:1013708.26:2001JUN22 


96 


109 


forward 1 


TM 


Non-Cytosolic 


455 


LG: 1 01 3708.26:2001 JUN22 


110 


132 


forward 1 


TM 


Transmembrane 


455 


LG:1013708.26:2001JUN22 


133 


147 


forward 1 


TM 


Cytosolic 


455 


LG:1013708.26:2001JUN22 


148 


170 


forward 1 


TM 


Transmembrane 


455 


LG:1013708.26:2001JUN22 


171 


558 


forward 1 


TM 


Non-Cytosolic 


455 


LG:1013708.26:2001JUN22 


1 


74 


forward 2 


TM 


Cytosolic 
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on>\£ U INU. 


i enipiaie iu 


OUt I L 




Fr3IT16 


Domain Tvne 


TAAAl AtTV 


HDD 


T f?'1fllT7nS 9fV90ni ITTN99 


7S 


97 


fifYrwnrA 1 9 

X \JI W ill U £, 


TM 


1 1 til JoJilC-JJ JL/i a J it 


433 


t fMni^7nR ?ft ?nni ittwoo 

LAj. l\Jl D /UO.Z.O.£UU1 J UiNZZ 


OR 


ion 


fArwarH 9 


11VJ. 


TMnn-f~*vt aqa! ip 


4jj 


7 rviniT7fiR 9fv9nni TTTN97 

JlAJ. IU J J /UO.iO.iUUl J UINZZ 




i?n 

1 Z.VJ 


■fnrwarH 9 

1U1 W as U v» 


HTM 


TrnnQmf»mhrnnp 
X l aiionidiiL'i (jut. 


4jj 


JLvJ. lui j /Uo.ZD.^VJUl JUINZZ 


191 
IZl 




■fArwarH 9 


TM 


(^"vtACAlir 


4jD 


JLAj. 1UI J / Uo.ZO.-iUUi J U1NZZ 


^70 




"fnrwarH 9 

J.U1 WdlU z. 


TM 


Tr n n c m p m V»r a n p 


/f^< 


JLAj. 1U1 j /Uo.ZO.ZUUl J U1NZZ 




JJo 


f*Ar\x/nrH 9 


TM 


Mnn -l*^v t a c a1i r* 
l^UIl-V-y lUoV/llt/ 


455 


t ^.1 ai ^7AQ 0£«OAA1 TTTNJOO 
JLU. i UJ 3 /UiS.ZO.ZuuJ J UiN 22 


1 
1 


77 
/ / 


TAnuar/i ^ 

IOrWaTU j 


TM 


\-.yiO50IIL. 


A CC 

455 


LO:lU13 /U5. zO.zUUl J UJN Zz 


fo 


1 AA 


iorwaru o 


TTV/f 
1 1V1 


i ransinern oranc 


455 


LG:I013 /Uo.2o.2UUlJUlN22 


1 AI 
101 


1U3 


forward 3 


TTV4 
1M 


K] An l'\itAcr\lir» 

iNon-f^,yiosoiic 


ACC 

455 


LO: 1015 /Uo.ZO.ZUUI J UIN 22 


104 


IzO 


iorwara o 


TM 


i rdnbiiieiTi Diane 


455 


LG: 101 3708 .26.2001 J UN22 


1 OT 

12/ 


140 


forward 3 


TTV/f 
1M 


Cytosolic 


455 


LG: 1013708. 26.200 1 J UIN 22 


14/ 


100 


forward 3 


1M 


i ransrnern Diane 


455 


LG:1013705.2o.2001JUJN22 


16/ 


55/ 


forward 3 


TAyf 
1M 


Non-Cytosolic 


456 


LG. 1022283. 8.2U01 J UN22 


1 


1/03 


forward 1 


TTV/f 

1M 


Non-Cytosolic 


ACC 

456 


t c* . i moi oi o .o aai tt tjvtt> 

LG:1 022283. 8:2001 J UN22 


1704 


1720 


forward 1 


T\4 

1M 


Trans mem bran e 


456 


LG: 1022283. 8:2001 J UN22 


1727 


1903 


forward 1 


1M 


Cytosolic 


456 


LG: 1022283. 8:2001JUN22 


1 AA/i 

1904 


1926 


forward 1 


1M 


Transmembrane 


456 


LG: 1022283.8:200 1 JUN22 


1927 


2059 


forward 1 


TX A 
1M 


Non-Cytosolic 


456 


LG: 1022283.8:200 1JUN22 


2060 


2082 


forward 1 


1M 


Transmembrane 


456 


LG : 1 022283 . 8 :200 1JUN22 


2083 


2182 


forward 1 


TTi it 


Cytosolic 


456 


LG:1022283.8:2001JUN22 


2183 


2201 


forward 1 


TM 


I ransmembrane 


456 


LG:1022283.8:2001JUN22 


2202 


2231 


forward 1 


TM 


Non-Cytosolic 


456 


f -•-» 4 a A a a A A /"> AAA -t TT T\ TA A 

LG:1 022283.8:2001 JUN22 


2232 


2251 


forward 1 


TM 


Transmembrane 


456/ 


LG : 1 022283 . 8 :200 1 JUN22 


2252 


2390 


forward 1 


TM 


Cytosohc 


456 


LG:1022283.8:2001JUN22 


1 


1894 


forward 2 


TM 


Non-Cytosolic 


456 


t -t AAA 0~\ A A A AAA-* T T TXTAA 

LG : 1 022283 .8:2001 JUN22 


1895 


1917 


forward 2 


TM 


Transmembrane 


456. 


TT « AAAA AA AAA"* tt T\T/\A 

LG: 1022283.8:2001 JUN22 


1918 


2060 


forward 2 


TM 


Cytosolic 


456 


LG:1022283.8:2001JUN22 


2061 


2083 


forward 2 


TM 


Transmembrane 


456 


T y~T 1 A A A OA O A A A 1 TT TKTA A 

LG: 1022283. 8 :2001JUN22 


2084 


2173 


iorwara 2 


1M 


Non-Cy to sol ic 


456 


T yT * A A A a O A O/ A A A 1 TT TXT^O 

LG:1 022283.8:2001 JUN22 


2174 


2196 


iorwara 2 


1M 


Transmembrane 


456 


LG: 1022283.8:2001 JUN22 


r\ -i f\i-l 

2197 


2207 


forward 2 


TTi. A 
IM 


Cytosolic 


456 


LG: 1022283.8:2001 JUN22 


2208 


2225 


iorwara 2 


TTV/f 
IM 


Trans membrane 


456 


T ~t A A A A OA O AAA 1 TT TX A 

LG:l 022283.8:200 UUN22 


2226 


2229 


i* 1 A 

forward 2 


TTV A 
IM 


Non-Cytosolic 


456 


LG: 1022283.8:2001 JUN22 


2230 


2252 


torward 2 


TTV/f 
IM 


Transmembrane 


456 


T P.IA'l'llO'l O 'THAI TTTXTHH 

LG:1022283.8:2001JUN22 


2253 


2204 


forward 2 


TN/f 
IM 


cytosoiic 


456 


LG: 1022283,8:2001 J UJN22 


2265 


22o4 


forward 2 


TTV/f 
IM 


Transmembrane 


ACC 

456 


LG: 1022283. 8:2001 J UIn22 


22o-> 


23 9U 


forward 2 


TTV/f 

IM 


iNon-^yiosoiic 


456 


LG: 1022283.8:2001 J UN22 


1 


1 QGA 

1894 


iorwara 3 


TTV/f 

IM 


in on-v>y tosoiic 


A CC 

456 


LG:1 022283. 8:2001 J UJN22 


1 one 
1895 


191 / 


forward 3 


TTV/f 
IM 


i ransmemordnc 


Arc 

456 


T P.I A01HOO O.OAA1 TT TXTOO 

LG: 1022283.8:2001 J UN22 


i m q 
19 lo 


2UD / 


iorwara 5 


TTV4 
I M 


v^yiosoiic 


ACC 

45 o 


LG. lUz22o3. o.zUUl J UNzZ 


zUDo 


ZU/ / 


forward 3 


TM 


i ransnremDi one 


A CC 

456 




zO/o 


zzZy 


forward 3 




iNon-^yiosojic 


ACC 

456 


LG.l 022283.8:2001 J UM22 


OTi A 

223U 


2ZjZ 


forward 3 


TTV/f 
IM 


I ransmemurdne 


A C C 

456 


LG:1Uz2zo3.o:zOOj JUIn2z 


2253 


23 oy 


iorwara 5 


TTV/f 
IM 


\_yiosoiic 


457 


LG: 1 034386. 1 :200 1 J UN22 


1 


5/ 


forward 1 


TTV/f 

IM 


iNon-^yiosoiic 


A CH 

45 / 


LO. 1U343o0.1.2UUiJ UINZZ 


3o 


iCA 

ou 


forward 1 


TM 
1 1V1 


TrancmpmKnnp 


457 


LG: 1 034386. 1 :200 1 JUN22 


61 


101 


forward I 


TM 


Cytosolic 


457 


LG:1034386.1:2001JUN22 


102 


124 


forward 1 


TM 


Transmembrane 


457 


LG: 1034386. 1 :2001 JUN22 


125 


345 


forward 1 


TM 


Non-Cytosolic 


457 


LG: 1 034386. 1 :200 1 JUN22 


1 


8 


forward 2 


TM 


Cytosolic 


457 


LG:1034386.1:2001JUN22 


9 


31 


forward 2 


TM 


Transmembrane 


457 


LG: 1034386. 1 :2001 JUN22 


32 


50 


forward 2 


TM 


Non-Cytosolic 


457 


LG : 1 0343 86. 1 :200 1 JUN22 


51 


68 


forward 2 


TM 


Transmembrane 


457 


LG: 1 034386. 1 :200 1 JUN22 


69 


112 


forward 2 


TM 


Cytosolic 
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O Lai I 


O LUp 


FrDmc 


Domain Type 


Tonof aov 


A^l 


T H* 1034386 1 9001 11 IN?? 


113 


13S 


forward 9 


TM 


Tra n <; m p m Hr a n <* 


*t D 1 


T 01034386 19001TTIN?? 


136 


109 


fnrwfirfl 9 


TM 


Nfon-Cvtosolic 


**J I 


T r~Mfi343Rfi 1-700 ITT IN?? 


103 
lyj 


71 S 


f*Ar\x/arrl 9 


TM 


Trn n <imp m hra n p 


All 


T 01034386 1 -900 1TT TN?9 

1_AJ. 1UJ4JJOO. 1 .iUU IJ UINZZ 


716 

ZIO 


796 

ZZQ 


fnrwnrH 9 
iui waiu z, 


TM 


fvtAQnlir 


A^l 


T fM03d3R6 1-9001TTTM?? 


777 

ZZ / 


740 

ZMy 


f ArwftrH 9 


TM 


Tmn^mpmrirnnp 


AZ1 


T n* 1014386 1 -7001 TITM77 
IvVJ. IUJH-jOO. 1 .ZUU 1J UINZZ 


ZjU 


34*? 


■forwarH 9 


TM 


Mnn-f^vtocAlip 


4 j / 


t rMft34386 17001TTTM9? 
LLJ. 1Uj4joO. 1 .ZUUl J UlNZZ 


1 
1 


107 
1UZ 


iUlWalU D 


TM 


Wrtn _ C~* v f nc r> ll r* 
IN UI 1 - v.. y lUo \Ji i C 


a<i 


T fV 1034386 1'?001TTT1M9? 
JLAJ. 1Uj4joD. J .ZUUJ J UINZZ 


103 


1 7^ 
1Z3 


IUlWalU J 


TM 

1 1V1 


1 1 dllMHClllUl ullC 


Azn 

HJf 


T n*1034386 1 -9001 TTTTsJ?? 
L,\J. 1Wj4jOO. 1 .ZUUl J UINZZ 


176 
1ZO 


34C 
54D 


Tr\r\\r?iTf\ 3 
IUlWalU D 


TM 

1 1V1 


\-»y tUoUllL. 


4DCS 


LU. lUnOOl / .jO.ZUUU UINZZ 


1 


534 


iorwaia j 


TM 


Mr»n ~(~*\r tt\crt 1 1 r» 
in un-v^y lAJMJ 1 


A CO 

43 o 


JLO. 1U4D01 /- jO. ZUU J JUIN ZZ 




55 / 


lorwaru J 


TM 

11V1 


TponcmomnrotiP 

i ransniciriui ane 


y* CO 


T n-1A/1CAi7 a^.Onm TTTXT77 
IAj. 1U430J /.JjO.ZuuJJ UINZZ 


3CC 


188 
5oo 


forward 3 


TM 


L-yiosoiit. 


4jy 


T f:.inA33fv3 l*7nniTTTM77 
JL.U. IUOjJUJ. i .ZUU 1J UINZZ 


1 


22 


iorwaru 3 


TM 


ll Ull V— y lUoU 1 1 L. 




iAJ.lU05.5U3. 1.zUUi J UINZZ 


Z5 


c 
45 


forward 3 


TM 


i ransiiiciri urane 


4jy 


L\j. 1U05JU3. l.ZUUU UINZZ 


40 


51 


forward 3 


TM 

1 1V1 


v-.yiosonc 


>4CA 


IAj. 1 U053U5. i .ZUUUUFn ZZ 


52 


/4 


forward 3 




Transmdmbrane 


4jy 


t fi-iAA33A3 i«onn itttmo7 
Lu. IU055U3. 1 .ZUU 1 J UINZZ 


75 


432 


forward 3 


TM 

ijyi 


iNon-\-.yiosonc 


459 


1003303. 1 .zUUl J UJNzZ 


All 

433 


455 


forward 3 


1 M 


i ransmernurane 


A C(\ 

459 


LU: 1Uo33u\j. J :IW1J Uinzz 


456 


575 


forward 3 


IJYI 


Cytosolic 


460 


LO:luy4zuu.i:zuuu uinzz 


1 


316 


forward 1 


1M 


Non-Cytosolic 


460 


LG: 1094200. 1 :200 1 J UN zz 


317 


339 


forward 1 


TTV/f 

1M 


Transmembrane 


460 


LG: 1094200. 1 :2001 J UNzz 


340 


372 


forward 1 


1 IVj 


Cytosolic 


460 


LG: 1094200. 1 :200 1 J UN22 


373 


395 


forward 1 


1M 


Transmembr ane 


460 


• T /*"< . 1 AA yl O AA 1 .OAA1 TT TKTOO 

LG: 1094200. 1 :zUU I J UiMzZ 


396 


1061 


forward 1 


1M 


Non-Cytosolic ■ 


460 


LG: 1094200. 1 :2001 J UN22 


1 


314 


rorward 2 


TTivf 

JM 


Non-Cytosolic. 


460 


T AAvfAAA 1 .OAA1 TT TKTOO 

LG : 1 094200. 1 : 2U0 1 J UN 22 


315 


337 


iorwaru 2 


• TTUl 

1 JVl 


Transmembrane 


460 


T r".1An>IOAA l-.OAA 1 TT TXTOI 

LG : 1 U942U0. 1 : zUU 1 J UN zz 


338 


366 


forward 2 


1 M 


Cytosolic 


460 


T /**•• 1 AAvlAAA 1 .O AA1 TT TKTOO 

LG. 1094200. 1 :2UU 1 J UN 22 


367 


389 


forward 2 


1M 


Tran s mem brane 


400 


T'/~".inQylOAA 1 .OAA1 TT FM07 

LG:1U942UU. 1 : ZUUl J UNZZ 


390 


392 


forward 2 


1 1V1 


Non-Cytosolic 


460 


t /-».-iAAytOAA 1 .O AA1 TT TXTOO 

LG: 1094200.1:2001 J UN 22 


393 


412 


iorwara 2 


1M 


Transmembrane 


460 


T /™*.lAQ/IOAA 1-OAA1TTTM77 

LG: 1U942UU. 1 . ZUU 1 J UN 2Z 


All 

413 


o7o 


forward 2 


TTV/T 
llvl 


u.yiosonc 


400 


LG :1U942UU. 1 .ZUUl J UiSZZ 


679 


/Ul 


forward 2 


i IVl 


Transmembrane 


460 


T /^.lAQ/IOAA 1«OAAlTTTM77 

LG:iuy4zuu. I.ZUUIJ UINZZ 


702 


1 AiCI 

lOol 


forward 2 


TTUf 
liVl 


ri on-v^y loso u c 


400 


T O-TAO/lOAA 1 »9AA1 TT TKT77 
LG: 1U942UU. 1 .ZUU1J UXN ZZ 


1 


380 


forward 3 


1 JVl 


in on-v^y loso lie 


460 


T i^.lAOyfOAA 1 «OAA1 TTTKTOO 

LG : 1 U942UU. 1 . 2UU 1 J UN Z2 


3ol 


403 


forward 3 


1M 


Tran smero brane 


400 


T r^.1AO/!OAA 1 -OAA1 TTTM77 

LG: 1U942UU. 1 .ZUUl J urs ZZ 


404 


415 


forward 3 


liVl 


v-.yiosoiic 


400 


T /""'.lACMIAA 1-0AA1TTTM77 
LG: 1U942UU. 1 .ZUU 1 J UINZZ 


416 


43o 


forward 3 


TTUT 
1 M 


i ransmemorane 


400 


T /^.lAO/IOAA 1 -OAA1 TTTM77 
LG: 1U942UU. 1 .ZUU 1 J U IN ZZ 


A1Q 

43y 


1 AA1 

1U01 


forward 3 


1M 


iNon-^yiosoiic 


401 


LU . 1 KryylHv. 1 y. ZUU I J UlN ZZ 


1 
I 


/f 1*7 

41 / 


iorwara 1 


I IVl 


iNon-^yiosuiit- 


401 


LU. !UVyZ4y. ly.Zuvl J UINZZ 


A 1 8 
41o 


A 37 
45 / 


iorwara 1 


1 IVl 


i ransmemorane 


401 


T ri'lAOOOidO 1Q«9001 TT1W99 
LU. 1 U5?yZ4i/. 1 y. ZUU I J UlN zz 


45 o 


C66 
500 


iorwara 1 


TM 
11V1 


V^y lUoUllU 


MAI 
401 


T n*1AOQO/tO 1 Q«9001 TTTM99 

LU.iuyyz4y. ly.zuuj j uinzz 


CAT 
50/ 


CQO 

5<>y 


iorwara 1 


TM 
llvl 


Tr ctYi c rrt a m l^ru n p 
1 1 allbllldlim tlllC 


401 


T n- 1 AGOO/1Q TQ«9A01 TTT1M97 

laj. iuyyz4y.i y. zuui j uinzz 


COA 

59U 


<1 C 
015 


iorwara i 


1 rvi 


iNun-\_yiuauii^ 


A&\ 
401 


T n-lAQQO/lQ 1 0-7001 TT TTM9 7 

iaj. iuyyz4y. iy. zuu i juinzz 


i 
1 


55 0 


iorwara z 


TTV/f 
1 M 


lNon-v^yiosuiH/ 


A&\ 

401 


T n«1AOQO/lQ 10*7Ani T1TM77 

LU.iuyyz4y. ly.zuuu uinzz 


CIO 

539 


CC7 

55/ 


iorwara z 


I IVl 


i ransmem Diane 


40 J 


T ri'tfiCiQlAQ 10«7AA1 TTrW70 

lu. iuyyz4y. i y.zuui j uinzz 


DDo 


. joy 


iorwara z 


J M 


v^ytosoiic 


401 


T fM0QQ?4Q 10*9001 JTTN99 

Lj\J. IKJyyL.Hy.i y. ZUUl JUINZZ 


570 


592 


fnrwnrrl 7 
1U1 WtHU Z 


TM 
1 IVl 


Trancmpmhranp 
X 1 allollldllL/l aJit« 


461 


LG:1099249.19:2001JUN22 


593 


614 


forward 2 


TM 


Non-Cytosolic 


461 


LG: 1099249.19:2001 JUN22 


1 


490 


forward 3 


TM 


Non-Cytosolic 


461 


LG:1099249.19:2001JUN22 


491 


513 


forward 3 


TM 


Transmembrane 


461 


LG: 1 099249. 1 9:200 1 JUN22 


514 


583 


forward 3 


TM 


Cytosolic 


461 


LG: 1099249.1 9:2001 JUN22 


584 


606 


forward 3 


TM 


Transmembrane 


461 


LG: 1099249. 19:200 1 JUN22 


607 


614 


forward 3 


TM 


Non-Cytosolic 


462 


LG: 110667. 1:200 UUN22 


1 


41 


forward 2 


TM 


Non-Cytosolic 
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5bQ l> NO: 


lempiate lu 


Start 


oiOp 


Frame 


rioiYioin Tvnp 

LfOJTiaiii J ypc 


Topology 


A /CO 

462 


1Aj:1 lUOO/.I.ZUUI JUINzz 


AO 


OH 


forward 2 


IM 


x ransrnciii Drone 


>1 /CO 

462 


T C\CC~1 1 .OAA1 11 1MOO 

LO:l 1UOO/.1.2UUIJUIN2Z 


OJ 


/U 


forward 2 


TTV/f 


Cytosolic 


/l /CO 

462 


JLOlJ lUOO/.l .2UU1 JUINZ2 


/ J 


01 


forward 2 


1JY1 


Transmembrane 


£0 

462 


LCj:1 iOoo/ .LzuOIjUiNzz 


y4 




forward 2 


IM 


Non-Cytosohc 


Ad 

463 


t . i tono/C OA.OAA1 TT TATOO 


i 




forward 1 


IM 


iNon-L-yiosoiic 


463 


LO:l 1323o0.2U:2UUlJUIN22 






forward 1 


IM 


Transmembrane 


463 


t . i iotio/c oa.oa^i tttktoo 

LG: 1 132386.20:2001 J UN22 


949 


1 AOO 

102/ 


forward 1 


IM 


Cytosolic 


463 


T /~> . 1 IIOOO/C OA.OAA1 TTTMOO 

LG:1 132386.20:2001 J UN22 


i noo 
1028 


1UDU 


forward 1 


IM 


Transmembrane 


463 


LG:1 132386.20:2001 JUN22 


1051 


11 15 


forward 1 


IM 


Non-Cytosolic 


463 


LG: 11 32386.20:2001 J UN22 


in/ 
1 1 16 


1 1 o o 

1138 


forward 1 


IM 


Transmembrane 


463 


LG:1 132386.20:2001 J UN22 


1139 


1149 


forward 1 


TM 


Cytosolic 


463 


LG: 1 1 32386.20:2001 JUN22 


1150 


1172 


forward 1 


TM 


Transmembrane 


463 


LG: 1 132386.20:2001 JUN22 


1173 


1199 


forward 1 


TM 


Non-Cytosolic 


463 


LG: 1 1 32386.20:2001 JUN22 


1 


946 


forward 2 


TM 


Non-Cytosolic 


463 


LG:l 132386.20:200UUN22 


947 


969 


forward 2 


TM 


Transmembrane 


463 


LG:1 132386.20:2001 JUN22 


970 


981 


forward 2 


TM 


Cytosolic 


463 


LG:1 132386.20:2001 JUN22 


982 


1004 


forward 2 


TM 


Transmembrane 


463 


LG:1 132386.20:2001 JUN22 


1005 


1023 


forward 2 


TM 


Non-Cytosolic 


463 


LG:1 132386.20:2001 JUN22 


1024 


1046 


forward 2 


TM 


Transmembrane 


463 


LG:1 132386.20:2001JUN22 


1047 


1199 


forward 2 


TM 


Cytosolic 


463 


LG: 1 1 32386.20:2001 JUN22 


1 


136 


forward 3 


TM 


Cytosolic 


463 


LG:1 132386.20:2001 JUN22 


137 


159 


forward 3 


TM 


Transmembrane 


463 


LG:1 132386.20:2001 JUN22 


160 


775 


forward 3 


TM 


Non-Cytosolic 


463 


LG: 1 1 32386.20:2001 JUN22 


776 


798 


forward 3 


TM 


Transmembrane 


463 . . 


LG:1 132386.20:2001 JUN22 


799 


926 


forward 3 


TM 


Cytosolic 


463 ■■■ 


LG:1132386.20:2001JUN22. 


927 


949 


forward 3 


TM 


Transmembrane 


463 ; 


LG: 1 1 32386.20:2001 JUN22 


950 


968 


forward 3 


TM 


Non-Cytosolic 


463 


LG:1 132386.20:2001 JUN22 


969 


991 


forward 3 


TM 


Transmembrane 


463 


LG: 1 132386.20:2001 JUN22 


992 


997 


forward 3 


TM 


Cytosolic 


463 


LG:1 132386.20:2001 JUN22 


998 


1020 


forward 3 


TM 


Transmembrane 


463 


LG:1 132386.20:2001 JUN22 


1021 


1024 


forward 3 


TM 


Non-Cytosolic 


463 


LG:1 132386.20:2001 JUN22 


1025 


1044 


forward 3 


TM 


Transmembrane 


463 


LG: 1 132386.20:2001 JUN22 


1045 


1140 


forward 3 


TM 


Cytosolic 


463 


LG: 1 1 323 86.20:2001 JUN22 


1141 


1163 


forward 3 


TM 


Transmembrane 


463 


LG:1 132386.20:2001 JUN22 


1164 


1198 


forward 3 


TM 


Non-Cytosolic 


464 


LG:1 16015.2:2001JUN22 


1 


443 


forward 1 


TM 


Non-Cytosolic 


464 


LG: 1 1 601 5 .2:2001 JUN22 


444 


466 


forward 1 


TM 


Transmembrane 


464 


LG:1 16015.2:2001 JUN22 


467 


542 


forward 1 


TM 


Cytosolic 


464 


LG:116015.2:2001JUN22 ■ 


C A1 

543 


c £ r\ 

560 


forward 1 


TM 


Transmembrane 


AHA 

464 


LG:1 1 6015.2:2001 JUN22 


561 


662 


forward 1 


TM 


Non-Lytosolic 


A H A 

464 


LG:116015.2:2001JUN22 


663 


685 


forward 1 


TM 


Transmembrane 


AHA 

464 


LG:1 16015.2:2001JUN22 


686 


697 


forward 1 


TM 


Cytosolic 


464 


LG:116015.2:2001JUN22 


698 


720 


forward 1 


TM 


Transmembrane 


464 


LG:1 1601 5. 2:2001 JUN22 


OO 1 

/21 


OO A 

/34 


forward 1 


IM 


Non-Cytosolic 


A zr A 

464 


LG : 1 1 60 1 5 .2 :200 1 JUN22 


735 


757 


forward 1 


TM 


Transmembrane 


464 


LG:116015.2:2001JUN22 


758 


761 


forward 1 


TM 


Cytosolic 


464 


LG:116O15.2:2O01JUN22 


762 


779 


forward 1 


TM 


Transmembrane 


464 


LG:116015.2:2001JUN22 


780 


793 


forward 1 


TM 


Non-Cytosolic 


464 


LG:1 16015.2:2001 JUN22 


794 


816 


forward 1 


TM 


Transmembrane 


464 


LG:116015.2:2001JUN22 


817 


945 


forward 1 


TM 


Cytosolic 


464 


LG:116015.2:2001JUN22 


946 


965 


forward 1 


TM 


Transmembrane 


464 


LG:116015.2:2001JUN22 


966 


1062 


forward 1 


TM 


Non-Cytosolic 


464 


LG:1 16015.2:2001 JUN22 


I 


446 


forward 2 


TM 


Non-Cytosolic 


464 


LG:1 16015.2:2001 JUN22 


447 


469 


forward 2 


TM 


Transmembrane 



216 



WO 02/083876 



PCT/US02/09921 



TABLE 2 



SEQDNO: 


Template ID 


Start 


Stop 


Frame 


Domain Type 


Topology 


464 


LG:1 16015.2:2001 JUN22 


470 


489 


forward 2 


TM 


Cytosolic 


464 


LG: 1 1 60 1 5.2:200 1 JUN22 


490 


512 


forward 2 


TM 


Transmembrane 


464 


LG:1 16015.2:2001 JUN22 


513 


539 


forward 2 


TM 


Non-Cytosolic 


464 


LG:116015.2:2001JUN22 


540 


562 


forward 2 


TM 


Transmembrane 


464 


LG: 11 6015.2:2001 JUN22 


563 


760 


forward 2 


TM 


Cytosolic 


464 


LG:1 16015.2:2001 JUN22 


761 


783 


forward 2 


TM 


Transmembrane 


464 


LG:1 16015.2:2001 JUN22 


784 


1062 


forward 2 


TM 


Non-Cytosolic 


464 


LG:1 16015.2:2001 JUN22 


1 


442 


forward 3 


TM 


Non-Cytosolic 


464 


LG:1 16015.2:2001 JUN22 


443 


465 


forward 3 


TM 


Transmembrane 


464 


LG:1 16015.2:2001 JUN22 


466 


543 


forward 3 


TM 


Cytosolic 


464 


LG: 1 1 601 5.2:2001 JUN22 


544 


561 


forward 3 


TM 


Transmembrane 


464 


LG: 1 16015.2:2001 JUN22 


562 


1062 


forward 3 


TM 


Non-Cytosolic 


465 


LG:1 173104.15:2001 JUN22 


1 


295 


forward 1 


TM 


Non-Cytosolic 


465 


LG: 1 173 1 04. 15:2001 JUN22 


296 


318 


forward 1 


TM 


Transmembrane 


465 


LG:1 173104.15:2001 JUN22 


319 


324 


forward 1 


TM 


Cytosolic 


465 


LG:1 173104.15:2001 JUN22 


325 


347 


forward 1 


TM 


Transmembrane 


465 


LG:1 173104.15:2001 JUN22 


348 


516 


forward 1 


TM 


Non-Cytosolic 


465 


LG: 1 1 73 1 04. 1 5 :2001 JUN22 


1 


296 


forward 2 


TM 


Cytosolic 


465 


LG:1 173104.15:2001 JUN22 


297 


319 


forward 2 


TM 


Transmembrane 


465 


LG:1 173104.15:2001 JUN22 


320 


328 


forward 2 


TM 


Non-Cytosolic 


465 


LG:1 173104.15:2001 JUN22 


329 


348 


forward 2 


TM 


Transmembrane 


465 


LG:1 173104.15:2001 JUN22 


349 


516 


forward 2 


TM 


Cytosolic 


465 


LG:1 173104.15:2001 JUN22 


1 


209 


forward 3 


TM 


Cytosolic 


465 


LG:1173104.15:2001JUN22 


210 


232 


forward 3 


TM 


Transmembrane 


465 


LG:1 173 104. 15:2001 JUN22 


.233 


305 


forward 3 


TM 


Non-Cytosolic 


465 


LG:1 173104.15:2001 JUN22 


' 306 


323 


forward 3 


TM 


Transmembrane 


465 


LG:1173104.15:2001JUN22 


324 


329 


forward 3 


TM 


Cytosolic 


465 


LG:1 173104.15:2001 JUN22 


330 


352 


forward 3 


TM 


Transmembrane 


465 


LG:1 173104. 15:2001 JUN22 • 


353 


516 


forward 3 


TM 


Non-Cytosolic 


466 


LG: 1 285 1 09. 14:2001 JUN22 


1 


4 


forward 1 


TM 


Cytosolic 


466 


LG: 1285109. 14:2001 JUN22 


5 


27 


forward 1 


TM 


Transmembrane 


466 


LG:1285109.14:2001JUN22 


28 


483 


forward 1 


TM 


Non-Cytosolic 


466 


LG:1285109.14:2001JUN22 


1 


6 


forward 3 


TM 


Cytosolic 


466 


LG:1285109.14:2001JUN22 


7 


29 


forward 3 


TM 


Transmembrane 


466 


LG:1285109.14:2001JUN22 


30 


61 


forward 3 


TM 


Non-Cytosolic 


466 


LG: 1 285 109. 14:2001 JUN22 


62 


84 


forward 3 


TM 


Transmembrane 


466 


LG: 1 285 1 09. 14:2001 JUN22 


85 


427 


forward 3 


TM 


Cytosolic 


466 


LG: 1 285 109. 14:2001 JUN22 


428 


450 


forward 3 


TM 


Transmembrane 


466 


LG: 1285 1 09. 14:2001 JUN22 


451 


459 


forward 3 


TM 


Non-Cytosolic 


466 


LG: 1285 109.14:2001 JUN22 


460 


479 


forward 3 


TM 


Transmembrane 


466 - 


LG:1285109.14:2001JUN22 


480 


483 


forward 3 


TM 


Cytosolic 


467 


LG:131477.11:2001JUN22 


1 


1781 


forward 1 


TM 


Non-Cytosolic 


467 


LG:131477.1 1:2001 JUN22 


1782 


1804 


forward 1 


TM 


Transmembrane 


467 


LG:131477.11:2001JUN22 


1805 


1830 


forward 1 


TM 


Cytosolic 


467 


LG:131477.11:2001JUN22 


1831 


1849 


forward 1 


TM 


Transmembrane 


467 


LG:131477.11:2001JUN22 


1850 


1858 


forward 1 


TM 


Non-Cytosolic 


467 


LG:131477.11:2001JUN22 


1859 


1881 


forward 1 


TM 


Transmembrane 


467 


LG: 13 1477.1 1:2001 JUN22 


1882 


1892 


forward 1 


TM 


Cytosolic 


467 


LG:131477.1 1:2001 JUN22 


1893 


1915 


forward 1 


TM 


Transmembrane 


467 


LG:1 31477.11 :2001JUN22 


1916 


1916 


forward 1 


TM 


Non-Cytosolic 


468 


LG:1333618.1:2001JUN22 


1 


15 


forward 1 


TM 


Cytosolic 


468 


LG:1333618.1:2001JUN22 


16 


35 


forward 1 


TM 


Transmembrane 


468 


LG:1333618.1:2001JUN22 


36 


200 


forward 1 


TM 


Non-Cytosolic 


468 


LG:1333618.1:2001JUN22 


201 


223 


forward 1 


TM 


Transmembrane 
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TABLE 2 








bhQ D NO: 


1 empiate id 


otan 


otOp 


Frame 


Dnmnin Tvrv» 

L/UlllalU 1 Y pC 


TV\ r"\rtl ao\i 

lopoiogy 


468 


IAj. 133 JO 1 B. i .ZUUJ.J UJNZZ 


ZZ4 


JJo 


iorwaro i 


I Ivl 




468 


LO:13J3o1o.i:zuuijujnzz 


jjy 


J J / 


iorwaro 1 


TN/T 
1 1V1 


1 1 dllbillClUUt ciUc- 


468 


LO: 1 J J JO 1 0 . 1 IZUUIJ UNZZ 


J JO 


JOU 


forward 1 


TM 


i n on- k^. y loi o 1 1 c 


468 


LO:1333olo.l:ZUUlJUJNZZ 


I 


1 Q 


forward 2 




u.yioi>oiic 


468 


LG:1333olo.l:Z0UlJUJNZ2 


oa 
ZU 


1Q 

oy 


forward 2 


A IVl 


r 1 VonpTTTATYinr^nP 

l rdnsjJicinDrane 


468 


LG : 1 33 Jo 1 0. 1 :2UU I J UiN ZZ 


40 


ATA 
Z/U 


forward 2 


I IVl 


in on-v^y losoiic 


468 


T r>.1T»1£10 1 .O AA 1 TT THTAA 

LG: 133361 8. 1:2001JUN22 


TJT 

271 


Z9J 


forward 2 


IM 


Trans membrane 


468 


T P-IITJ/tl O 1 .O AA1 TT TTVTT1 

Lu: 1 33361 0. 1 :2001 J UN22 


294 


O AC 

305 


forward 2 


TTVvf 
liVl 


L.yiosouc 


468 


LG: 1 3336 18. 1:200 1JUN22 


306 


328 


iorward z 


IM 


Transmembrane 


468 


LG: 133361 8. 1:2001 JUN22 


329 


337 


iorward z 


TTV4 


Non-Cytosoiic 


468 


LG: 1333618. 1 :200l JUN22 


338 


357 


forward 2 


IM 


Transmembrane 


468 


LG: 1 3336 1 8 . 1 :2001 JUN22 


358 


360 


forward 2 


IM 


Cytosolic 


468 


Y ^"l « ^ 'Aj ^ ^ ■* r> -4 0/\f\* XT TVT^n 

LG: 13336 18. 1:2001 JUN22 


1 


19 


forward 3 


IM 


Non-Cytosolic 


468 


LG: 13336 1 8. 1 :2001 JUN22 


20 


42 


forward 3 


IM 


Transmembrane 


468 


LG: 1 3336 1 8. 1 :2001 JUN22 


43 


196 


forward 3 


TM 


Cytosolic 


468 


LG:i333618.1:2001JUN22 


197 


216 


forward 3 


TM 


Transmembrane 


468 


V V*^ 1 ^A A/ F 4 A 4 \ -1 TT TV TO O 

LG: 1 3336 1 8. 1 :2001 JUN22 


217 


277 


forward 3 


TM 


Non-Cytosolic 


468 


LG:1333618.1:2001JUN22 


278 


300 


forward 3 


TM 


Transmembrane 


468 


LG:1333618.1:2001JUN22 


301 


359 


forward 3 


TM 


Cytosolic 


469 


LG: 1 347760. 16:200 1JUN22 


1 


9 


forward 2 


TM 


Non-Cytosolic 


469 


LG:1347760.16:2001JUN22 


10 


32 


forward 2 


TM 


Transmembrane 


469 


LG:1347760.16:2001JUN22 


33 


44 


forward 2 


TM 


Cytosolic 


469 


LG: 1347760. 16:2001 JUN22 


45 


67 


forward 2 


TM 


Transmembrane 


469 


LG: 13477 60.1 6:200 1JUN22 


> 68 


823 


forward 2 


TM 


Non-Cytosolic 


470 


LG:1383039.369:2001JUN22 


1 


165 


forward 1 


TM 


Cytosolic 


470 


LG:1383039.369:2001JUN22 


166 


188 


forward 1 


TM 


Transmembrane 


470 


LG:1383039.369:2001JUN22 


189 


202 


forward 1 


TM 


Non-Cytosolic 


470 


LG:1383039.369:2001JUN22 


203 


' 225 


forward 1 


TM 


Transmembrane 


470 


LG: 1 383039.369:2001 JUN22 


226 


383 


forward 1 


TM 


. Cytosolic 


471 


LG: 1 3833 1 3.3:200 1 JUN22 


1 


1068 


forward 2 


TM 


Non-Cytosolic 


471 


LG:1383313.3:2001JUN22 


1069 


1091 


forward 2 


TM 


Transmembrane 


471 


LG : 1 3833 1 3 .3 :2001 JUN22 


1092 


1116 


forward 2 


TM 


Cytosolic 


472 


LG: 1 384075.8:2001 JUN22 


1 


59 


forward 2 


TM 


Non-Cytosolic 


472 


LG: 1384075.8:2001 JUN22 


60 


82 


forward 2 


TM 


Transmembrane 


472 


LG : 1 3 84075 . 8 :200 1 JUN22 


83 


101 


forward 2 


TM 


Cytosolic 


472 


LG: 1 384075 . 8:200 1 JUN22 


102 


124 


forward 2 


TM 


Transmembrane 


472 


LG:1384075.8:2001JUN22 


125 


127 


forward 2 


TM 


JNon-Cytosolic 


472 


t V~l 4 AA jt f\^7 r" C\ O /\/"V 1 TT TXYOO 

LG: 1384075.8:2001JUN22 


128 


150 


forward 2 


TM 


Trans mem bran e 


472 


T 1 AAi O^T ^ O f\ r\/\ T TT TX. TO O 

LG: 1384075. 8:200 1JUN22 


151 


158 


forward 2 


TM 


Cytosolic 


472 


t 1 JA^r 0 /x/"w\i tt rvTOl 

LG: 1384075. 8:2001 JUN22 


159 


178 


forward 2 


TM 


Transmembrane 


472 


LG: 1384075. 8:2001 JUN22 


179 


192 


iorward Z 


TM 


Non-C y tosol ic 


472 


LG: 1384075. 8:2001 JUN22 


193 


215 


iorward Z 


T*X A 

TM 


Transmembrane 


472 


LG: 1384075. 8:2001 JUN22 


216 


221 


forward 2 


TM 


Cytosolic 


472 


T * *x ft A fvt ^ ft r\/\f\ t TT TTvTOO 

LG:1384075.8:2001JUN22 


222 


244 


forward 2 


TM 


Transmembrane 


472 


LG: 1384075.8:2001 J UN22 


245 


258 


forward 2 


TM 


Non-Cy tosol ic 


472 


t -t r\ A & n 0 OO 1 tt TX TO O 

LG: 1384075. 8:2001 JUN22 


259 


281 


forward 2 


TM 


Transmembrane 


472 


LG:1 384075.8:2001 JUN22 


282 


293 


forward 2 


TM 


Cytosolic 


472 


LG:1384075.8:2001JUN22 


294 


316 


forward 2 


TM 


Transmembrane 


472 


LG:1384075.8:2001JUN22 


317 


773 


forward 2 


TM 


Non-Cytosolic 


472 


LG:1384075.8:2001JUN22 


774 


796 


forward 2 


TM 


Transmembrane 


472 


LG:1 384075.8:2001 JUN22 


797 


813 


forward 2 


TM 


Cytosolic 


472 


LG:1384075.8:2001JUN22 


1 


773 


forward 3 


TM 


Non-Cytosolic 


472 


LG: 1 384075 .8:2001 JUN22 


774 


796 


forward 3 


TM 


Transmembrane 


472 


LG:1384075.8:2001JUN22 


797 


812 


forward 3 


TM 


Cytosolic 
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SEQ D NO: 


Template ID 


Start 


Mop 


Frame 


uomain type 


Topology 


473 


LG: 1 384 1 55. 1 :2UU1 J UN22 


1 


12 


forward 2 


T'X if 

TM 


Cytosolic 


473 


t ■* ^ n a a e c i A AA i TT tk t a a 

LG: 13841 55. 1 :2001 JUN22 


13 


35 


forward 2 


TM 


Transmembrane 


473- 


T O.lOOdlCC 1 .A AA 1 TT TXTAA 

LG: 1 384 1 55. 1 :2001 J UN22 


36 


401 


forward 2 


TM 


Non-Cytosolic 


474 


T t >^ ct c r\nr\ 1 A AAA 1 TT TXTOA 

LG: 1 385280. 1 2:2001 JUN22 


1 


A 

9 


rorward 3 


TM 


Non-Cytosolic 


474 


LG: 1 385280. 1 2:200 1 JUN22 


10 


32 


forward 3 


TM 


Transmembrane 


474 


LG: 1385280.1 2:2001 JUN22 


33 


278 


forward 3 


TM 


Cytosolic 


475 


LG: 1 390535.25 :2001 JUN22 


1 


42 


forward 3 


TM 


Cytosolic 


475 


LG : 1 3905 35 .25 :200 1 JUN22 


43 


60 


forward 3 


TM 


Transmembrane 


475 


LG: 1390535.25:2001 JUN22 


61 


89 


forward 3 


TM 


Non-Cytosolic 


475 


LG:1390535.25:2001JUN22 


90 


112 


forward 3 


TM 


Transmembrane 


475 


LG:1390535.25:2001JUN22 


113 


151 


forward 3 


TM 


Cytosolic 


476 


LG: 1 397047. 1 :2001 JUN22 


1 


75 


forward 3 


TM 


Cytosolic 


476 


LG: 1 397047. 1 :2001 JUN22 


76 


98 


forward 3 


TM 


Transmembrane 


476 


LG: 1 397047. 1 :200 1 JUN22 


99 


101 


forward 3 


TM 


Non-Cytosolic 


476 


LG: 1397047.1:2001 JUN22 


102 


124 


forward 3 


TM 


Transmembrane 


476 


LG: 1 397047. 1 :200 1 JXJN22 


125 


248 


forward 3 


TM 


Cytosolic 


476 


LG: 1397047. 1 :2001 JUN22 


249 


266 


forward 3 


TM 


Transmembrane 


476 


LG: 1397047.1 :2001 JUN22 


267 


507 


forward 3 


TM 


Non-Cytosolic 


477 


LG.T398646.15:2001JUN22 


1 


63 


forward 1 


TM 


Non-Cytosolic 


477 


LG: 1398646.15:2001 JUN22 


64 


86 


forward 1 


TM 


Transmembrane 


477 


LG:1398646.15:2001JUN22 


87 


287 


forward 1 


TM 


Cytosolic 


477 


LG: 1398646.15:2001 JUN22 


288 


310 


forward 1 


TM 


Transmembrane 


477 


LG:1398646.15:2001JUN22 


311 


329 


forward 1 


TM 


Non-Cytosolic 


477 


LG:1398646.15:2001JUN22 ■:. 


330 


352 


forward 1 


TM 


Transmembrane 


477 


LG: 1398646.15:2001 JUN22 


353 


372 


forward 1 


TM 


Cytosolic 


477 


LG:1398646.15:2001JUN22 


•373 


395 


forward 1 


TM 


Transmembrane 


477 


LG:1398646.15:2001JUN22 


396 . 


748 


forward 1 


TM 


Non-Cytosolic 


477 


LG:1398646.15:2001JUN22 


1 


67 


forward 2 


TM 


Cytosolic 


477 


LG: 1 398646. 15:2001 JUN22 


68 


90 


forward 2 


TM 


Transmembrane 


477 


LG:1398646.15:2001JUN22 


91 


334 


forward 2 


TM 


Non-Cytosolic 


477 


LG: 1 398646. 15:2001 JUN22 


335 


357 


forward 2 


TM 


Transmembrane 


477 


LG: 1 398646. 1 5:2001 JUN22 


358 


500 


forward 2 


TM 


Cytosolic 


477 


LG:1398646.15:2001JUN22 


501 


520 


forward 2 


TM 


Transmembrane 


477 


LG: 1 398646. 15:2001 JUN22 


521 


601 


forward 2 


TM 


Non-Cytosolic 


477 


LG : 1 398646. 1 5 :2001 JUN22 


602 


624 


forward 2 


TM 


Transmembrane 


477 


LG : 1 398646. 1 5 :2001 JUN22 


625 


748 


forward 2 


TM 


Cytosolic 


477 


LG: 1 398646. 15:2001 JUN22 


1 


290 


forward 3 


TM 


Non-Cytosolic 


477 


LG:1398646.15:2001JUN22 " 


291 


313 


forward 3 


TM 


Transmembrane 


477 


LG:1398646.15:2001JUN22 


314 


333 


forward 3 


TM 


Cytosolic 


477 


LG:1398646.15:2001JUN22 


334 


356 


forward 3 


TM 


Transmembrane 


477 


LG: 1 398646. 1 5 :2001 JUN22 


357 


370 


forward 3 


TM 


Non-Cytosolic 


477 


LG: 1 398646. 15 :2001 JUN22 


371 


393 


forward 3 


TM 


Transmembrane 


477 


LG:1398646.15:2001JUN22 


394 


499 


forward 3 


TM 


Cytosolic 


477 


LG: 1398646. 15:2001 JUN22 


500 


522 


forward 3 


TM 


Transmembrane 


477 


LG: 1 398646. 15 :2001 JUN22 


523 


536 


forward 3 


TM 


Non-Cytosolic 


477 


LG: 1 398646. 15:2001 JUN22 


537 


559 


forward 3 


TM 


Transmembrane 


477 


LG: 1 398646. 15:2001 JUN22 


560 


651 


forward 3 


TM 


Cytosolic 


477 


LG: 1 398646. 15:2001 JUN22 


652 


674 


forward 3 


TM 


Transmembrane 


477 


LG:1398646.15:2001JUN22 


675 


677 


forward 3 


TM 


Non-Cytosolic 


477 


LG: 1 398646. 1 5:2001 JUN22 


678 


697 


forward 3 


TM 


Transmembrane 


477 


LG: 1 398646. 1 5 :2001 JUN22 


698 


748 


forward 3 


TM 


Cytosolic 


478 


LG: 1446193.10:2001 JUN22 


1 


941 


forward 1 


TM 


Non-Cytosolic 


478 


LG:1446193.10:2001JUN22 


942 


961 


forward 1 


TM 


Transmembrane 


478 


LG: 1 4461 93. 1 0:2001 JUN22 


962 


1036 


forward 1 


TM 


Cytosolic 
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SEQ D NO: 


Template ID 


Start 


Stop 


Frame 


Domain Type 


Topology 


478 


LG: 1446193.1 0:200 1JUN22 


1037 


1059 


forward 1 


1M 


Transmembrane 


478 


LG: 1 446 1 93 . 1 0: 200 UUN22 


1060 


1073 


forward 1 


1M 


Non-Cytosolic 


478 


LG: 1 446 1 93. 1 0:200 3 JUN22 


1074 


1096 


forward 1 


1M 


Transmembrane 


478 


LG:1446193.10:2001JUN22 


1097 


1171 


forward 1 


TM 


Cytosolic 


478 


LG:1446193. 10:2001 JUN22 


1172 


1194 


forward 1 


1M 


Transmembrane 


478 


LG : 1 446 i 93 . 1 0:200 1 JUN22 


1195 


1371 


r j t 

forward 1 


1M 


Non-Cytosolic 


478 


LG: 1446193. 1 0:2001 JUN22 


1 


1034 


forward 2 


TM 


Non-Cytosolic 


478 


LG:1446193. 10:2001 JUN22 


1035 


1057 


forward 2 


TM 


Transmembrane 


478 


LG:1446193. 10:2001 JUN22 


1058 


1069 


forward 2 


TM 


Cytosolic 


478 


LG:1446193.10:2001JUN22 


1070 


1087 


forward 2 


TM 


Transmembrane 


478 


LG:1446193.10:2001JUN22 


1088 


1371 


forward 2 


TM 


Non-Cytosolic 


479 


LG: 1 446405. 14 :2001 JUN22 


1 


3161 


forward 1 


TM 


Non-Cytosolic 


479 


LG: 1446405. 14:2001 JUN22 


3162 


3184 


forward 1 


TM 


Transmembrane 


479 


LG:1446405.14:2001JUN22 


3185 


3232 


forward 1 


TM 


Cytosolic 


479 


LG:1446405.14:2001JUN22 


3233 


3255 


forward 1 


TM 


Transmembrane 


479 


LG:1446405.14:2001JUN22 


3256 


3290 


forward 1 


TM 


Non-Cytosolic 


479 


LG: 1446405. 14 :2001 JUN22 


3291 


3313 


forward 1 


TM 


Transmembrane 


479 


LG: 1446405. 14:2001 JUN22 


3314 


3410 


forward 1 


TM 


Cytosolic 


479 


LG: 1446405. 14:2001 JUN22 


3411 


3433 


forward 1 


TM 


Transmembrane 


479 


LG: 1446405. 14:2001 JUN22 


3434 


3447 


forward 1 


TM 


Non-Cytosolic 


479 


LG: 1 446405. 14:200 1 JUN22 


1 


3409 


forward 2 


TM 


Non -Cytosolic 


479 


LG: 1446405. 14:2001 JUN22 


3410 


3432 


forward 2 


TM 


Transmembrane 


479 


LG:1446405. 14:2001 JUN22 


3433 


3447 


forward 2 


TM 


Cytosolic 


479 


LG: 1446405.14:2001 JUN22 


1 


•3127 


forward 3. 


TM 


Non-Cytosolic 


479 


LG:1446405.14:2001JUN22 


3128 


3150 


, forward 3 


TM 


Transmembrane 


479 


LG:1446405.14:2001JUN22 '■ 


3151 


3162 


forward 3 


' TM 


Cytosolic 


479 


LG:1446405.14:2001JUN22 


3163- 3185 


forward 3 


TM« 


Transmembrane 


479 


LG:1446405. 14:2001 JUN22 


3186 


3230 


forward 3 


TM 


Non-Cytosolic 


479 


LG: 1446405. 14:2001 JUN22 


3231 


3264 


forward 3 


TM 


Transmembrane 


479 


LG: 1446405. 14:2001 JUN22 


3265 


3283 


forward 3 


TM 


Cytosolic 


479 


LG:1446405.14:2001JUN22 


3284 


3306 


forward 3 


TM 


Transmembrane 


479 


LG:1446405.14:2001JUN22 


3307 


3328 


forward 3 


TM 


Non-Cytosolic 


479 


LG:1446405.14:2001JUN22 


3329 


3351 


forward 3 


TM 


Transmembrane 


479 


LG: 1446405. 14:2001 JUN22 


3352 


3394 


forward 3 


TM 


Cytosolic 


479 


LG: 1446405. 14:2001 JUN22 


3395 


3417 


forward 3 


TM 


Transmembrane 


479 


LG: 1446405. 14:2001 JUN22 


3418 


3426 


forward 3 


TM 


Non-Cytosolic 


479 


LG:1446405.14:2001JUN22 


3427 


3444 


forward 3 


TM 


Transmembrane 


479 


LG: 1446405. 14:2001 JUN22 


3445 


3446 


forward 3 


TM 


Cytosolic 


480 


LG:1448148.1:2001JUN22 


1 


139 


forward 2 


TM 


Cytosolic 


480 


LG : 1 448 148.1 :200 1 JUN22 


140 


162 


forward 2 


TM 


Transmembrane 


480 


LG: 1 448 1 48. 1 :200 1 JUN22 


163 


538 


forward 2 


TM 


Non-Cytosolic 


480 


LG:1448148.1:2001JUN22 


539 


561 


forward 2 


TM 


Transmembrane 


480 


LG:1448148.1:2001JUN22 


562 


577 


forward 2 


TM 


Cytosolic 


481 


LG:1452619.13:2001JUN22 


1 


12 


forward 2 


TM 


Cytosolic 


481 


LG : 1 4526 1 9. 1 3 :200 1JUN22 


13 


35 


forward 2 


TM 


Transmembrane 


481 


LG:1452619.13:2001JUN22 


36 


76 


forward 2 


TM 


Non-Cytosolic 


481 


LG:1452619.13:2001JUN22 


77 


99 


forward 2 


TM 


Transmembrane 


481 


LG:1452619.13:2001JUN22 


100 


105 


forward 2 


TM 


Cytosolic 


481 


LG:1452619.13:2001JUN22 


106 


128 


forward 2 


TM 


Transmembrane 


481 


LG:1452619.13:2001JUN22 


129 


363 


forward 2 


TM 


Non-Cytosolic 


482 


LG: 1 452783.22:200 1JUN22 


1 


85 


forward 3 


TM 


Cytosolic 


482 


LG:1452783.22:2001JUN22 


86 


108 


forward 3 


TM 


Transmembrane 


482 


LG:1452783.22:2001JUN22 


109 


2326 


forward 3 


TM 


Non-Cytosolic 


483 


LG:1453417.5:2001JUN22 


I 

220 


18 


forward 1 


TM 


Cytosolic 
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TABLE 2 



SEQDNO: 


Template ID 


Start 


Stop 


Frame 


Domain Type 


Topology 


483 


LG:1453417.5:2001JUN22 


19 


41 


forward 1 


TM 


Transmembrane 


483 


LG:1453417.5:2001JUN22 


42 


1206 


forward 1 


TM 


Non-Cytosolic 


483 


LG:1453417.5:2001JUN22 


1 


88 


forward 3 


TM 


Non-Cytosolic 


483 


LG:1453417.5:2001JUN22 


89 


111 


forward 3 


TM 


Transmembrane 


483 


LG: 1 4534 17.5 :200 1 JUN22 


112 


117 


forward 3 


TM 


Cytosolic 


483 


LG:1453417.5:2001JUN22 


118 


140 


forward 3 


TM 


Transmembrane 


483 


LG:1453417.5:2001JUN22 


141 


1206 


forward 3 


TM 


Non-Cytosolic 


484 


LG: 1455222.23:2001 JUN22 


1 


207 


forward 2 


TM 


Cytosolic 


484 


LG:1455222.23:2001JUN22 


208 


230 


forward 2 


TM 


Transmembrane 


484 


LG:1455222.23:2001JUN22 


231 


596 


forward 2 


TM 


Non-Cytosolic 


485 


LG:149121.8:2001JUN22 


1 


142 


forward 1 


TM 


Non-Cytosolic 


485 


LG:149121.8:2001JUN22 


143 


160 


forward 1 


TM 


Transmembrane 


485 


LG:149121.8:2001JUN22 


161 


179 


forward 1 


TM 


Cytosolic 


485 


LG:149121.8:2001JUN22 


180 


202 


forward 1 


TM 


Transmembrane 


485 


LG:149121.8:2001JUN22 


203 


205 


forward 1 


TM 


Non-Cytosolic 


485 


LG:149121.8:2001JUN22 


206 


228 


forward 1 


TM 


Transmembrane 


485 


LG:149121.8:2001JUN22 


229 


240 


forward 1 


TM 


Cytosolic 


485 


LG: 149121. 8:2001 JUN22 


241 


263 


forward 1 


TM 


Transmembrane 


485 


LG:149121,8:2001JUN22 


264 


293 


forward 1 


TM 


Non-Cytosolic 


485 


LG:149121.8:2001JUN22 


294 


311 


forward 1 


TM 


Transmembrane 


485 


LG:149121.8:2001JUN22 


312 


339 


forward 1 


TM 


Cytosolic 


485 


LG:14912L8:2001JUN22 


340 


362 


forward 1 


TM 


Transmembrane 


485 


LG:149121.8:2001JUN22 


363 


463 


forward 1 


. TM 


Non-Cytosolic 


• 485 


LG:149121.8:2001JUN22 


464 


486 


forward.! 


. TM, 


Transmembrane 


. 485 . 


LG:149121.8:2001JUN22 


487 


559 


forward 1. 


TM 


Cytosolic 


485 


LG:149121.8:2001JUN22 


560 


577 


forward 1 


TM 


Transmembrane 


485 


LG:149121.8:2001JUN22 


578 


586 


forward 1 


• TM 


Non-Cytosolic 


485 


LG: 149 121 .8:2001 JUN22 


587 


609 


forward 1 


TM 


Transmembrane 


485 


LG: 149121. 8:2001 JUN22 


610 


831 


forward 1 


TM. 


Cytosolic 


485 


LG:149121.8:2001JUN22 


832 


854 


forward 1 


TM 


Transmembrane 


485 


LG: 149121. 8:2001JUN22 


855 


868 


forward 1 


TM 


Non-Cytosolic 


485 


LG:149121.8:2001JUN22 


869 


891 


forward 1 


TM 


Transmembrane 


485 


LG:149121.8:2001JUN22 


892 


978 


forward 1 


TM 


Cytosolic 


485 


LG:149121.8:2001JUN22 


979 


998 


forward 1 


TM 


Transmembrane 


485 


LG:149121.8:2001JUN22 


999 


1129 


forward 1 


TM 


Non-Cytosolic 


485 


LG:149121.8:2001JUN22 


1130 


1152 


forward 1 


TM 


Transmembrane 


485 


LG:149121.8:2001JUN22 


1153 


1300 


forward 1 


TM 


Cytosolic 


485 


LG:14912L8:2001JUN22 


1301 


1323 


forward 1 


TM 


Transmembrane 


485 


LG:149121.8:2001JUN22 


.1324 


1332 


forward 1 


TM 


Non-Cytosolic 


485 


LG:149121.8:2001JUN22 


1 


142 


forward 2 


TM 


Cytosolic 


485 


LG:149121.8:2001JUN22 


143 


165 


forward 2 


TM 


Transmembrane 


485 


LG:149121.8:2001JUN22 


166 


197 


forward 2 


TM 


Non-Cytosolic 


485 


LG:149121. 8:2001 JUN22 


198 


220 


forward 2 


TM 


Transmembrane 


485 


LG:149121.8:2001JUN22 


221 


466 


forward 2 


TM 


Cytosolic 


485 


LG:149121.8:2001JUN22 


467 


489 


forward 2 


TM 


Transmembrane 


485 


LG: 149121.8:2001 JUN22 


490 


627 


forward 2 


TM 


Non-Cytosolic 


485 


LG:149121.8:2001JUN22 


628 


650 


forward 2 


TM 


Transmembrane 


485 


LG:149121.8:2001JUN22 


651 


656 


forward 2 


TM 


Cytosolic 


485 


LG:149121.8:2001JUN22 


657 


679 


forward 2 


TM 


Transmembrane 


485 


LG:149121.8:2001JUN22 


680 


1304 


forward 2 


TM 


Non-Cytosolic 


485 


LG:149121.8:2001JUN22 


1305 


1327 


forward 2 


TM 


Transmembrane 


485 


LG:149121.8:2001JUN22 


1328 


1332 


forward 2 


TM 


Cytosolic 


485 


LG:149121.8:2001JUN22 


1 


899 


forward 3 


TM 


Non-Cytosolic 


485 


LG:149121.8:2001JUN22 


900 


922 


forward 3 


TM 


Transmembrane 
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SEQ D NO: 


Template ID 


Start 


Stop 


Frame 


L/omain i ype 


iopoiogy 


485 


LG : 1 49 1 2 L8 :200 1 JUN22 


923 


y id 


forward 3 


1M 


L-.yiosoiio 


485 


LG:149121. 8:2001 JUN22 


974 " 




forward 3 




Transmembrane 


485 


LG : 1 49 1 2 1 . 8 :2001 JUN22 


997 


1 AATl 


forward 3 


TTV/f 

1M 


iNon-v^yiosoiic 


485 


LG:149121.8:2001JUN22 


1001 


1023 


forward 3 


TTVvT 

1M 


i ransmemDrane 


485 


LG: 1 49 1 2 1 .8 :2001 JUN22 


1024 


IU43 


forward 3 




uyiosojic 


485 


LG:149121.8:2001JUN22 


1044 


lUoo 


forward 3 


TTV/T 

1M 


Transmembrane 


485 


LG:149121. 8:2001 JUN22 


1067 


1331 


forward 3 


TTV/f 

1M 


Non-Cytosolic 


486 


LG:1500175.18:2001JUN22 


1 


534 


forward 1 


iM 


Non-Cytosolic 


486 


LG:1500175.18:2001JUN22 


535 


557 


forward 1 


•TO A 

TM 


Transmembrane 


486 


LG:1500175.18:2001JUN22 


558 


576 


forward 1 


TM 


Cytosolic 


486 


LG: 1 5001 75 . 1 8 :2001 JUN22 


577 


599 


forward 1 


TM 


Transmembrane 


486 


LG: 1 500175 . 1 8 :2001 JUN22 


600 


608 


forward 1 


TM 


Non-Cytosolic 


486 


LG:1500175.18:2001JUN22 


609 


631 


forward 1 


TM 


Transmembrane 


486 


LG:1500175.18:2001JUN22 


632 


642 


forward 1 


TM 


Cytosolic 


486 


LG:1500175.18:2001JUN22 


1 


576 


forward 2 


TM 


Non-Cytosolic 


486 


LG:1500175.18:2001JUN22 


577 


599 


forward 2 


TM 


Transmembrane 


486 


LG:1500175.18:2001JUN22 


600 


611 


forward 2 


TM 


Cytosolic 


486 


LG:1500175.18:2001JUN22 


612 


631 


forward 2 


TM 


Transmembrane 


486 


LG:1500175.18:2001JUN22 


632 


642 


forward 2 


TM 


Non-Cytosolic 


486 


LG:1500175.18:2001JUN22 


1 


540 


forward 3 


TM 


Non-Cytosolic 


486 


LG:1500175.18:2001JUN22 


541 


563 


forward 3 


TM 


Transmembrane 


486 


LG:1500175.18:2001JUN22 


564 


569 


forward 3 


TM 


Cytosolic 


486 


LG:1500175.18:2001JUN22 


570 


592 


forward 3 


TM 


Transmembrane 


486 


LG:1500175.18:2001JUN22 


593 


641 


forward 3 


! TM 


Non-Cytosolic 


487 


LG: 1500434.6:2001 JUN22 


1 


431 


forward 1 


TM 


Non-Cytosolic 


487 


LG:1500434.6:2001JUN22 


432 


454 


forward 1 ' 


TM 


Transmembrane 


487 


LG:1500434.6:2001JUN22 


•455 


515 


forward 1 


TM 


Cytosolic 


"487 


LG:1500434.6:2001JUN22 


516 


535 


forward 1 


TM 


Transmembrane 


487 \ 


LG: 1500434.6:2001 JUN22 


536 


549 


forward 1 


• TM 


Non-Cytosolic 


487 


LG: 1500434.6:2001 JUN22 


550 


572 


forward 1 


TM 


Transmembrane 


487 


LG: 1500434. 6:200 1JUN22 


573 


576 


forward 1 


TM 


Cytosolic 


487 


LG: 1500434.6:2001 JUN22 


577 


599 


forward 1 


TM 


Transmembrane 


487 


LG: 1500434.6:2001 JUN22 


600 


626 


. forward 1 


TM 


Non-Cytosolic 


487 


LG: 1500434.6:2001 JUN22 


627 


649 


forward 1 


TM 


Transmembrane 


487 


LG: 1500434.6:2001 JUN22 


650 


693 


forward 1 


TM 


Cytosolic 


487 


LG: 1500434.6:2001 JUN22 


694 


716 


forward 1 


TM 


Transmembrane 


487 


LG:1500434.6:2001JUN22 


717 


730 


forward 1 


TM 


Non-Cytosolic 


487 


LG: 1500434.6:2001 JUN22 


731 


753 


forward 1 


f T r K A 

TM 


Transmembrane 


487 


LG: 1500434.6:2001 JUN22 


754 


759 


forward 1 


TM 


Cytosolic 


487 


LG: 1500434.6:2001 JUN22 


760 


782 


forward 1 


TM 


Transmembrane 


487 


LG: 1500434.6:2001 JUN22 


783 


796 


forward 1 


TM 


Non-Cytosolic 


487 


LG: 1500434.6:2001JUN22 


797 


819 


forward 1 


TM 


Transmembrane 


487 


LG: 1 500434 .6:200 1 JUN22 


820 


984 


forward 1 


TM 


Cytosolic 


487 


LG: 1500434.6:2001 JUN22 


985 


1007 


forward 1 


TM 


Transmembrane 


487 


LG: 1500434.6:2001 JUN22 


1008 


1035 


forward 1 


TM 


Non-Cytosolic 


487 


LG:1500434.6:2001JUN22 


1036 


1058 


forward 1 


TM 


Tran smembran e 


487 


LG: 1500434.6:2001 JUN22 


1059 


1131 


forward 1 


TM 


Cytosolic 


487 


LG:1500434.6:2001JUN22 


1132 


1154 


forward 1 


TM 


Transmembrane 


487 


LG:1500434.6:2001JUN22 


1155 


1168 


forward 1 


TM 


Non-Cytosolic 


487 


LG: 1500434.6:2001 JUN22 


1169 


1191 


forward 1 


TM 


Transmembrane 


487 


LG: 1500434.6:200 1JUN22 


1192 


1282 


forward 1 


TM 


Cytosolic 


487 


LG: 1500434.6:2001 JUN22 


1 


461 


forward 2 


TM 


Non-Cytosolic 


487 


LG: 1500434.6:2001 JUN22 


462 


484 


forward 2 


TM 


Transmembrane 


487 


LG: 1500434.6:2001 JUN22 


485 


584 


forward 2 


TM 


Cytosolic 



222 



WO 02/083876 



PCT/US02/09921 



TABLE 2 



SEQ D NO: 


Template ID 


Start 


Mop 


Frame 


Domain Type 


Topology 


487 


LG:1 500434.6:200 1JUN22 


585 


o07 


tor ward 2 


IjVI 


Transmembrane 


487 


LG:l500434.6:200UUN22 


608 


621 


forward 2 


TM 


Non-Cytosolic 


487 


LG:1 500434.6:200 1JUN22 


622 


644 


forward 2 


r T r K K 

TM 


Transmembrane 


487 


LG: 1 500434.6:200 1 JUN22 


645 


729 


forward 2 


TM 


Cytosolic 


487 


LG:1500434.6:2001JUN22 


730 


752 


forward 2 


TM 


Transmembrane 


487 


LG: 1500434.6:2001 JUN22 


753 


766 


forward 2 


TM 


Non-Cytosolic 


487 


LG: 1500434.6:2001 JUN22 


767 


786 


forward 2 


TM 


Transmembrane 


487 


LG: 1 500434.6:2001 JUN22 


787 


867 


forward 2 


TM 


Cytosolic 


487 


LG: 1 500434 .6:2001 JUN22 


868 


890 


forward 2 


TM 


Transmembrane 


487 


LG : 1 500434.6:200 1 JUN22 


891 


904 


forward 2 


TM 


Non-Cytosolic 


487 


LG: 1 500434.6:200 1 JUN22 


905 


927 


forward 2 


TM 


Transmembrane 


487 


LG: 1500434.6:2001 JUN22 


928 


1017 


forward 2 


TM 


Cytosolic 


487 


LG:1500434.6:2001JUN22 


1018 


1040 


forward 2 


TM 


Transmembrane 


487 


LG:1500434.6:2001JUN22 


1041 


1129 


forward 2 


TM 


Non-Cytosolic 


487 


LG:1500434.6:2001JUN22 


1130 


1152 


forward 2 


TM 


Transmembrane 


487 


LG: 1500434.6:2001 JUN22 


1153 


1178 


forward 2 


TM 


Cytosolic 


487 


LG: 1 500434.6:2001 JUN22 


1179 


1201 


forward 2 


TM 


Transmembrane 


487 


LG: 1500434.6:2001 JUN22 


1202 


1205 


forward 2 


TM 


Non-Cytosolic 


487 


LG:1500434.6:2001JUN22 


1206 


1228 


forward 2 


TM 


Transmembrane 


487 


LG:1500434.6:2001JUN22 


1229 


1282 


forward 2 


TM 


Cytosolic 


487 


LG: 1500434.6:2001 JUN22 


1 


211 


forward 3 


TM 


Non-Cytosolic 


487 


LG: 1500434.6:2001 JUN22 


212 


234 


forward 3 


TM 


Transmembrane 


487 


LG: 1500434.6:2001 JUN22 


235 


515 


forward 3 


TM 


Cytosolic 


487 • 


LG:1500434.6:2001JUN22 


516 


535 


forward 3 


TM 


Transmembrane 


487 


LG:1500434.6:2001JUN22 


536 


544 


forward 3 


TM 


Non-Cytosolic 


'487 


LG:1500434.6:2001JUN22 


545 


564 


forward 3 


TM 


Transmembrane 


' 487 


LG:1500434.6:2001JUN22 


565 


584 


forward 3 


TM 


Cytosolic 


487 


LG: 1500434.6:2001 JUN22 


585 


607 


forward 3 


TM 


Transmembrane 


487 


LG: 1500434.6:2001 JUN22 


608 


643 


forward 3 


TM 


Non-Cytosolic 


487 


LG: 1500434.6:2001 JUN22 


644 


666 


forward 3 


TM 


Transmembrane 


487 


LG: 1500434.6:2001 JUN22 


667 


688 


forward 3 


TM 


Cytosolic 


487 


LG: 1500434.6:2001 JUN22 


689 


711 


forward 3 


TM 


Transmembrane 


487 


LG: 1500434.6:2001 JUN22 


712 


730 


forward 3 


TM 


Non-Cytosolic 


487 


LG: 1500434.6:2001 JUN22 


731 


753 


forward 3 


TM 


Transmembrane 


487 


LG: 1500434.6:2001 JUN22 


754 


765 


forward 3 


TM 


Cytosolic 


487 


LG: 1 500434.6:200 1 JUN22 


766 


788 


forward 3 


TM 


Transmembrane 


487 


LG:1500434.6:2001JUN22 


789 


996 


forward 3 


TM 


Non-Cytosolic 


487 


LG: 1500434.6:2001 JUN22 


997 


1019 


forward 3 


TM 


Transmembrane 


487 


LG: 1500434.6:2001 JUN22 


1020 


1031 


forward 3 


TM 


, Cytosolic 


487 


LG: 1500434.6:200 1JUN22 


1032 


1054 


forward 3 


TM 


Transmembrane 


487 


LG: 1500434.6:2001 JUN22 


1055 


1093 


forward 3 


TM 


Non-Cytosolic 


487 


LG: 1500434.6:2001 JUN22 


1094 


1111 


forward 3 


TM 


Transmembrane 


487 


LG: 1500434.6:2001 JUN22 


1112 


1178 


forward 3 


TM 


Cytosolic 


487 


LG: 1500434.6:2001 JUN22 


1179 


1201 


forward 3 


TM 


Transmembrane 


487 


LG: 1500434.6:2001 JUN22 


1202 


1204 


forward 3 


TM 


Non-Cytosolic 


487 


LG: 1500434.6:2001 JUN22 


1205 


1222 


forward 3 


TM 


Transmembrane 


487 


LG:1500434.6:2001JUN22 


1223 


1241 


forward 3 


TM 


Cytosolic 


487 


LG: 1500434.6:2001 JUN22 


1242 


1264 


forward 3 


TM 


Transmembrane 


487 


LG: 1500434.6:2001 JUN22 


1265 


1282 


forward 3 


TM 


Non-Cytosolic 


488 


LG:1501550.19:2001JUN22 


1 


920 


forward 1 


TM 


Non-Cytosolic 


488 


LG:1501550.I9:2001JUN22 


921 


943 


forward 1 


TM 


Transmembrane 


488 


LG:1501550.19:200UUN22 


944 


1068 


forward 1 


TM 


Cytosolic 


488 


LG: 1501550. 19:2001 JUN22 


1069 


1086 


forward 1 


TM 


Transmembrane 


488 


LG:1501550.19:2001JUN22 


1087 


1110 


forward 1 


TM 


Non-Cytosolic 
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CCPl Fi KTfV 

bt,Kl V 1NU. 


i empiaie iu 


oiart 




Fromc 


Domain Type 




4oo 


t r^.icniccn i o o nn i TTTM90 
iaj;i duiojU. ly.zuui j uinzz 


1111 
1 1 1 1 


1 1^ 


"fnr\x/s»TYi 1 


TM 


Trn n em br a n e 

X 1 (111311 llslltLSl Ullts 


AOO 

4oo 


lAj.l jUI jjy). ly.zuiu j uinzz 


1 1 'XA 


1919 

J.Z IZ 


fnruyijrrl 1 


HTM 


f"*vtn<;nlir 


AOO 

4oo 


t rMcmccrv io-9ftf"ii TTTM99 
LajiI jU i i y.zuu i j uinzz 


191 ^ 

1Z 1 J 


19^0 


fnrvi/iir/T 1 


TM 

1 AVJL 


Trancmpmhrnnp 
i iaiioiiix>iiii/i aii& 


AQO 

4oo 


T r'. icniCCfi 1G'9fini TT TM99 
LAJ. IDUIODU. 1V.ZUUIJ UINZZ 


19^1 


1DZ / 


forwnrfi 1 
l Ul Wal u i 


TM 


Nnn-Cvtn^nlic 


AOO 

4oo 


t /"vi cm ccn io-onr\i tttmoo 
JLU. l jUl jjU. jy.ZUUlJUiNZZ 


1 




JUJ WalU D 


TM 


Nnn-f^vf nmliP 

1 TW»il l UOVJI 1^ 


AOO 

488 


LU:i jUi jjU.iy.zuui juinzz 


1 A9/1 
1Uo4 


i infi 

1 iUO 


fnnjiorn "X 
1UI WalU D 


TM 


X lalldlllv/illUl anw 


488 


LO:15U1j5U. J9.2U01JUInZz 


1 1 m 
1 1U/ 


1911 
1Z1 1 


iorwara j 


• TM 


f^vtncnli^ 


488 


LG : 1501 550. 19:zU01J Uinzz 


121Z 


1ZJ4 


iorwara j 


TM 


A IalldlllClIlL/lallc 


488 


LO:l30155U. ly.zUUlJUiNZz 


12J5 


123o 


IOrWaTu J 


TM 


Mnn-f/'vtncnliP 
1 > Ul I - jr LUo Ull t» 


488 


LG: 1 501550. 1 9:2001 J UJnzz 


1 oon 


19£1 
IzOl 


forward 3 


TM 


TrancmptnKranf* 

i rdnsniernDrcirie 


488 


LG: 1501 550. iy*zUUl JUiNZz 


120/ 


12ol 


forward 3 


TM 




488 


LG: 1501550.19:2001 JUNzZ 


1282 


1304 


forward 3 


TM 
1 IVI 


I rajisincrTioranc 


488 


T i cm ccn i n.or\r\1 TT TTvTOI 

LG: 1501 550.1 9:2001 JUiNzz 


1 one 

1305 


1 OCT 

1357 


forward 3 


TM 
11VI 


in on -v— y los o 1 1 1. 


488 


LG: 1 501550. 1 9:2001 J U1S/22 


1 1 CO 

1358 


13/5 


forward 3 


1 JVI 


Transmembrane 


488 


LG: 1501550. 19:2001 JUN22 


1376 


1626 


forward 3 


TTv/T 
livl 




489 


LG: 1 5 0 1 923 .26:200 1 JUN22 


1 


1 o 

12 


forward 1 


■ IM 


iNon-L.yiosoiic 


489 


LG: 1 501923.26:2001 JUN22 


13 


30 


forward 1 


TTV4 

1M 


I ransmem orane 


489 


LG:1501923.26:2CK)1JUN22 


31 


204 


forward 1 




v-.yiosoiic 


490 


LG: 1 50960.9:2001 JUN22 


1 


215 


forward 3 




cyiosoiic 


490 


LG: 150960.9:2001 JUN22 


216 


238 


forward 3 


IM 


Transmembrane 


490 


LG: 1 50960.9:2001 JUN22 


239 


257 


forward 3 


IM 


Non-Cytosolic 


490 


LG: 1 50960.9:200 1 JUN22 


258 


277 


forward 3 


TTV/T 
IM 


Trans membrane 


490 


LG:1 50960.9:2001 JUN22 


278 


297 


forward 3 


TTV/T 
IM 


Cytosolic 


490 


LG: 150960.9:2001 JUN22 


298 


320 


forward 3 


IM 


Transmembrane 


490 


LG: 150960.9:2001 JUN22 


321 


323 


forward 3 


IM . 


Non-Cytosolic . 


490 


LG: 150960.9 :2001JUN22 


324 


346 


forward 3 


IM ' 


Transmembrane" 


490 


LG: 1 50960.9 :2001JUN22 


347 


474 


forward 3 


TTV/f 

IM 


Cytosolic 


490 


LG: 150960.9:2001 JUN22 


475 


497 


forward 3 


TTV/I 
IM 


Transmembrane 


490 


LG:150960.9:2001JUN22 


498 


521 


iorwara 3 


TTV/f 
IM 


Non-Cytosolic 


490 


LG: 150960.9:2001 JUN22 


522 


544 


/• J o 

iorwara 3 


TTV/f 

IM 


Transmembrane 


490 


LG: 150960.9:2001 JUN22 


545 


550 


forward 3 


TTV/f 

IM 


Cytosolic 


490 


LG: 150960.9:2001 JUN22 


551 


573 


iorwara 3 


TTV/f 
IM 


Transmembrane 


490 


LG: 150960.9:2001 JUN22 


574 


763 


forward 3 


TTV/f 
IM 


in on-v*y tosoi ic 


491 


LG:1 82744.29:200 1JUN22 


• 1 


193 


forward 1 


TTV/T 
IM 


in on-cy losoiic 


491 


T -t OO 1 "? A A <"*n .inn 1 TT TX TO O 

LG : 1 82744 .29:200 1 JUN22 


1 f\A 

194 


21 0 


forward 1 


TTV/f 

IM 


i ransmemurane 


491 


LG: 1 82744.29:200 1 J UN 22 


217 


TOA 

389 


forward 1 


TM 
IM 


c.yiosonc 


491 


LG:1 82744.29:2001 JUN22 


390 


4uy 


forward 1 


TTV/f 

IM 


Transmembrane 


491 


T Z""' ■» OT7 A A Of\.1AA1 TTTXTOO 

LG: 1 82744.29:200 1 JUN22 


A 1 A 

410 


T 1 O 

/iy 


forward 1 


TTV/I 

IM 


iNon-^yiosoiic 


491 


LG: 1 82744.29:2001 J UN ZZ 


1 


151 


forward 2 


TM 
IM 


iNon-v^yiobuiiu 


491 


T 1 OOTili Ifi.OAAl TT TTvTTl 

LG: 182744. 29:200 1JUN22 


t CI 

152 


1 /4 


forward 2 


TTV/f 
I M 


i ransmem orane 


491 


LG: 1 82744.29:2001 JUN22 


175 


193 


forward 2 


TTV/T 
IM 


L^yiosoiic 


491 


T * OO^l ^ v| /"in. nnn 1 TT nvT*>1 

LG: 1 82744.29:2001 JUN22 


iy4 


01 A 

zlo 


forward 2 


TTV/f 
1 M 


Transmembrane 


491 


LG : 1 82744.29:200 1 J UN 22 


217 


Tin 

/19 


forward 2 


TTV/f 
1 M 


IN On-\^y LOiOl It- 


491 


LG: 1 82744.29 :200lJ UN 22 


1 


CO 


iorwara 3 


TTV/f 
IM 


v^yiosoiic 


491 


LG: 1 82744.29:2001 JUN22 


66 


85 


forward 3 


TTV/T 

IM 


Transmembrane 


491 


T 4 OO^T J it Ort ortA 1 TT TX TOO 

LG: 1 82744.29:200 1 JUN22 


oc 
50 


/lo 


forward 3 


TTV/T 
IM 


ri on-i^y tosoi ic 


492 


LG: 197166. 1 :2001 JUN22 


1 


14 


forward 3 


TTV/f 

IM 


in on -\-.y loso j 1 1» 


492 


LG:197166.1:2001JUN22 


15 


37 


forward 3 


TM 


Transmembrane 


492 


LG:197166.1:2001JUN22 


38 


84 


forward 3 


TM 


Cytosolic 


493 


LG: 197455.5:2001 JUN22 


1 


202 


forward 3 


TM 


Non-Cytosolic 


493 


LG: 1 97455.5:2001 JUN22 


203 


225 


forward 3 


TM 


Transmembrane 


493 


LG:197455.5:2001JUN22 


226 


237 


forward 3 


TM 


Cytosolic 


493 


LG:197455.5:2001JUN22 


238 


260 


forward 3 


TM 


Transmembrane 


493 


LG: 197455.5:2001 JUN22 


261 


316 


forward 3 


TM 


Non-Cytosolic 
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CCA TN MA. 

obQ D NO: 


.template 1L> 


Start 


Stop 


Frame 


VJ\Jl\\a\\\ J.YLJC 


lopoiogy 


493 


LU: 1 y/4DD.D.ZUU I J UN ZZ 


31 I 


11£ 
330 


forward 3 


1JV1 


l ransmerriDrane 


493 


LCj : 1 9 /4 j d .D : ZUU I J U IN ZZ 


in 
33/ 


no 


forward 3 


1 iVl 


v^yiosonc 


494 


Lu:I9oZj1.o:zUUJ JUlNzZ 


1 


Zoo 


forward 1 


I IVl 


i^yiosoiic 


494 


T r~t mo^Cl O.OAA1 TTTXTT) 

LG: 198251.8:2001 JUNzZ 


Zo/ 


mo 
3U9 


forward 1 


lM 


Transmembrane 


494 


LG: 1 9825 1 .8 :200 1 JUN22 


31U 


328 


forward 1 


1M 


Non-Cytosolic 


494 


LG: 1 9825 1 . 8 :200 1 J U N22 


329 


1AC 

346 


forward 1 


TTv/1 
1 M 


Transmembrane 


494 


LG: 1 9825 1 .8 :2001 JUN22 


347 


507 


forward 1 


1M 


Cytosolic 


494 


LG : 1 9825 1.8: 200 1 JUN22 


508 


on 

530 


forward 1 


1M 


Transmembrane 


494 


LG: 1 9825 1 .8 :2001 JUN22 


531 


539 


forward 1 


1M 


Non-Cytosolic 


494 


LG: 19825 1 .8 :2001 JUN22 


540 


559 


forward 1 


1M 


Transmembrane 


494 


LG: 19825 1 . 8 :200 1 JUN22 


560 


596 


forward 1 


TTi jT 

FM 


Cytosolic 


494 


LG: 1 9825 1 .8 :2001 JUN22 


1 


78 


forward 2 


TM 


Non-Cytosolic 


494 


LG:198251.8:2001JUN22 


79 


101 


forward 2 


TM 


Transmembrane 


494 


LG: 1 9825 1 .8 :2001 JUN22 


102 


315 


forward 2 


TM 


Cytosolic 


494 


LG: 19825 1 .8 :2001 JUN22 


316 


338 


forward 2 


TM 


Transmembrane 


494 


LG: 1 9825 1.8 :200 2 JUN22 


339 


517 


forward 2 


TM 


Non-Cytosolic 


494 


LG: 19825 1 .8 :2001 JUN22 


518 


540 


forward 2 


TM 


Transmembrane 


494 


LG: 1 9825 1 .8 :2001 JUN22 


541 


596 


forward 2 


TM 


Cytosolic 


494 


LG: 19825 1 .8:2001 JUN22 


1 


77 


forward 3 


TM 


Non-Cytosolic 


494 


LG:198251.8:2001JUN22 


78 


100 


forward 3 


TM 


Transmembrane 


494 


LG:198251.8:2001JUN22 


101 


270 


forward 3 


TM 


Cytosolic 


494 


LG:198251.8:2001JUN22 


271 


293 


forward 3 


TM 


Transmembrane 


494 


LG:198251.8:2001JUN22 


294 


307 


forward 3 


TM 


Non-Cytosolic 


494 ' 


LG: 19825 1 .8:2001 JUN22 


308 


330 


forward 3 


TM 


Transmembrane 


494 


LG: 19825 1 .8:2001 JUN22 


331 


506 


forward 3 


TM 


Cytosolic 


494 ' 


: LG:198251.8:2001JUN22 


' 507 


529 


forward 3 


TM 


Transmembrane 


494 ' 


LG: 19825 1 .8:2001 JUN22 


530 


595 


forward 3 


TM 


Non-Cytosolic 


495 


' LG:200149.3:2001JUN22 


1 


395 


forward 1 


TM 


Non-Cytosolic 


• 495 


LG:200149.3:2001JUN22 


396 


418 


forward 1 


TM 


Transmembrane 


495 


LG:200149.3:2001JUN22 


419 


605 


forward 1 


TM 


Cytosolic 


495 


LG:200149.3:2001JUN22 


606 


628 


forward 1 


TM 


Transmembrane 


495 


LG:200149.3:2001JUN22 


629 


642 


forward 1 


TM 


Non-Cytosolic 


495 


LG:200149.3:2001JUN22 


643 


665 


forward 1 


TM 


Transmembrane 


495 


LG :200 1 49.3 :200 1 JUN22 


666 


723 


forward 1 


TM 


Cytosolic 


495 


LG:200149.3:2001JUN22 


724 


746 


forward 1 


TM 


Transmembrane 


495 


LG:200149.3:2001JUN22 


747 


824 


forward 1 


TM 


XT f*. i. ^ 1 * _ 

Non-Cytosolic 


495 


LG:200149.3:2001JUN22 


825 


844 


forward 1 


TM 


Transmembrane 


495 


LG:200149.3:2001JUN22 


845 


850 


forward 1 


TM 


Cytosolic 


495 


LG:200 149.3: 200 1JUN22 


851 


873 


forward 1 


TM 


Transmembrane 


495 


LG:200149.3:2001JUN22 


874 


1372 


forward 1 


TM 


Non-Cytosolic 


495 


LG:200149.3:2001JUN22 


1 


405 


forward 2 


TM 


Non-Cytosolic 


495 


LG:200149.3:2001JUN22 


406 


428 


forward 2 


TM 


Transmembrane 


495 


LG:200149.3:2001JUN22 


429 


605 


forward 2 


TM 


Cytosolic 


495 


LG:200149.3:2001JUN22 


606 


628 


forward 2 


TM 


Transmembrane 


495 


LG :200 1 49.3 :200 1 JUN22 


629 


647 


forward 2 


TM 


Non-Cytosolic 


495 


LG:200149.3:2001JUN22 


648 


665 


forward 2 


TM 


Transmembrane 


495 


LG:200149.3:2001JUN22 


666 


719 


forward 2 


TM 


Cytosolic 


495 


LG:200149.3:2001JUN22 


720 


742 


forward 2 


TM 


Transmembrane 


495 


LG:200149.3:2001JUN22 


743 


819 


forward 2 


TM 


Non-Cytosolic 


495 


LG:200 149.3 :2001 JUN22 


820 


842 


forward 2 


TM 


Transmembrane 


495 


LG:200149.3:2001JUN22 


843 


1268 


forward 2 


TM 


Cytosolic 


495 


LG:200149.3:2001JUN22 


1269 


1291 


forward 2 


TM 


Transmembrane 


495 


LG:200 1 49. 3 :2001 JUN22 


1292 


1305 


forward 2 


TM 


Non-Cytosolic 


495 


LG:200149.3:2001JUN22 


1306 


1328 


forward 2 


TM 


Transmembrane 
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Start 
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Domain Type 
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495 


LG:200149.3:2001JUN22 


1329 


1339 


forward 2 


TM 


Cytosolic 


495 


LG:200149.3:2001JUN22 


1340 


1362 


forward 2 


TM 


Transmembrane 


495 


LG:200149.3:2001JUN22 


1363 


1372 


forward 2 


TM 


Non-Cytosolic 


495 


LG:200149.3:2001JUN22 


1 


495 


forward 3 


TM 


Non-Cytosolic 


495 


LG:200149.3:2001JUN22 


496 


515 


forward 3 


TM 


Transmembrane 


495 


LG:200149.3:2001JUN22 


516 


575 


forward 3 


TM 


Cytosolic 


495 


LG:200149.3:2001JUN22 


576 


595 


forward 3 


TM 


Transmembrane 


495 


LG:200149.3:2001JUN22 


596 


604 


forward 3 


TM 


Non-Cytosolic 


495 


LG:200149.3:2001JUN22 


605 


627 


forward 3 


TM 


Transmembrane 


495 


LG:200149.3:2001JUN22 


628 


643 


forward 3 


TM 


Cytosolic 


495 . 


LG:200149.3:2001JUN22 


644 


666 


forward 3 


TM 


Transmembrane 


495 


LG:200149.3:2001JUN22 


667 


1371 


forward 3 


TM 


Non-Cytosolic 


• 496 


LG:203483.3:2001JUN22 


1 


568 


forward 2 


TM 


Non-Cytosolic 


496 


LG:203483.3:2001JUN22 


569 


591 


forward 2 


TM 


Transmembrane 


496 


LG:203483.3:2001JUN22 


592 


634 


forward 2 


TM 


Cytosolic 


497 


LG:209701.7:2001JUN22 


1 


163 


forward 1 


TM 


Non-Cytosolic 


497 


LG:209701.7:2001JUN22 


164 


183 


forward 1 


TM 


Transmembrane 


497 


LG:209701.7:2001JUN22 


184 


195 


forward 1 


TM 


Cytosolic 


497 


LG:209701.7:2001JUN22 


196 


218 


forward 1 


TM 


Transmembrane 


497 


LG:209701.7:2001JUN22 


219 


260 


forward 1 


TM 


Non-Cytosolic 


497 


LG:209701.7:2001JUN22 


261 


283 


forward 1 


TM 


Transmembrane 


497 


LG:20970L7:200IJUN22 


284 


316 


forward 1 


TM 


Cytosolic 


497 


LG:209701.7:2001JUN22 


317 


339 


forward 1 


TM 


Transmembrane 


497 


LG:209701.7:2001JUN22 . 


• 340 


343 


forward 1 


TM 


Non-Cytosolic 


497 


LG:209701.7:2001JUN22 


344 


366 


forward 1 


TM 


Transmembrane 


497 


LG:209701.7:2001JUN22 : 


367 


477 


forward 1 


TM 


Cytosolic 


497 


LG:209701.7:2001JUN22 : 


478 


500 


forward 1 


TM 


Transmembrane 


497 


LG:209701.7:2001JUN22 


501 


511 


forward 1 


TM 


Non-Cytosolic 


497 


LG:20970L7:2001JUN22 : 


1 


42 


forward 2 


TM 


Cytosolic* 


497 


LG:209701.7:2001JUN22 


43 


65 


forward 2 


TM 


Transmembrane 


497 


LG:209701 .7:2001 JUN22 


66 


68 


forward 2 


TM 


Non-Cytosolic 


497 


LG:209701.7:2001JUN22 


69 


91 


forward 2 


TM 


Transmembrane 


497 


LG:209701 ,7:2001 JUN22 


92 


209 


forward 2 


TM 


Cytosolic 


497 


LG:209701.7:2001JUN22 


210 


232 


forward 2 


TM 


Transmembrane 


497 


LG:20970L7:2001JUN22 


233 


510 


forward 2 


TM 


Non-Cytosolic 


497 


LG:209701. 7:2001 JUN22 


1 


225 


forward 3 


TM 


Non-Cytosolic 


497 


LG:20970L7:2001JUN22 


226 


248 


forward 3 


TM 


Transmembrane 


497 


LG:209701.7:2001JUN22 


249 


260 


forward 3 


TM 


Cytosolic 


497 


LG:209701.7:2001JUN22 


261 


283 


forward 3 


TM 


Transmembrane 


497 


LG:209701 .7:2001 JUN22 


284 


510 


forward 3 


TM 


Non-Cytosolic 


498 


LG:210614.1:2001JUN22 


1 


77 


forward 1 


TM 


Non-Cytosolic 


498 


LG:210614,1:2001JUN22 


78 


100 


forward 1 


TM 


Transmembrane 


498 


LG:210614.1:2001JUN22, 


101 


135 


forward 1 


TM 


Cytosolic 


498 


LG:210614.1:2001JUN22 


136 


158 


forward 1 


TM 


Transmembrane 


498 


LG:210614.1:2001JUN22 


159 


392 


forward 1 


TM 


Non-Cytosolic 


498 


LG:210614.1:2001JUN22 


1 


134 


forward 2 


TM 


Cytosolic 


498 


LG:210614.1:2001JUN22 


135 


157 


forward 2 


TM 


Transmembrane 


498 


LG:210614.1:2001JUN22 


158 


392 


forward 2 


TM 


Non-Cytosolic 


499 


LG:210672.1:2001JUN22 


1 


397 


forward 1 


TM 


Cytosolic 


499 


LG:210672.1:2001JUN22 


398 


420 


forward 1 


TM 


Transmembrane 


499 


LG:210672.1:2001JUN22 


421 


468 


forward 1 


TM 


Non-Cytosolic 


499 


LG:210672.1:2001JUN22 


469 


491 


forward 1 


TM 


Transmembrane 


499 


LG:2 10672.1 :2001JUN22 


492 


524 


forward 1 


TM 


Cytosolic 


499 


LG:210672.1:2001JUN22 


525 


547 


forward 1 


TM 


Transmembrane 
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3t(^ u riU: 


I empiate id 








Domain Tvni* 


i upulU^Jr 


499 


t n»o i nAT) i .onm n TM77 


JHO 


1QA 
ly** 


1UI Wal U i 




Wrtn-^VITiC Al 

i t u v^y itioui i V- 


499 


T r* -7 1 A/C77 1 .7AA1 TTTM77 


i 


/O 


iorvvaro z 


TTV/I 


1*^1/ trtC t\ 1 1 

i-»yiOboiiv* 


499 


i p.oi AA77 1 .OAA1 TT FM77 
lAj.ZlUO/Z.t .ZULU J UINZZ 


77 
/ / 


QQ 

yy 


lurwara z 


TA/f 


i ransniernorane 


A HA 

499 


t o .7 i a£77 i .onm ti TM77 
LU:ZlUo/Z.l.ZUUlJUiN zz 


inn 


1UZ 


iorwarQ z 


1 iVl 


in on-v^y losuiic 


499 


LG:210o7z. 1 :2U01 J UJNZZ 


103 


IZj 


iorwara z 




i ransrneiTiDrane 


499 


LG:210672. 1:2001 J UInZZ 


i7< 
IZo 


4UZ 


forward 2 


TTV/f 


Vwytosoiic 


499 


LG:2 10672.1:2001 J UJNZZ 


4Uj 


4Zj 


iorwara z 


TTV/f 
1M 


Transmembrane 


499 


LG :21 0672. 1:2001 J UJNZz 


4Z0 


7Q/I 


forward 2. 


IM 


Non -Cy tosolic 


500 


T 1 A.lfVM TTTKTT1 

LG:215051.10:2001JUN22 


1 


-)4-5 


forward 2 


TTV/I 


Non-Cytosolic 


500 


LG:2 1505 1.1 0:200 1JUN22 


544 


J DO 


iorwara Z 


IM 


Transmembrane 


500 


LG:2 1 505 1 . 1 0:200 1 J UN22 


567 


77Q 

fly 


forward 2 


TTV/I 


Cy tosolic 


501 


LG:21 8989.3 :2001JUN22 


1 


1 AC 

105 


rorward 2 


T*K/f 
IM 


Cytosohc 


501 


LG:2 1 8989.3 :2001 JUN22 


1 A/C 

106 


128 


forward 2 


TTV/f 
IM 


Transmembrane 


501 


LG:2 1 8989.3 :2001 JUN22 


129 


218 


forward 2 


TM 


Non-Cytosolic 


501 


LG:21 8989.3 :2001JUN22 


219 


241 


forward 2 


TM 


Transmembrane 


501 


LG:218989.3:2001JUN22 


242 


255 


forward 2 


TM 


Cytosoiic 


502 


LG:228 1 07. 1 1 :2001 JUN22 


1 


271 


forward 1 


TM 


Non-Cytosolic 


502 


LG:228 107.1 1:2001 JUN22 


272 


294 


forward 1 


TM 


Transmembrane 


502 


LG:228107.1 1:2001 JUN22 


295 


341 


forward 1 


TM 


Cytosoiic 


502 


LG:228 107.1 1:2001 JUN22 


342 


364 


forward 1 


TM 


Transmembrane 


502 


LG:228107.1 1:2001JUN22 


365 


378 


forward 1 


TM 


Non-Cytosolic 


502 


LG:228107.1 1:2001 JUN22 


379 


401 


forward 1 


TM 


Transmembrane 


502 


LG:228107.1 1:2001JUN22 


402 


413 


forward 1 


TM 


Cytosoiic 


502 


LG:228107.11:2001JUN22 , 


. 414 • 


436 


forward I 


TM 


Transmembrane 


502 


LG:228107.1 1:2001 JUN22 


.437 


476 


forward 1 


TM 


Non-Cytosolic 


502 


LG:228107.1 1:2001JUN22 


477 ; 


496 


forward 1 


TM 


Transmembrane 


. 502 


LG:228 107.1 1:2001 JUN22 


" 497 


497 


forward 1 


TM 


Cytosoiic 


502 


LG:228107.1 1:2001 JUN22 


498 


520 


forward 1 


TM 


Transmembrane 


502 


LG:228 1 07. 1 1 :2001JUN22 


521 


550 


forward 1 


TM 


Non-Cytosolic 


502 


LG:228 107.1 1:2001 JUN22 


551 


570 


forward 1 


TM 


Transmembrane 


502 


LG:228 107. 1 1 :2001 JUN22 


571 


702 


forward 1 


TM 


Cytosoiic 


502 


LG:228107.1 1:2001JUN22 


703 


725 


forward 1 


TM 


Transmembrane 


502 


LG:228107.1 1:2001JUN22 


726 


781 


forward 1 


TM 


Non-Cytosolic 


502 


LG:228 1 07.1 1:200 1JUN22 


782 


801 


forward 1 


TM 


Transmembrane 


502 


LG:228107.1 1.-2001JUN22 


802 


922 


forward 1 


TM 


Cytosoiic 


502 


LG:228 107. 1 1 :200l JUN22 


923 


945 


forward 1 


TM 


Transmembrane 


502 


LG:228 107.1 1:200 1JUN22 


946 


964 


forward 1 


TM 


Non-Cytosolic 


502 


LG: 228 107.1 1:2001 JUN22 


965 


AO A 

984 


forward 1 




Transmembrane 


502 


LG:228 107.1 1 :2001JUN22 


985 


1028 


forward 1 


TM 


Cytosoiic 


502 


LG:228 107.1 1:200 1JUN22 


1 


Af\C 

405 


forward 2 


1 M 


Non-Cytosolic 


502 


LG:228 107.1 1 :2001JUN22 


406 


428 


forward 2 


TTV/f 

TM 


Transmembrane 


502 


LG:228107.1 1:2001 JUN22 


429 


AO A 

484 


forward 2 


IM 


Cytosoiic 


502 


LG:228 1 07 . 1 1 :200 1 JUN22 


485 


504 


forward 2 


TTl/f 

TM 


Transmembrane 


502 


LG:228 107. 1 1 :2001 JUN22 


505 


TOO 

783 


forward 2 


TTV/T 
IM 


Non-Cytosolic 


502 


LG:228 107.1 1:200 1JUN22 


784 


801 


forward 2 


TM 


Transmembrane 


502 


LG:228107. 1 1 :2001 JUN22 


O AO 

802 


AA£ 

906 


forward 2 


IM 


Cytosoiic 


502 


LG:228107.11:2001JUN22 


907 


929 


forward 2 


TM 


Transmembrane 


502 


LG:228107.11:2001JUN22 


930 


938 


forward 2 


TM 


Non-Cytosolic 


502 


LG:228 107. 1 1 :2001JUN22 


939 


961 


forward 2 


TM 


Transmembrane 


502 


LG:228107.1 1:2001 JUN22 


962 


967 


forward 2 


TM 


Cytosoiic 


502 


LG:228107.1 1:2001 JUN22 


968 


990 


forward 2 


TM 


Transmembrane 


502 


LG:228107.11:2001JUN22 


991 


1004 


forward 2 


TM 


Non-Cytosolic 


502 


LG:228107.1 1:2001 JUN22 


1005 


1027 


forward 2 


TM 


Transmembrane 


502 


LG:228 107.1 1:2001 JUN22 


1028 


1028 


forward 2 


TM 


Cytosoiic 
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Topology 


502 


LG :228 1 07. 1 1 :200 1 JUN22 


1 


471 


forward 3 


TTiA 


Non-Cytosolic 


502 


LG:228 1 07. 1 1 :200 1 JUN22 


472 


494 


forward 3 


lM 


np_ „ _ l 

Transmembrane 


502 


Y y*"Y r> O 1 /"\^Y Y Y O /\/\ Y TT T"K T**l 

LG :228 107.1 1:2001 JUN22 


495 


713 


forward 3 


I M 


Cytosolic 


502 


LG:228107. 1 1 :2001 JUN22 


714 


733 


forward 3 


lM 


Transmembrane 


502 


LG:228 1 07. 11 :200 1 JUN22 


734 


778 


forward 3 


TM 


Non-Cytosolic 


502 


LG:228 107. 1 1 :2001 JUN22 


779 


801 


forward 3 


IM 


Transmembrane 


502 


LG:228107.11:2001JUN22 


802 


900 


forward 3 


TM 


Cytosolic 


502 


LG:228107.1 1:2001JUN22 


901 


923 


forward 3 


TM 


Transmembrane 


502 


LG:228107.11:2001JUN22 


924 


932 


forward 3 


TM 


Non-Cytosolic 


502 


LG:228 107 . 1 1 :2001 JUN22 


933 


955 


forward 3 


TM 


Transmembrane 


502 


LG:228107.11:2001JUN22 


956 


1027 


forward 3 


TM 


Cytosolic 


503 


LG:231016.1:2001JUN22 


1 


4 


forward 2 


TM 


Non-Cytosolic 


503 


LG :23 1 0 1 6. 1 :200 1 JUN22 


5 


27 


forward 2 


TM 


Transmembrane 


503 


LG:23 101 6. 1 :2001 JUN22 


28 


31 


forward 2 


TM 


Cytosolic 


503 


LG:231016.1:2001JUN22 


32 


54 


forward 2 


TM 


Transmembrane 


503 


LG:231016.1:2001JUN22 


55 


304 


forward 2 


TM 


Non-Cytosolic 


504 


LG:235943.60:2001JUN22 


28 


114 


forward 1 


SP 




504 


LG:235943.60:2001JUN22 


1 


14 


forward 1 


TM 


Non-Cytosolic 


504 


LG:235943.60:2001JUN22 


15 


37 


forward 1 


TM 


Transmembrane 


504 


LG:235943.60:2001JUN22 


38 


80 


forward 1 


TM 


Cytosolic 


504 


LG:235943.60:2001JUN22 


81 


103 


forward 1 


TM 


Transmembrane 


504 


LG:235943.60:2001JUN22 


104 


363 


forward 1 


TM 


Non-Cytosolic 


505 


LG:235970. 14:2001 JUN22 


1 


109 


forward 1 


TM 


Cytosolic 


505 


, LG:235970.14:2001 JUN22 ' 


. 110 


129 


forward 1 


TM 


Transmembrane 


505 


LG:235970.14:2001JUN22 


.130 


.138 


forward 1 


TM 


Non-Cytosolic 


505 


LG:235970. 14:200 1JUN22 


139 


161 


forward 1 


TM 


Transmembrane 


505 


LG:235970.14:2001JUN22 


162 


;438. 


forward 1 


TM 


Cytosolic 


505 


LG:235970.14:2001JUN22 


439 


461 


forward 1 


TM 


Transmembrane 


505 


LG:235970.14:2001JUN22 


462 


679 


forward 1 


TM 


Non-Cytosolic 


506 


LG:236697.15:2001JUN22 


1 


534 


forward 1 


TM 


Non-Cytosolic 


506 


LG:236697.15:2001JUN22 


535 


557 


forward 1 


TM 


Transmembrane 


506 


LG:236697.15:2001JUN22 


558 


577 


forward 1 


TM 


Cytosolic 


506 


LG:236697.15:2001JUN22 


578 


597 


forward 1 


TM 


Transmembrane 


506 


LG:236697. 15:2001 JUN22 


598 


616 


forward 1 


TM 


Non-Cytosolic 


506 


LG:236697. 15:2001 JUN22 


617 


639 


forward 1 


TM 


Transmembrane 


506 


LG:236697.15:2001JUN22 


640 


682 


forward 1 


TM 


Cytosolic 


506 


LG:236697. 15:2001 JUN22 


1 


218 


forward 2 


TM 


Non-Cytosolic 


506 


LG:236697.15:2001JUN22 


219 


241 


forward 2 


TM 


Transmembrane 


506 


LG:236697. 1 5 :2001 JUN22 


242 


370 


forward 2 


TM 


Cytosolic 


506 


LG:236697J5:2001JUN22 


371 


388 


forward 2 


TM 


Transmembrane 


506 


LG:236697. 15:2001 JUN22 


389 


542 


forward 2 


TM 


Non-Cytosolic 


506 


LG:236697. 15:2001 JUN22 


543 


565 


forward 2 


TM 


Transmembrane 


506 


LG :236697 . 1 5 :200 1 JUN22 


566 


577 


forward 2 


TM 


Cytosolic 


506 


LG :236697. 1 5 :200 1 JUN22 


578 


595 


forward 2 


TM 


Transmembrane 


506 . 


LG:236697. 1 5 :2001 JUN22 


596 


609 


forward 2 


TM 


Non-Cytosolic 


506 


LG :236697 . 1 5 :200 1 JUN22 


610 


629 


forward 2 


TM 


Transmembrane 


506 


LG:236697. 15:2001 JUN22 


630 


649 


forward 2 


TM 


Cytosolic 


506 


LG:236697. 15:2001 JUN22 


650 


672 


forward 2 


TM 


Transmembrane 


506 


LG:236697.15:2001JUN22 


673 


682 


forward 2 


TM 


Non-Cytosolic 


506 


LG:236697. 15:2001 JUN22 


1 


463 


forward 3 


TM 


Non-Cytosolic 


506 


LG:236697. 15:2001 JUN22 


464 


486 


forward 3 


TM 


Transmembrane 


506 


LG:236697.15:2001JUN22 


487 


535 


forward 3 


TM 


Cytosolic 


506 


LG:236697. 15:2001 JUN22 


536 


558 


forward 3 


TM 


Transmembrane 


506 


LG:236697.15:2001JUN22 


559 


572 


forward 3 


TM 


Non-Cytosolic 
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Domain Type 
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506 


LG:236697. 1 5:200 1 JUN22 


573 


592 


forward 3 


TM 


Transmembrane 


506 


LG:236697. 15:2001 JUN22 


593 


614 


forward 3 


TM 


Cytosolic 


506 


LG:236697 . 1 5 :200 1 JUN22 


615 


637 


forward 3 


TM 


Transmembrane 


506 


LG:236697.15:2001JUN22 


638 


681 


forward 3 


TM 


Non-Cytosolic 


507 


LG:238576.3:200 1 JUN22 


1 


36 


forward 1 


TM 


Non-Cytosolic 


507 


LG:238576.3:2001JUN22 


37 


59 


forward 1 


TM 


Transmembrane 


507 


LG:238576.3:2001JUN22 


60 


150 


forward 1 


TM 


Cytosolic 


508 


LG:238602.2:2001JUN22 


1 


139 


forward. 1 


TM 


Cytosolic 


508 


LG:238602.2:2001JUN22 


140 


162 


forward 1 


TM 


Transmembrane 


508 


LG:238602.2:200lJUN22 


163 


183 


forward 1 


TM 


Non-Cytosolic 


508 


LG:238602.2:2001JUN22 


184 


206 


forward 1 


TM 


Transmembrane 


508 


LG:238602.2:2001JUN22 


207 


210 


forward 1 


TM 


Cytosolic 


508 


LG:238602.2:2001JUN22 


211 


233 


forward 1 


TM 


Transmembrane 


508 


LG:238602.2:2001JUN22 


234 


268 


forward 1 


TM 


Non-Cytosolic 


508 


LG:238602.2:2001JUN22 


269 


291 


forward 1 


TM 


Transmembrane 


508 


LG:238602.2:2001JUN22 


292 


402 


forward 1 


TM 


Cytosolic 


508 


LG:238602.2:2001JUN22 


403 


425 


forward 1 


TM 


Transmembrane 


508 


LG:238602.2:2001JUN22 


426 


439 


forward 1 


TM 


Non-Cytosolic 


508 


LG:238602.2:2001JUN22 


440 


462 


forward 1 


TM 


Transmembrane 


508 


LG:238602.2:2001JUN22 


463 


487 


forward 1 


TM 


Cytosolic 


508 


LG:238602.2:2001JUN22 


488 


507 


forward 1 


TM 


Transmembrane 


508 


LG:238602.2:2001JUN22 


508 


892 


forward 1 


TM 


Non-Cytosolic 


508 


LG:238602.2:2001JUN22 


1 


173 


forward 2 


TM 


Cytosolic 


508 


LG:238602.2:2001JUN22 


174 


196 


forward 2 


TM 


Transmembrane 


508 


LG:238602.2:2001JUN22 


.197 


210 


forward 2 


TM 


Non-Cytosolic 


•508 


LG:238602.2:2001JUN22 


211 


233 


forward 2 


TM ■ 


Transmembrane 


508 


LG:238602.2:2001JUN22 


- 234 


398 


forward 2 


TM 


Cytosolic 


508 


LG:238602.2:2001JUN22 


399 


418 


forward 2 


TM 


Transmembrane 


508 


LG:238602.2:2001JUN22 


419 


437 


forward 2 


TM 


Non-Cytosolic 


508 


LG:238602.2:2001JUN22 


438 


460 


forward 2 


TM 


Transmembrane 


508 


LG:238602.2:2001JUN22 


461 


480 


forward 2 


TM 


Cytosolic 


508 


LG:238602.2:2001JUN22 


481 


503 


forward 2 


TM 


Transmembrane 


508 


LG:238602.2:2001JUN22 


504 


892 


forward 2 


TM 


Non-Cytosolic 


508 


LG:238602.2:2001JUN22 


1 


31 


forward 3 


TM 


Cytosolic 


508 


LG:238602.2:2001JUN22 


32 


49 


forward 3 


TM 


Transmembrane 


508 


LG:238602.2:2001JUN22 


50 


52 


forward 3 


TM 


Non-Cytosolic 


508 


LG:238602.2:2001JUN22 


53 


75 


forward 3 


TM 


Transmembrane 


508 


LG:238602.2:2001JUN22 


76 


160 


forward 3 


TM 


Cytosolic 


508 


LG:238602.2:2001JUN22 


161 


183 


forward 3 


TM 


Transmembrane 


508 


LG:238602.2:2001JUN22 


184 


210 


forward 3 


TM 


Non-Cytosolic 


508 


LG:238602.2:2001JUN22 


211 


233 


forward 3 


TM 


Transmembrane 


508 


LG:238602.2:2001JUN22 


234 


303 


forward 3 


TM 


Cytosolic 


508 


LG:238602.2:2001JUN22 


304 


326 


forward 3 


TM 


Transmembrane 


508 


LG:238602.2:2001JUN22 


327 


356 


forward 3 


TM 


Non-Cytosolic 


508 


LG:238602.2:2001JUN22 


. 357 


379 


forward 3 


TM 


Transmembrane 


508 


LG:238602.2:2001JUN22 


380 


395 


forward 3 


TM 


Cytosolic 


508 


LG:238602.2:2001JUN22 


396 


415 


forward 3 


TM 


Transmembrane 


508 


LG:238602.2:2001JUN22 


416 


439 


forward 3 


TM 


Non-Cytosolic 


508 


LG:238602.2:2001JUN22 


440 


462 


forward 3 


TM 


Transmembrane 


508 


LG:238602.2:2001JUN22 


463 


489 


forward 3 


TM 


Cytosolic 


508 


LG:238602.2:2001JUN22 


490 


508 


forward 3 


TM 


Transmembrane 


508 


LG:238602.2:2001JUN22 


509 


891 


forward 3 


TM 


Non-Cytosolic 


509 


LG:241291.46:2001JUN22 


1 


633 


forward 1 


TM 


Non-Cytosolic 


509 


LG:241291.46:2001JUN22 


634 


656 


forward 1 


TM 


Transmembrane 
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SEQ D NO: 


Template ID 


Start 


Mop 


Frame 


Domain Type 


Topology 


509 


LG:241 29 1 .46:200 1 JUN22 


657 


1 All 

1U32 


forward 1 


1M 


Cytosolic 


509 


LG:241291.46:2001JUN22 


1033 


1 AC C 

1055 


forward 1 


1M 


Transmembrane 


509 


LG:24 1 29 1 .46:200 1 J UN22 


1056 


1 064 


forward 1 


1M 


Non-Cytosolic 


509 


t j 1 aa i a r nAm Ti i~k.it> 

LG:24 1 29 1 .46:200 1 JUN22 


1065 


1 AO A 

1084 


forward 1 


TM 


Transmembrane 


509 


LG.24 1 29 1 .46:200 1 JUN22 


1085 


1272 


forward 1 


1M 


Cytosolic 


509 


LG:24 1291. 46:200 1JUN22 


1273 


1295 


forward 1 


r-T-Tk A 

1M 


Transmembrane 


509 


LG:24 1 29 1 .46:200 1 JUN22 


1296 


2007 


forward 1 


IM 


Non-Cytosolic 


509 


LG :24 1 29 1 .4 6:200 1 JUN22 


2008 


2025 


i or ward 1 


IM 


Transmembrane. 


509 


LG:24 1 29 1 .46:200 1 JUN22 


2026 


2037 


forward 1 


TM 


Cytosolic 


509 


LG:24 1 29 1 .46:200 1 JUN22 


2038 


2060 


forward 1 


TM 


Transmembrane 


509 


LG:24129l.46:2001JUN22 


2061 


2155 


forward 1 


TM 


Non-Cytosolic 


509 


LG:24 1 29 1 .46 : 200 1 JUN22 


2156 


2178 


forward 1 


TM 


Transmembrane 


509 


LG :24 1 29 1 .46 :200 1 JUN22 


2179 


2190 


forward 1 


TM 


Cytosolic 


509 


LG:24 1 29 1 .46:200 1 JUN22 


2191 


2213 


forward 1 


TM 


Transmembrane 


509 


LG:24 1 29 1 .46:200 1JUN22 


2214 


2653 


forward 1 


TM 


Non-Cytosolic 


509 


LG:24 1 29 1 .46:200 1 JUN22 


1 


2047 


forward 2 


TM 


Non-Cytosolic 


509 


LG:24 1 29 1 .46:200 1JUN22 


2048 


2070 


forward 2 


TM 


Transmembrane 


509 


LG:24 1 29 1 .46: 200 1 JUN22 


2071 


2162 


forward 2 


TM > 


Cytosolic 


509 


LG:24 1 29 1 .46:200 1 JUN22 


2163 


2185 


forward 2 


TM 


Transmembrane 


509 


LG:241291.46:2001JUN22 


2186 


2199 


forward 2 


TM 


Non-Cytosolic 


509 


LG:241291.46:2001JUN22 ' 


2200 


2222 


forward 2 


TM 


Transmembrane 


509 


LG:241291. 46:2001 JUN22 


2223 


2228 


forward 2 


TM 


Cytosolic 


509 


LG :24 1 29 1 .46: 200 1 JUN22 


2229 


2248 


forward 2 


TM 


Transmembrane 


509 


LG:24 1 29 1 .46:2001 JUN22 


2249 


2262- 


forward 1 2 


• TM ■ 


Non-Cytosolic 


509 


LG:241 29 1 .46:2001 JUN22 


2263 


2285 


. forward' 2 


TM • 


Transmembrane 


509 


LG :24 1 29 1 .46 :200 1 JUN22 


2286. 


2410'. forward-2 


• . TM 


Cytosolic 


509 


LG:24 129 1 .46:2001 JUN22 


2411 


2433. 


forward 2 


TM 


Transmembrane 


509 


LG:241291. 46:2001 JUN22 


2434 


2447 


forward 2 


TM 


Non-Cytosolic 


509 


LG:24 1 29 1 .46 :200 1 JUN22 


2448 


2470 


forward 2 


TM 


Transmembrane 


509 


LG:24 1 29 1 .46:200 1 JUN22 


2471 


2652 


forward 2 


TM 


Cytosolic 


509 


LG:24 1 29 1 .46: 200 1JUN22 


1 


877 


forward 3 


TM 


Non-Cytosolic 


509 


LG:241 291. 46:2001 JUN22 


878 


897 


forward 3 


TM 


Transmembrane 


509 


LG:24 1 29 1 .46: 200 1JUN22 


898 


917 


forward 3 


TM 


Cytosolic 


509 


LG:241291.46:2001JUN22 


918 


940 


forward 3 


TM 


Transmembrane 


509 


LG:24 1 29 1 .46:200 1 J UN22 


941 


1060 


forward 3 


TM 


Non-Cytosolic 


509 


LG:241 291. 46:2001 JUN22 


1061 


1083 


forward 3 


TM 


Transmembrane 


509 


LG:241291. 46:2001 JUN22 


1084 


1103 


forward 3 . 


TM 


Cytosolic 


509 


LG:241291.46:2001JUN22 


1104 


1126 


forward 3 


TM 


Transmembrane 


509 


LG:24 1 29 1 .46:200 1JUN22 


1127 


1964 


forward 3 


TM 


Non-Cytosolic 


509 


LG:241291.46:2001JUN22 


1965 


1984 


forward 3 


TM 


Transmembrane 


509 


LG:24 129 1 .46:2001 JUN22 


1985 


1996 


forward 3 


TM 


Cytosolic 


509 


LG:24 1 29 1 .46:2001 JUN22 


1997 


2013 


forward 3 


TM 


Transmembrane 


509 


LG :24 1 29 1 .46:200 1 JUN22 


2014 


2022 


forward 3 


TM 


Non-Cytosolic 


509 


LG:24 129 1 .46:2001 JUN22 


2023 


2045 


forward 3 


TM 


Transmembrane 


509 


LG :24 1 29 1 .46:200 1 JUN22 


2046 


2162 


forward 3 


TM 


Cytosolic 


509 


LG:24 1 29 1 .46:200 1JUN22 


2163 


2185 


forward 3 


TM 


Transmembrane 


509 


LG:241291.46:2001JUN22 


2186 


2199 


forward 3 


TM 


Non-Cytosolic 


509 


LG:241291.46:2001JUN22 


2200 


2222 


forward 3 


TM 


Transmembrane 


509 


LG:24 1 29 1 .46:2001 JUN22 


2223 


2563 


forward 3 


TM 


Cytosolic 


509 


LG:24 129 1 .46:200 1 JUN22 


2564 


2586 


forward 3 


TM 


Transmembrane 


509 


LG:24 1 29 1 .46:200 1 JUN22 


2587 


2610 


forward 3 


TM 


Non-Cytosolic 


509 


LG:241291. 46:2001 JUN22 


2611 


2633 


forward 3 


TM 


Transmembrane 


509 


LG:241291.46:2001JUN22 


2634 


2652 


forward 3 


TM 


Cytosolic 


510 


LG:241742.1:2001JUN22 


1 


1431 


forward 1 


TM 


Non-Cytosolic 
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SEQ D NO: 


lempiate iu 


olail 


Crrvi-v 

oiop 


Frame 


Domain Tvne 


Tr\nr^1 n trv 
i upuiugy 


510 


LO:Z41 /4Z.a:ZUU1JUINZZ 


14jZ 


14^4. 


TrvtMilotvl 1 

iorwura i 


TM 


Tr a n c m <* in Kr a rt <* 


510 


LCj:Z41 /4Z.1.ZUU1JUINzZ 




1 / fij 


lUiWalu 1 


TM 




510 


LO:Z41 /4Z.1.ZUU1JUJNZZ 


X / OH 




lorwaia i 


TM 


Trnncmfitihnnp 


510 


LG:24174Z.l:ZuUlJUJNZZ 


loU/ 




iorwara 1 


TM 




510 


LG:241742.1:2UU1JUJNZZ 


lo4o 


1 ft7ft 


iorwara i 


TM 


TrancmPinhr'jnP 


' 510 


LG:24 1742.1:2001 J UJN 2Z 


1 QT1 
lo / 1 


1 QQO 


forward 1 


TM 




510 


LG:24 1 742. 1 :2001 J UN22 


1 
1 


mi o 
lUlo 


iorwaro z 


TM 


IN Oil ~ l^Jr lObO 1 1 L- 


510 


LG :24 1 742. 1 :200 1 J UN22 


i m n 

ioiy 


t A/1 1 

1U4 1 


forward 2 


TM 
1M 


l ransrneiTiDrane 


510 


T *- t nil *~T 4 /I 1 Ann 1 TT TKT<">1 

LG : 24 1 742. 1 :2001 JUN22 


1 f\A O 

1042 


1 155 


torward z 


1M 


L.yiosoiic 


510 


LG:24 1742.1 :2001JUN22 


1134 


1156 


forward 2 


1M 


Transmembrane 


510 


LG:241742.1:2001JUN22 


1157 


1899 


forward 2 


IM 


Non-Cytosolic 


510 


LG:24 1 742. 1 :200 1 JUN22 


1 


1014 


forward 3 




Non-Cytosolic 


510 


LG :24 1 742 . 1 :200 1 JUN22 


1015 


1037 


forward 3 


1M 


Transmembrane 


510 


LG :24 1 742. 1 :2001 JUN22 


1038 


1136 


forward 3 


1M 


Cytosolic 


510 


LG:241742. 1 :2001 JUN22 


1137 


1159 


forward 3 


•"FX / 

1M 


Transmembrane 


510 


LG:24l742.l:200lJUN22 


1160 


1 oho 

1898 


forward 3 


1M 


Non-Cytosolic 


511 


LG:244520.33:200lJUN22 


1 


1 06 


forward 3 


IM 


Non-Cytosolic 


511 - 


LG:244520.33:200lJUN22 


107 


1 29 


forward 3 


TM 


Transmembrane 


511 


LG:244520.33:200lJUN22 


130 


148 


forward 3 


TM 


Cytosolic 


511 


LG:244520.33:200lJUN22 


149 


168 


forward 3 


TM 


Transmembrane 


511 


LG:244520.33:200lJUN22 


169 


350 


forward 3 


TM 


Non-Cytosolic 


512 


LG:247556.l:200lJUN22 


1 


14 


forward 1 


TM 


Non-Cytosolic 


512 


LG :247556. 1 :200 1 JUN22 


15 


37 


forward 1 


TM 


Transmembrane 


512 


LG:247556. 1 :200l JUN22 


38 


80 


forward 1 . 


' . TM . • 


Cytosolic 


512 


LG:247556.l:200lJUN22 . 


1 


20 


forward 2 


. TM 


Cytosolic 


512 


LG:247556. 1 :200l JUN22 


21 


43 


forward 2* 


TM 


Transmembrane 


512 


LG:247556.l:200lJUN22 


44 


52 


forward 2 


TM 


Non-Cytosolic 


512 


LG:247556. 1 :200l JUN22 


53 


75 


forward 2 


TM 


Transmembrane 


512 


LG:247556.l:200lJUN22 


76 


80 


forward 2 


TM 


Cytosolic 


513 


LG:247792.5:200lJUN22 


1 


472 


forward 3 


TM 


Non-Cytosolic 


513 


LG:247792.5:200lJUN22 


473 


495 


forward 3 


TM 


Transmembrane 


513 


LG :247792.5 :200 1 JUN22 


496 


640 


forward 3 


TM 


Cytosolic 


514 


LG:253580.6:200lJUN22 


1 


687 


forward 1 


TM 


Non-Cytosolic 


514 


LG:253580.6:200UUN22 


688 


710 


forward 1 


TM 


Transmembrane 


514 


LG:253580.6:200lJUN22 


711 


729 


forward 1 


<T*X A" 

TM 


Cytosolic 


514 


LG:2535 80.6:200 1JUN22 


730 


752 


forward 1 


1M 


1 ransmemorane 


514 


LG:253580.6:200lJUN22 


753 


766 


forward 1 


TM 


Non-Cytosolic 


514 


LG:253580.6:200UUN22 


161 


789 


forward 1 


1M 


Transmembrane 


514 


LG:253580.6:200lJUN22 


790 


801 


forward 1 


IM 


Cytosolic 


514 


LG:253580.6:200UUN22 


802 


824 


forward 1 


IM 


Transmembrane 


514 


LG:253580.6:200lJUN22 


825 


1245 


forward 1 


TTV A 
IM 


Non-Cytosolic 


514 


LG:253580.6:2001JUN22 


1246 


1268 


forward 1 


AM 


Transmembrane 


514 


LG:253580.6:2001JUN22 


1269 


1390 


forward 1 


IM 


Cytosolic 


514 


LG:253580.6:2001JUN22 


1 


213 


forward 2 


IM 


jNon-cyiosoiic 


514 


LG:253580.6:2001JUN22 


214 


236 


forward 2 


TM 


Transmembrane 


514 


LG:253580.6:2001JUN22 


237 


296 


forward 2 


TTV A 
IM 


L^yiosouc 


514 


LG:253580.6:2001JUN22 


297 


319 


forward 2 


TM 


Transmembrane 


514 


LG:253580.6:2001JUN22 


320 


348 


forward 2 


TM 


Non-Cytosolic 


514 


LG:253580.6:2001JUN22 


349 


371 


forward 2 


TM 


Transmembrane 


514 


LG:253580.6:2001JUN22 


372 


377 


forward 2 


TM 


Cytosolic 


514 


LG:253580.6:2001JUN22 


378 


395 


forward 2 


TM 


Transmembrane 


514 


LG:253580.6:2001JUN22 


396 


399 


forward 2 


TM 


Non-Cytosolic 


514 


LG:253580.6:2001JUN22 


400 


422 


forward 2 


TM 


Transmembrane 


514 


LG:253580.6:2001JUN22 


423 


444 


forward 2 


TM 


Cytosolic 
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TABLE 2 








SEO D NO- 


Template ID 


Start 


Stop 


Frame 


Domain Type 


Topology 


514 


LG :2535 80.6:200 1 JUN22 


445 


467 


forward 2 


TM 


Transmembrane 


514 


LG:253580.6:2001JUN22 


468 


578 


forward 2 


TM 


Non-Cytosolic 


514 


LG:253580.6:2001JUN22 


579 


601 


forward 2 


TM 


Transmembrane 


514 


LG'253580 6'2001JUN22 


602 


613 


forward 2 


TM 


Cytosolic 


514 


LG'253580 6 2001JUN22 


614 
•jit 


636 


forward 2 


TM 


Transmembrane 


514 


LG 253580 6 2001JUN22 


637 


694 


forward 2 


TM 


Non-Cytosolic 


514 


LG'253580 6 2001 JUN22 


69 S 


717 


forward 2 


TM 


Transmembrane 


514 


LG253580 62001 JUN22 


71 R 


729 


forward 2 


TM 


Cytosolic 


514 


LG-253580 6-2001 JUN22 


7^0 


749 


forward 2 


TM 


Transmembrane 


514 


LG'253580 6*2001 JUN22 


7sn 


763 


forward 2 


TM 


Non-Cytosolic 


514 


LG'253580 6-2001 JUN22 


76d 


784 


forward 2 


TM 


Transmembrane 


514 
j it 


LG'253580 6*2001 JUN22 


7RS 

/ 03 


R-V7 


forward 2 

Iwl TTUIU 


TM 


Cytosolic 


S14 
Jit 


T fi-253580 6*9001 JTjN22 


RSR 

O30 


RR0 


forward 2 

& Ul TF cu \jj z^, 


TM 


Transmembrane 


M4 

3 IH- 


T O2535R0 6-9001 JTIN22 


RR1 

001 


1100 


forward 2 


TM 


Non-Cvtosol ic 


Sid 
3 14 


T G-9S3SR0 6-9001 TT1N99 


1 
1 


119 
X iz 


forward 1 

Awl TTCUVl «^ 


TM 


Cvtosolic 


Sid 




1 

1 13 


1 1S 

1 3D 


forward 3 


TM 


Transmembrane 


J 14 


T n-9S^S80 fv9001 TTTN99 


1 3D 


011 
Zl 1 


fnrwiirfl 1 


TM 


Non -C* v to <; ol i c 


^ I A 
D14 


i n-9s^^RO fi-?ooi tttm99 

JlAJ.Z3330U.-J.ZUUx J Uli^ 


010 

zlz 


000 


fnrwarrl 1 


TM 


TrnnQiripmhranft 


3 14 


i r*-9s^sRn 6-900i tttm99 

1-»VJ.Z3330U.0.ZUU1J U1N ZZ 


OIA 
Z3U 


90R 

zyo 


fVvrm/sirH 1 


TM 

x ivi 


Pvto^olic 


S 14 
J 14 


T r?-9S3SRO /v9O01 TTTTSI99 
JL.O . Z3 3 3 O U . O . Z w 1 J U IN ZZ 


OOO 

zyy 


101 

3Z1 


finrwarrl 1 


TM 

1 ivi 


Trjin^mpmhranp 

X J CU1 Jill 111 L71 Hi lu 


D14 


1_.VJ.Z3330U.0.ZUU1J U1NZZ 


QOO 
3ZZ 


lOd 
3Z4 


lUlWcUU J 


TM 

1 IV X 


Wnn-.f^*vto^ol"r* 


Sid 
D i4 


t n-9s^sRn ft*9nni nrNJ99 

I-rVj.Z333oU.O.ZUUl J UiNZZ 


10< 
3Z3 


1/10 
34 Z 


ifxrwiaTfi 1 
iUI WctlLI J 


TM 


1 1 uiiiincii iui due 


Sid 
J 14 


T fl^S^SRfi A*9ftfll TTTN99 
L.VJ . Z3 33 OU.O. ZUU 1 J U1N ZZ 


343 


1/1 Q 


f(\rxunrf\ 1 


TM 

i lYl 


(^vtocrilip 
yi*jo"Jiio 


Sid 
3 14 


T n*9S^SRn 6*9001 tttm99 

lAJ. Z3330U. 0. ZUU 1 J UIN ZZ 


34y 


17 1 
3/1 


■fr\T*\U!*iT/1 1 

1 vJl W<xl VJ J 


TM 


1 1 alibi 1 Id II Ul dllC 


Sid 
3 14 


T n«9S^SR0 6*9001 TTT1M99 


no 

3/Z 


30U 




TM 

1 1 VJ 


Nnn-CvtOQolip 
i yujj v-» < y l*jdujiim> 


Sid . 
3 14 


T n-9*\1SRO 6*9001 TTrM99 

JLAJ.Z333 OU.O. ZUU 1 J UINZZ 


301 


/! A1 
4U3 


fnnunrH 1 
luiwaiu j 


■ • TM 
x iv i 


TrftnQmpmhranft 
x i cuioiiidiiui aiic/ 


Sid 
314 


t r*'9S^SRn 6*9001 TTTM99 
L<vj.Z333oU.O.ZUUl J UINZZ 


dfid 
4U4 


dd1 
441 


•fV\»-m\/Qrrl 1 
iUiWalu D 


TM 

• 1 1 VI 


r*vfocolif* 
V^y L*Jdv/llU 


Sid 
3 1 4 


T r?-9S^SRO 6*9001 TTTN99 

LjVJ.Z3 jJOU.O.i-UUl J UINZZ 


/I /tO 
44 Z 


404 


■fr\rw5*rr1 1 

LVJl WfllU .J 


TM 


1 1 una ii ion iui cu iv* 


Sid 
314 


T n-9^SRn 6-9001 TTTM99 

1AJ.Z333oU.O.ZUU1J UINZZ 


403 


•;77 
3 / / 


IUI Weil u O 


TM • 

1 IVI 


Mnn-fvtncol in 

l^tUIl V HJoUllv* 


Sid 
3 1 4 


T H-9S1SRO 6*9001 TTrNT99 

JLAJ.Z333 OU.O. ZUU 1 J UINZZ 


3/o 


Ann 
ouu 


i"Jl Wdl U J 


TM 

1 1V1 


TrflncmpmhrflTiP 

1 1 CUIMlltPlllL/i tlllt- 


Sid 
314 


T H*9 SI SRO 6*9001 TTTTvJ99 


uul 


606 
OUO 


f"r\f wnrrl 1 
IUI Wdl \S J 


TM 

1 1VJ 


r^vtOQolif* 

V lUoUllt 


S1d 
314 


T rV9S^RO 6-9001 nrw99 

JL»VJ . Z3 33 OU.O . ZUU I J UIN ZZ 


OU/ 


600 
Ozy 


finrwarrl 1 


TM 
x ivi 


TranQnipmhrflnp 

1 1 ell lilllOillUl Clllt/ 


Sid 
3 14 


r r?-9Si^R0 6*9001 tttn99 

LAJ.ZJ3 JOU.U.ZUUx J UiNZZ 


D3U 


7d1 

/41 


frirwaiY? 1 
1U1 Wait! J 


x ivj 


Mnn-f~"vfn<inlif* 


Sid 
Jit 


1 n-9S^SRO fi-9001 TTTN99 


7d9 
/4Z 


76d 

/U4 


fnrwarfi 1 


TM 


Transmembrane 

1 1 UllulilvllLUI UIIV 


Sid 


T fi-9S^SR0 6-9001 TTTN99 


76S 
/03 


R1 S 
o!3 


forward 1 


TM 


Pvtosolic 


Sid 

314 


T n-9S^SRO 6*9fini TTTN99 

l_»V_J.ZJ_>_/OU.U.ZUUl J Ul^IZZ 


R16 

OlO 


R1R 


forwur^l 1 
i wi well u j 


TM 

1 1V1 


Transmembrane 


Sid 


T G-9S3SR0 fi-9001 TITN99 


RIO 


RS7 

03 / 


forwarH 1 


TM 


Non -C vto sol i c 


Sid 

Jit 


I G-9S3SR0 6*9001 TTIN99 


RSR 

030 


RR0 
oou 


forward 1 


TM 


Transmembrane 


S14 


T G-2S3SR0 6*9001 TTTN22 


RR1 

OO 1 


1016 


forward 3 


TM 


Cytosolic 


S14 

3 1 *T 


LG-2535R0 6-9001 TTIN22 


1017 

1U1 / 


1010 

JlVJ-7 


forward 1 


TM 


Transmembrane 


S14 
jit 


LG 2535 80 6-2001 JUN22 


IfldO 

IUHU 


1100 


forward 3 


TM 


Non-Cytosolic 


SIS 


LG-9Q17SQ S-2001 T1JN22 


1 
1 


1 10 


forward 1 


TM 


Cytosolic 


SIS 

313 


LG-9Q17SQ S-9001 TTTN99 


190 
1 zu 


110 


forward 1 


TM 


Transmembrane 


SIS 

J 1 J 


LG-291759 5*2001 J1JN22 


IdO 


17S 
i / j 


forward 1 


TM 


Non-Cytosolic 


SIS 


LG* 29 1759 S-9001 11 IN22 


176 


198 


forward 1 

>vl W CU VJ J 


TM 


Transmembrane 


515 


LG*291759 S-2001 TTIN22 


109 


909 


forward 1 

*V1 VT CU Vi X 


TM 


Cytosolic 


SIS 

J I .J 


I G-9917S0 S-9001TTTN99 


203 


225 


fnrwarrl 1 

' Lrl W Cu U X 


TM 


Transmembrane 


515 


LG:291759.5:2001JUN22 


226 


588 


forward 1 


TM 


Non-Cytosolic 


516 


LG:298226.1:2001JUN22 


1 


9 


forward 1 


TM 


Non-Cytosolic 


516 


LG:298226. 1 :2001 JUN22 


10 


32 


forward 1 


TM 


Transmembrane 


516 


LG:298226. 1:2001 JUN22 


33 


65 


forward 1 


TM 


Cytosolic 


516 


LG:298226.1:2001JUN22 


66 


88 


forward 1 


TM 


Transmembrane 


516 


LG:298226. 1 :2001JUN22 


89 


97 


forward 1 


TM 


Non-Cytosolic 


516 


LG:298226.1:2001JXJN22 


98 


120 


forward 1 


TM 


Transmembrane 
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L) lNU. 


T*»mn1af*» 1T"i 


O Lai l 




Frame 


Domain Type 


TodoIo ct v 


^ 1 A 
J 10 


T f"V0QR99r* 1-7001 TTTT\J99 


191 


132 


fnrwarrl 1 


TM 


Cvtosolic 


^ 1 A 


1 n«90R99A 1 -9001 TITN99 
LAJ.Zi/oZ^O. 1 .lAJKJl J UI 




155 


fnrwar/1 1 


TM 


Transmembrane 


^ 1 A 
J 10 


T n-OQBOOA 1 *900l TTTT\J99 
LLJ.Z.70ZZO. 1 .^uvi 


156 


192 


■fnrwarfl 1 


TM 


Non-Cytosolic 


SI A 
J 10 


T rV9Q999£ 1«900l TTTM99 




212 


■fnrwarfi 1 


TM 


Transmembrane 


J 10 


T n-90899^ 1-9001TTTN99 
LAJ.Z..7OZ.Z0. 1.ZUVJ1 J UINZZ 


91^ 


362 


forward 1 


TM 


Cvtosolic 


J 10 


T r:«90899A 1-9001 TTTM99 




JO J 


fnrwarH 1 


TM 


Transmembrane 


jlo 


T f!-0QB00A l-OHfil TTTM99 
LO.ZVoZZO. 1 .ZUU1J UINZZ 




JOVJ 


fnrwarH 1 


TM 


Nnn-Cvtosolic 


JlO 


T n-9Q899A 1 -9001 TTTM99 
.LU.ZyoZZO. 1 .ZUUi J UINZZ 


i 

i 




fnrwarH 9 


TM 


Nnn-Cvtosolic 


DlO 


i n.oosooA 1 «onni tttkioo 

I-AJ.ZyoZZO. I .ZUUI J UINZZ 


c 


77 


fnrwarH 9 


TM 


Tr a n sm em bran p 


516 


t /"•♦OQQOOA 1 -OHA! TT TKTOO 
L.U./9oZZ0.1.ZUUlJUXNZZ 


98 
zo 


110 


fnrwarH 9 
1UI WdlU x. 


TM 


Pvtosnlic 


516 


T /^-OOOOO/C 1 .Onni TT TWO 9 
J-.O.Z9oZZ0. l.ZUUi J UINZZ 


I J I 




TV»tTi^ot"H 9 
IUl VVoIU x> 


TM 


Tra n^mpm Hra np 


516 


T /"••OQOOO/i 1 -OOni TT TTJ99 

iaj . zy ozzo. i . zuu l j u in zz 


1 5/1 


185 


for\x/nrH 9 


TM 


Nnn-Cvtosolic 


516 


t p.ofiQioA 1 .onni TTTMOO 

lAjrzyoZZO. I :zuui J uinzz 


1 

1 


50 

JU 


iorwaru d 


TM 


Mnn-f^vtncntip 


516 


t /"».onooo/C i .onnt tttmoo 
JLO. 295220. J :ZUUI J UINZZ 


CI 


71 
/3 


iorwara ^ 


TM 

i AVI 


I loJlbAllcilluiallc 


516 


t /^.onooo^ i .onni xt txtoo 
LCj:29822o. 1 :z0Ul J UiNZ2 




110 
13Z 


iorwara o 


TM 
X ivi 


f~*v tr\ c r\ 1 1 f* 


516 


x r'.ohooo/c i .onni ittxtoo 

LO:29o22o. 1 :2UU1 J UINZZ 


133 


155 


forward 3 


TM 


I lanMuCIIlLuallC 


516 


t /~ , .onoooic i .onm tttxtoo 
Lu:29822o. 1 :2001 J UTvZZ 


1 


1 /^O 
109 


forward 3 


TM 


N r» n v t nc nl i r* 
iTUH V^yiOi>UIIw 


516 


t p.oaoikc i .onm tt tmoo 

LG:298226. 1:200 1JU1N22 


nn 
1 /U 


1 QO 

19Z 


forward 3 


TM 
I IVI 


i ransiTicmoiaiic 


516 


t r>.oftoio^ i.onnt tttmoo 

LG:298226. 1 :200 1 JUJN22 


10*2 

193 


IOC 

3oj 


forward 3 


TM 
I IVI 


i^ytosoiic 


517 


t /*>.iA/n a o t .onm TT TKTOO 

LG:306342. 1 :2001 JUN22 


1 


1 o 

12 


forward 2 


TM 
1 IVI 


i^yiosoiic 


517 


LG:306342. 1 :200l JUN22 


13 


3j 


forward 2 


1M 


i ransmemorane 


517 


T /""» *>r\yi A i~l 1 <"»r*/M TTTXM1 

LG:306342. 1 :2001 JUN22 


36 


c^c 
50 


iorwara z 


1 IVI 


iNon-i_yiosoiic 


517 


LG:306342. 1 :2001 JUN22 


CO 

57 


/9 


forward 2 


IM 


i ransmemorane 


517 


LG.306342. 1 :2001 JUN22 


on 
oO 


234 


iorwara z 


I IVI 


v^yiosoiic 


517 


LG:306342. 1 :2001 JUN22 


ooc 

235 


oco 

257 


iorwara z 


TTV4 


i ransmemDranc 


517 


LG:306342. 1 :2001 JUN22 


oco 

258 


314 


Iorwara z 


TTV/I 
lJVJ , 


iNon-i^yiosonc 


518 


LG: 327 144.5 :2001 JUN22 


. 1 


coc 

J/0 


forward 1 


1M 


• iNon-^yiosoiic 


518 


t /*>.io'7i c onni TTTXTOO 

LG:327 144.5:2001 JUNzz 


con 

579 


6U1 


forward 1 


T"M 
I Ivi 


TV»i n c* m o rY"i tiro 


518 


LG:327l44.5:200lJUN22 


oUZ 


AA< 

045 


forward 1 


TTV/f 
I IVI 


^yiosoiic 


518 


t /~» .oti i^/4 c.onm tt txtoo 

LG:327 144.5:2001 JU1N22 


AA A 

040 


A AO 

008 


forward 1 


TTV/I 
I IVI 


Tiin »» r> tvi am l^t*a r\t> 

i ransmemorane 


518 


i p.o^Hii/i conn i tttxtoo 

LG:327 144.5:2001 JU1N22 


AACl 

009 


oni 
9U3 


forward 1 


TM 
1 IVI 


lNon-v^yiosoiic 


518 


t /""'.ioii y< >i c.onm tttxtoo 

LG:327 144.5:2001 JU1N 22 


1 
1 


J to , 


forward 3 


TM 
1 IVI 


i>ion-i-^yios>uiiu 


518 


t .100 1 a a c.onm tttxtoo 

LG:327 144.5 :2001JUIN Zz 


j/9 


AOl 
0U1 


forward 3 


TM 
I IVI 


1 1 lUIMI iCillUl allC 


CIO 

518 


t p.'jtti a a c.onm TTTMOO 

LG:327 144.5 :Z0vl J UJNZz 


AOO 
OUZ 


OOO 

vuz 


forward 3 


TM 

1 IVI 




CIO 

519 


i r.i') t acsq o.onm tttxtoo 
LU:3J i4yy.o:zuui J UJNZZ 


i 
1 


COO 


iorwara i 


TM 

1 IVI 


Mnn-f^vfncnlip 


519 


t /"*.ooi/inn o. onni tttxtoo 
LG:33 1499.o:2UUl J UINZZ 


Add 
OUU 


AOO 
OZZ 


forward 1 


TM 
1IV1 


Tr n in c m a m V% r J* n ^ 


rift 

519 


t /^.ooi/inn <?. onm tttxtoo 
LO.jJ 1499.0.ZUU1JUINZZ 


AO? 
0Z3 


807 
oU/ 


forward 1 


TM 

A 1V1 


f"\/t"ncr»lif* 


520 


t p.quco 1 o.onm TTTXTOO 
LU:33 1 J oZ. 1 Z.ZUU 1 J UINZZ 


1 


£1 
Ol 


forward 1 


TM 

1 IVI 


f^vfricnlir* 


con 
52U 


t p."37Kfio i o-onm TT TMO0 
LO.531 joZ. I Z.ZUU 1 J UINZZ 


OZ 


84 


iorwara i 


TM 

1 1VA 


Tmr»Qmf»mhrart<* 


con 


T r'.QIiCQO 1 0«0001 TT TMOO 
LrO. jjDSZ, 1Z.ZUU1J UINZZ 




741 


lurwaiu I 


TM 

A AVI 


Nnn-Cvtnsolic 


con 

520 


t r.QiKOo 1 o. onni TT TKTOO 
Lvj:3315oZ.1Z.ZUU1J UINZZ 


/44 


/OD 


iorwara 1 


TM 

I IVI 


Trancmpmhrflnp 


con 

520 


i roiKon lo-onm TTTMOO 
LU:J3 1 joZ. I Z.ZUU I J UINZZ 


/0 / 


778 
1 to 


iorwara i 


TM 
I ivi 


f^vtn^nlir* 
y iujuuv 


con 
520 


T /^.OaiCOO 10*0001 TTTMOO 
LO.J3l->oZ.lZ.ZUUIJUINZZ 


770 


801 


iorwara i 


TM 

1 IVI 


Tran<»m<*mhrane 


con 
OZU 


T /^-oaiCQO 1O-00O1 TTTNTOO 
Lxj. 55 1 JoZ. 1 Z.ZUU 1J UINZZ 


807 
oUZ 


845 


iorwara i 


TM 
1 ivi 


M nn -Cvt n<! nl ic 


con 
OZU 


1 /^.^IICQO 1 0«00O1 TT TMOO 
JLU:33lDoZ. 1 Z.ZUU 1 J UINZZ 


1 
1 


7O0 

/yz 


iorwara z 


TM 

11VI 


Nnn-Ovlnsnlic 


520 


t p.ookoo 1 o.onm it txtoo 
LG:3315oZ.1Z:ZUUU UINZZ 


701 
/73 


81 5 


forward 2 


TM 


TrancmpmhrflnP 
I talli>IllC<lllUl ajjo 


con 
520 


1 P-IIICO 1 O-OOOI Tf TMOO 
LU.331 JiSZ.lZ.ZUUlJUINZZ 


816 


845 


iorwara z 


TM 
I IVI 


f^vfnQnltc 


521 


LG:333017. 12:2001 JUN22 


1 


57 


forward 3 


TM 


Cytosolic 


521 


LG:333017.12:2001JUN22 


58 


80 


forward 3 


TM 


Transmembrane 


521 


LG:333017. 12:2001 JUN22 


81 


185 


forward 3 


TM 


Non-Cytosolic 


522 


LG:334438.8:2001JUN22 


1 


49 


forward 1 


TM 


Non-Cytosolic 


522 


LG:334438.8:2001JUN22 


50 


72 


forward 1 


TM 


Transmembrane 


522 


LG:334438.8:2001JUN22 


73 


136 


forward 1 


TM 


Cytosolic 


522 


LG:334438.8:2001JUN22 


137 


156 


forward 1 


TM 


Transmembrane 
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SEQ D NO: 


Template ID 


Start 


Stop 


Frame 


Domain Type 


Topology 


522 


LG:334438.8:2001JUN22 


157 


160 


forward 1 


TM 


Non-Cytosolic 


522 


LG:334438.8:2001JUN22 


161 


183 


forward 1 


TM 


Transmembrane 


522 


LG:334438.8:2001JUN22 


184 


251 


forward 1 


TM 


Cytosolic 


522 


LG:334438.8:2001JUN22 


252 


269 


forward 1 


TM 


Transmembrane 


522 


LG:334438.8:2001JUN22 


270 


517 


forward 1 


TM 


Non-Cytosolic 


522 


LG:334438.8:2001JUN22 


518 


540 


forward 1 


TM 


Transmembrane 


522 


LG:334438.8:2001JUN22 


541 


562 


forward 1 


TM 


Cytosolic 


522 


LG:334438.8:2001JUN22 


1 


54 


forward 2 


TM 


Non-Cytosolic 


522 


LG:334438.8:2001JUN22 


55 


77 


forward 2 


TM 


Transmembrane 


522 


LG:334438.8:2001JUN22 


78 


144 


forward 2 


TM 


Cytosolic 


522 


LG:334438.8:2001JUN22 


145 


167 


forward 2 


TM 


Transmembrane 


522 


LG:334438.8:2001JUN22 


168 


226 


forward 2 


TM 


Non-Cytosolic 


522 


LG:334438.8:2001JUN22 


227 


249 


forward 2 


TM 


Transmembrane 


522 


LG:334438.8:2001JUN22 


250 


495 


forward 2 


TM 


Cytosolic 


522 


LG:334438.8:2001JUN22 


496 


518 


forward 2 


TM 


Transmembrane 


522 


LG:334438.8:2001JUN22 


519 


561 


forward 2 


TM 


Non -Cytosolic 


522 


LG:334438.8:2001JUN22 


1 


56 


forward 3 


TM 


Cytosolic 


522 


LG:334438.8:2001JUN22 


57 


79 


forward 3 


TM 


Transmembrane 


522 


LG:334438.8:2001JUN22 


80 


561 


forward 3 


TM 


Non-Cytosolic 


523 


LG:337835.7:2001JUN22 


1 


38 


forward 3 


TM 


Cytosolic 


523 


LG:337835.7:2001JUN22 


39 


61 


forward 3 


TM 


Transmembrane 


523 


LG:337835.7:2001JUN22 


62 


373 


forward 3 


TM 


Non-Cytosolic 


524 


LG:346536.12:2001JUN22 


1 


603 


forward 1 


TM 


Non-Cytosolic 


524 : 


LG:346536. 1 2:2001JUN22 


604 


626 


forward 1 


TM 


Transmembrane 


524 


LG:346536. 1 2:2001 JUN22 


627 


627. 


forward 1 


TM 


Cytosolic 


524 


LG:346536. 1 2:200 1 JUN22 


628 


647 


forward 1 


TM 


Transmembrane 


524 


LG:346536.12:2001JUN22 


648 


1188 


forward 1 


TM 


Non-Cytosolic 


524 


LG:346536. 12:2001 JUN22 


1 


1021 


forward 3 


TM 


Non-Cytosolic 


524 


LG:346536. 12:2001 JUN22 


1022 


1044 


forward 3 


TM 


Transmembrane 


524 


LG:346536.12:2001JUN22 


1045 


1188 


forward 3 


TM 


Cytosolic 


525 


LG:348 1 17.5:2001 JUN22 


1 


135 


forward I 


TM 


Non-Cytosolic 


525 


LG:348117.5:2001JUN22 


136 


155 


forward 1 


TM 


Transmembrane 


525 


LG:3481 17.5:2001 JUN22 


156 


274 


forward 1 


TM 


Cytosolic 


525 


LG:3481 17.5:2001 JUN22 


275 


297 


forward 1 


TM 


Transmembrane 


525 


LG:3481 17.5:2001 JUN22 


298 


654 


forward 1 


TM 


Non-Cytosolic 


525 


LG:3481 17.5:2001 JUN22 


1 


251 


forward 2 


TM 


Non-Cytosolic 


525 


LG:3481 17.5:2001 JUN22 


252 


274 


forward 2 


TM 


Transmembrane 


525 


LG:3481 17.5:2001JUN22 


275 


285 


forward 2 


TM 


Cytosolic 


525 


LG:3481 17.5:2001 JUN22 


286 


308 


forward 2 


TM 


Transmembrane 


525 


LG:3481 17.5:200 1 JUN22 


309 


653 


forward 2 


TM 


Non-Cytosolic 


525 


LG:3481 17.5:2001 JUN22 


1 


37 


forward 3 


TM 


Non-Cytosolic 


525 


LG:3481 17.5:2001 JUN22 


38 


60 


forward 3 


TM 


Transmembrane 


525 


LG:3481 17.5:2001 JUN22 


61 


296 


forward 3 


TM 


Cytosolic 


525 


LG:3481 17.5:2001 JUN22 


297 


319 


forward 3 


TM 


Transmembrane 


525 


LG : 348 1 1 7 .5 :2001 JUN22 


320 


653 


forward 3 


TM 


Non-Cytosolic 


526 


LG:350407.22:2001JUN22 


1 


70 


forward 1 


TM 


Cytosolic 


526 


LG:350407.22:2001JUN22 


71 


93 


forward 1 


TM 


Transmembrane 


526 


LG:350407.22:2001JUN22 


94 


102 


forward 1 


TM 


Non-Cytosolic 


526 


LG:350407.22:2001JUN22 


103 


125 


forward 1 


TM 


Transmembrane 


526 


LG:350407.22:2001JUN22 


126 


144 


forward 1 


TM 


Cytosolic 


526 


LG:350407.22:2001JUN22 


1 


85 


forward 2 


TM 


Non-Cytosolic 


526 


LG:350407.22:2001JUN22 


86 


108 


forward 2 


TM 


Transmembrane 


526 


LG:350407.22:2001JUN22 


109 


144 


forward 2 


TM 


Cytosolic 


527 


LG:373219.13:2001JUN22 


1 


23 


forward 1 


TM 


Non-Cytosolic 
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ptj/~v r\ xrrv 
aill^ D fNU. 


1 empiaie iu 






rTcimc 


r^fimntn Tvnp 

JLsUIJlUlll 1 jpv 


l opoiogy 


jZ/ 


LXJ.D I 3Ziy.I3.ZUUlJUlNZZ 


OA 


Afx 
HO 


IU1 Wdi U 1 




TrnncmpmhrJinp 


COT 


jlaj.j /jziv.i 3.ZUUU u in zz 


Al 
f / 


inn 


1 or wdiu i 




l^vtfveolip 
iwjr LOoUllU 


jZ/ 


lxj.d /3Z iy.i 3. zuuijuinzz 


1U1 


1ZU 


lUl Wdi U 1 


1 iVl 


J. I df lc>lHClIlUX a| |C 


jII 


LAJ.J /3ZAy. 1 3. ZUUIJUINZZ 


101 

1Z1 


Z4*f 


i or waro 1 


A ivl 


Mon-f*^xitocrtlir* 


527 


l.o.3 /3Ziy.i3.zuuiJurNZz 


Z'f J 


/.Of 


rorwaru i 


I Ivl 


i runs ill eniDidiic 


COO 

52/ 


LU.3 /3Z1V. 13. ZUUIJUINZZ 


zoo 


3D3 


iorvvaru i 


i XVI 


v-.y Losoiic 


COT 

527 


t p.nioio T Q..OAA 1 TT TMOO 

iaj:3 /5Ziy.i3.zuuu ujnzz 


3j4 


3/0 


iorwaro j 


1M 


i ransiTiernDranc 


coo 

527 


t P-nooiO 1 0 .0 AH 1 TT TXTOO 

lu:3/3Z19. 13. zuuijuinzz 


3/ / 


413 


forward 1 


1 JVi 


Non-Cytosolic 


527 


r /^.ooooirt 1 O. .OAA 1 TT TXTOO 

LG:373219.13:2UU1JUJNZZ 


414 


430 


forward 1 


1 M 


Tran s membrane 


527 


I /^.niOlft 1 O .OAA 1 TT TXTOO 

LG:373219.13:z00UUJNZ2 


43/ 


A&\ 

401 


forward 1 


TTV/f 
1JV1 


Cytosolic 


527 


T P.niOlft 1 O. OAA 1 TT TXTOO 

LG:373219.13.2UU1J UJNZZ 


4DZ 


AO A 

4o4 


forward 1 


IJVi 


Transmembrane 


527 


T /~* nootrt 1 O .OAA1 TT TXTOO 

LG:373219.13:2LK)1J UJNZZ 


4o5 


9oo 


forward 1 


1JV1 


Non-Cytosolic 


527 


T P.OTinm 1 O .O AA1 TT TXTOO 

LG:373219.13:2uuUUInzZ 


1 


19 


forward 2 


TTV/f 
1JV1 


Non-Cytosolic 


527 


T P.THT1 1 C\ 1<J .OAA1 TT TXTOO 

LG:3732 1 9. 1 3:20T>1 J UN22 


20 


42 


jorwara z 


TTV/f 

1 ivl 


Transmembrane 


527 


T f~* 1 no r> 4 n 1 O ..0/V\ ITT TXTOO 

LG:3732 19.13 :200 1JUN22 


43 


229 


forward 2 


IM 


Lytosolic 


527 


T OTO/^^rt -1 O ^>00 t TT TV TO O 

LG:373219.13:2001JUN22 


230 


252 


forward 2 


Jm 


Transmembrane 


527 


LG:3732 19. 1 3 :2001 JUN22 


253 


280 


forward 2 


TM 


Non-Cytosolic 


527 


LG:3732 19.1 3:2001 JUN22 


281 


303 


iorward 2 


TM 


Transmembrane 


527 


LG:37321 9. 1 3 :2001 JUN22 


304 


440 


forward 2 


TM 


Lytosolic 


527 


LG:373219.13:2001JUN22 


441 


460 


forward 2 


TM 


Transmembrane 


527 


LG:3732 19.1 3:2001 JUN22 


461 


464 


forward 2 


TM 


Non-Cytosolic 


527 


LG:3732 1 9 . 1 3 :200 1 JUN22 


465 


484 


forward 2 


TM 


Transmembrane 


527 


LG:37321 9. 1 3:2001 JUN22 


485 


636 


forward 2 


TM 


Cytosolic 


527 


LG:3732 1 9. 1 3 :200 1 JUN22 


637 


659 


forward 2 


TM 


Transmembrane 


527 • 


LG:373219.1 3:2001 JUN22 


660 


703 


forward 2 


TM 


Non-Cytosolic 


527 


LG:3732 1 9. 1 3 :200l JUN22 


704 


723 


forward 2 


TM 


Transmembrane 


527 


LG:373219.13:2001JUN22 


724 


735 


forward 2 


TM 


Cytosolic 


527 


LG:373219.13:2001JUN22 


736 


758 


forward 2 


TM 


Transmembrane 


527 


LG:373219. 13:2001 JUN22 


759 


875 


forward 2 


TTV /r 

TM 


Non-Cytosolic 


527 


LG:373219.13:2001JUN22 


876 


898 


forward 2 


TM 


Transmembrane 


527 


LG:3732 19.1 3:200 1JUN22 


899 


910 


forward 2 


TM 


Cytosolic 


527 


¥ fy 0 t r\ ■» O .00/"» 1 TT TXTOO 

LG:373219.13:2001JUN22 


91 1 


933 


forward 2 


IM 


Transmembrane 


527 


T T-ft «^ 1 f\ 1 O .rtftA 1 TT TXTOO 

LG:373219. 13:2001 JUN22 


934 


986 


forward 2 


IM 


Non-Cytosolic 


527 


T /O OT1 OTA IT -OrW\1 TT TXTOO 

LG:3732 19.1 3:2001 JUN22 


I 


19 


forward 3 


IM 


Lytosolic 


527 


T /*> TTO O T r\ 1 O .OrtfVI TT TXTOO 

LG : 3732 1 9. 1 3 :200 1 JUN22 


20 


39 


forward 3 


TTV/f 

IM 


Transmembrane 


527 


t p.no^in 1 *5..0rVTV1 TT TXTOO 

LG:3732 19. 13:2001 JUN22 


40 


43 


forward 3 


IM 


Non-Cytosolic 


527 


T /~* Mil T f\ 1 O TT TXTOO 

LG:373219.l3:200UUN22 


A A 

44 


06 


forward 3 


nmv/r 
IM 


Transmembrane 


527 


t r'.nnin 1 o.orvAi tt txtoo 

LG: 3732 19. 13:2001 J UN 22 


67 


OOO 

223 


lorwara 3 




Cytosolic 


527 


T /"i.OOOOIA 1 1 .OAA1 TT TXTOO 

LG:3732 19. 13:2001 J UN22 


224 


246 


forward 3 


TTVA 
IM 


Transmembrane 


527 


t ri.^faoi A 1 1 .OAA 1 TT TXTOO 

LG:3732 19. 1 3:2001 JUN22 


247 


00C 
Z/5 


forward 3 


TTV/f 
IM 


Non -Cytosolic 


527 


T P.^TQO 1A.1 O.OAA1 TT TXTOO 

LG:3/3Ziy.l3:zUUlJUINZZ 


OO jC 

Tib 


ono 
29o 


forward 3 


IM 


Transmembrane 


527 


T P.nOOlO 1 1 .OAA 1 TT TXTOO 

LG:373z 19. 13:2001 J UJNZ2 


299 


000 
32/ 


iorward 3 


IM 


Cytosolic 


527 


t n.nioin ii.oaai tt txtoo 
LG:373Z19.13:2001 JUNzz 


000 

328 


O A1 

34/ 


iorward 3 


TTV/f 


Transmembrane 


527 


T r».1T2T1ft 1 O.O AA1 TT TXTOO 

LG:373zl9.13:2001JUN2z 


348 


3ol 


iorward 3 


TTV4 
IM 


Non-Cytosolic 


527 


T /^.OOOOTfl 1 O.O AA1 TTTXTOO 

LG:3732 19. 1 3:2001 JUN22 


o£o 

362 


384 


forward 3 


IM 


Transmembrane 


527 


T /~*. OOO OI ft 1 O.O f\f\t TT TXTOO 

LG:373219.13:2001JUN22 


ICC. 

3o3 


A(\A 

404 


iorward 3 


TTv/f 
IM 


Cytosolic 


coo 

527 


T r^.lTJOIQ 1 "3-OAA1 TT TXTOO 

LG:3 /3Ziy.l3.ZUUljUINZZ 


405 


422 


forward 3 


TTV4 
1 IVl 


i ransmernDrdiie 


527 


LG:373219.13:2001JUN22 


423 


426 


forward 3 


TM 


Non-Cytosolic 


527 


LG:373219.13:2001JUN22 


427 


449 


forward 3 


TM 


Transmembrane 


527 


LG:373219.13:2001JUN22 


450 


461 


forward 3 


TM 


Cytosolic 


527 


LG:373219.13:2001JUN22 


462 


484 


forward 3 


TM 


Transmembrane 


527 


LG:373219.13:2001JUN22 


485 


488 


forward 3 


TM 


Non-Cytosolic 


527 


LG:373219.13:2001JUN22 


489 


511 


forward 3 


TM 


Transmembrane 


527 


LG:373219.13:2001JUN22 


512 


515 


forward 3 


TM 


Cytosolic 
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SEQ D NO: 


Template ID 


Start 


Stop 


Frame 


Domain Type 


Topology 


527 


LG:3732 19. 1 3:2001 JUN22 


516 


538 


forward 3 


TM 


Transmembrane 


527 


LG:3732 1 9. 1 3:2001 JUN22 


539 


577 


forward 3 


TM 


Non-Cytosolic 


527 


LG:373219.13:2001JUN22 


578 


600 


forward 3 


TM 


Transmembrane 


527 


LG:373219.13:2001JUN22 


601 


709 


forward 3 


TM 


Cytosolic 


527 


LG:373219.13:2001JUN22 


710 


732 


forward 3 


TM 


Transmembrane 


527 


LG:3732 1 9. 1 3:2001 JUN22 


733 


741 


forward 3 


TM 


Non-Cytosolic 


527 


LG:373219.13:2001JUN22 


742 


764 


forward 3 


TM 


Transmembrane 


527 


LG:373219.13:2001JUN22 


765 


873 


forward 3 


TM 


Cytosolic 


527 


LG:373219.13:2001JUN22 


874 


891 


forward 3 


TM 


Transmembrane 


527 


LG:373219.13:2001JUN22 


892 


910 


forward 3 


TM 


Non-Cytosolic 


527 


LG:373219.13:2001JUN22 


911 


933 


forward 3 


TM 


Transmembrane 


527 


LG:373219.13:2001JUN22 


934 


985 


forward 3 


TM 


Cytosolic 


528 


LG:375048.15:2001JUN22 


1 


891 


forward 2 


TM 


Non-Cytosolic 


528 


LG:375048.15:2001JUN22 


892 


909 


forward 2 


TM 


Transmembrane 


528 


LG:375048.15:2001JUN22 


910 


913 


forward 2 


TM 


Cytosolic 


528 


LG:375048.15:2001JUN22 


914 


936 


forward 2 


TM 


Transmembrane 


528 


LG:375048.15:2001JUN22 


937 


1309 


forward 2 


TM 


Non-Cytosolic 


528 


LG:375048. 15:2001 JUN22 


1 


117 


forward 3 


TM 


Cytosolic 


528 


LG:375048.15:2001JUN22 


118 


135 


forward 3 


TM 


Transmembrane 


528 


LG:375048. 15:2001 JUN22 


136 


175 


forward 3 


TM 


Non-Cytosolic 


528 


LG:375048.15:2001JUN22 


176 


198 


forward 3 


TM 


Transmembrane 


528 


LG:375048.15:2001JUN22 


199 


292 


forward 3 


TM 


Cytosolic 


528 


LG:375048.15:2001JUN22 


293 


315 


forward 3 


TM 


Transmembrane 


528 


LG:375048. 15:2001 JUN22 


••316 


334 


forward 3 


TM 


Non-Cytosolic 


528 


LG:375048. 1 5:2001 JUN22 . 


■: 335 


357 


forward 3 


TM 


Transmembrane 


528 


LG:375048.15:2001JUN22 


358 


403 


forward 3 


TM 


Cytosolic 


528 


LG:375048;15:2001JUN22 


404 


423 


forward 3 


TM 


Transmembrane 


528 


LG:375048.15:2001JUN22 


424 


1309 


forward 3 


TM 


Non-Cytosolic 


529 


LG:4001 14.3:2001 JUN22 


1 


541 


forward 1 


TM 


Cytosolic 


529 


LG:4001 14.3:2001 JUN22 


542 


564 


forward 1 


TM 


Transmembrane 


529 


LG:400114.3:2001JUN22 


565 


597 


forward 1 


TM 


Non-Cytosolic 


529 


LG:4001 14.3:2001 JUN22 


598 


617 


forward 1 


TM 


Transmembrane 


529 


LG:400114.3:2001JUN22 


618 


838 


forward 1 


TM 


Cytosolic 


529 


LG:4001 14.3:2001 JUN22 


839 


858 


forward 1 


TM 


Transmembrane 


529 


LG.4001 14.3:2001 JUN22 


859 


909 


forward 1 


TM 


Non-Cytosolic 


529 


LG:4001 14.3:2001 JUN22 


910 


932 


forward 1 


TM 


Transmembrane 


529 


LG:4001 14.3:2001 JUN22 


933 


1083 


forward 1 


TM 


Cytosolic 


530 


LG:400652. 1 :2001 JUN22 


1 


1115 


forward 1 


TM 


Non-Cytosolic 


530 


LG:400652. 1 :2001 JUN22 


1116 


1138 


forward 1 


TM 


Transmembrane 


530 


LG:400652. 1 :2001JUN22 


1139 


1264 


forward 1 


TM 


Cytosolic 


530 


LG:400652.1:2001JUN22 


1265 


1287 


forward 1 


TM 


Transmembrane 


530 


LG :40065 2. 1 :200 1 JUN22 


1288 


1301 


forward 1 


TM 


Non-Cytosolic 


530 


LG:400652.1 :2001 JUN22 


1302 


1324 


forward 1 


TM 


Transmembrane 


530 


LG:400652.1:2001JUN22 


1325 


1351 


forward 1 


TM 


Cytosolic 


530 


LG:400652.1:2001JUN22 


1 


494 


forward 2 


TM 


Non-Cytosolic 


530 


LG:400652.1:2001JUN22 


495 


517 


forward 2 


TM 


Transmembrane 


530 


LG:400652. 1:2001 JUN22 


518 


613 


forward 2 


TM 


Cytosolic 


530 


LG:400652.1:2001JUN22 


614 


636 


forward 2 


TM 


Transmembrane 


530 


LG:400652.1:2001JUN22 


637 


1350 


forward 2 


TM 


Non-Cytosolic 


530 


LG:400652.1:2001JUN22 


1 


1098 


forward 3 


TM 


Non-Cytosolic 


530 


LG.400652. 1 :200 1 JUN22 


1099 


1116 


forward 3 


TM 


Transmembrane 


530 


LG:400652. 1 :2001 JUN22 


1117 


1120 


forward 3 


TM 


Cytosolic 


530 


LG:400652. 1 :2001 JUN22 


1121 


1143 


forward 3 


TM 


Transmembrane 


530 


LG:400652.1:2001JUN22 


1144 


1157 


forward 3 


TM 


Non-Cytosolic 
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Tninrvlito IT, 

icmpiaie iu 


9 tart 


Stop 


Frame 


Domain Type 


Tnnolnov 




T n*zinfW>9 i-9nniTTTN99 


1158 


1180 


forward % 


TM 


TrnnQmpmHrfint* 


JDK) 


t n«zinn^9 i-9nniTTTN99 

J^vj.HUUOJZ.l .ZUU1 J UJ.NZZ 


1 1 Rl 


1192 


1VJJ VVtlJ U J 


TM 


Ovt A^Allf 


^in 


JLAJ.'tUUUJZ. 1 .ZUls AJ UAiiC^. 




1215 


forward ^ 

i W i w CXI vj *J 


TM 


Tran^mpmhranp 


^in 

550 


T f>dfifVW9 1'9finiTTTM99 
L.Vj.'+UUOJZ. J .ZUv/A J UaN ZZ 




13*50 


frvrwnrH 1 


TM 


lMnn- v t n ?fil i f* 


531 


L.0.4UI 51 5.1U.ZOU1JUINZZ 


1 
1 


170 


TArwarH 1 


TM 




<;i i 
531 


t r*-/if\iiii i /vonm tt tmoo 
IAj.401 5 1 5. 1U.ZUU1J UlNZZ 


0o\J 


409 


LKJI WdlU J 


TM 

1 1V1 


Trancmpmhranp 


531 


T i^./ini 1 1 1 1fl-OAfMTTrN.no 

JLG.401 J J 5. J U.zUUJ J UINZZ 








TM 


l^yiUbOJit' 


531 


IAj:401315.10.zOU1JUaNZZ 


>i no 
4oy 


All 


TAru/orn 1 


TM 


iransiTiciTiDrdnc 


531 


LG.401 31 3.10.2001 J UINzz 


45Z 


44U 


iorwara ^ 


TM 


iNon-v_yiosoiic 


531 


LG:401313 . 10:2001 J UlNzZ 


A At 

441 


403 


forward 3 


1 ivi 


Trans rnembrane 


531 


LG:401 313.1 0:2001 JUN22 


AHA 

4o4 


4/4 


forward 3 


TM 
I XVI 


Cytosolic 


532 


LG:406389. 1 :2001 JUN22 


1 


if 


forward 2 


I M 


Cytosolic 


532 


LG:406389.1:2001JUN22 


38 


60 


forward 2 


1 ivi 


Transmembrane 


532 


LG:406389. 1 :2001 JUN22 


z: t 

61 


160 


forward 2 


1 M 


Non-Cytosolic 


532 


LG:406389.1:2001JUN22 


1 /CI 

lol 


1 Q1 

183 


forward 2 


1M 


Transmembrane 


532 


LG :4063 89. 1:2001 JUN22 


1 O A 

184 


i f\f\ 
199 


forward 2 


TTiVI 

1M 


Uytosouc 


532 


LG:406389. 1 :2001 JUN22 


r\ r\r\ 

200 


OTl 

222 


forward 2 


IM 


Transmembrane 


532 


LG:406389. 1 :2001 JUN22 


223 


739 


forward 2 


IM 


Non-Cytosolic 


533 


LG :406595 .2:200 1 JUN22 


1 


4 


forward 1 


IM 


Cytosolic 


533 


LG.-406595 .2:2001 JUN22 


5 


27 


forward 1 


TM 


Transmembrane 


533 


LG:406595.2:200l JUN22 


28 


41 


forward 1 


TM 


Non-Cytosolic 


533 


LG:406595.2:200lJUN22 


42 


64 


forward 1 


TM 


Transmembrane 


533 


LG:406595 .2:2001 JUN22 


65 


99 


forward 1 


TM 


Cytosolic 


533 


LG:406595.2:2001JUN22 • 


100 


122 


forward 1 


TM 


Transmembrane 


533 


LG:406595.2:2001 JUN22 , 


.123 


136 


forward .1 


TM 


Non-Cytosolic 


533 


. LG:406595.2:2001 JUN22 


137 


159 


forward! 


TM 


Transmembrane 


533 


LG:406595.2:2001JUN22 


160 


170 


forward 1 


TM 


Cytosolic 


533 


LG :406595 .2:2001 JUN22 


171 


193 


forward 1 


TM 


Transmembrane 


533 


LG:406595.2:2001JUN22 


194 


250 


forward 1 


TM 


Non-Cytosolic 


533 


LG:406595.2:2001JUN22 


251 


273 


forward 1 


IM 


Transmembrane 


533 


LG:406595.2:2001JUN22 


274 


a Art 

443 


forward 1 


IM 


Cytosolic 


533 


LG :406595 .2 :2001 JUN22 


444 


466 


forward 1 


IM 


Transmembrane 


533 


LG:406595.2:200lJUN22 


467 


A OC 

485 


forward 1 


IM 


: Non-Cytosolic 


533 


T . A C\tLCC\C. O.IAAl TTTKTOO 

LG:406595.2:2001JUNZ2 


486 


508 


forward 1 


liVl 


Transmembrane 


533 


LG:406595.2:2001JUN22 


509 


726 


forward 1 


IM 


Cytosolic 


533 


LG:406595. 2:2001 JUNzz 


TOT 
111 


/49 


forward 1 


1 IVI 


Trans mem bra n e 


533 


LG:406595.2:200DUaN2z 


OCA 

/50 


T£1 

/63 


forward 1 


IM 


Non-Cytosolic 


533 


I f~* . A r\c cr\c O.O/VM TTTXTOO 

LG:40o595.2:2001JUJN2z 


764 


/oO 


forward 1 


IM 


Transmembrane 


533 


LG:40o595.2:2001JUM2z 


OQO 


oy4 


forward 1 


IM 


Cytosolic 


533 


t .a r\/icf\c o.iAAi TITTVTOO 

LG:40o595 .2:2001 JUiNZZ 




on 

yi / 


forward 1 


IM 


Transmembrane 


533 


LG:406595.2:200 1 J UN22 


91o 


1 1A 1 

1341 


forward 1 


IM 


Non-Cytosolic 


533 


t . a a/ccac o.onoi tttntoo 
LG:40o595 .2:2001 J U JN 11 




O/l 
i/4 


iorwara z 


IM 


Cytosolic 


533 


T . A f\CL CC\C 1.1AA1 TTTXTOO 

LG:406595.2:200lJUN22 


95 


1 1 / 


forward 2 


IM 


Transmembrane 


533 


LG:40o595.2:2001JUJNzz 


1 1<S 


AA1 
44 Z 


forward z 


IM 


Non-Cytosolic 


533 


T . A f\C CC\C 1 .AAA f TT TXTOO 

LG:406595.2:200l JUNzz 


A A1 

443 


405 


iorwara z 


IM 


Transmembrane 


533 


Lvj:4005y5.Z.ZU01JUXNZZ 




611 


iorwara z 


TM 
I M 


v_yiosuiiu 


533 


LG:406595.2:2001JUN22 


634 


653 


forward 2 


TM 


Transmembrane 


533 


LG:406595.2:2001JUN22 


654 


1064 


forward 2 


TM 


Non-Cytosolic 


533 


LG:406595.2:2001JUN22 


1065 


1087 


forward 2 


TM 


Transmembrane 


533 


LG:406595.2:2001JUN22 


1088 


1120 


forward 2 


TM 


Cytosolic 


533 


LG:406595.2:2001JUN22 


1121 


1143 


forward 2 


TM 


Transmembrane 


533 


LG:406595.2:2001JUN22 


1144 


1152 


forward 2 


TM 


Non-Cytosolic 


533 


LG:406595.2:2001JUN22 


1153 


1172 


forward 2 


TM 


Transmembrane 


533 


LG:406595.2:2001JUN22 


1173 


1304 


forward 2 


TM 


Cytosolic 
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SEQ D NO: 


Template ID 


Start 


Stop 


Frame 


Domain Type 


Topology 


533 


LG:406595.2:2001JUN22 


1305 


1327 


forward 2 


TM 


Transmembrane 


533 


. LG :406595 .2 :200 1 JUN22 


1328 


1341 


forward 2 


TM 


Non-Cytosolic 


533 


LG:406595.2:2001JUN22 


1 


336 


forward 3 


TM 


Non-Cytosolic 


533 


LG:406595.2:2001JUN22 


337 


359 


forward 3 


TM 


Transmembrane 


533 


LG:406595.2:2001JUN22 


. 360 


378 


forward 3 


TM 


Cytosolic 


533 


LG:406595.2:2001JUN22 


379 


398 


forward 3 


TM 


Transmembrane 


533 


LG:406595.2:2001JUN22 


399 


450 


forward 3 


TM 


Non-Cytosolic 


533 


LG:406595.2:2001JUN22 


451 


473 


forward 3 


TM 


Transmembrane 


533 


LG:406595.2:2001JUN22 


474 


479 


forward 3 


TM 


Cytosolic 


533 


LG:406595.2:2001JUN22 


480 


502 


forward 3 


TM 


Transmembrane 


533 


LG:406595.2:2001JUN22 


503 


543 


forward 3 


TM 


Non-Cytosolic 


533 


LG:406595.2 :2001 JUN22 


544 


566 


forward 3 


TM 


Transmembrane 


533 


LG:406595 .2:2001 JUN22 


567 


838 


forward 3 


TM 


Cytosolic 


533 


LG:406595.2:2001JUN22 


839 


861 


forward 3 


TM 


Transmembrane 


533 


LG:406595.2:2001JUN22 


862 


1340 


forward 3 


TM 


Non-Cytosolic 


534 


LG:410628.21:2001JUN22 


1 


161 


forward 1 


TM 


Cytosolic 


534 


LG:410628.21:2001JUN22 


162 


184 


forward 1 


TM 


Transmembrane 


534 


LG:410628.21:2001JUN22 


185 


203 


forward 3 


TM 


Non-Cytosolic 


534 


LG:410628.21:2001JUN22 


1 


8 


forward 2 


TM 


Cytosolic 


534 


LG:410628.21:2001JUN22 


9 


31 


forward 2 


TM 


Transmembrane 


534 


LG:410628.21:2001JUN22 


32 


202 


forward 2 


TM 


Non-Cytosolic 


534 


LG:410628.21:2001JUN22 


1 


21 


forward 3 


TM 


Non-Cytosolic 


534 


LG:410628.21:2001JUN22 


22 


44 


forward 3 


TM 


Transmembrane 


534 


LG:410628.21:2001JUN22 . 


• . : 45 • 


64. 


forward 3 


TM 


Cytosolic 


534 


LG:410628.21:2001JUN22 . 


65 


87 


, forward 3 


TM 


Transmembrane 


534 


LG:410628.21:2001JUN22- 


88- 


91 


forward 3 


TM 


Non-Cytosolic 


534 


LG:410628.21:2001JUN22 • 


:92 


114 


forward 3 


TM 


Transmembrane 


534 


LG:4 10628.21 :2001 JUN22 


115 


202 


forward 3 


TM 


Cytosolic 


535 


LG:413583.15:2001JUN22 


1 


777 


forward 1 


TM 


Non-Cytosolic 


535 


LG:4 1 3583. 1 5:200 1 JUN22 


778 


800 


forward 1 


TM 


Transmembrane 


535 


LG:4 1 3583. 1 5:2001 JUN22 


801 


834 


forward 1 


TM 


Cytosolic 


535 


LG:413583.15:2001JUN22 


835 


857 


forward 1 


TM 


Transmembrane 


535 


LG:413583.15:2001JUN22 


858 


866 


forward 1 


TM 


Non-Cytosolic 


535 


LG:413583.15:2001JUN22 


867 


889 


forward 1 


TM 


Transmembrane 


535 


LG:413583.15:2001JUN22 


890 


1120 


forward 1 


TM 


Cytosolic 


535 


LG:4 1 3583.15:2001 JUN22 


1121 


1143 


forward 1 


TM 


Transmembrane 


535 


LG:413583.15:2001JUN22 


1144 


1145 


forward 1 


TM 


Non-Cytosolic 


535 


LG:413583.15:2001JUN22 


1 


837 


forward 2 


TM 


Non-Cytosolic 


535 


LG:413583.15:2001JUN22 


838 


860 


forward 2 


TM 


Transmembrane 


535 


LG:413583.15:2001JUN22 


861 


871 


forward 2 


TM 


Cytosolic 


535 


LG:4 1 3583. 1 5:200 1JUN22 


872 


894 


forward 2 


TM 


Transmembrane 


535 


LG:413583.15:2001JUN22 


895 


1145 


forward 2 


TM 


Non-Cytosolic 


535 


LG:4 1 3583. 1 5:2001 JUN22 


I 


637 


forward 3 


TM 


Non-Cytosolic 


535 


LG:413583.15:2001JUN22 


638 


657 


forward 3 


TM 


Transmembrane 


535 


LG:413583.15:2001JXJN22 


658 


718 


forward 3 


TM 


Cytosolic 


535 


LG:413583.15:2001JUN22 


719 


741 


forward 3 


TM 


Transmembrane 


535 


LG:413583.15:2001JUN22 


742 


755 


forward 3 


TM 


Non-Cytosolic 


535 


LG:4 1 3583.15:2001 JUN22 


756 


778 


forward 3 


TM 


Transmembrane 


535 


LG :4 1 3583. 1 5:200 1JUN22 


779 


831 


forward 3 


TM 


Cytosolic 


535 


LG:4 1 3583.15:2001 JUN22 


832 


854 


forward 3 


TM 


Transmembrane 


535 


LG:413583.15:2001JUN22 


855 


868 


forward 3 


TM 


Non-Cytosolic 


. 535 


LG:413583.15:2001JUN22 


869 


891 


forward 3 


TM 


Transmembrane 


535 


LG:4 13583.1 5:200 1JUN22 


892 


1145 


forward 3 


TM 


Cytosolic 


536 


LG:419641.35:2O01JUN22 


1 


530 


forward 1 


TM 


Non-Cytosolic 
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TABLE 2 



cpn D WD- 


Tpmnlntp \T) 


Start 


Stop 


Frame 


Domain Tvne 


Tnnnlnov 


->_>0 


T 0410641 1S-9001 TTJN99 


531 


548 


forward 1 


TM 


TrnnQmpmhram* 




Tn-41Q641 ^S-9fif)1 TTJN99 


549 


668 


fnrwar/T 1 


TM 

J IVl 


f^vtnQnlir 
v*» y i vyovj 1 1 l» 




T n-410641 ^S*90fl1 TTTN99 


669 


688 


fnrwnrrl 1 


TM 


TrnnQmPTtthrnnf* 






689 


1100 


forward 1 


Jl XV X 


Nnn-Cvto^nlic 




Tf>41Q64l 3V9001 1T7N99 


1 


1002 


forward 9 

ivJi wax u 


TM 

X XV X 


inuh v^yiuauiiu 


J JO 


T fV41Q641 ^S-9001 TITN92 


1003 


1020 


fnrwnrd 9 


TM 

Jl IVl 


TranQmpmhnnp 




T 0410.641 ^S-900inTN99 


1091 


1012 


fnrward 0 


TM 

XXVI 


f^vf ncnlir 




T041Q641 TTTN99 




1 UJJ 


fnrwnrd 0 


TM 


TranctTiPtnhranp 




T r?-4iQA4l ^5-900.1 TTTN99 

J^O.t-1"OH1. jJ.ZUU I JUIN ZZ 


1 UJU 


1074 


fnrwird 0 
lUiWulU Z 


TM 

1 1VI 


Mnn _ C^\tt AC r»l i f» 


jjO 


LXj xyOH X . jJ.ZUUIJUFiZZ 


1fi7^ 


1007 


1UI W til U z, 


TM 

llVi 


1 ralldlliCIUUlallC 


Z1£ 
D3o 


Tr!«/iioAAi ^ -ono i tttnioo 

A-.0 1 " Of 1 . JJ . ZUU 1 J U IN Z JL 


IVyo 


1 inn 


fnr\i;'irn 0 
1UI Well U Z 


TM 


t*\ 1 1 f\ 1 1 /* 

\-.y lUouiiu 


536 


JL0.4iyo4i.J3.ZUUIJUiNZZ 


1 

i 


yj 


lui wd.ru J 


LLvx 


lusoiic 


536 


T f'./T 1 G</1 1 ^ 5 «0 OH 1 TT TWO 0 
l_.(jl4iyo41.J3.ZUUlJ UJNZZ 


y4 


1 1 f\ 
HO 


lorwara d 


TM 


i ransiueniDrune 


536 


t r^./ii OA/11 Ic.onAi TTTM00 
LU A X y 04 1 . 3D .ZUU J J U1N ZZ 


1 1*7 


006 
yyo 


iorwara d 


TM 


Non-Cy tosol ic 


536 


T P./HO<Ol1 ^'Ofim TTTKT0O 
LO:4 1^041. 30. ZUU IJUJNZz 


yy 1 


1A1Q 

lv/jy 


iorwara ^ 


livl 


Trans membrane 


536 


t r*./iiQ^/ii *a < »o nn 1 tttkioo 
LO:4iyo41.3!>.ZUUlJUlNzZ 


i non 
JUZU 


moo 


iorwara ^ 


TM 
1JV1 


Cytosolic 


COT 

537 


T P./IOfnCfl /(.OAA1 TTTXT'T") 

Lu:4ZU/59.4.zUUlJUJNzZ 


1 
J 


i nn 
1UU 


forward 3 


TTV/f 
1JV1 


Cytosolic 


con 

537 


1Aj:4zU /59.4.ZUU1 J UJNzz 


t m 
101 


Jz3 


forward 3 


x M 


Transmembrane 


537 


LG :4z0759.4 : 200 1 J UNzz 


T O/i 

124 


1 oc 
lz3 


forward 3 


1M 


Non-Cy tosolic 


538 


LG:425448. Io:z00l JUN22 


i 
I 


355 


forward 1 


1M 


Cytosolic 


coo 

538 


Lu:4z5448. 18:2001 J UN22 


35o 


3/8 


forward 1 


lM 


Transmembrane 


CO o 

538 


LG:425448. 18:2001JUN22 


oon 
3/9 


1 cnn 


forward 1 


1M 


Non-Cytosolic 


539 


t /^.xicrn c.onni ttttvtoo 

LG:43571 7.5:2001 J UN22 


t 
I 


on 
ZO 


forward 1 


1M 


Cytosolic 


539 


t p.i4 / inn c.onm tt ttvtoo 

LG:4357 17.5:2001 JUN22 


O 1 

21 . 


A1 

43 • 


forward 1 


TTV/T 


Transmembrane 


539 


t r>.>io con c .onni TT TTVTOO 

LG:4357l7.5:200lJUN22 


A A 

44 


coo 


forward 1 


JM 


Non-Cytosolic 


con 

539 


t /"~» ./locin c .onm TT TTvTOO 

LG:4357 17.5:2001 J UN22 


oo9 


/Uo 


forward 1 


TTV A 
IM 


Transmembrane 


539 


t r'.yiiCTi'i c .onm TT TTVTOO 

LG:435717.5:2001JUN22 


om 

707 


*7 1 O 

712 


forward 1 


: IM 


Cytosolic 


cor* 

539 


t p.yiion c.onni TT TTVTOO 

LG:435717.5:2001JUN2z 


Til 

/I3 


OOO 

/3z 


forward 1 


IM 


Transmembrane 


coo 

539 


t p./iicm c.onni TTTTVTOO 

l_u:43j / I /.5:z001JUJNzz 


"TOO 

/33 


7/!/% 
/40 


forward 1 


TTV * 

. IM 


Non-Cytosolic 


con 

539 


t p.^Tcin c.onni TT TXTOO 

1Aj:435 / 1 /.!>:zUUlJUJNZz 


/4 / 


7 /CO 

lOy 


forward 1 


TTV/f 
IM 


Transmembrane 


539 


t r'.^ocTn c .onm tt ttvtoo 

LG:435717.5:2001JUM22 


oon 


oon 


forward 1 


IM 


Cytosolic 


con 
539 


JLG:435 /l /.D.ZUUUUJNzz 


i 
1 


14 


forward 2 


TTV/f 
IM 


iNon-\_yiosoiic 


con 
539 


LO:430 / 1 /.orzUUlJUiNzz 


1 c 
ID 


34 


forward 2 


TTV/f 
1 IVl 


Transmembrane 


con 
539 


t r./iicTn c. onm tt TTvTOO 
1aj:435 /l /.5:z001J UJNzZ 


O.C 


71 
/ J 


forward 2 


TTV/f 
1 IVl 


\-yiosoiic 


coo 
539 


t r./iinn c. onm ttttvtoo 
LG.435 / J /.J.ZUUIJ UJNZZ 


OO 
/Z 


QA 

y4 


forward 2 


TM 
1 IVl 


i ransmemrjranc 


->3y 


T n^AKItl <i«onm tttwoo 
LU.45->/i /.D.ZUUlJUiNZZ 




1 1 1 
i 13 


rorwaru z 


TWA 


x t on - v^y losui j 


ZIQ 

o3y 


t ci*Ai^T\i c.onm tt tmoo 

JLG.433 / 1 /.O.zUUiJ UJNZZ 


1 1 A 
X 14 


13£ 
1 30 


forward 2 


TM 

I IVl 


1 1 dribiijcrnuFctiic 


can 


t n-Ai^nm <»onni ttttxtoo 
JLAj.455 / 1 /.D.zUUl J UJNZZ 




ion 


forward 2 


TTVyf 

1JV1 




Djy 


t rX'A'x^n^ <»0fifll TTTNT00 
LrU.4^3 / i /.J.ZUUIJ UJNZZ 


101 


01 3 
Zl > 


iorwara z 


TM 

1 IVl 


1 luIldiJlCIIIUl alio 




1Aj.43j/1 /.D.ZUUJ 1 UJNZZ 


014 
Z l*t 


401 
41/1 


iorwara z 


TM 


liUll lOol/Ill* 


con 

ojy 


T rJ'/n^TIO ^.-Oflfll TFTrVOO 
LrVJ.4 JJ / I /.D.ZUU1J U1NZZ 


4 no 

HUZ 


404 


tnrM/Qrn 0 
lUIWal U A, 


TM 


TranQmpmhrnnp 

X J Ulloll ICIIIUI (XIK* 


CQQ 

joy 


T n./fKOlO ^-Onfn TT TTvTOO 

JL0.43D / 1 /.D.zUUlJ UJNZZ 


40^ 
HZ3 


1^1 


t-/-x ^ porn / 

iorwara z 


TM 


lUoOllU 


^1Q 

j jy . 


T d^Al^ltl ^'OOfll ITTKJ00 
J-.0.4JJ / 1 / .D.ZUU1J U1NZZ 


7S4 


I /O 


fnniiorn 0 
lUlWdlU Z 


TM 

X1V1 


TranQmpinhrfinp 




T r , ./11 < x'7T7 ^•Onni TTTTvlOO 


777 
III 


7RQ 


iorwara z 


TM 


n _ f*^ vi l n enl i f* 

iNuii-v^yiusun^ 


con 


t r^-/ii^oio ^»onni TTTKTOO 
lajAjd 1 \ /.j.zUUJJUINZz 


1 


4UD 


forward 3 


TM 

i IVl 


Mr\rt_I^\»tr\cnl if 
1NUI1 V^yiUdUlU' 


Doy 


T n*4^^010 ^*0nA1 TTTKJOO 
LXjMjD 1 1 / .J.ZUvlJUlNZZ 




408 
*• Zo 


T /"NT*t \ try r~/i -i 

iorwara j 


TM 

1 XV X 


Tran<nnpmhranp 


539 


LG:435717.5:2001JUN22 


429 


480 


forward 3 


TM 


Cytosolic 


539 


LG:435717.5:2001JUN22 


481 


503 


forward 3 


TM 


Transmembrane 


539 


LG:435717.5:2001JUN22 


504 


720 


forward 3 


TM 


Non-Cytosolic 


539 


LG:435717.5:2001JUN22 


721 


743 


forward 3 


TM 


Transmembrane 


539 


LG:4357 17.5:2001 JUN22 


744 


749 


forward 3 


TM 


Cytosolic 


539 


LG:4357 17.5:2001 JUN22 


750 


769 


forward 3 


TM 


Transmembrane 


539 


LG:435717.5:2001JUN22 


770 


788 


forward 3 


TM 


Non-Cytosolic 


540 


LG:44 1159.3 1:2001JUN22 


1 


725 


forward 1 


TM 


Non-Cytosolic 
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TABLE 2 



SEQ D NO: 


template id 


Start 


otOp 




l^UIlldJU 1 ypc 


lopoiogy 


540 


LG:441 ljy.3i:ZUUiJUINzZ 


/zo 




iorwara i 


1 M 


Transmembrane 


540 


I r 1 .//! 1 1 O 1 .1 f\C\ 1 IT TXTOO 

LG:441 1 j 9.3 1 :zUUI J UJN zz 


/49 


/O/ 


forward 1 


Im 


Cytosolic 


540 


t .A A 1 ICn Q 1 .Of\A1 TT TMOI 

LG:441 1 jy.31:zUUUUINZ2 




/O / 


forward 1 


1 iVl 


Transmembrane 


540 


LG:441 159.31:2001 J UfNz2 


TOO 


Q1 f\ 
OlU 


forward 1 


AM 


Non-Cytosolic 


540 


LG.441 159.3 1:100 J J UInzz 


Oil 

ol 1 


ODD 


forward 1 




Transmembrane 


540 


LG:441 159.3 1 :2001J UIN22 


OO A 

o34 




forward 1 




Cytosolic 


540 


T /"* . A A 1 1 CO O 1 .OAA 1 TI TXTOO 

LG:44 11 59.31:200 1 J UN22 


i 
1 


z4z 


forward 2 


1M 


Non-Cytosolic 


540 


LG:441 159.31 :2001JUN22 


243 


Z03 


forward 2 


IM 


Transmembrane 


540 


LG:441 159.3 1:200 1JUN22 


ry, S S 

266 


618 


forward 2 


TM 


Cytosolic 


540 


LG:441 159.3 1:200 1JUN 22 


/in 
619 


CA 1 

641 


forward 2 


IM 


Transmembrane 


540 


LG:44 1159.3 1:2001 JUN22 


642 


725 


forward 2 


TM 


Non-Cytosolic 


540 


LG:44l 1 59.31: 200 1JUN22 


726 


748 


forward 2 


TTV if 
IM 


Transmembrane 


540 


LG:44ll59.3l:200lJUN22 


749 


768 


forward 2 


TM 


Cytosolic 


540 


LG:441 159.3 1:2001 JUN22 


769 


788 


forward 2 


TM 


Transmembrane 


540 


LG:441159.31:2001JUN22 


789 


834 


forward 2 


TM 


Non-Cytosolic 


540 


LG:441 159.31 :2001JUN22 


1 


459 


forward 3 


TM 


Non-Cytosolic 


540 


LG:441 159.31:2001JUN22 


460 


482 


forward 3 


TM 


Transmembrane 


540 


LG:441 159.31 :2001JUN22 


483 


486 


forward 3 


TM 


Cytosolic 


540 


LG:441 159.31:2001JUN22 


487 


509 


forward 3 


TM 


Transmembrane 


540 


LG:441 159.31:2001 JUN22 


510 


722 


forward 3 


TM 


Non-Cytosolic 


540 


LG:441 1593 1:2001 JUN22 


723 


745 


forward 3 


TM 


Transmembrane 


540 


LG:441159.31:2001JUN22 


746 


765 


forward 3 


TM 


Cytosolic 


540 


LG:441159.31:2001JUN22 


766 


788 


forward 3 


TM 


Transmembrane 


540 


LG:441159.31:2001JUN22 


789 


834 . 


. forward 3 . 


TM 


Non-Cytosolic 


541 


LG:461375.2:2001JUN22 


1 


1414 


forward, 1 


TM 


Non-Cytosolic 


541 


LG:461375.2:2001JUN22 


1415 


1437 ^forward 1 


• - • " TM " ' 


Transmembrane 


541 


LG:461375.2:2001JUN22 


1438 


1438- 


forward 1 


TM 


Cytosolic 


541 


LG:461375.2:2001JUN22 


1439 


1461 


forward 1 


TM 


Transmembrane 


541 


LG:461375.2:2001JUN22 


1462 


1613. 


forward 1 


TM 


Non-Cytosolic 


541 


LG:461375.2:2001JUN22 


1 


260 


forward 2 


TM 


Non-Cytosolic 


541 


LG:461375.2:2001JUN22 


261 


283 


forward 2 


TM 


Transmembrane 


541 


LG:461375.2:2001JUN22 


284 


303 


forward 2 


TM 


Cytosolic 


541 


LG:461375.2:2001JUN22 


304 


326 


forward 2 


TM 


Transmembrane 


541 


LG :46 1 375 .2 :200 1 JUN22 


327 


335 


forward 2 


TM 


Non-Cytosolic 


541 


LG:461375.2:2001JUN22 


336 


358 


forward 2 


TM 


Transmembrane 


541 


LG:46l375.2:200UUN22 


359 


423 


forward 2 


TM 


Cytosolic 


541 


LG:46l 375.2:2001 JUN22 


424 


446 


forward 2 


TM 


Transmembrane 


541 


LG:461 375.2:2001 JUN22 


447 


1357 


forward 2 


TM 


Non-Cytosolic 


541 


LG :46 1375. 2:2001 JUN22 


1358 


1380 


forward 2 


TM 


Transmembrane 


541 


LG:461375.2:2001JUN22 


1381 


1434 


forward 2 


TM 


Cytosolic 


541 


LG:461 375.2:2001 JUN22 


1435 


1457 


forward 2 


IM 


Transmembrane 


541 


LG:461 375.2:2001 JUN22 


1458 


1547 


forward 2 


nprv m 

TM 


Non-Cytosolic 


541 


LG:461 375.2 :2001JUN22 


1548 


1570 


forward 2 


TM 


Transmembrane 


541 


LG :46 1 375 .2 :2001 JUN22 


1571 


1582 


forward 2 


TM 


Cytosolic 


541 


LG:461 375.2:200 1JUN22 


1583 


1605 


forward 2 


TM 


Transmembrane 


541 


LG :46 1 375 .2 :200 1 JUN22 


1606 


1613 


forward 2 


TM 


Non-Cytosolic 


541 


LG:461 375.2:2001 JUN22 


1 


1318 


forward 3 


TM 


Non-Cytosolic 


541 


LG:461375.2:2001JUN22 


1319 


1341 


forward 3 


TM 


Transmembrane 


541 


LG:461 375.2:2001 JUN22 


1342 


1440 


forward 3 


TM 


Cytosolic 


541 


LG:461375.2:2001JUN22 


1441 


1463 


forward 3 


TM 


Transmembrane 


541 


LG:461 375.2:2001 JUN22 


1464 


1477 


forward 3 


TM 


Non-Cytosolic 


541 


LG:461375.2:2001JUN22 


1478 


1500 


forward 3 


TM 


Transmembrane 


541 


LG:461 375.2:2001 JUN22 


1501 


1578 


forward 3 


TM 


Cytosolic 


541 


LG:461 375.2:2001 JUN22 


1579 


1598 


forward 3 


TM 


Transmembrane 
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TABLE 2 








V JNU. 


x empiaie iu 








Domain Xvne 


TaaaI AOV 


^A 1 


1_.Lj.401 » / J. Z.ZUUl J UlNZZ 


1 ^0Q 


1 A 1 o 


lOrwaiU D 


TM 


W Art -('"'vt AC All 


04Z 


LO.4 /*tD IH. jh.ZUUI J UlNZZ 


i 
1 


A 
H 


lUIWaiU 1 


TM 


Mftn -Ovt AC A 1 i C 


D4Z 


T HAlAfTfA ^4-900. 1 TTTN99 
LAJ.4 /40 .D £ *.£\J\J l J UlNZZ 


3 


97 


TArwsirrt 1 
lUJWdlU 1 


TM 


TrnncmpmKrnnp 

1 lUlIolil&IllUl UHC 


D4Z 


LU.4 /40 /4..54.ZUU1 J UlNZZ 


98 


19^ 

1ZJ 


lUIWaiU 1 


TM 

X iVl 




D4Z 


I rZ-AlA6!7A lA-Onni TTTM99 
JLO.4 /40 / 4. j4. ZUU 1J UlNZZ 


1 9A 
1ZO 


/ 140 


iorw4ro j 






j4Z 


T d'AlAfHA 1A'0C\f\\ TTTKT99 
JLU.4 /40/4._>4.ZUUlJ U1NZZ 


i4y 


Zo4 


lOrWalu 1 


TM 


^jArt«^Vt AC a1 i P 

liUlrv^y lUoUl 


->4Z 


T CI*A1A6T7A 14-9f\nt TTTM99 
Lu.4 /4u / 4. J4. ZUU JJ UJN ZZ 


1 
1 


14 


TAriifnrn 1 

lOrWalU D 


TM 


in on-i— y lob ui l l 


C/IO 

542 


JLU-4 /40 /4.o4.ZUU J J UlNZZ 


1 c 
13 




iorwara j 


1 ivi 


i ransmernDrane 


542 


T C*'AHA£TIA 1A -9HA1 TT TKT99 

LU.4 /40 /4. .34. ZUU JJ UlNZZ 


1A 


90Q 

Zoo 


forward 3 


llvi 


\^yiosoiic 


543 


LU:4oJ4J4.o\ZUUJJUJNZZ 


i 
1 


0^7 


forward 1 


llvi 


Non-Cytosolic 


543 


T r**A 01 /l 1 /I Q-9nfi1 TTTW99 

LU:4oJ4J4.o.ZUUJJ UJN ZZ 


Q<0 


ooU 


forward 1 


T*M 
llvi 


i ransincrnDrdne 


543 


LU :4oJ4J4.o. ZUU JJ UlNZZ 


001 

ool 


00£ 
OoD 


forward 1 


llvi 


^yiosoiic 


543 


t r~* .a qi a t a o.onni ttttvtoo 
LCj:4o14J4.o.ZUUJJUinzZ 


OC7 
00/ 


906 


forward 1 


TTV4 
JM 


Transmembrane 


543 


T r*.AQ1 At A COAftl TTTNTOO 

LU:4oi4 1 4. o\ZUUlJ UlNZZ 


9U7 


noo 
9o2 


forward 1 


llvi 


Non-Cytosolic 


543 


T /~*.AOt A t A O.OAAl TTTMOO 

LG:4o1414.o:ZUU1JU1nZ2 


1 


A OA 

480 


forward 2 


TTV4 
1 IVl 


Non-Cytosolic 


543 


T /^.ylOl/llyl O .OnAl TT TKTOO 

LG:481414.o\2UU1JUJn22 


481 


503 


forward 2 


Jlvl 


Transmembrane 


543 


T S~*.AOt At A O .OA A 1 TT TXTOO 

LG:481414.8:2001JUN22 


CAvf 

504 


635 


forward 2 


1M 


Cytosolic 


543 


T AO t At A O.lflfM TT TXTOO 

LG:481414.8:2001JUN22 


636 


658 


forward 2 


11M 


Transmembrane 


543 


T /~i AO t A 1 A O .OAA 1 TTTXTIO 

LG:481414.8:2001JUN22 


659 


981 


forward 2 


1M 


Non-Cytosolic 


544 


T /"* T^^fin£! I.OftAI TTTNTOO 

LG:7669276. 1 :2001 J UN22 


1 


174 


forward 2 


1M 


Non-Cytosolic 


544 


LG.7669276.1 :200l JUN22 


175 


197 


iorwara Z 


•nvvr 
1M 


Transmembrane 


544 


LG:7669276. 1 :200l JUN22 


198 


202 


forward 2 


TM 


Cytosolic 


545 


LG:7677848 .1 :2001 JUN22 


1 


9 


forward 1 


TM 


Non-Cytosolic 


• 545 


LG:7677848.l :200l JUN22 


10 


32 


forward 1 . 


TM 


Transmembrane 


545 


LG:7677848 .1 :2001 JTJN22 


33 


62 


forward 1 - 


11V1 


. . Cytosolic 


545 


LG:7677848.l :200l JUN22 


63 


85 


forward 1 


TM 


Transmembrane 


545 


LG :7 677 848 . 1 :200 1 JUN22 


86 


109 


forward 1 


TM 


Non-Cytosolic 


546 


LG:7684981 3:2001 JUN22 


1 


25 


forward 1 


TTV4 
1M 


Cytosolic 


546 


LG :7 684981. 3:2001 JUN22 


26 


48 


forward 1 


TM 


Transmembrane 


546 


LG/768498 1 .3:2001 JUN22 


49 


128 


forward 1 




Non-Cytosolic 


546 


LG:768498 1 .3:2001 JUN22 


129 


151 


forward 1 


1M 


Transmembrane 


546 


LG:76849o 1.3:2001 J UN22 


' 152 


471 


forward 1 


JM 


Cytosolic 


546 


LG:7684981. 3:2001 JUN22 


472 


494 


forward 1 


1M 


Transmembrane 


546 


LG:7684981 .3:2001 J UM22 


495 


-in 

718 


forward 1 


1JV1 


Non-Cytosolic 


CAS 

546 


LG:7oo4981. 3:2001 J UM22 


1 


1 oo 

128 


iorwara Z 


JM 


Non-Cytosolic 


C A £. 

546 


LG :7o849o 1. 5 :Z0u 1 J UJN 22 


1 OA 

129 


1C1 


forward 2 


1M 


Transmembrane 


C A C 

546 


LG: /Do49ol--):ZUUlJUiNzz 


1 CO 

IjZ 


yl OA 

4o4 


forward 2 


1 JVL 


cytosolic 


C AC 

546 


LG : / Oo49 o 1 . J :Z0U 1 J UJN ZZ 


AQZ 

4oj 


cm 
jO/ 


forward 2 


JM 


j ransmemorane 


C A C 

546 


T r t ,1COA A01 1.9AA1 TTTM99 

LG.70o49o 1 . J.ZUU 1 J UlNZZ 


-)Uo 


7 1 Q 
/ J 0 


forward 2 


JM 


jNon-\^ytosoiic 


CAC 

546 


LG: /Do4yo 1 .J.ZUU1 J UlNZZ 


1 

1 


OA 

ZU 


forward 3 


JM 


\-.yiosoiic 


c a c 

546 


LG: /0o495l.i.ZUUlJ UlNZZ 


O 1 

Zl 


A1 

43 


forward 3 


JM 


Transmembrane 


CA c 

546 


T f^.KSiA AO 1 Q-9/Vil TTTM99 

LG: / 0o49o 1 . j.ZUUI J UlNZZ 


A A 

44 


1 oo 
J Zo 


forward 3 


JM 


iNon-<~yiosojic 


CAC 

546 


T /^.T/^Q/tAOI O-OAAI TTTM99 

LG: / 054y o \. 5. ZUUl J UJN ZZ 


lOA 

izy 




forward 3 


JM 


i ransmemDranc 


CAC 

546 


T .*7£0/l A0 1 O.O AA1 TT TM99 

LG: /0o49o 1 .3. ZUUl J UlNZZ 


1 CO 

lDZ 


1 / J 


forward 3 


JM 


i^yiosoiic 


c a c 

546 


LG: /0o4yo 1. 5. ZUU 1 J UJN ZZ 


1 *70 
1 /Z 


191 


forward 3 


JM 


l ransmem orane 


ca c 
546 


LG: /Do49ol.3:ZUUlJUlNZZ 


1 09 

iyz 


7 1 7 
/ 1 / 


forward 3 


JM 


jNon-L-.yiosoiic 


j4/ 


T r , -16.Q*r\AQ A-9nniTTTM99 
L.G. /0ojU4(5.O.ZUU1J UlNZZ 


1 


20 


forward 1 


JM 


^yiosont. 


547 


LG:7685048.6:2001JUN22 


21 


43 


forward 1 


TM 


Transmembrane 


547 


LG :7685048.6:200 1 JUN22 


44 


180 


forward 1 


TM 


Non-Cytosolic 


547 


LG:7685048.6:2001JUN22 


I 


20 


forward 3 


TM 


Cytosolic 


547 


LG:7685048.6:2001JUN22 


21 


43 


forward 3 


TM 


Transmembrane 


547 


LG:7685048.6:2001JUN22 


44 


179 


forward 3 


TM 


Non-Cytosolic 


548 


LG:7688302.1:2001JUN22 


1 


245 


forward 1 


TM 


Cytosolic 


548 


LG:7688302. 1:2001 JUN22 


246 


268 


forward 1 


TM 


Transmembrane 



241 
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TABLE 2 



cyiiKl U InvJ. 


1 empiaie id 


oian 




l lailic 


Domain Tvne 


Trirvnl ricrv 


G.A Q 


T /^.T/CQQQAO 1«0nniTTTW90 
L/Kj. /OoojI/Z. 1 ./.UUIJ LUNZZ 


zoy 


989 


lUi WdJU 1 


TM 




548 


IAj: /OotS 3UZ. 1 .ZUU J J UiNZZ 


ZQj 


DVD 


lUlWdlU 1 


TM 


Trnncmpmhrinp 
1 1 U115111CII1UI a lie 


D4o 


JL.U. /OoojUZ. J .ZUUAJ UINZZ 






finrvi/orH 1 
1UI Well U I 


TM 


V* V LUoUl 1 


S.A Q 

548 


IAjI /Ooo5UZ. KZUU1 J UiN ZZ 


i 
1 


944 


lUlWdlU J 


TM 

1 1V| 


N nn«. f 1 v t c a 1 i r* 




lAj: /Ooo3UZ. i .ZUU1 J LUNZZ 


Z4D 


967 
ZO / 


lurwara j 


TM 


1 1 allMllClIIUi a IIC 


545 


LO; /OooJUZ. 1.ZUU1JU1NZZ 


OAS 
ZOo 


97 a 
Z/ D 


lUIWalU J 


TM 




548 


JwO:/DoooUZ. I.ZUUIJUJNZZ 


Z/4 


9QA 
Z>D 


lorwaro 3 


TM 


1 1 allMIlCJIi VI aJlC 


C AO 

548 


LG:7do830z. 1 :ZU01 J UINzz 


zy / 


3Uo 


forward 3 


TM 


iNon-v^yiosonu 


549 


LCjI /090403.3.ZUU1J UINZZ 


t 
l 


1^7 


i or war a 1 


TM 


iNun-v_yic)soiiL 


549 


LG:76904633:2001JUNz2 


33o 


30U 


forward 1 


TM 
1 M 


Transmembrane 


549 


LG:7690463. 3:2001 J UINZZ 


301 


A(\1 
4U1 


forward 1 


TM 


\— yiosoiic 


549 


LG:76904633:2u01JUiNzZ 


1 


33o 


forward 3 


TM 
1M 


iN0n-\-y lOSOJIC 


549 


LG:7690463.3:200lJUN22 


339 


3ol 


forward 3 


1M 


Transmembrane 


549 


LG :7690463 3:2001 J UN22 


362 


A A A 

4UU 


forward 3 


1M 


Cytosoltc 


550 


LG :769 1 479.5 :200 1 JUN22 


I 


19 


forward 1 


1 M 


Non-Cytosolic 


550 


LG :769 1 479.5 :200l JUN22 


20 


/♦O 

42 


forward 1 


r T r \ A 


Transmembrane 


550 


LG:769 1479.5 :2001JUN22 


43 


94 


forward 1 


1M 


Cytosonc 


550 


LG:769 1479.5:2001 JUN22 


95 


117 


forward 1 


TM 


Transmembrane 


550 


LG :7 69 1 479.5 :200l JUN22 


118 


199 


forward 1 


TM 


Non-Cytosolic 


551 


LG:769l527 .4:2001 JUN22 


I 


38 


forward 1 


TM 


Cytosolic 


551 


LG:7691527.4:2001JUN22 


39 


56 


forward 1 


TM 


Transmembrane 


551 


LG:7691527.4:2001JUN22 


57 


95 


forward 1 


TM 


Non-Cytosolic 


551 


LG:7691527.4:2001JUN22 


96 


115 


forward 1 


TM 


Transmembrane 


.551 


. LG:7691527.4:2001JUN22 


116 


192 


forward 1 


TM 


Cytosolic 


551 


LG:7691527.4:2001JUN22. 


l 


79 


forward 3 


TM 


Cytosolic 


551 


LG:769 1 527 .4:200 1JUN22 


80 


102 


forward 3 


, TM 


Transmembrane 


551 


LG:7691527.4:2001JUN22 


103 


191 


forward 3 


TM 


Non-Cytosolic 


552 


LG :769 1 663 . 1 :200 1 JUN22 


l 


213 


forward 1 


TM 


Non-Cytosolic 


552 


LG :769 1 663 . 1 :2001 JUN22 


214 


236 


forward 1 


TM 


Transmembrane 


552 


LG :769 1 663 . 1 :200 1 JUN22 


237 


265 


forward 1 


TM 


Cytosolic 


552 


LG:769 1 663. 1 :2001JUN22 


I 


207 


forward 3 


TK A 
IWI 


Cytosolic 


552 


LG :769 1 663 . 1 :200 1 JUN22 


208 


230 


forward 3 


TM 


Transmembrane 


552 


LG:769 1 663 . 1 :2001 JUN22 


23 1 


264 


forward 3 


TM 


Non-Cytosolic 


553 


LG:7691 854.1 :2001JUN22 


l 


258 


forward 1 


T\ A 

llvl 


Cytosolic 


553 


LG:7691854.1:2001JUN22 


259 


281 


forward 1 


IM 


Transmembrane 


553 


¥ *-i y /"\ i r» c a ■% oo/\-i tttxtoo 

LG: 769 1854. 1 :2001 JUN22 


ooo 

262 


298 


forward 1 


IM 


Non-Cytosolic 


553 


LG:769 1 854.1 :2001 JUN22 


I 


269 


forward 2 


llvl 


Non-Cytosolic 


553 


LG:769 1854. 1:2001 JUN22 


OTA 
Z/U 


292 


forward 2 


IM 


1 ransmemorane 


553 


t /•*» o f f\ i r> e a ■» o r\f\ i tt txtoo 

LG :769 1 854. 1 :200 1 JUN22 


293 


29o 


forward 2 


TK/f 
liVi 


v_yiosoiic 


553 


T *1 S f\ C\ C A 1 .o/"\o I TT TXTOO 

LG:769 1854. 1:200 1JUN22 


1 


OiCA 

269 


forward 3 


IM 


iNon-^yiosonc 


553 


LG:769 1 854. 1 :2001 JUN22 


OTA 

27U 


292 


forward 3 


T\A 
IM 


1 ransmemorane 


553 


1 —ISmCtCA 1 O f\f\ 1 TT TXTOO 

LG:769 1 854. 1 :200l JUN22 




OAO 


forward 3 


IM 




554 


LG:7692235.2:200UUN22 


i 


134 


forward 2 


IM 


t \ii r\c t\\ 1 
\^y IVOVlllC 


554 


LG:7 692235 .2:2001 JUN22 


i ac 
135 


t C A 

154 


forward 2 


IM 


1 ransmemorane 


554 


LG :7692235 .2:2001 JUN22 


I JD 


163 


forward Z 


IM 


INOIl-V^yiOoUlILr 


554 


LG:7692235.2:2001JUN22 


1 </t 
lt>4 


loo 


forward 2 


TM 
IM 


1 1 cllJolllCf I1UI oJlC 


554 


LG:7692235.2:2001JUN22 


187 


190 


forward 2 


TM 


Cytosolic 


554 


LG:7692235.2:2001JUN22 


191 


213 


forward 2 


TM 


Transmembrane 


554 


LG:7692235.2:2001JUN22 


214 


232 


forward 2 


TM 


Non-Cytosolic 


554 


LG:7692235.2:2001JUN22 


233 


252 


forward 2 


TM 


Transmembrane 


554 


LG:7692235.2:2001JUN22 


253 


259 


forward 2 


TM 


Cytosolic 


555 


LG:7692239.1:2001JUN22 


1 


431 


forward 1 


TM 


Non-Cytosolic 


555 


LG:7692239. 1 :2001 JUN22 


432 


454 


forward 1 


TM 


Transmembrane 


555 


LG:7692239.1:2001JUN22 


455 


474 


forward 1 


TM 


Cytosolic 
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Temnlate TD 


Ol<H l 




Frame 


Domain Type 


Tonolo<7V 


JJJ 




475 


497 


forward 1 


TM 


Transmembrane 


j j j 


T 07692239 12001 JUN22 




S1Q 


forward 1 


TM 


Non-Cytosolic 


JJJ 


t n-7nQ9?1Q 19001 TTTN9? 


S90 


S49 


forward 1 


TM 


Transmembrane 

X I CUlgl 1 (Oil IUI Ul Iv 


JJJ 


T r;-7fiQ99^0 1 -9001 TIIN99 


JtJ 


JJD 


forward 1 


TM 


Cvtosolic 


JJJ 


T n-7fi099^0 1*9001 TTIN99 
lu. / \yy£,£. oy, i .z.w i j unit 


l 


^R1 

JO 1 


forward 3 


TM 


Cvtosolic 


JJJ 


T n-7A099^0 1-9001TTTM99 


^R9 


404 


forward ^ 


TM 


Transmembrane 


JJJ 


T ^'76099^0 1*9001 TTTN99 


•4UJ 


4R^ 
4o J 


fnrwurd ^ 


TM 




<<< 




450 


•\flR 
JUO 


1L>I W til U J 


TM 

1 1V1 




JJJ 


t n^AOooio i «*7nni TTTM70 

laj. /oyzzjy.i.zuuiJuiNzz 


jU9 


jZU 


IUI Well U J 


TM 




555 


Iaj. /WZZjy. 1 . ZUU IJ UINZZ 


jZI 


j4j 


iorwara j 


TM 


1 1 dllMIlCJUUI otic 


555 


iaj. /oyzzj^.i.zuuij ujn zz 


j44 


jjj 


iorwara j 


TM 

liVi 




JJO 


LU./OyZj/ J.I.ZUUIJ UINZZ 


1 


154 


iorwara i 


TM 


v^yiosoii^ 


JJO 


laj. /oy/j /j.i.zuuijuinzz 


KC 

155 


1 71 

17/ 


forward 1 


TM 
1IV1 


TronrmpmKnnp 

l ransnicinordnc 


JJO 


iaj. /oyzj / J. 1 .ZUU1 J UINZZ 


T "70 

175 


ono 
207 


forward 1 


TM 

1 iVl 


iNon-\-.yiosouc 


jjO 


1_aj. /oyZj /J.I.ZUUIJ UINZZ 


208 


230 


forward 1 


I IVl 


lransmemDrane 


JJO 


LO:76yZ57 j . 1 :2uU 1 J UNZZ 


Zil 


3/5 


forward 1 


iJVl 


Cytosoiic 


JJO 


IAj. /OyZj / J.I.ZUUIJ UINZZ 


376 


395 


forward 1 


1M 


iransniern crane 


55o 


LO: /6yz5 / J. 1 .ZUUl J UlNzZ 


Oft/ 

396 


443 


forward 1 


1M 


Non-Cytosolic 


556 


LU: I by Id /j; J .ZUU1J UINZZ 


444 


466 


forward 1 


I IVl 


Transmembrane 


556 


LU: / 692575. 1 :2UU1 J UInzZ 


467 


472 


forward 1 


I M 


Cytosoiic 


556 


LU: /69z5 /j.r.ZOUlJ UJN zz 


473 


495 


forward 1 


IJyl 


Transmembrane 


556 


LG:7o92j7j.1:2uu1JUN22 


496 


498 


forward 1 


IM 


Non-Cytosolic 


556 


LG :7 692575. 1:2001J UN 22 


499 


521 


forward 1 


IM 


Transmembrane 


556 


LG :7 692575 . 1 : 200 1 J UN22 


522 


658 


forward 1 


IM 


.. Cytosoiic 


556 


LG :7 692575. 1:200 1JUN22 


1 


522 


forward 2 


IM 


Non-Cytosolic 


556 


LG:7 692575. 1 :200l JUN22 


523 


C AC 

545 


forward 2 


IM 


Transmembrane 


556 


LU:7692575 . 1 :2U01 J UN22 


546 


658 


forward 2 




* Cytosoiic 


556 


LG:7692575.l :2001JUN22 


1 


20 


iorwara 3 


IM 


Cytosoiic 


556 


LG :7 692575 . 1 :200 1 J UN22 


21 


43 


forward 3 


IM 


.Transmembrane 


556 


LU:769z575.1:zOOUUN22 


A A 

44 


196 


iorwara 3 


TTTV4 
IM 


Non-Cytosolic 


556 


LU :7692575 . 1 :2U0 1 J UN22 


197 


219 


forward 3 


IM 


Transmembrane 


556 


t p.i^nooc i .onm ttttvtii 
LU: /69zj /j.kzuUIJUjNZz 


220 


319 


forward 3 


IM 


Cytosoiic 


556 


LU:/69zj /j.l:ZUUUUNZZ 


loft 

3ZU 


34 Z 


forward 3 


IM 


Transmembrane 


556 


i r-iAoo<7^ 1 .onm tttmoo 
LU. /09Zj /J.I.ZUUIJ UNZZ 


343 


/IOC 

425 


forward 3 


1 iVl 


iNon-\~.yiosoiic 


556 


i r.'7/cn')^'7^ 1 .0001 ttttytoo 
LU : / 6yz j / j . I :zuu 1 J UNZZ 


426 


A A O 

44 o 


forward 3 


TTV/f 

IM 


Transmembrane 


jjo 


LU. /09Zj /j.1 .ZUU1JUNZZ 


44 y 


4oZ 


iorwara j 


IM 


v^y losonc 


JJO 


t r»-'7AOo^*7^ 1 .onr\i TT TKTOO 
LU. /09Zj /J.1.ZUU1JUNZZ 


4oJ 


jUj 


forward 3 


I IVl 


Transmembrane 


JJO 


T i~ , -7£Q1 i \n f \ 1^0AA1TTTKTOO 

LU./09ZJ /J.I.ZUUIJ UNZZ 


506 


65/ 


forward 3 


11V1 


in on- 1-. y i osoi i c 


JJ/ 


t fvoAooo/iO i .onni tttktoo 
LU. /09Z /4Z.1.ZUUIJUNZZ 


i 
1 


o< 

Zj 


iorwara i 


11V1 


iNon-v_yiosoiic 


J J / 


LU. / oyz / *HZ. 1 . ZUU 1 J UNZZ 


o£ 
ZO 


4j 


iorwara i 


TM 


TV«"» r»cm*a m YxTClno 

l jansrnciJTLJi aiic 


JJ/ 


t rj-7A007/io 1 «onni TTTMOO 
LU. / oyz/4z.i .ZUU IJ UNZZ 


40 


DO 


iorwara i 


TM 

11Y1 


v-yiObOiic 


J J / 


T n-*7AQ77/47 1 -OflA.1 TI TMOO 

lu. /oyz /*+Z.l .ZUU IJ UNZZ 


j/ 


OQ 

/y 


iorwara i 


TM 




J J / 


LU. /OyZ/'fZ.l .ZUU IJ UNZZ 


oU 


ooo 
ZZ/ 


iorwara i 


TM 


lNon-^yiosouu 


J J / 


LU. /OyZ /4Z.1. ZUU IJ UNZZ 


i 
J 


jU 


iorwara j 


TM 


i^yiosoiiu 


J J / 


t n-7^077/19 i -onni tttmoo 

LU. ivyyz. /*4Z. 1 .ZUU1JUINZZ 


31 


CO 

JJ 


iorwara j 


TM 

11V1 


1 1 cinsiiicii IUI allC 


J J / 


T n-O^OOTidO 1 -OHAI TTTMOO 
LU. /09Z/4Z. 1 .ZUUIJUNZZ 


54 


226 


iorwara j 


IM 


in on-\_y losoi ic 


558 


LG:7693942.l:2001JUN22 


1 


6 


forward 1 


TM 


Cytosoiic 


558 


LG:7693942.1:2001JUN22 


7 


26 


forward 1 


TM 


Transmembrane 


558 


LG:7693942.l:2001JUN22 


27 


787 


forward 1 


TM 


Non-Cytosolic 


558 


LG:7693942.l:2001JUN22 


1 


19 


forward 2 


TM 


Non-Cytosolic 


558 


LG:7693942.1:2001JUN22 


20 


42 


forward 2 


TM 


Transmembrane 


558 


LG:7693942. 1 :2001 JUN22 


43 


372 


forward 2 


TM 


Cytosoiic 


558 


LG:7693942. 1:2001 JUN22 


373 


395 


forward 2 


TM 


Transmembrane 


558 


LG:7693942.1:2001JUN22 


396 
-243 


473 


forward 2 


TM 


Non-Cytosolic 
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SEQ D NO: 


Template ID 


Start 


Stop 


Frame 


Domain Type 


Topology 


558 


LG:7693942. 1 :20ul JUN22 


474 


496 


forward 2 


TM 


Transmembrane 


558 


LG:7693942. 1:2001 JUN22 


497 


507 


forward 2 


TM 


Cytosolic 


558 


LG :769 3942. 1:200 1JUN22 


508 


530 


forward 2 


TM 


Transmembrane 


558 


LG :7693942. 1 :200 1 JUN22 


531 


556 


forward 2 


TM 


Non-Cytosolic 


558 


LG:7 693942. 1 :200l JUN22 


557 


579 


forward 2 


TM 


Transmembrane 


558 


LG:7693942.l:200lJUN22 


580 


787 


forward 2 


TM 


Cytosolic 


559 


LG : 899248.22:200 1JUN22 


1 


72 


forward 1 


TM 


Cytosolic 


559 


LG:899248.22:200lJUN22 


73 


95 


forward 1 


TM 


Transmembrane 


559 


LG:899248.22:200lJUN22 


96 


986 


forward 1 


TM 


Non-Cytosolic 


560 


LG:97905 1 .25:2001 JUN22 


1 


867 


forward 1 


TM 


Non-Cytosolic 


560 


LG:97905 1 .25:2001 JUN22 


868 


890 


forward 1 


TM 


Transmembrane 


560 


LG:97905 1 .25:2001 JUN22 


891 


1143 


forward 1 


TM 


Cytosolic 


. 560 


LG:979051.25:2001JUN22 


1144 


1166 


forward 1 


TM 


Transmembrane 


560 


LG:979051.25:2001JUN22 


1167 


1703 


forward 1 


TM 


Non-Cytosolic 


560 


LG:97905 1 .25:2001 JUN22 


1 


40 


forward 2 


TM 


Cytosolic 


560 


LG:979051.25:2001JUN22 


41 


63 


forward 2 


TM 


Transmembrane 


560 


LG:97905 1.25:2001 JUN22 


64 


77 


forward 2 


TM 


Non-Cytosolic 


560 


LG:97905 1 .25:2001 JUN22 


78 


100 


forward 2 


TM 


Transmembrane 


560 


LG:979051.25:2001JUN22 


101 


120 


forward 2 


TM 


Cytosolic 


560 


LG:97905 1 .25 :2001 JUN22 


121 


143 


forward 2 


TM 


Transmembrane 


560 


LG:97905 1.25:2001 JUN22 


144 


911 


forward 2 


TM 


Non-Cytosolic 


560 


LG:979051.25:2001JUN22 


912 


931 


forward 2 


TM 


Transmembrane 


560 


LG:979051.25:2001JUN22 


932 


1143 


forward 2 


TM 


Cytosolic 


560 


LG:97905 1.25:2001 JUN22 


1144 


1166 


forward 2 


TM 


Transmembrane 


560 


LG:979051.25:2001JUN22 


1167 


1703 


forward 2 


TM 


Non-Cytosolic 


561 


LG:979054 J 8:2001 JUN22 


1 


388 


forward 1 


TM 


Non-Cytosolic 


561 


LG:979054. 1 8:200 1JUN22 


389 


411 


forward 1 


TM 


Transmembrane 


561 


LG :979054. 1 8 :2001 JUN22 


412 


412 


forward 1 


TM 


Cytosolic 


561 


LG:979054.18:2001JUN22 


413 


435 


forward 1 


TM 


Transmembrane 


561 


LG:979054.18:2001JUN22 


436 


1047 


forward 1 


TM 


Non-Cytosolic 


561 


LG:979054.18:2001JUN22 


1 


388 


forward 2 


TM 


Non-Cytosolic 


561 


LG:979054.1 8:2001 JUN22 


389 


411 


forward 2 


TM 


Transmembrane 


561 


LG:979054.18:2001JUN22 


412 


417 


forward 2 


TM 


Cytosolic 


561 


LG:979054.18:2001JUN22 


418 


440 


forward 2 


TM 


Transmembrane 


561 


LG : 979054. 1 8 :200 1 JUN22 


441 


1047 


forward 2 


TM 


Non-Cytosolic 


562 


LG : 9794 1 5 . 1 :200 1 JUN22 


1 


63 


forward 1 


TM 


Cytosolic 


562 


LG:979415.1:2001JUN22 


64 


86 


forward 1 


TM 


Transmembrane 


562 


LG:979415.1:2001JUN22 


87 


95 


forward 1 


TM 


Non-Cytosolic 


562 


LG:9794 15. 1 :2001 JUN22 


96 


118 


forward 1 


TM 


Transmembrane 


562 


LG:979415.1:2001JUN22 


119 


278 


forward 1 


TM 


Cytosolic 


562 


LG:979415.1 :2001 JUN22 


279 


301 


forward 1 


TM 


Transmembrane 


562 


LG : 9794 1 5 . 1 :200 1 JUN22 


302 


371 


forward 1 


TM 


Non-Cytosolic 


562 


LG:979415.1:2001JUN22 


372 


394 


forward 1 


TM 


Transmembrane 


562 


LG:979415. 1 :2001 JUN22 


395 


406 


forward 1 


TM 


Cytosolic 


562 


LG :9794 15.1 :200 1 JUN22 


407 


429 


forward 1 


TM 


Transmembrane 


562 


LG:979415.1 :2001 JUN22 


430 


452 


forward 1 


TM 


Non-Cytosolic 


562 


LG:979415.1:2001JUN22 


453 


472 


forward 1 


TM 


Transmembrane 


562 


LG:979415.1:2001JUN22 


473 


569 


forward 1 


TM 


Cytosolic 


562 


LG:9794 15. 1:2001 JUN22 


570 


592 


forward 1 


TM 


Transmembrane 


562 


LG:979415.1:2001JUN22 


593 


1665 


forward 1 


TM 


Non-Cytosolic 


562 


LG:979415.1:2001JUN22 


1 


20 


forward 2 


TM 


Cytosolic 


562 


LG:979415.1:2001JUN22 


21 


43 


forward 2 


TM 


Transmembrane 


562 


LG:979415.1:2001JUN22 


44 


108 


forward 2 


TM 


Non-Cytosolic 


562 


LG:979415.1:2001JUN22 


109 


128 


forward 2 


TM 


Transmembrane 
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SEQ D NO: 


Template ID 


Start 


Stop 


Frame 


Domain Type 


Topology 


562 


LG:9794l5.l:200lJUN22 


129 


453 


forward 2 


TM 


Cytosolic 


562 


LG: 9794 1 5 . 1 :200 1 JUN22 


454 


Alb 


forward 2 




Trans me m bra ne 


562 


LG :9794 15.1: 200 1 JUN22 


477 


1 c c c 

1665 


forward 2 


TM 


Non-Cytosolic 


562 


LG:9794 15. 1 :200 1JUN22 


1 


20 


forward 3 


TM 


Cytosolic 


562 


LG:979415. 1:2001 JUN22 


21 


43 


forward 3 


rr-r» iff 

TM 


Transmembrane 


562 


LG:9794 1 5 . 1 :200 1 JUN22 


44 


71 


forward 3 


TM 


Non-Cytosolic 


562 


LG :9794 15.1 :200 1 JUN22 


72 


91 


forward 3 


TM 


Transmembrane 


562 


LG:979415.1:200IJUN22 


92 


157 


forward 3 


TM 


Cytosolic 


562 


LG:979415. 1 :2001 JUN22 


158 


111 


forward 3 


TM 


Transmembrane 


562 


LG:9794 15.1 :2001 JUN22 


178 


1665 


forward 3 


TM 


Non-Cytosolic 


563 


LG:980685.1:2001JUN22 


1 


1193 


forward 2 


TM 


Non-Cytosolic 


563 


LG:980685. 1 :2001 JUN22 


1194 


1216 


forward 2 


TM 


Transmembrane 


563 


LG:980685.1:2001JUN22 


1217 


1228 


forward 2 


TM 


Cytosolic 


563 


LG:980685.1:2001JUN22 


1229 


1251 


forward 2 


TM 


Transmembrane 


563 


LG:980685. 1:2001 JUN22 


1252 


1286 


forward 2 


TM 


Non-Cytosolic 


563 


LG:980685.1 :2001 JUN22 


1287 


1309 


forward 2 


TM 


Transmembrane 


563 


LG:980685. 1:2001 JUN22 


1310 


1390 


forward 2 


TM 


Cytosolic 


563 


LG:980685. 1 :2001 JUN22 


1 


587 


forward 3 


TM 


Non-Cytosolic 


563 


LG:980685. 1 :2001 JUN22 


588 


610 


forward 3 


TM 


Transmembrane 


563 


LG:980685.1:2001JUN22 


611 


616 


forward 3 


TM 


Cytosolic 


563 


LG:980685. 1 :2001 JUN22 


617 


639 


forward 3 


TM 


Transmembrane 


563 


LG:980685.1 :2001 JUN22 


640 


1389 


forward 3 


TM 


Non-Cytosolic 


564 


LG:981272.6:2001JUN22 


1 


25 


forward 1 


TM 


Cytosolic 


564 


LG:981272.6:2001JUN22 


26 


48 


forward I 


TM 


Transmembrane 


564 


LG:98 1 272.6:200 1JUN22 


49 


115 


forward 1 


TM 


Non-Cytosolic 


564 


LG:981272.6:2001JUN22 . ' 


116 


138 


forward 1 


TM 


Transmembrane* 


564 • 


LG:981 272.6:2001 JUN22 ' 


139 


157 


forward 1 


' TM 


Cytosolic 


564 


LG:981272.6:2001JUN22 


158 


177 


forward 1 


TM 


Transmembrane 


564 


LG:981272.6:2001JUN22 : 


178 


448 


forward 1 


TM 


Non-Cytosolic 


564 


LG:981272.6:2001JUN22 


449 


471 


forward 1 


TM 


Transmembrane 


564 


LG:981272.6:2001JUN22 


472 


504 


forward 1 


TM 


Cytosolic 


564 


LG:981 272.6:2001 JUN22 


1 


36 


forward 2 


TM 


Non-Cytosolic 


564 


LG:981272.6:2001JUN22 


37 


59 


forward 2 


TM 


Transmembrane 


564 


LG:981272.6:2001JUN22 


60 


133 


forward 2 


TM 


Cytosolic 


564 


LG:981272.6:2001JUN22 


134 


156 


forward 2 


TM 


Transmembrane 


564 


LG:981272.6:2001JUN22 


157 


504 


forward 2 


TM 


Non-Cytosolic 


564 


LG :98 1 272.6:2001 JUN22 


1 


40 


forward 3 


TM 


Non-Cytosolic 


564 


LG:981272.6:2001JUN22 


41 


63 


forward 3 


TM 


Transmembrane 


564 


LG:98 1 272.6:2001 JUN22 


64 


114 


forward 3 


TM 


Cytosolic 


564 


LG:98 1 272.6:2001 JUN22 


115 


137 


forward 3 


TM 


Transmembrane 


564 


LG:981 272.6:2001 JUN22 


138 


182 


forward 3 


TM 


Non-Cytosolic 


564 


LG:981272.6:2001JUN22 


183 


205 


forward 3 


TM 


Transmembrane 


564 


LG:981272.6:2001JUN22 


206 


442 


forward 3 


TM 


Cytosolic 


564 


LG:98 1272.6:2001 JUN22 


443 


465 


forward 3 


TM 


Transmembrane 


564 


LG:981 272.6:2001 JUN22 


466 


504 


forward 3 


TM 


Non-Cytosolic 


565 


LG:982723.4:2001JUN22 


1 


118 


forward 1 


TM 


Cytosolic 


565 


LG:982723.4:2001JUN22 


119 


141 


forward 1 


TM 


Transmembrane 


565 


LG:982723.4:2001JUN22 


142 


185 


forward 1 


TM 


Non-Cytosolic 


565 


LG:982723.4:2001JUN22 


186 


208 


forward 1 


TM 


Transmembrane 


565 


LG:982723.4:2001JUN22 


209 


363 


forward 1 


TM 


Cytosolic 


565 


LG:982723.4:2001JUN22 


364 


386 


forward 1 


TM 


Transmembrane 


565 


LG:982723.4:2001JUN22 


387 


769 


forward 1 


TM 


Non-Cytosolic 


565 


LG:982723.4:2001JUN22 


1 


116 


forward 2 


TM 


Cytosolic 


565 


LG:982723.4:2001JUN22 


1J7 


139 


forward 2 


TM 


Transmembrane 
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SEQ D NO: Template ID Start 

565 LG:982723.4:2001JUN22 140 

565 LG:982723.4:2001JUN22 187 

565 LG:982723.4:2001JUN22 210 

565 LG:982723.4:2001JUN22 305 

565 LG:982723.4:2001JUN22 328 

565 LG:982723.4:2001JUN22 363 

565 LG:982723.4:2001JUN22 386 

565 LG:982723.4:2001JUN22 478 

565 LG:982723.4:2001JUN22 498 

565 LG:982723.4:2001 JUN22 1 

565 LG:982723.4:2001JUN22 185 

565 LG:982723.4:2001JUN22 . 208 

566 LG:982915.8:2001JUN22 1 
566 LG:982915.8:2001JUN22 2392 
566 LG:982915.8:2001JUN22 2415 
566 LG:982915.8:2001JUN22 2421 
566 LG:982915.8:2001JUN22 2444 
566 LG:982915.8:2001JUN22 2463 
566 LG:982915.8:2001JUN22 2486 
566 LG:982915.8:2001JUN22 2494 

566 LG:982915.8:2001JUN22 2517 

567 LG:987785. 10:2001 JXJN22 407 
567 LG:987785.10:2O01JUN22 407 
567 LG:987785. 10:2001 JUN22 ■ •' . 1 • 
567 LG:987785:1 0:2001 JUN22 467 
567 LG:987785. 10:2001 JUN22 5 490 
567 LG:987785;10:2001JUN22 688 
567 LG:987785.10:2001JUN22 711 
567 LG:987785. 10:2001 JUN22 1 
567 LG:987785.10:2001JUN22 339 
567 LG:987785.10:2001JUN22 362 
567 LG:987785.10:2001JUN22 477 
567 LG:987785.10:2001JUN22 . 500 
567 LG:987785.10:2001JUN22 1 
567 LG:987785.10:2001JUN22 467 
567 LG:987785.10:2001JUN22 490 
567 LG:987785.10:2001JUN22 604 
567 LG.-987785.1 0:2001 JUN22 627 
567 LG:987785.10:2001JUN22 688 
567 LG:987785.10:2001JUN22 711 
567 LG:987785.10:2001JUN22 770 
567 LG:987785. 10:2001 JUN22 793 



Stop 


Frame 


Domain Type 


Topology 


186 


forward 2 


TM 


Non-Cytosolic 


209 


forward 2 


TM 


Transmembrane 


304 


forward 2 


TM 


Cytosolic 


327 


forward 2 


TM 


Transmembrane 


362 


forward 2 


TM 


Non-Cytosolic 


385 


forward 2 


TM 


Transmembrane 


477 


forward 2 


TM 


Cytosolic 


497 


forward 2 


TM 


Transmembrane 


769 


forward 2 


TM 


Non-Cytosolic 


184 


forward 3 


TM 


Cytosolic 


207 


forward 3 


TM 


Transmembrane 


769 


forward 3 


TM 


Non-Cytosolic 


2391 


forward 2 


TM 


Non-Cytosolic 


2414 


forward 2 


TM 


Transmembrane 


2420 


forward 2 


TM 


Cytosolic 


2443 


forward 2 


TM 


Transmembrane 


2462 


forward 2 


TM 


Non-Cytosolic 


2485 


forward 2 


TM 


Transmembrane 


2493 


forward 2 


TM 


Cytosolic 


2516 


forward 2 


TM 


Transmembrane 


2527 


forward 2 


TM 


Non-Cytosolic 


499 


forward 2 


SP 




499 


forward 2 


SP 




466 


forward 1 


TM 


Non-Cytosolic 


489 


forward 1 


TM 


Transmembrane 


687 


forward 1 


TM 


Cytosolic 


710 


forward 1 


TM 


Transmembrane 


911 


forward 1 


TM 


Non-Cytosolic 


338 


forward 2 


TM 


Non-Cytosolic 


361 


forward 2 


TM 


Transmembrane 


476 


forward 2 


TM 


Cytosolic 


499 


forward 2 


TM 


Transmembrane 


911 


forward 2 


TM 


Non-Cytosolic 


466 


forward 3 


TM 


Non-Cytosolic 


489 


forward 3 


TM 


Transmembrane 


603 


forward 3 


TM 


Cytosolic 


626 


forward 3 


TM 


Transmembrane 


687 


forward 3 


TM 


Non-Cytosolic 


710 


forward 3 


TM 


Transmembrane 


769 


forward 3 


TM 


Cytosolic 


792 


forward 3 


TM 


Transmembrane 


910 


forward 3 


. TM 


Non-Cytosolic 
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1/LG:1041015.22:2001MAR30 || 394-871; 341-519; 1-520; 204-497; 325-377; 
253-374 

2/LG:106877.10:200lMAR30 || 1-326; 1-240; 11-536; 11-449; 17-379; 18-590; 
70-207; 70-214; 185-764; 225-499; 285-490; 319-788; 319-565; 319-948; 375- 
628; 379-908; 475-948; 505-1066; 519-635; 587-1038; 587-727; 620-840; 620- 
841; 637-884; 638-1252; 688-1146; 706-1206; 772-1216; 776-1037; 778-910; 
797-1089; 797-1229; 803-1090; 834-1459; 847-1139; 847-1107; 855-1057; 943- 
1150; 951-1245; 959-1153; 988-1214; 1003-1354; 1008-1263; 1036-1309; 1042- 
1305; 1045-1293; 1077-1339; 1084-1279; 1099-1744; 1127-1401; 1133-1698; 
1133-1381; 1172-1402; 1196-1445; 1204-1742; 1207-1365; 1212-1525; 1247- 
1775; 1232-1451; 1275-1381; 1305-1534; 1306-1917; 1309-1694; 1331-1582; 
1356-1599; 1370-1640; 1433-1761; 1446-1930; 1456-1797; 1446-1669; 1468- 
1777; 1516-2044; 1552-1766; 1555-1713; 1590-1933; 1618-2115; 1598-1732; 
1624-2097; 1616-1901; 1681-1929; 1683-2221; 1683-1862; 1760-2250; 1790- 
2069; 1797-2047; 1807-2060; 1831-2112; 1843-2112; 1848-2071; 1856-2108; 
1884-2139; 1912-2208; 1916-2210; 1930-2169; 1938-2209; 1938-2204; 1944- 
2063; 1945-2215; 1948-2157; 1957-2269; 1957-2170; 1973-2534; 1986-2235; 
1997-2497; 1997-2406; 1997-2229; 1997-2221; 2003-2185; 2012-2284; 2012- 
2186; 2031-2274; 2031-2258; 2033-2342; 2044-2258; 2048-2325; 2048-2289; 
2050-2331; 2062-2296; 2063-2470; 2073-2627; 2073-2318; 2072-2315; 2073- 
2317; 2075-2434; 2075-2280; 2075-2274; 2097-2635; 2098-2650; 2101-2716; 
2112-2722; 2116-2350; 2137-2649; 2130-2702; 2145-2715; 2145-2381; 2159- 
2385; 2172-2409; 2189-2442; 2190-2364; 2195-2807; 2215-2693; 2215-2707; 
2215-2614; 2215-2432; 2215-2402; 2217-2466; 2220-2467; 2235-2660; 2225- 
2708; 2227-2709; 2232-2712; 2243-2713; 2245-2548; 2254-2704; 2254-2574; 
2261-2711; 2263-2520; 2275-2760; .2280-2722; 2283-2529; 2288-2751; 2288- 
2755; 2293-2516;. 2295-2756; 2294-2751; 2301-2540; 2302-2558; 2301-2550; 
.2305-2760;-2306-2750; 2322-2754;. 2323-2765; 2323-2571,- -2324-27,51; : 2331- - ■ 
2743; 2332-2750; 2334-2562; 2338^2750; 2341-2753; 2341-2750 ; : 2342-2750; 
-2344-2747; 2346-2753; 2347-2752; ,2346-2748; 2351-2751; 2352-2750; 2356^. ■:" 
-2750; 2366-27.53; 2367-2666; 2374 T 2743; 2379-2750; 2386-2749 ; 2389-2628 ; 
2392-2750;. 2394-.2751; 23S7-2750; 2401:-2743; 2405-2657;.* 2429-2742; 2430- ' 
2858;. 2432-2575; 2437-2750; 2437.-2818; 2452-2750; 2456-2743; 2459-2754; • 
.2485-2750; 2485-2703; 2491-2708; 2495-2798; 2496-2747;' 2502-2748; 2528- ; : 
2750; 2536-2742; 2556-2750; 2567-2743; 25.70-2754; 2589-2750;. 2634-2755; 
:2637-2750; 2646-2743; 2663-2750; 2662-2776; 2673-2753; 2679-2765; ' 2701-276r : 
,3/LG:ll38554.16:200lMAR30 || 1-263; 37-270; 90-515; 95-524 ;> -96.-307 ; 95-526; 
101-567; 107-591; 112-582; 113-296; 136-385; 144-515; 152-412; 159-513; 
167-517; 183-499; 185-518; 218-486; 218-824; 220-470; 242-859; 253-653; 
269-457; 321-511; 320-568; 343-899; 359-515; 390-654; 441-960; 478-732; 
501-746; 541-999; 560-1003; 667-998; 423-862 

4/LG:1383277.7:200lMAR30 || 1-94; 10-252; 22-639; 35-636; 85-657; 169-433; 
174-632; 190-463; 266-604; 266-555; 269-567; 336-664; 570-771 
5/LG:1397614.15:2001MAR30 || 1-469; 25-475; 65-327; 142-380; 146-432; 152- 
721; 234-464; 241-461; 268-646; 271-558; 295-549; 331-456; 335-604; 348- 
652; 367-771; 376-654 ;- 393-625; 394-654; 423-490; 430-681; 443-707; 454- 
728; 488-694; 498-771; 504-772; 532-803; 575-825; 578-749; 617-833; 632- 
877; 632-946; 639-892; 639-1074; 644-1157; 647-916; 651-902; .660-925; 660- 
1214; 660-948; 683-913; 683-992; 702-917; 702-939; 714-1114; 714-1060; 734- 
1191; 736-1013; 752-1270; 752-954; 754-874; 769-981; 774-907; 793-1256; 
810-1176; 824-1078; '833-1130; 836-1073; 843-1109; 867-1031; 874-1380; 886- 
1142; 890-1173; 892-1158; 901-1133; 906-1117; 917-1173; 920-1520; 920-1060; 
938-1157; 946-1218; 951-1218; 988-1248; 988-1256; 990-1551; 993-1263; 997- 
1233; 996-1521; 996-1510; 996-1236; 1000-1211; 1014-1299; 1020-1473; 1031- 
1538; 1043-1289; 1046-1199; 1047-1317; 1051-1237; 1058-1304; 1064-1312; 
1064-1304; 1068-1266; 1088-1350.; 1103-1602; 1103-1366; 1131-1368; 1139- 
1405; 1173-1389; 1182-1504; 1193-1814; 1195-1408; 1198-1431; 1198-1429; 
1218-1750; 1221-1425; 1228-1488; 1240-1745; 1240-1407; 1242-1744; 1249- 
1581; 1250-1513; 1252-1491; 1268-1878; 1270-1540; 1271-1546; 1315-1578; 
1323-1898; 1325-1590; 1326-1571; 1328-1882; 1332-1896; 1335-1594; 1338- 
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1940; 


1342 


-1592; 


1345 


-1490; 


1373 


-1590; 


1375 


-1594; 


1377 


-1782; 


1380 


-1651; 


1381- 


1656; 


1382- 


1656; 


1385- 


1624; 


1389- 


1633; 


1390- 


1889; 


1400- 


1623; 


1400- 


1624; 


1400 


-1640; 


1401 


-1590; 


1401 


-1611; 


1412 


-1683; 


1411 


-1693; 


1421 


-1927; 


1425- 


1707; 


1431- 


1873; 


1442- 


1703; 


1443- 


1571; 


1443- 


1676; 


1444- 


1885; 


1446- 


1706; 


1453 


-1678; 


1451 


-1925; 


1465 


-1744; 


1466 


-1715; 


1465 


-1921; 


1482 


-1926; 


1488- 


1935; 


1491- 


1757; 


1497- 


1921; 


1505- 


1772; 


1514- 


1921; 


1522- 


1913; 


1525- 


1781; 


1526 


-1860; 


1527 


-1921; 


1529 


-1930; 


1532 


-1785; 


1532 


-1782; 


1537 


-1929; 


1541- 


1919; 


1543- 


1879; 


1547- 


1899; 


1551- 


1929; 


1577- 


1950; 


1587- 


1819; 


1590- 


1822; 


1593 


-1865; 


1606 


-1871; 


1608 


-1785; 


1619 


-1931; 


1619 


-1782; 


1623 


-1883; 


1624- 


1924; 


1623- 


1885; 


1622- 


1808; 


1632- 


1886; 


1647- 


1921; 


1649- 


1920; 


1658- 


1913; 


1676 


-1928; 


1688 


-1915; 


1693 


-1904; 


1694 


-1931; 


1699 


-1921; 


1715 


-1852; 


1719- 


1934; 


1719- 


1921; 


1721- 


1897; 


1746- 


1924; 


1770- 


1925; 


1794- 


1899 




6/LG: 


1399315. 8:2001MAR30 || 


1-245; 142 


-220; 


157-557; 226-649; 299 


-738; 302- 



595; 325-521; 345-521; 359-728; 367-889; 409-926; 448-533; 472-708; 537- 
1033; 540-1056; 595-1052; 633-1092; 638-1095; 643-1093; 654-988; 663-1030; 
677-1092; 681-1057; 685-1092; 685-937; 685-932; 704-998; 766-1086; 797-938; 
915-1464; 920-1086; 1364-1706; 1547-1827; 1586-1827; 1586-2147; 1754-2296; 
1829-2188; 2033-2553; 2044-2592; 2119-2337; 2153-2575; 2204-2661; 2272- 
2656; 2312-2680; 2324-2661; 2433-2946; 2526-2664; 2548-2794; 2645-2823; 
2722-2962 

7/LG:198782.1:200lMAR30 || 1-571; 1-480; 132-595; 161-433; 248-812; 271- 
796; 273-831; 300-838; 324-633; 331-852; 331-591; 331-566; 348-809; 397- 
849; 462-547; 469-1150; 478-723; 510-1035; 566-859; 609-997; 624-870; 693- 
1189; 694-921; 713-991; 727-1292; 765-1013; 771-1056; 788-1035; 789-1072; 
796-1140; 791-1395; 801-1337; 823-1319; 888-1153; 890-1145; 894-1153; 975- 
1643; 988-1189; 1046-1296; 1054-1258; 1076-1305; 1086-1642; 1091-1360; 
1133-1643; 1133-1376; 1150-1439; 1190-1419; 1209-1515; 1213-1506; 1213- 
1409; 1228-1454; 1241-1537; 1266-1792; 1320-1502; 1320-1501; 1320-1461; 
1320-1906; 1323-1590; 1364-1635; 1391-1907; 1423-1817; 1446-1691; 1459- 
1595; 1461-1614; 1493-1733; 1496-1671; 1530-1906; 1545-1745; 1551-1717; 
1563-1807; 1572-1845; 1591-2256; 1599-1851; 1603-1860; 1605-1882; 1616- 
2157; 1626-1922; 1656-2197; 1656-1882; 1675-2149; 1676-2104; 1699-2261; 
1699-1974; 1720-2308; 1721-2018; 1777-2018; 1788-1965; 1810-1938; 1821- 
1937; 1830-2320; 1830-1980; 1848-2068; 1869-2167; 1880-2146; 1882-2138; 
1885-2151; 1908-2508; 1916-2121; 1937-2121; 1945-2519; 1985-2253; 1992- 
2511; 1992-2391; 1992-2247; 1992-2232; 1995-2210; 2015-2345; 2014-2246; 
2032-2324; 2062-2316; 2069-2547; 2070-2546; 2079-2546; 2105-2546; 2107- 
2546; 2108-2395; 2111-2547; 2112-2545; 2115-2546; 2119-2389; 2120-2499; 
2125-2549; 2126-2546; 2127-2551; 2129-2507; 2139-2546; 2146-2425; 2167- 
2546; 2176-2508; 2179-2553; 2192-2452; 2195-2546; 2209-2511; 2211-2546; 
2229-2482; 2251-2547; 2265-2553; 2269-2539; 2339-2546; 2336-2543; 2369- 
2546; 2404-2547; 2405-2546; 2433-2548; 2445-2546; 2492-2546 
8/LG:236046.1:200lMAR30 || 1-271; 1-162; 31-356; 34-526; 43-322; 45-223; 
45-163; 44-180; 44-142; 45-174; 44-158; 44-237; 45-353; 45-349; 45-214; 45- 
271; 45-115; 45-280; 45-102; 76-308; 89-695; 144-356; 269-350; 324-589; 
372-944; 442-735; 522-1063;' 551-1100; 556-814; 567-827; 605-851; 618-1139; 
641-851; 663-851; 670-851; 686-851; 739-1149; 743-851; 745-1013; 751-1007; 
791-1023; 801-1153; 813-1108; 867-1110; 872-1461; 870-1089; 878-1145; 886- 
1148; 886-1146; 936-1148; 941-1146; 943-1146; 944-1118; 965-1148; 966-1123; 
977-1146; 994-1147; 990-1526; 1026-1146; 1222-1461; 1419-2028; 1447-1710; 
1471-1645; 1627-2211; 1723-1952; 1787-2076; 1815-2076; 2108-2546; 2139- 
2546; 2170-2546 

9/LG:332122.6:2001MAR30 || 1-271; 1-285; 26-677; 131-687; 154-387; 165-418; 
178-759; 189-441; 193-764; 255-716; 256-457; 278-676; 284-718; 334-580; 
349-543; 410-661; 421-657; 429-690; 433-723; 433-734; 433-689; 447-715; 
448-726; 521-720; 526-705; 530-642; 536-696; 557-853; 556-753; 573-860; 
574-810; 585-832; 592-1024; 592-861; 592-848; 592-847; 592-831; 593-829; 
602-866; 621-886; 634-914; 651-718; 664-840; 669-963; 670-988; 688-1184; 
700-1172; 720-1204; 755-1260; 800-1340; 802-1342; 843-1052; 858-1103; 878- 
1158; 895-1322; 908-1205; 939-1194; 946-1378; 972-1385; 970-1386; 985-1403; 
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988-1279; 1022-1247; 1038-1330; 1054-1321; 1093-1330; 1100-1368; 1111-1542; 
1125-1326; 1134-1330; 1141-1378; 1160-1385; 1181-1464; 1182-1378; 1188- 
1339; 1197-1553; 1248-1535; 1252-1468; 1318-1553; 1379-1556; 1382-1551; 
1463-1952; 1463-1737; 1524-1737; 1552-1837; 1586-1737; 1762-1977; 1779- 
2116; 1838-2029; 1838-2110; 1880-2146; 1881-2321; 1885-2397; 1888-2062; 
1888-2031; 2005-2439; 2005-2245; 2014-2281; 2033-2368; 2076-2505; 2122- 
2392; 2154-2505; 2173-2434; 2283-2434; 2292-2434; 2323-2434; 2417-2512 
10/LG:345320.16:2001MAR30 || 1-211; 63-371; 82-237; 228-459; 315-906; 322- 
583; 322-527; 344-481; 361-607; 363-639; 385-778; 385-545; 390-637; 434- 
989; 472-687; 489-989; 496-1159; 499-715; 512-692; 522-760; 566-907; 585- 
947; 608-945; 619-947; 630-888; 647-918; 691-1149; 691-930; 692-845; 712- 
1021; 714-1020; 718-969; 744-1038; 760-903; 799-1060; 805-1061; 823-1083; 
858-1103; 859-938; 869-1127; 877-1152; 886-1144; 936-1164; 1011-1419; 1019- 
1424; 1022-1334; 1045-1318; 1061-1364'; 1061-1265; 1064-1368; 1082-1591; 
1103-1414; 1106-1360; 1106-1348; 1106-1380; 1107-1354; 1107-1341; 1128- 
1369; 1146-1413; 1159-1451; 1160-1368; 1173-1634; 1176-1260; 1177-1433; 
1179-1640; 1180-1628; 1181-1324; 1188-1632; 1196-1636; 1204-1627; 1202- 
1578; 1221-1467; 1239-1588; 1237-1366; 1238-1625; 1244-1626; 1244-1581; 
1256-1369; 1259-1630; 1302-1589; 1325-1628; 1342-1636; 1344-1628; 1344- 
15.60; 1373-1616; 1389-1625; 1407-1636; 1422-1626; 1461-1628; 1470-1626; 
1489-1636; 1497-1711; 1498-1993; 1607-1813; 1628-1738; 1647-1870; 1647- 
1885; 1707-1864; 1736-2027; 1735-2011; 1809-2217; 1844-2294; 1903-2273; 
1912-2238; 1912-2276; 1912-2167; 1923-2276; 1930-2161; 1950-2276; 1953- 
2291; 1956-2273; 1966-2190; 2018-2273; 2023-2249; 2030-2287; 2033-2287; 
2049-2287; 2108-2268 
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491-1089; 490-962; 503-763; 530-764; 546-763; 548-762; 582-666; 589-1090; 
595-836; 645-1125; 645-1025; 664-1088; 676-1128; 680-1080; 686-941; 708- 
1127; 724-1125; 732-1120; 732-927; 736-1129; 739-1125; 744-1029; 747-1120; 
767-1125; 770-1129; 776-1129; 784-1106; 794-1108; 792-1125; 797-1125; 798-' 
1125; 804-1120; 804-1039; 804-1129; 818-1088; 821-1125; 827-1125; 833-922; 
834-960; 847-1120; 864-1118; 874-1118; 894-1129; 987-1121; 987-1129 
13/LG:404563.1:2001MAR30 || 1-528; 10-307; 336-729; 625-1133; 915-1290; 
1000-1259; 1004-1257; 1161-1524; 1235-1570; 1269-1709; 1278-1602; 1310- 
1680; 1324-1850; 1337-1935; 1348-1643; 1372-1709; 1426-1711; 1433-1680; 
1732-1864; 1732-1993; 1735-1998; 1735-1960; 1735-1977; 1735-1968; 1735- 
1971; 1735-2001; 1735-2003; 1766-1957; 1774-2087; 1774-2026; 1815-2242; 
1845-2405; 1933-2432; 1947-2181; 1972-2203; 1972-2123; 1972-2202; 1973- 
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2074; 1979-2175; 1979-2487; 1999-2392; 2065-2272; 2132-2356; 2151-2503; 
2148-2534; 2152-2534; 2162-2392; 2169-2642; 2173-2537; 2237-2794; 2274- 
2864; 2302-2578; 2311-2578; 2313-2799; 2316-2609; 2319-2524; 2378-2692; 

2383- 2866; 2412-2638; 2414-2463; 2442-2534; 2506-2964; 2504-2631; 2518- 
3050; 2523-2972; 2528-2969; 2585-2827; 2702-2966; 2714-3270; 2889-3313; 
2908-3307; 2909-3309; 2968-3270; 2991-3309; 2991-3244; 2991-3260; 2991- 
3208; 3045-3309; 3193-3309 

14/LG:977812.15:2001MAR30 || 1-263; 144-238; 145-641; 153-443; 162-324; 
171-434; 171-460; 171-438; 181-324; 220-508; 250-539; 355-566; 362-827; 
373-952; 375-637; 375-554; 427-869; 432-656; 432-678; 432-872; 433-828; 
453-866; 471-825; 481-865; 481-699; 482-826; 524-793; 531-863; 539-843; 
554-866; 573-857; 575-867; 664-927; 725-940 ;. 806-1390 ; 888-1410; 898-1417; 
956-1428; 983-1446; 985-1234; 989-1424; 1037-1234; 1051-1368; 1066-1348; 
1066-1441; 1066-1399 

15/LG:983810.1:2001MAR30 || 1-337; 1-340; 1-468; 75-651; 80-282; 175-669; 
175-445; 261-887; 270-712; 361-722; 404-684; 407-727; 529-800; 582-756; 
605-686; 638-1215; 681-1220; 701-1243; 704-804; 766-1215; 795-1251; 796- 
1126; 860-1283; 874-1081; 965-1319; 978-1316; 982-1316; 984-1316; 991-1243; 
1002-1278; 1002-1256; 1002-1322; 1037-1558; 1370-1473; 1387-1925; 1467- 
1936; 1478-1974; 1487-1797; 1490-1693.; 1499-1923; 1502-1845; 1505-1965; 
1522-1660; 1560-1796; 1562-1815; 1562-1814; 1564-1966; 1565-1968; 1566- 
1968; 1719-1946; 1732-2287; 1753-1966; 1758-2140; 1758-2052; 1760-2037; 
1762-2067; 1770-2049; 1775-2184; 1966-2196; 1966-2317; 1966-2254; 1966- 
2216; 1966-2272; 2124-2306; 2124-2266; 2124-2308; 2175-2319; 2180-2314 
16/LG:984488-1:2001MAR30 || 1-467; 1-491; 14-234; 20-150; 20-224; 21-381; 
20-148; 20-70; 21-155; 32-498; 34-510; 42-335; 46-228; 52-465; 57-503; 57- 
448; 130-443; 147-509; 147-508; 181-656; 194-506; 217-511; 255-498 
17/LG:011606.1:2001MAR30 || 1-65; 16-394; 16-76; 16-137; 16-281; 155-428; 
155-621; 270-495; 371-773; 371-636; 518-773; 542-701; 629-773; 667-1187; 
1048-1441; 1048-1182; 1068-1127; 1068-1196; 1079-1202; 1105-1187; 1110- 
1202; 1127-1187; 1127-1182 

18/LG:025465.5:2001MAR30 || 1-255; 13-572; 20-272; 21-277; 23-268; 25-271; 
25-153; 37-271; 42-226; 61-509; 61-276; 66-536; 277-876; 496-985; 496-745; 
496-729; 514-867; 642-1073; 667-1123; 777-1215; 780-1066; 781-918; 793- 
1090; 791-1171; 857-1091; 912-1431; 919-1124; 918-1479; 1017-1485; 1031- 
1482; 1049-1300; 1071-1490; 1120-1479; 1145-1612; 1258-1567; 1313-1553; 
1384-1752; 1397-1714; 1464-1646; 1464-1655; 1474-1938; 1475-1658; 1520- 
1935; 1522-2035; 1682-1971; 1741-1986; 1812-1883; 1820-1945; 1836-1922 
19/LG: 025724. 10 :2001MAR30 || 1-583; 5-527; 385-849; 439-596; 441-894; 507- 
971; 507-712; 507-709; 515-956; 517-955; 535-748; 549-824; 574-1080; 619- 
899; 619-877; 626-903; 678-1250; 707-872; 754-981; 777-1133; 801-903; 827- 
1111; 857-1212; 868-1157; 901-1408; 908-1298; 916-1184; 921-1069; 921-1021; 
943-1237; 950-1274; 950-1199; 972-1275; 1021-1228; 1021-1243; 1131-1562; 
1147-1600; 1171-1297; 1268-1463; 1275-1601; 1275-1517; 1279-1504; 1281- 
1470; 1282-1558; 1293-1542; 1314-1603; 1406-1601; 1437-1601; 1485-1987; 
1485-1601; 1487-1601; 1545-1601; 1905-2170; 1907-2041; 1907-2226; 1907- 
2180; 1907-1995; 1907-1968; 1907-1964; 1907-2045; 1917-2192; 1917-2175; 
1923-2155; 1927-2189; 1936-2199; 1940-2158; 1949-2041; 2088-2290; 2088- 
2279; 2110-2345; 2114-2319; 2114-2282; 2125-2359; 2130-2479; 2140-2480; 
2146-2313; 2159-2299; 2168-2416; 2169-2433; 2183-2282; 2199-2367; 2263- 
2720; 2264-2484; 2287-2532; 2290-2531; 2310-2588; 2312-2558; 2313-2587; 
2317-2711; 2322-2564; 2324-2880; 2336-2803; 2336-2458; 2341-2851; 2341- 
2613; 2346-2553; 2351-2605; 2355-2632; 2366-2673; 2380-2793; 2378-2606; 

2384- 2688; 2397-2645; 2400-2630; 2404-2884; 2409-2558; 2413-2699; 2446- 
2658; 2451-2734; 2491-2803; 2502-2558; 2552-2694; 2598-2876; 2607-3078; 
2610-2856; 2614-2831; 2659-2917; 2741-3192; 2743-3189; 2743-2959; 2756- 
3026; 2802-3244; 2826-3246; 2827-3233; 2828-3302; 2829-3402; 2849-3245; 
2850-3083; 2887-3134; 2898-3158; 2903-3160; 2904-3295; 2915-3244; 2915- 
3202; 2938-3339; 2966-3247; 2969-3331; 2980-3245; 2993-3226; 2994-3386; 
3024-3244; 3027-3385; 3028-3277; 3044-3244; 3046-3244; 3054-3244; 3065- 
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3242; 3065-3236; 3072-3244; 3083-3307; 3088-3377; 3085-3380; 3092-3444; 
3118-3357; 3158-3280; 3153-3455; 3186-3380; 3196-3308; 3204-3416; 3204- 
3402; 3205-3432 

20/LG:1095426.1:2001MAR30 || 1-590; 326-790; 335-418; 394-632; 394-900; 
445-724; 500-906; 527-737; 542-1132; 542-701; 548-1153; 1024-1206; 1107- 
1723; 1129-1722; 1137-1370; 1168-1426; 1182-1387; 1182-1395; 1196-1247; 
1236-1528; 1236-1405; 1290-1562; 1302-18.20; 1360-1526; 1395-1739; 1395- 
1738; 1435-1625; 1437-2019; 1481-1961; 1561-2040; 1561-1814; 1577-1759; 
1634-1897; 1640-2221; 1648-2004; 1656-2258; 1704-1952; 1719-2054; 1766- 
2017; 1822-2219; 1941-2531; 1947-2532; 2154-2399; 2173-2548; 2180-2566; 
2181-2585; 2215-2585; 2215-2589; 2251-2589; 2273-2593; 2277-2584; 2299- 
2497; 2314-2559; 2324-2650; 2326-2642; 2435-2491; 2472-2589; 2495-2549; 
2495-2585; 2497-2585; 2510-2567 

21/LG:1132418.1:2001MAR30 || 184-784; 323-724; 1-378 

22/LG:1377900.14:200lMAR30 || 1-597; 15-466; 14-536; 15-418; 15-121; 16- 
386; 20-573; 21-433; 24-280; 24-301; 33-455; 29-308; 33-345; 38-277; 56- 
262; 66-654; 109-367; 128-398; 183-687; 186-386; 186-395; 190-432; 193-531; 
206-456; 222-425; 224-364; 226-690; 230-464; 246-493; 300-621; 368-690; 
390-619 

23/LG:1383812.1:200lMAR30 || 1-335; 70-565; 443-1011; 500-1062; 500-998; 
500-1228; 653-1102; 762-1343; 822-1252; 822-1076; 926-1467; 926-1319; 929- 
1140; 1083-1629; 1241-1700; 1526-2116; 1538-2105; 1612-1873; 1717-2119; 
1728-2194; 1812-2199; 1849-2197; 1879-2196; 1905-2185; 1953-2188; 1953- 
2184; 1955-2063; 1999-2190; 2093-2184 
24/LG:1468687.1:200lMAR30 |) 1-457 

25/LG:1505513.1:200lMAR30 || 1-415; 1-382; 1-394; 63-213; 180-628; 205-700; 
474-675; 534-1032 

26/LG:178823.9:200lMAR30 || 1-427; 4-258; 15-612; 23-149; 19-186; 25-682; 
25-275; 24-679; 27-238; 34-345; 39-228; 45-267; 47-197; 62-570; 52-295; 52- 
184; 53-612; 53-311; 53-285; 54-340; 56-326; 57-330; 58-506; 58-328; 59- 
344; 57-168; 62-624; 64-314; 63-542; 65-289; 66-339; 66-208; 67-362; 70- 
330; 71-308; 71-217; 74-324; 77-556; 78-370; 79-325; 79-300; 79-317; 79- 
400; 79-283; 79-339; 79-334; 79-277; 80-356; 81-218; 78-497; 81-195; 81- 
378; 81-335; 82-329; 82-332; 82-399; 88-376; 84-308; 85-336; 85-288; 85- 
329; 87-407; 85-517; 87-301; 87-329; 87-234; 87-316; 87-270; 87-336; 87- 
339; 88-382; 88-286; 88-361; 87-328; 88-310; 87-363; 89-377; 89-355; 88- 
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867-1177; 878-1206; 886-1268; 903-1211; 934-1122; 976-1205; 1018-1200; 
1116-1226 

43/LG:997964.1:2001MAR30 || 1-544; 29-1292; 135-718; 200-439; 311-407; 457- 
962; 532-1044; 713-979; 950-1321; 1024-1253; 1041-1608; 1097-1718; 1186- 
1477; 1209-1546; 1308-1680; 1316-1746; 1338-1427; 1396-1740; 1472-2119; 
1545-1737; 1553-1740; 1567-1740; 1597-1723; 1597-1725; 1603-1718; 1640- 
1729; 1640-1725; 1643-1725; 1944-2406; 1979-2399; 1979-2049; 1979-2402; 
1987-2621; 1989-2409; 2001-2230; 2003-2273; 2003-2230; 2003-2182; 2006- 
2206; 2006-2220; 2012-2237; 2012-2081; 2013-2193; 2017-2112; 2018-2487; 
2033-2367; 2033-2157; 2033-2133; 2033-2179; 2033-2131; 2033-2147; 2049- 
2551; 2053-2530; 2067-2277; 2088-2261; 2191-2539; 2210-2439; 2214-2474; 
2215-2494; 2216-2435; 2220-2476; 2220-2482; 2222-2422; 2222-2503; 2234- 
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2357; 2234-2312; 2234-2309; 2234-2556; 2234-2412; 2234-2400; 2234-2438; 
2234-2397; 2234-2366; 2234-2291; 2234-2420; 2234-2338; 2240-2520; 2241- 
2661; 2246-2460; 2246-2490; 2259-2521; 2263-2454; 2269-2496; 2280-2524; 
2303-2684; 2303-2536; 2309-2570; 2319-2442; 2322-2574; 2372-2568; 2382- 
2610; 2390-2955; 2392-2641; 2393-2638; 2399-3013; 2406-2778; 2424-3023; 
2435-2616; 2434-2963; 2457-2758; 2446-3021; 2497-2984; 2499-2996; 2545- 
2835; 2547-2770; 2555-2767; 2578-3020; 2578-2985; 2587-3091; 2591-3023; 
2606-3067; 2607-3065; 2609-3066; 2611-3062; 2612-3069; 2622-3066; 2628- 
3063; 2628-3025; 2633-2721; 2633-2817; 2633-2932; 2633-2901; 2633-3063; 
2640-3064; 2645-3179; 2646-3203; 2645-2862; 2645-2795; 2646-3056; 2654- 
3069; 2667-3063; 2685-3061; 2687-2946; 2688-3063; 2691-2937; 2711-3063; 
2716-2951; 2721-3065; 2721-2994; 2734-2968; 2740-3069; 2742-3009; 2744- 
3064; 2747-3199; 2757-3056; 2761-3066; 2763-3057; 2764-3063; 2766-3063; 
2767-3064; 2776-3042; 2782-3064; 2789-3070; 2790-3063; 2793-3021; 2801- 
3066; 2803-3066; 2829-3063; 2834-3063; 2842-3.067; 2844-3063; 2864-2981; 
2864-3063; 2865-3069; 2865-3070; 2872-3063; 2891-3063; 2920-3060; 2919- 
3066; 2919-3187; 2920-3063; 2921-3167; 2923-3063; 2937-3057; 2970-3215; 
2984-3063; 3001-3249; 3028-3217; 3049-3137; 3065-3221; 3113-3224; 3137-3655 
44/LG: 998845. 1:2001MAR30 || 1-391; 1-291; 17-474; 251-759; 285-730; 311- 
585; 317-411; 586-845 

45/IiG: 000014. 1:2001MAR30 || 1-595; 4-286; 23-593; 336-621; 537-1004; 538- 
595; 741-1091 

46/tiG: 000290. 9 :2001MAR30 || 1-524; 28-512; 30-318; 60-515; 106-551; 264- 
670; 300-461; 300-453; 346-640; 442-964; 687-1331; 775-1211; 819-1024; 870- 
1488; 877-1155; 925-1361; 970-1473; 1027-1646; 1091-1662; 1281-1784; 1301- 
1772; 1318-1812; 1327-1757; 1387-1769; 1391-1853; 1415-1760; 1478-1846; 
1494-1848; 1544-1638 

47/LG:001923.1:2001MAR30 || 1-235; 14-568; 17-235; 310-436; 335-832; 339- 
831; 349-507; 365-643; 365-683; 365-484; 369-616; 457-871; 470-908; 485- 
753; 489-908; 492-913; 500-826; 510-909; 555-897; 561-820; 566-1071; 572- 
949; 581-824; 601-913; 615-1197; 629-912* 677-908; 696-1101; 738-1197; 777- 
863; 920-1416; 923-1204; 947-1287; 1187-1379; 1314-1437; 1314-1745; 1423- 
1667; 1454-1623; 1632-1771 

48/LG:008606.21:2001MAR30 || 1670-2261; 1767-2004; 1555-2004; 1478-1994; 
1737-1995; 1746-1995; 1514-1995; 1567-1994; 1889-1972; 1852-1972; 1579- 
1972; 1602-1967; 1501-1965; 1857-1965; 1800-1965; 1817-1965; 1879-1965; 
1710-1957; 1905-1959; 1696-1951; 1685-1934; 1424-1928; 1658-1925; 1666- 
1925; 1589-1912; 1514-1891; 1641-1891; 1596-1854; 1613-1846; 1589-1844; 
1570-1832; 1670-1729; 1461-1717; 1361-1717; 1466-1708; 1444-1699; 1333- 
1694; 1373-1670; 1412-1654; 1402-1652; 1403-1649; 1063-1614; 1451-1609; 
1470-1601; 1358-1597; 1347-1597; 1286-1571; 1306-1570; 1318-1556; 1302- 
1534; 1389-1519; 1073-1505; 1071-1488; 1026-1487; 1033-1477; 1033-1465; 
1168-1462; 1207-1462; 1152-1458; 1026-1457; 1022-1449; 1033-1435; 1034- 
1421; 1062-1419; 1032-1418; 1235-1412; 1034-1412; 1072-1392; 1030-1384; 
1033-1373; 1065-1349; 1033-1344; 880-1334; 1042-1333; 1033-1301; 1225-1298; 
926-1286; 1029-1257; 1034-1256; 1065-1257; 824-1232; 929-1225; 960-1221; 
932-1220; 763-1216; 755-1215; 1026-1213; 935-1212; 657-1189; 742-1182; 710- 
1175; 774-1168; 804-1168; 1070-1168; 733-1166; 758-1163; 846-1161; 875- 
1161; 940-1161; 745-1161; 770-1161; 927-1161; 767-1159; 1033-1143; 695- 
1135; 1018-1130; 565-1122; 613-1123; 869-1127; 736-1114; 883-1089; 836- 
1086; 802-1083; 540-1045; 955-1019; 639-1019; 737-1012; 748-1005; 456-974; 
746-951; 441-930; 347-916; 601-918; 840-910; 410-882; 617-880; 642-859; 
549-848; 625-846; 547-800; 473-768; 531-765; 524-734; 471-733; 439-712; 
175-709; 266-670; 439-665; 316-625; 435-605; 303-602; 271-591; 395-579; 
306-579; 379-579; 303-569; 318-555; 299-529; 1-526; 400-504; 303-495; 303- 
452; 1-418; 303-380; 303-381; 299-378; 63-173; 1-173; 75-173 
49/LG:009699.32:2001MAR30 || 200-544; 6-542; 426-542; 234-537; 187-542; 
226-543; 93-541; 133-541; 139-542; 88-541; 74-541; 198-540; 165-539; 228- 
540; 260-538; 91-539; 101-539; 314-538; 108-539; 83-538; 150-539; 63-539; 
320-536; 285-536; 113-536; 158-537; 127-537; 80-536; 208-537; 115-537; 75- 
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537; 149-537; 89-536; 81-536; 155-536; 122-536; 124-536; 118-536; 154-536; 
316-536; 97-536; 107-536; 103-536; 450-536; 425-536; 366-536; 385-536; 149- 
536; 413-536; 129-536; 428-536; 82-536; 293-535; 94-534; 78-533; 254-530; 
363-529; 65-529; 90-529; 246-527; 75-527; 426-525; 162-508; 95-505; 97-504; 
162-499; 137-497; 186-497; 316-497; 167-495; 309-493; 208-464; 172-424; 
316-423; 132-400; 134-392; 162-386; 1-383; 97-379; 141-379; 129-378; 100- 
374; 124-360; 119-357; 4-191; 267-533; 2.51-537; 244-537; 240-537; 227-537; 
215-536; 199-537; 196-536; 200-540; 199-541; 203-533; 181-536; 177-537; 
165-507; 166-536; 159-536; 205-541; 185-520; 203-511; 228-537; 333-536; 
343-536; 346-538; 354-538; 347-527; 406-538; 346-456; 484-536 
50/LG: 016723 .6 :2001MAR30 || 537-828; 701-814; 523-810; 519-812; 560-813; 
426-812; 398-812; 735-812; 494-812; 736-812; 417-812; 380-810; 580-811; 
507-810; 465-810; 542-810; 721-810; 548-810; 453-810; 530-810; 727-810; 
536-810; 366-810; 566-810; 667-810; 434-810; 580-810; 584-810; 590-810; 

545- 787; 545-778; 507-763; 422-751; 480-752; 465-711; 397-669; 398-671; 
477-653; 1-633; 289-599; 282-599; 377-599; 470-592; 1-569; 230-496; 172- 
475; 1-429; 1-425; 207-423; 144-419; 1-368; 94-333; 57-313; 141-274; 158- 
268; 158-257; 143-249; 31-100 

51/LG:017126.5:2001MAR30 || 1-323; 1-275; 44-560; 71-290; 123-415; 299-672; 
325-749; 391-749; 403-746; 448-1071; 485-748; 653-1195; 786-1379; 798-1198; 
826-1198; 874-1178; 925-1395; 989-1152; 1029-1530; 1032-1598; 1104-1293; 
1222-1434; 1223-1598; 1285-1598; 1309-1845; 1358-1471; 1502-1619; 1502- 
1725; 1660-1895; 1660-2172; 1883-2300; 1883-2135; 1919-2150; 2053-2497; 
2048-2459; 2131-2497; 2155-2498; 2155-2500; 2190-2584; 2190-2473; 2195- 
2602; 2198-2470; 2409-2842; 2435-2667; 2523-2857; 2562-2857; 2578-2774; 
2748-2857 

52/LG: 019362. 10 :2001MAR30 || 1-274; 1-239; 1-227; 89-523; 109-624; 166-586; 
211-508; 225-742; 235-805; 235-778; 235-712; 236-805; 235-681; 250-522; 
264-573; 268-574; 285-550; 293-534; 293-523; 311-569; 313-561; 318-579; 
333-577; 377-513; 388-653; 388-602; 388-578; 392-653; 394-846; 404-1004; 
432-1050; 432-518; 457-702; 459-550; 460-655; 467-973; 470-745; 473-784; 
481-843; 481-703; 482-1043; 482-731; 488-754; 490-943; 489-778; 491-721; 
496-684; 496-654; 500-706; 503-776; 503-744; 511-744; 512-1095; 512-754; 
513-756; 513-1055; 513-746; 518-771; 531-778; 543-778; 543-688; 545-946; 

546- 792; 550-1086; 550-832; 552-800; 559-711; 563-806; 570-771; 576-772; 
578-887; 588-993; 594-795; 594-790; 610-935; 612-864; 615-827; 619-877; 
623-933; 627-892; 629-886; 632-909; 634-952; 634-866; 668-1166; 668-1154; 
668-978; 671-869; 673-1167; 681-981; 686-896; 695-904; 697-938; 699-936; 
700-871; 705-913; 704-975; 721-991; 723-889; 739-1099; 741-851; 742-911; 
759-966; 781-1047; 783-968; 787-984; 796-1029; 797-1071; 819-1159; 841- 
1080; 849-1161; 850-1143; 852-1129; 866-1413; 898-1453; 898-1152; 899-1171; 
902-1150; 915-1166; 915-1156; 915-1119; 927-1168; 934-1117; 944-1104; 955- 
1162; 957-1169; 957-1096; 963-1166; 984-1532; 973-1163; 975-1150; 982-1150; 
983-1162; 986-1222; 991-1150; 998-1171; 998-1150; 998-1146; 1001-1543; 
1008-1531; 1008-1150; 1027-1150; 1054-1564; 1064-1373; 1130-1213; 1253- 
1716; 1272-1711; 1273-1718; 1273-1596; 1283-1661; 1292-1557; 1297-1711; 
1298-1536; 1302-1711; 1301-1586; 1306-1709; 1305-1596; 1303-1572; 1305- 
1716; 1305-1709; 1305-1711; 1305-1712; 1305-1665; 1305-1613; 1305-1599; 
1305-1455; 1307-1572; 1305-1437; 1305-1442; 1305-1398; 1305-1386; 1305- 
1367; 1305-1359; 1305-1668; 1305-1677; 1305-1588; 1305-1503; 1305-1512; 
1307-1711; 1308-1596; 1307-1575; 1307-1484; 1309-1711; 1308-1583; 1308- 
1578; 1316-1684; 1316-1491; 1318-1711; 1322-1713; 1321-1543; 1322-1446; 
1323-1711; 1322-1584; 1322-1571; 1322-1591; 1327-1666; 1327-1601; 1327- 
1540; 1331-1714; 1332-1709; 1337-1711; 1340-1601; 1345-1699; 1345-1689; 
1345-1582; 1350-1704; 1351-1667; 1356-1616; 1360-1596; 1372-1711; 1374- 
1716; 1384-1610; 1387-1699; 1388-1662; 1396-1711; 1395-1596; 1395-1512; 
1400-1662; 1404-1674; 1417-1711; 1417-1712; 1419-1711; 1423-1687; 1426- 
1711; 1430-1699; 1433-1714; 1436-1715; 1449-1708; 1449-1712; 1455-1685; 
1453-1712; 1455-1711; 1466-1711; 1467-1716; 1467-1732; 1468-1676; 1478- 
1711; 1479-1717; 1479-1711; 1481-1710; 1488-1711; 1495-1711; 1524-1711; 
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1532-1711; 1533-1586; 1542-1712; 1544-1699; 1560-1711; 1564-1699; 1565- 
1712; 1589-1711; 1594-1711; 1601-1711 

53/LG:022183.1:2001MAR30 || 600-1057; 586-820; 607-805; 598-804; 640-802; 
73-774; 498-747; 600-741; 600-739; 670-739; 595-644; 1-567; 1-162; 1-151 
54/LG:028493.1:2001MAR30 || 1-400; 2-285; 1-301; 10-330; 14-438; 14-127; 
14-226; 14-405; 14-218; 16-255; 21-349; 22-262; 27-345; 32-321; 36-186; 36- 
163; 36-447; 36-486; 36-195; 36-203; 40-442; 51-423; 54-442; 74-451; 76- 
451; 79-440; 102-404; 115-239; 139-442; 146-401; 158-349; 166-442; 210-423; 
229-442; 292-359; 301-442; 310-962; 357-962; 384-451; 838-1007; 933-1263; 
961-1501; 1225-1424; 1225-1326; 1225-1292; 1230-1374; 1234-1599; 1263-1781; 
1377-1654; 1674-2044; 1674-2067; 1697-2057; 1751-1983; 1751-2057 
55/LG:034197 .1:2001MAR30 [| 1-549; 24-537; 38-571; 89-495; 89-421; 109-339; 
142-329; 182-410; 179-510; 182-578; 180-409; 193-420; 198-479; 226-579; 
224-510; 236-578; 261-578; 344-577 

56/LG: 054096. 31 :2001MAR30 || 1-488; 384-654; 524-635; 560-1143; 560-1070; 
721-863; 730-1028; 799-1071; 809-1095; 848-1465; 872-1157; 897-1202; 920- 
1163; 1361-1895; 1434-1931; 1501-1841; 1525-1969; 1527-1767; 1529-1785; 
1535-2043; 1534-1795; 1534-1789; 1534-1761; 1545-1780; 1557-2073; 1573- 
1840; 1583-1845; 1587-184.8; 1595-2089; 1599-1822; 1601-1871; 1616-1742; 
1619-1881; 1621-1878; 1631-2176; 1631-2171; 1631-2147; 1631-1954; 1659- 
2228; 1658-1901; 1667-1849; 1672-1954; 1672-2099; 1687-1927; 1691-2015; 
1692-2286; 1696-1930; 1698-1986; 1698-1983; 1698-1837; 1698-1923; 1700- 
1981; 1709-1963; 1711-1983; 1721-2090; 1721-1976; 1721-1914; 1723-1973; 
1741-2033; 1743-1972; 1757-1998; 1764-1939; 1773-2014; 1780-2054; 1789- 
2414; 1798-2089; 1800-2383; 1800-2066; 1800-2005; 1801-2093; 1801-2415; 
1807-2084; 1816-2419; 1823-2354; 1821-2093; 1823-2074; 1825-2067; 1827- 
2025; 1827-1997; 1830-2400; 1838-2377; 1843-2087; 1848-2434; 1851-2090; 
1858-2124; 1861-2135; 1861-1935; 1870-2415; 1874-2407; 1873-2140; 1884- 
2458; 1883-2407; 1895-2373; 1895-2106; 1894-2370; 1906-2192; 1907-2155; 
1913-2412; 1920-2282; 1920-2133; 1925-2183; 1932-2177; 1936-2421; 1940- 
2207; 1942-2195; 1944-2247; 1955-2338; 1956-2176; 1957-2106; 1961-2243; 
1961-2223; 1961-2197; 1961-2186; 1962-2181; 1962-2198; 1967-2399; 1971- 
2231; 1971-2213; 1973-2247; 1976-2181; 1977-2391; 1980-2418; 1980-2404; 
1981-2455; 1983-2454; 1983-2452; 1986-2455; 1990-2456; 1993-2458; 1996- 
2455; 1999-2458; 2000-2249; 2001-2258; 2004-2464; 2004-2458; 2006-2460; 
2006-2209; 2006-2200; 2009-2458; 2011-2458; 2011-2421; 2014-2126; 2017- 
2460; 2018-2459; 2021-2464; 2022-2458; 2024-2458; 2025-2268; 2026-2234; 
2027-2272; 2028-2455; 2033-2456; 2033-2458; 2036-2459; 2037-2459; 2037- 
2328; 2037-2254; 2044-2461; 2044-2459; 2045-2456; 2044-2456; 2046-2458; 
2046-2330; 2049-2460; 2053-2458; 2054-2458; 2054-2463; 2054-2295; 2058- 
2455; 2061-2461; 2063-2459; 2067-2458; 2067-2403; 2067-2375; 2069-2452; 
2070-2458; 2070-2457; 2070-2420; 2070-2416; 2070-2312; 2074-2458; 2076- 
2458; 2078-2459; 2080-2461; 2089-2461; 2093-2455; 2095-2354; 2097-2460; 
2104-2532; 2106-2459; 2113-2459; 2114-2458; 2116-2458; 2121-2453; 2121- 
2458; 2124-2459; 2125-2284; 2126-2458; 2131-2458; 2135-2463; 2137-2382; 
2140-2462; 2147-2458; 2151-2458; 2152-2458; 2155-2462; 2158-2427; 2157- 
2371; 2158-2458; 2158-2389; 2161-2455; 2164-2458; 2166-2459; 2169-2429; 
2180-2460; 2180-2459; 2183-2453; 2184-2448; 2199-2458; 2201-2455; 2201- 
2409; 2207-2458; 2210-2455; 2212-2458; 2202-2419; 2224-2478; 2225-2462; 
2243-2458; 2258-2438; 2272-2458; 2265-2455; 2284-2458; 2303-2455; 2313- 
2458; 2339-2458; 2342-2459; 2368-2462 

57/LG:054807.3:2001MAR30 || 1-2445; 106-442; 432-655; 441-718; 487-1013; 
490-761; 679-974; 680-927; 1030-1429; 1203-1363; 1252-1524; 1328-1740; 
1330-1564; 1461-1739; 1574-1734; 1576-1740; 1579-1734; 1637-2195; 2069- 
2310; 2072-2368; 2116-2445; 2158-2444; 2180-2445; 2192-2445; 2209-2342; 
2319-2445 

58/LG:065873 . 12 : 2001MAR3 0 || 1-610; 32-437; 36-678; 43-308; 43-279; 67-694; 
87-526; 117-729; 128-663; 156-436; 189-756; 193-526; 224-767; 256-715; 260- 
755; 297-418; 304-715; 413-526; 444-721; 477-693; 511-1140; 588-712; 614- 
707; 614-737; 614-715; 613-715; 630-1243; 629-744; 639-715; 665-715; 844- 
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1395; 911-1477; 962-1093; 964-1174; 974-1443; 993-1269; 993-1387; 993-1230; 
993-1210; 993-1107; 995-1093; 1005-1164; 1009-1205; 1022-1071; 1022-1399; 
1024-1503; 1025-1312; 1038-1298; 1042-1402; 1042-1257; 1058-1203; 1058- 
1281; 1069-1269; 1072-1303; 1102-1405; 1103-1414; 1121-1330; 1184-1820; 
1192-1820; 1223-1820; 1239-1344; 1246-1820; 1250-1820; 1272-1820; 1304- 
1840; 1313-1938; 1355-1820; 1368-1820; 1425-1873; 1432-2014; 1450-1681; 
1490-1758; 1497-1820; 1509-1700; 1521-2062; 1523-1757; 1551-1821; 1557- 
1830; 1561-2155; 1561-1796; 1569-1873; 1581-1823; 1587-1836; 1594-1816; 

1620- 2253; 1629-1862; 1632-1887; 1674-2244; 1674-2174; 1674-1912; 1674- 
1836; 1678-2212; 1680-2257; 1743-2042; 1734-2002; 1743-1997; 1792-2354; 
1801-2337; 1811-2416; 1810-2324; 1819-2056; 1827-2431; 1846-1950; 1827- 
2372; 1850-2302; 1850-2273; 1853-2094; 1854-2153; 1862-2047; 1866-2080; 
1880-2306; 1882-2160; 1884-2157; 1886-2140; 1902-2455; 1908-2220; 1951- 
2199; 1951-2219; 1952-2514; 1953-2234; 1953-2152; 1953-2111; 1967-2168; 
1972-2026; 1974-2253; 1999-2204; 2011-2433; 2020-2308; 2027-2294; 2030- 
2218; 2058-2330; 2060-2314; 2031-2507; 2086-2670; 2086-2307; 2067-2772; 
2071-2363; 2071-2318; 2078-2380; 2085-2337; 2107-2669; 2108-2395; 2095- 
2354; 2134-2351; 2101-2307; 2106-2621; 2116-2357; 2119-2583; 2123-2633; 
2127-2585; 2127-2364; 2133-2690; 2140-2733; 2141-2263; 2169-2598; 2156- 
2748; 2156-2716; 2170-2429; 2170-2391; 2172-2625; 2189-2440; 2172-2338; 
2174-2715; 2184-2730; 2189-2560; 2188-2437; 2189-2455; 2197-2434; 2206- 
2490; 2205-2649; 2211-2752; 2213-2563; 2221-2759; 2258-2495; 2237-2726; 
2244-2846; 2251-2534; 2255-2726; 2257-2466; 2261-2716; 2268-2769; 2288- 
2644; 2310-2533; 2296-2724; 2304-2732; 2303-2668; 2303-2544; 2303-2447; 
2310-2760; 2310-2509; 2311-2731; 2312-2541; 2316-2769; 2316-2773; 2325- 
2515; 2326-2774; 2325-2731; 2331-2776; 2340-2769; 2351-2769; 2349-2541; 
2350-2602; 2351-2541; 2354-2771; 2353-2541; 2357-2770; 2359-2773; 2357- 
2541; 2361-2773; 2362-2541; 2367-2767; 2369-2770; 2376-2592; 2377-2541; 
2380-2770; 2382-2773; 2384-2541; 2390-2630; 2393-2651; 2396-2769; 2402- 
2772; 2411-2707; 2417-2596; 2438-2769; 2448-2768; 2452-2772; 2457-2770; 
2459-2768; 2461-2541; 2463-2773; 2473-2763; 2474-2769; 2473-2730; 2477- 
2735; 2483-2759; 2482-2769; 2499-2741; 2508-2769; 2517-2741; 2520-2697; 
2523-2769; 2538-2723; 2553-2768; 2555-2769; 2555-2770; 2571-2763; 2580- 
2730; 2577-2677; 2580-2769; 2584-2769; 2586-2740; 2587-2769; 2592-2769; 
2601-2860; 2623-2770; 2638-2727; 2652-2760; 2653-2769; 2704-2769; 2717- 
2775; 2718-2768 

59/LG: 083814. 6:2001MAR30 || 1-272; 69-309; 91-327; 116-352; 118-639; 327- 
597; 330-813; 441-777; 539-1086; 547-632; 608-848; 628-1064; 653-983; 663- 
892; 667-983; 668-902; 668-1172; 676-976; 682-807; 734-1157; 739-1023; 757- 
1000; 790-1045; 814-1061; 825-1189; 916-1429; 934-1211; 955-1093; 980-1365; 
980-1227; 1023-1297; 1071-1462; 1082-1333; 1130-1461; 1156-1424; 1156-1389; 
1156-1446; 1156-1467; 1192-1381; 1198-1528; 1200-1428; 1201-1406; 1217- 
1478; 1218-1537; 1262-1502; 1267-1532; 1306-1580; 1350-1661; 1385-1627; 
1392-1661; 1417-2109; 1463-1661; 1473-1674; 1506-1674; 1507-1661; 1515- 
1661; 1540-1661; 1570-1661; 1584-1661; 1586-1661; 1614-1673; 1936-2194; 
1942-2180; 1945-2178; 1952-2213; 1952-2219; 1963-2149; 1973-2204; 1973- 
2193; 1979-2183; 1980-2199; 1980-2043; 1980-2224; 1981-2200; 1983-2199; 
1985-2202; 1985-2179; 1985-2209; 2046-2207; 2051-2219 

60/LG:093477.1:200lMAR30 || 1-115; 1-619; 301-656; 387-775; 402-887; 402- 
808; 410-775; 601-876; 601-777; 601-831 

61/LG: 099572.12 :2001MAR30 || 1-274; 32-119; 33-2610; 40-114; 46-302; 54- 
327; 59-312; 59-174; 61-391; 63-395; 63-346; 69-340; 70-2469; 75-300; 968- 
1397; 1283-1892; 1561-1837; 1561-1826; 1565-2164; 1584-1857; 1584-1790; 

1621- 2023; 1621-1703; 1722-2018; 1728-2255; 1812-2132; 1819-2011; 1845- 
2123; 1925-2154; 1979-2240; 1980-2245; 1994-2392; 1999-2221; 2006-2577; 
2006-2532; 2026-2320; 2077-2252; 2173-2668; 2173-2761; 2196-2456; 2258- 
2509; 2259-2518; 2276-2674; 2304-2618; 2318-2764; 2341-2760; 2343-2761; 
2353-2552; 2369-2607; 2388-2724; 2410-2579; 2468-2752; 2468-2745; 2490- 
2769; 2492-2697; 2515-3089; 2550-2701; 2571-2665; 2571-2921; 2576-2761; 
2587-2759; 2618-2762; 2670-2911; 2672-2926; 2675-2759; 2800-3264; 2800- 
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3027; 2799-2986; 2821-3095; 2850-3119; 2962-3098; 2985-3236; 2985-3200; 
3011-3382; 3014-3400; 3014-3313; 3061-3459; 3061-3297; 3082-3349; 3110- 
3262; 3115-3361; 3128-3353; 3133-3404; 3150-3402; 3198-3424; 3224-3705; 
3241-3500; 3241-3475; 3244-3724; 3249-3531; 3302-3899; 3363-3943; 3387- 
3665; 3427-3623; 3428-4014; 3431-3960; 3446-3677; 3457-3527; 3467-3653; 
3473-3733; 3474-3745; 3494-3910; 3494-3734; 3500-3751; 3524-3788; 3598- 
3866; 3599-3857; 3603-4090; 3603-3750; 3625-3883; 3633-3919; 3666-4152; 
3688-3943; 3692-3915; 3708-3977; 3735-3983; 3746-4029; 3746-3988; 3761- 
4045; 3768-4101; 3768-3990; 3769-4235; 3777-4005; 3790-4014; 3799-4084; 
3802-4010; 3814-4041; 3820-4192; 3821-4068; 3842-4038; 3849-3920; 3856- 
4072; 3860-4101; 3882-4132; 3929-4185; 3947-4135; 3951-4219; 3965-4119; 
3953-4566; 3971-4569; 3983-4545; 4004-4600; 4003-4532; 4026-4279; 4014- 
4381; 4018-4602; 4037-4249; 4030-4383; 4072-4334; 4095-4640; 4111-4641; 
4139-4441; 4145-4600; 4148-4559; 4161-4408; 4157-4638; 4166-4631; 4171- 
4638; 4185-4509; 4175-4639; 4186-4638; 4188-4634; 4191-4640; 4195-4641; 
4196-4641; 4200-4643; 4211-4420; 4222-4640; 4228-4643; 4228-4642; 4228- 
4636; 4231-4642; 4231-4640; 4233-4638; 4235-4345; 4237-4639; 4248-4490; 
4251-4598; 4253-4522; 4274-4492; 4278-4638; 4282-4642; 4293-4598; 4313- 
4542; 4319-4592; 4320-4641; 4334-4590; 4372-4641; 4379-4595; 4386-4637; 
4389-4648; 4390-4576; 4409-4619; 4413-4638; 4423-4638; 4441-4640; 4452- 
4633; 4455-4630; 4455-4599; 4520-4645; 4528-4643; 4538-4630 

62/LG:100396.31:2001MAR30 || 1-175; 25-161; 43-326; 49-487; 49-174; 52-155; 
52-228; 61-177; 61-194; 64-489; 64-496; 150-424; 198-365; 244-706; 244-306; 
372-881; 393-897; 393-839; 393-896; 394-732; 408-872; 410-904; 411-862; 
411-736; 415-736; 438-856; 442-877; 443-871; 465-937; 482-883; 490-939; 
515-702; 547-905; 554-879; 564-932; 580-939; 605-933; 627-876; 678-879; 
678-921; 699-933; 753-929; 828-1129; 828-1183 

63/LG:1026903.5:200lMAR30 || 1-506; 38-428; 99-628; 132-635; 132-367; 136- 
634; 427-802; 427-753; 434-1056; 774-1357; 904-1357 

64/LG:1060168.6:200lMAR30 || 1-266; 36-285; 95-278; 242-443; 242-438; 242- 
336 

65/LG:1086906.41:200lMAR30 || 1-481; 1-123; 37-129; 67-158; 67-224; 77-135; 
77-213; 77-230; 83-265; 95-596; 118-701; 136-240; 328-616; 348-601; 350- 
604; 349-487; 355-576; 399-630; 419-777; 431-662; 431-953; 470-739; 473- 
681; 499-749; 498-875; 517-792; 523-1050; 528-633; 546-810; 616-874; 641- 
883; 658-1271; 676-920; 759-1277; 769-1002; 771-1335; 771-1010; 771-1276; 
777-1174; 852-940; 864-1095; 864-915; 864-1038; 864-1035; 864-977; 864- 
1340; 864-1137; 864-1056; 864-1102; 864-1065; 864-1084; 876-1098; 914-1095; 
921-1408; 936-1408; 956-1202; 1038-1655; 1107-1357; 1156-1408; 1156-1409; 
1156-1415; 1181-1345; 1211-1288; 1260-1408; 1262-1408; 1270-1408; 1277- 
1449; 1286-1408; 1306-1408; 1307-1408; 1338-1408; 1595-1655; 1604-1655; 
1604-1864 

66/LG:1089326.18:200lMAR30 || 1-652; 110-724; 124-664; 140-291; 564-1203; 
696-1252; 1039-1300; 1050-1341; 1050-1343; 1125-1351; 1156-1702; 1176-1451; 
1178-1279; 1179-1482; 1196-1413; 1198-1479; 1209-1637; 1209-1452; 1238- 
1465; 1240-1472; 1368-1800; 1376-1926; 1400-1807; 1439-1722; 1491-2129; 
1512-1998; 1520-2128; 1595-1664; 1663-1897; 1667-2251; 1674-1924; 1703- 
2189; 1703-1864; 1714-2346; 1716-1988; 1727-2414; 1731-2099; 1783-2393; 
1788-2006; 1806-2341; 1871-2361; 1890-2304; 1890-2338; 1905-2377; 1963- 
2416; 1967-2374; 2001-2416; 2003-2416; 2004-2416; 2018-2416; 2035-2416; 
2046-2417; 2049-2416; 2049-2423; 2057-2420; 2070-2416; 2090-2416; 2114- 
2416; 2115-2419; 2127-2419; 2139-2416; 2158-2416; 2172-2420; 2181-2416; 
2210-2416; 2214-2416 

67/LG:1090862.32:2001MAR30 || 1-274; 1-212; 1-269; 141-218; 207-400; 209- 
614; 247-505; 487-936; 519-936; 705-1330; 793-1339; 819-919; 829-1106; 829- 
880; 979-1399; 1012-1500; 1037-1500; 1185-1302; 1293-1671; 1311-1671; 1347- 
1633; 1374-1706; 1477-1671; 1477-1683 

68/LG:109l941.41:2001MAR30 || 1-146; 8-263; 9-462; 31-243; 34-143; 39-180; 
43-186; 44-458; 44-537; 77-334; 82-652; 126-185; 126-464; 126-635; 188-643; 
232-643; 236-359; 263-464; 310-782 
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69/LG:1093386.8:200lMAR30 || 1-178; 1-204; 1-221; 10-178; 20-214; 26-178; 
39-178; 56-178; 56-200; 56-195; 56-227; 58-174; 67-178; 71-178; 74-609; 75- 
609; 79-200; 88-178; 89-203; 89-200; 89-313; 89-217; 91-213; 91-223; 91- 
190; 91-200; 91-178; 91-202; 92-198; 115-178; 123-576; 148-197; 207-405; 
207-465; 209-490; 213-575; 213-438; 214-451; 216-465; 217-467; 220-476; 
227-320; 229-531; 229-514; 231-475; 233-591; 237-611; 241-481; 241-559; 

248- 611; 248-578; 248-408; 249-692; 249-730; 249-625; 248-380; 248-357; 

249- 377; 257-520; 258-555; 263-545; 259-346; 260-363; 263-535; 262-485; 
263-667; 263-668; 263-587; 263-539; 263-407; 263-382; 263-376; 263-365; 
263-363; 263-357; 263-342; 268-807; 268-625; 268-522; 271-559; 272-456; 
274-629; 274-651; 276-533; 283-499; 283-520; 291-530; 291-725; 294-622; 
294-377; 314-600; 327-615; 340-575; 364-793; 366-629; 368-618; 378-575; 
384-633; 416-667; 429-479; 442-681; 453-595; 477-611; 574-812; 626-1016; 
628-894; 640-825; 711-928; 716-970; 758-1278; 786-1278; 786-1265; 906-1184; 
920-1173; 934-1070; 935-1188; 935-1110; 1008-1320; 1096-1427; 1105-1334; 
1140-1347; 1153-1274; 1216-1277; 1331-1615; 1367-1996; 1377-1620; 1379- 
1637; 1380-1657; 1381-1989; 1389-1681; 1395-1648; 1405-1856; 1427-1565; 
1428-1637; 1440-1586; 1449-2007; 1446-2031; 1451-1994; 1452-2020; 1453- 
1698; 1456-1756; 1457-1708; 1461-1822; 1488-1603; 1508-1752; 1514-1769; 
1524-1631; 1540-1993; 1551-1838; 1547-1845; 1549-1996; 1551-2031; 1550- 
1652; 1560-2032; 1556-2022; 1562-2031; 1564-2033; 1565-2031; 1565-2034; 
1565-2036; 1566-2031; 1567-2031; 1573-2033; 1574-1993; 1573-1816; 1573- 
1804; 1575-2032; 1578-1825; 1582-2036; 1583-2032; 1582-1759; 1595-2038; 
1600-2031; 1595-2032; 1606-1810; 1606-1838; 1609-2038; 1610-2031; 1610- 
1860; 1615-2032; 1613-2029; 1615-2033; 1615-2031; 1616-2015; 1617-1977; 
1616-1859; 1618-2031; 1618-1858; 1620-2037; 1622-2032; 1626-2031; 1628- 
2038; 1630-2031; 1629-1889; 1630-2036; 1638-2037; 1643-2029; 1644-2029; 
1645-2039; 1647-2031; 1649-2036; 1650-2029; 1652-1903; 1653-2025; 1653- 
1739; 1654-2029; 1658-2034; 1658-2031; 1658-1935; 1659-2031; 1665-1914; 
1667-2031; 1668-2031; 1670-1906; 1671-2050; 1673-1908; 1675-1903; 1676- 
2031; 1683-2035; 1680-1906; 1682-2032; 1682-2031; 1688-2015; 1696-2031; 
1707-2029; 1720-1935; 1704-2034; 1705-2029; 1705-1961; 1706-2046; 1706- 
2029; 1709-2036; 1708-2031; 1713-2034; 1716-2031 ; -1718-2031 ; 1721-2031; 
1720-1851; 1722-2036; 1724-2029; 1734-1987; 1733-2031; 1735-1902; 1743- 
2029; 1743-2031; 1743-2015; 1746-1968; 1747-2017; 1755-2031; 1756-1991; 
1755-2035; 1769-2016; 1780-1910; 1786-1985; 1786-1956; 1788-2012; 1790- 
2032; 1791-2031; 1793-2029; 1795-2030; 1796-2032; 1806-2011; 1813-2031; 
1814-2030; 1818-2031; 1820-2036; 1820-1976; 1821-2031; 1822-2040; 1828- 
2031; 1830-2031; 1831-2031; 1835-2021; 1836-2033; 1847-2031; 1864-2029; 
1874-1986; 1876-2031; 1899-2032; 1900-2012; 1905-2031; 1906-2034; 1906- 
2031; 1935-2037; 1938-2031; 1940-2031; 1940-2028; 1940-1995; 1943-2006; 
1955-2031; 1965-2038 

70/LG: 1094187. 33 :2001MAR30 || 1-594; 1-559; 16-370; 20-378; 77-370; 88-366; 
242-309; 284-563; 286-568; 302-553; 302-416; 364-638; 372-857; 372-617; 
390-634; 447-732; 447-742; 458-732; 458-717; 458-728; 458-679; 458-698; 
459-731; 459-737; 459-719; 459-729; 460-754; 460-691; 460-564; 461-784; 
462-697; 462-645; 461-563; 462-737; 462-714; 462-718; 462-712; 462-699; 
462-701; 462-706; 462-682; 462-671; 462-661; 462-611; 465-651; 466-720; 
466-712; 466-706; 466-702; 466-701; 466-699; 466-679; 466-658; 466-596; 
468-765; 469-737; 470-688; 470-682; 471-720; 472-733; 472-707; 473-704; 
473-670; 475-704; 474-681; 475-731; 475-720; 475-706; 475-696; 475-624; 

476- 761; 476-739; 476-731; 476-720; 476-707; 476-688; 477-765; 477-690; 

477- 648; 477-644; 479-720; 483-607; 487-718? 498-820; 498-680; 498-657; 
497-783; 499-699; 500-735; 511-748; 515-763; 537-646; 554-762; 572-782; 
581-851; 723-1241; 793-1416; 928-1416; 955-1194; 958-1416; 1093-1234; 1115- 
1236 

71/LG;1098692.18:2001MAR30 |) 1-598; 28-598; 41-310; 47-633; 70-329; 72- 
649; 77-603; 77-561; 77-324; 77-312; 77-306; 77-286; 77-204; 77-173; 77- 
333; 79-342; 83-670; 84-583; 83-201; 92-184; 94-293; 94-287; 94-230; 94- 
151; 95-442; 115-330; 204-262; 203-496; 204-479; 230-493; 233-474; 247-497; 
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272-548; 277-632; 282-569; 283-500; 290-539; 288-513; 339-595; 350-628; 
352-802; 405-518; 452-585; 471-693; 511-736; 516-823; 529-1030; 552-817; 
559-823; 575-846; 576-971; 576-814; 580-756; 582-1075; 598-657; 617-781; 
620-867; 639-912; 699-1000; 715-998; 732-920; 749-1136; 773-1055; 779-1186; 
784-1240; 796-1044; 805-1024; 810-1250; 814-1242; 818-1396; 829-1005; 837- 
1105; 838-1019; 840-1250; 925-1136; 974-1439; 974-1185; 977-1444; 977-1124; 
978-1440; 989-1217; 997-1440; 1009-1440; 1031-1443; 1041-1270; 1043-1517; 
1056-1289; 1064-1370; 1070-1441; 1072-1271; 1076-1343; 1102-1443; 1112- 
1436; 1135-1373; 1153-1714; 1161-1440; 1166-1708; 1169-1440; 1175-1435; 
1176-1410; 1190-1621; 1196-1499; 1219-1440; 1226-1413; 1227-1440; 1237- 
1491; 1268-1436; 1281-1556; 1282-1534; 1290-1754; 1291-1749; 1292-1750; 
1293-1749; 1306-1752; 1319-1750; 1326-1715; 1332-1752; 1336-1749; 1339- 
1443; 1339-1710; 1347-1485; 1350-1606; 1357-1623; 1357-1736; 1527-1709; 
1548-1755; 1549-1749; 1561-1749; 1626-1749; 1626-1746; 1645-1749; 1681-1766 
72/LG:1173104.22:2001MAR30 || 1-308 ;. 1-274 ; 6-254; 6-368; 10-555; 30-483; 
48-298; 57-285; 64-457; 84-340; 100-535; 119-200; 127-375; 144-540; 145- 
438; 190-440; 193-388; 193-511; 204-483; 221-537; 255-464; 257-486; 272- 
506; 275-872; 282-527; 293-649; 296-526; 303-540; 309-547; 315-537; 333- 
625; 345-551; 387-623; 424-540; 430-505; 435-623; 436-623; 512-623; 659- 
854; 659-887; 659-956; 730-984; 816-1165; 859-1165; 933-1163; 935-1168; 
949-1166; 368-529 

73/LG:1215335.7:200lMAR30 || 1-565; 1-491; 1-597; 8-571; 13-100; 14-211; 
18-586; 18-211; 19-211; 24-211; 24-575; 43-318; 55-560; 68-565; 88-211; 
248-729; 287-546; 289-540; 294-691; 361-649; 391-646; 412-976; 434-1032; 
467-1055; 494-731; 551-989; 582-1040; 582-859; 600-841; 615-1255; 638-1242; 
652-1299; 682-1212; 705-1263; 732-1255; 736-979; 755-967; 804-1371; 815- 



1274 
1000 
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1400 
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889-1221; 889-1097; 908-1112; 914-1169; 916-1018; 952-1224; 990-1203; 
1466; 1172-1678; 1173-1387; 1173-1342; 1287-1488; 1288-1644; 1297- 



1383-1925; 1383-1934; 1394 r 1622; 1395-1917; 1400-1935 
1550; 1400-1559; 1400-1626 ;' 1400-1608 ; 1403-1754 ; 1403 

1413-1997; 1419-1711; 1419-1681; 1424-1708; 1427-1587 
1736; 1471-1675; 1472-1802; 1477-1691; 1507-1786; 1516 

1548-1677; 1554-1681; 1556-1837; 1563-1766; 1570-2123 
2192; 1586-1784; 1587-1803; 1621-2159; 1650-2160; 1654 

1678-2106; 1687-1895; 1689-1927; 1690-1976; 1693-1965 
2021; 1698-1929; 1705-2086; 1721-2007; 1721-1987; 1740 

1743-2292; 1744-1980; 1746-2013; 1748-2004; 1750-2031 
1999; 1761-2264; 1761-2029; 1773-2053; 1817-2317; 1829 

1835-2347; 1856-2393; 1878-2129; 1883-2295; 1887-2436 
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768; 676-783; 681-984; 681-948; 693-886; 702-960; 704-1127; 706-1002; 722- 
1041; 723-1008; 728-918; 748-1024; 760-1021; 789-1041; 780-1372; 782-994; 
784-1001; 784-1363; 796-1389; 784-1069; 799-1272; 800-1245; 800-1068; 800- 
1089; 806-1092; 840-1385; 840-1186; 856-935; 856-1104; 843-1055; 844-1386; 
846-944; 852-1077; 852-1088; 852-1068; 853-1155; 852-1368; 861-1115; 863- 
1164; 864-1492; 865-1151; 867-1109; 867-1197; 871-1111; 885-1036; 892-1158; 
894-1180; 897-1353; 900-1174; 904-1492; 911-1139; 931-1492; 917-1152; 918- 
1492; 928-1374; 934-1347; 937-1362; 941-1263; 940-1217; 946-1215; 949-1391; 
959-1108; 963-1353; 973-1195; 987-1353; 988-1063; 988-1300; 996-1230; 996- 
1353; 996-1218; 999-1477; 999-1226; 1000-1282; 1002-1353; 1005-1217; 1009- 
1353; 1041-1191; 1027-1238; 1028-1486; 1029-1492; 1036-1312; 1037-1495; 
1039-1304; 1040-1496; 1043-1292; 1046-1493; 1043-1353; 1050-1492; 1051- 
1490; 1057-1311; 1058-1492; 1061-1492; 1064-1492; 1068-1490; 1078-1494; 
1083-1282; 1083-1354; 1084-1485; 1092-1311; 1094-1488; 1099-1488; 1095- 
1200; 1099-1494; 1098-1485; 1101-1492; 1103-1488; 1104-1311; 1111-1311; 
1113-1355; 1113-1491; 1120-1488; 1121-1311; 1123-1492; 1124-1488; 1124- 
1492; 1128-1498; 1134-1513; 1141-1489; 1143-1399; 1150-1311; 1154-1493; 
1157-1495; 1156-1311; 1164-1494; 1180-1486; 1178-1465; 1181-1493; 1182- 
1489; 1192-1488; 1190-1497; 1191-1422; 1204-1477; 1206-1477; 1209-1491; 
1206-1492; 1206-1475; 1210-1311; 1216-1311; 1243-1498; 1241-1492; 1240- 
1311; 1248-1492; 1255-1499; 1255-1492; 1258-1488; 1275-1467; 1281-1492; 
1305-1492; 1373-1492; 1385-1459; 1395-1486; 1411-1494; 1411-1492; 1052- 
1421; 1101-1486; 970-1387 
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2082; 1788-2196; 1861-2124; 1895-2137; 1896-2166; 1909-2053; 1915-2253; 
1937-2201; 1966-2303; 1966-2237; 2077-2282; 2117-2358; 2128-2521; 2170- 
2358; 2252-2319; 2300-2537; 2407-2679; 2448-2640; 2448-2639; 2454-2560; 
2471-2734; 2471-2716; 2490-2733; 2492-2746; 2493-2742; 2498-2810; 2498- 
2679; 2499-2888; 2503-2746; 2533-2780; 2534-2675; 2550-2955; 2563-2876; 
2568-2749; 2569-2733; 2580-2989; 2580-2937; 2584-3113; 2580-2842; 2581- 
2877; 2581-2815; 2583-2821; 2612-3191; 2614-2893; 2619-2814; 2619-2712'; 
2625-2896; 2641-2897; 2641-2898; 2647-2998; 2647-3024; 2658-2987; 2659- 
2880; 2665-2940; 2667-2939; 2675-2882; 2676-3107; 2677-2967; 2677-3152; 
2704-2824; 2722-3184; 2730-2910; 2746-3218; 2743-3024; 2744-3036; 2748- 
2971; 2750-3005; 2756-3175; 2769-3398; 2788-2913; 2806-3108; 2811-3091; 
2817-3115; 2839-3356; 2838-3080; 2839-3075; 2842-3069; 2844-3223; 2852- 
3429; 2863-3410; 2860-3287; 2860-3147; 2861-3120; 2862-3309; 2863-3095; 
2864-3137; 2864-3059; 2868-3124; 2875-3110; 2883-3161; 2892-3159; 2900- 
3437; 2900-3486; 2903-3201; 2935-3113; 2936-3193; 2961-3517; 2961-3185; 
2972-3334; 2974-3583; 2976-3209; 2983-3437; 2982-3119; 2986-3247; 2987- 
3210; 2997-3262; 3014-3208; 3014-3529; 3016-3327; 3016-3188; 3015-3423; 
3022-3380; 3027-3254; 3035-3597; 3035-3300; 3038-3260; 3041-3254; 3043- 
3587; 3102-3569; 3132-3622? 3133-3577; 3135-3406; 3139-3602; 3139-3392; 
3140-3618; 3144-3615; 3154-3625; 3160-3602; 3166-3452; 3168-3409; 3171- 
3621; 3173-3620; 3175-3623; 3192-3622; 3193-3622; 3206-3618; 3210-3620; 
3211-3620; 3214-3464; 3216-3501; 3216-3416; 3216-3359; 3217-3485; 3223- 
3615; 3225-3616; 3225-3623; 3234-3498; 3235-3617; 3245-3514; 3246-3602; 
3252-3619; 3253-3619; 3271-3597; 3265-3622; 3267-3528; 3281-3591; 3274- 
3620; 3286-3620; 3290-3529; 3301-3593; 3298-3619; 3312-3606; 3312-3617; 
3324-3623; 3343-3619; 3346-3616; 3375-3619; 3376-3580; 3383-3619; 3383- 
3603; 3384-3619; 3385-3593; 3387-3624; 3401-3603; 3429-3589; 3434-3617; 
3443-3617; 3447-3617; 3450-3629; 3452-3603; 3455-3636; 3464-3631; 3475- 
3586; 3488-3602; 3495-3602; 3501-3620; 3533-3617; 3541-3617; 3544-3621 
78/LG: 1383232. 1:2001MAR30 || 1-144; 7-126; 7-372; 7-374; 7-83; 18-380; 27- 
332; 27-528; 59-572; 70-353; 82-589; 179-435; 212-637; 230-611; 236-456; 
240-615; 322-620; 340-600; 408-607; 422-607; 422-614; 465-1089; 469-1072; 
526-595; 892-1328; 914-1194; 918-1368; 917-1458; 919-1087; 924-1003; 924- 
1226; 924-1337; 927-1150; 950-1246; 954-1240; 960-1301; 967-1458; 969-1237; 
976-1201; 976-1278; 977-1458; 977-1174; 983-1458; 1011-1180; 1020-1291; 
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1045-1458; 1051-1438; 1051-1298; 1087-1458; ^1088-1291; 1088-1314; 1088- 
1240; 1088-1347; 1088-1277; 1089-1290; 1095-1332; 1095-1343; 1118-1458; 
1123-1251; -1129-1297; 1134-1306; 1140-1350; 1140-1458; 1141-1410; 1159- 
1398; 1174-1387; 1176-1458; 1189-1414; 1199-1431; 1199-1458; 1221-1834; 
1258-1431; 1259-1458; 1265-1429; 1297-1458; 1298-1458; 1322-1458; 1321- 
1953; 1334-1458; 1338-1458; 1369-1458; 1372-1458; 1382-1458; 1387-1458; 
1388-1458; 1404-1458; 1755-2279; 1976-2364 

79/LG:1383368.40:2001MAR30 || 1-492; 10-557; 10-603; 23-316; 23-1070; 29- 
1272; 29-400; 36-509; 36-276; 36-281; 36-305; 36-288; 39-678; 38-417; 38- 
554; 55-584; 58-338; 59-263; 67-316; 68-263; 68-666; 69-302; 71-276; 76- 
403; 76-399; 116-377; 156-355; 217-400; 228-400; 249-494; 258-509; 280-784; 
425-509; 425-707; 425-643; 453-831; 512-780; 524-688; 576-877; 575-875; 
592-1073; 599-1070; 602-1068; 606-1069; 618-878; 620-1069; 638-973; 642- 
1077; 650-1070; 652-1070; 659-1070; 670-1070; 678-1070; 692-1070; 705-1070; 
708-1070; 709-1073; 725-1070; 728-1071; 751-1070; 759-822; 790-855; 798- 
1075; 828-1268; 829-1070; 834-1188; 856-1046; 864-1225; 887-1270; 915-1267; 
917-1270; 918-1486; 923-1268; 924-1267; 970-1271; 993-1278; 1000-1270; 
1018-1273; 1148-1608; 1188-1728; 1231-1762; 1285-1565; 1292-1557; 1298- 
1663; 1351-1856; 1395-1560; 1448-1904; 1471-1935; 1471-1732; 1501-1996; 
1536-1779; 1538-2011; 1711-1971; 1728-2059; 1781-2335; 1781-2016; 1807- 
2294; 1847-2105; 1950-2205; 2031-2429; 2031-2258; 2111-2296; 2144-2393; 
2174-2738; 2174-2459; 2222-2487; 2222-2486; 2278-2577; 2279-2861; 2282- 
2510; 2331-2574; 2379-2626; 2380-2635; 2386-2633; 2412-2665; 2417-2640; 
2542-2781;' 2642-3183; 2662-2917; 2686-2955; 2696-3170; 2696-2928; 2709- 
2997; 2752-3013; 2772-3035; 2775-3288; 2776-3289; 2801-2928; 2819-3112; 
2898-3288; 2901-3328; 2905-3153; 2905-3330; 2908-3328; 2921-3128; 2923- 
3330; 2936-3328; 3010-3266; 3004-3167; 3032-3280; 3032-3332; 3042-3271; 
3043-3265; 3058-3328; 3068-3322; 3069-3328; 3107-3315; 3143-3288; 3150- 
3326; 3150-3328; 3151-3326; 3175-3333; 3207-3337; 3207-3298; 3244-3328 
80/LG:1384477.1:2001MAR30 || 1-273; 206-365; 206-696; 256-661; 259-517; 
297-552; 638-1222; 642-911; 912-1159; 912-1034; 1004-1262; 1004-1274; 1029- 
1104; 1029-1116; 1146-1459; 1221-1659; 1546-1919; 1550-1913; 1603-1913; 
1630-1721; 1631-1855; 1631-1854; 1631-1899; 163T-1847; 1631-1918; 1631- 
1913; 1657-1912; 1679-1913 

81/LG:1390822.1:2001MAR30 || 1-513; 210-773; 722-1305; 721-1263; 747-1310; 
817-1311; 960-1124; 957-1413; 954-1344; 960-1249; 964-1262; 966-1480; 969- 
1490; 973-1263; 986-1211; 993-1533; 990-1225; 993-1526; 993-1228; 995-1230; 
993-1566; 995-1220; 1037-1281; 1045-1127; 1097-1702; 1110-1229; 1112-1361; 
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5703; 5354-5699; 5363-5701; 5365-5653; 5355-5699; 5376-5680; 5372-5701; 
5373-5703; 5375-5701; 5380-5701; 5385-5702; 5386-5703; 5397-5706; 5389- 
5598; 5405-5701; 5411-5701; 5412-5700; 5418-5548; 5421-5700; 5409-5701; 
5436-5696; 5444-5684; 5444-5694; 5445-5699; 5463-5703; 5473-5701; 5481- 
5701; 5481-5699; 5492-5699; 5492-5692; 5492-5662; 5494-5697; 5498-5699; 
5525-5643; 5527-5650; 5532-5701; 5583-5699; 5591-5660; 5649-5699 
86/LG:1446193.10:2001MAR30 || 1-619; 300-808; 740-1277; 832-1221; 832-1102; 
936-1277; 959-1487; 959-1433; 987-1207; 1011-1166; 1067-1270; 1180-1762; 
1187-1586; 1205-1505; 1219-1745; 1219-1475; .1289-1780; 1302-1535; 1318- 
1606; 1361-1724; 1361-1646; 1367-1547; 1370-1648; 1385-1587; 1397-1566; 
1397-1561; 1397-1692; 1399-1645; 1402-1602; 1402-1577; 1405-1924; 1406- 
1893; 1407-1798; 1406-1676; 1406-1600; 1406-1561; 1418-1675; 1419-1670; 
1441-1779; 1445-1825; 1468-1916; 1492-1888; 1549-1849; 1614-1917; 1623- 
1916; 1623-1906; 1646-1870; 1724-2112; 1741-2040 ;. 1749-2003 ; 1749-1965; 
1817-2227; 1848-1916; 1921-2251; 1922-2199; 1943-2193; 1998-2496; 2143- 
2514; 2143-2341; 2150-2587; 2161-2441; 2200-2464 ;. 2229-2668 ; 2244-2469; 
2244-2468; 2244-2467; 2262-2841; 2262-2419; 2269-2467;' 2288-2457; 2306- 
2520; 2309-2570; 2333-2434; 2368-2538; 2369-2519; 2373-2563; 2373-2610; 
2404-2621; 2434-2687; 2440-2898; 2442-2683; 2444-2834; 2466-3014; 2466- 
2734; 2465-2685; 2493-2970; 2510-3021; 2520-3025; 2520-2976; 2520-2739; 
2525-2755; 2541-2733; 2548-3049; 2548-2788; 2571-3025; 2587-3059; 2602- 
3063; 2640-2849; 2640-2848; 2646-3065; 2651-3065; 2660-3061; 2660-3053; 
2664-2953; 2667-2862; 2699-3062; 2705-3062; 2705-3059; 2708-3062; 2711- 
3059; 2713-3061; 2731-2960; 2734-3060; 2738-3062; 2737-3059; 2758-2986; 
2780-3062; 2788-3037; 2792-3023; 2799-3051; 2822-3065; 2839-3047; 2839- 
3065; 2851-3062; 2859-2936; 2894-3015; 2900-3061; 2910-3054 
87/LG:1446210.8:2001MAR30 || 1485-1790; 1271-1662; 1346-1662; 1156-1506; 
1193-1506; 1100-1506; 1276-1505; 1058-1504; 1320-1502; 1061-1502; 1095- 
1502; 1102-1502; 1223-1502; 1173-1500; 1359-1498; 1193-1485; 1276-1466; 
1072-1465; 1035-1464; 1193-1463; 1185-1451; 1193-1445; 1356-1415; 1172- 
1404; 943-1370; 967-1366; 1148-1368; 1059-1289; 1004-1255; 650-1238; 980- 
1222; 909-1189; 918-1181; 946-1165; 1072-1158; 882-1140; 91.4-1134; 947- 
1091; 509-1080; 836-1053; 776-992; 608-962; 643-955; 525-939; 527-937; 486- 
937; 589-934; 512-933; 525-932; 553-932; 476-930; 717-930; 508-930; 589- 
929; 676-928; 467-927; 569-928; 515-928; 523-927; 526-928; 659-927; 561- 
927; 369-927; 635-927; 582-926; 534-927; 494-927; 525-927; 526-927; 505- 
927; 519-927; 521-927; 670-927; 657-927; 656-927; 519-925; 470-924; 577- 
924; 568-923; 594-917; 729-918; 685-917; 672-916; 673-916; 822-916; 571- 
909; 305-903; 694-893; 310-888; 259-888; 410-887; 470-887; 453-886; 650- 
885; 261-881; 282-868; 624-867; 583-860; 556-799; 547-786; 528-781; 530- 
777; 493-766; 548-735; 458-720; 474-719; 469-719; 98-716; 427-710; 425-709; 
440-693; 407-676; 550-673; 357-693; 52-655; 438-654; 407-619; 365-654; 292- 
557; 430-558; 305-551; 192-543; 296-519; 319-525; 194-480; 300-474; 222- 
362; 110-315; 60-296; 179-254; 1-189 

88/LG: 1450054. 6 :2001MAR30 || 1-450; 61-213; 82-413; 84-208; 204-303; 211- 
477; 213-673; 245-562; 248-540; 289-809; 294-825; 304-840; 318-595; 335- 
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618; 354-590; 373-622; 376-660; 397-638; 397-870; 458-905; 481-920; 487- 
913; 487-650; 524-857; 533-1134; 536-776; 564-774; 620-794; 679-867; 722- 
1006; 727-906; 755-1050; 814-909; 912-1546; 911-1427; 930-1192; 932-1229; 
930-1195; 930-1206; 930-1181; 930-1422; 932-1293; 933-1221; 948-1096; 1008- 



1622; 


1030 


-1319; 


1040 


-1281; 


1050 


-1527; 


1079 


-1590; 


1091 


-1589; 


3.116 


-1592 


1117- 


1567; 


1208- 


1457; 


1208- 


1447; 


1208- 


1442; 


1209- 


1590; 


1208- 


1565; 


1267 


1545; 


1279 


-1630; 


1288 


-1633; 


1292 


-1564; 


1301 


-1565; 


1300 


-1599; 


1300 


-1630 


1313- 


1597; 


1313- 


1544; 


1405- 


1855; 


1518- 


1801; 


1554- 


1633; 


1657- 


1929; 


1743 


2336; 


1783 


-2272; 


1783 


-2009; 


1783 


-2008; 


1783 


-1972; 


1783 


-2264; 


1783 


-2348 


1783- 


2338; 


1786- 


2020; 


1965- 


2372; 


1980- 


2550; 


1981- 


2273; 


2165- 


2412; 


2247 


2477; 


2319 


-2901; 


2323 


-2832; 


2336 


-2S66; 


2372 


-2489; 


2464 


-2740; 


2541 


-3006 


2546- 


2822; 


2584- 


2998; 


2708- 


3179; 


2982- 


3353; 


2982- 


3233; 


3162- 


3725; 


3246 


3468; 


3257 


-3750; 


3257 


-3501; 


3465 


-3702; 


3533 


-4101; 


3753 


-3859; 


3801 


-4039 


3886- 


4108; 


4052- 


4640; 


4057- 


4273; 


4060- 


4307; 


4557- 


5009; 


4566- 


5026; 


4729 


5265; 


4841 


-5028; 


4846 


-5311; 


4985 


-5532; 


4987 


-5220; 


5039 


-5596; 


5051 


-5493 


5067- 


5295; 


5077- 


5347 





















89/LG:1452516.4:2001MAR30 || 1-251; 1-542; 10-606; 18-404; 18-256; 25-249; 
47-596; 116-340; 115-372; 118-643; 119-381; 123-385; 156-309; 138-341; 227- 
785; 289-787; 266-739; 269-739; 283-607; 284-607; 284-600; 284-598; 327- 
828; 378-828; 459-828; 457-892; 587-1195; 587-838; 671-1217; 910-1124; 956- 
1359; 1052-1307; 1099-1604; 1099-1384; 1228-1719; 1285-1779; 1285-1750; 
1303-1618; 1337-1906; 1353-1774; 1356-1822; 1360-1635; 1360-1813; 1396- 
1822; 1448-1818; 1488-1818; 1535-1813 

90/LG: 1455293. 7 :2001MAR30 || 1227-1632; 1062-1499; 1174-1498; 1203-1498; 
951-1460; 1005-1433; 1167-1417; 1081-1344; 1109-1335; 880-1143; 845-1110; 
626-1046; 777-1029; 686-1025; 789-1014; 707-1008; 737-1009; 564-1008; 755- 
991; 458-973; 716-971; 531-959; 430-938; 395-807; 706-807; 467-805; 410- 
803; 431-803; 482-803; 357-802; 337-802; 349-802; 380-802; 503-802; 562- . 
802; 284-790; 542-785; 588-782; 372-7.80; 369-780; 337-769; 470-769; 429- 
767; 196-764; 164-764; 403-764; 478-760; 420-737; 179-716; 432-708; 483- . 
708; 174-700; 447-698; 457-688; 211-665; 470-671; 410-669; 298-577; 419- 
575; 125-561; 61-461; 1-352; 1-237; 61-185 
91/LG:1498113.1:2001MAR30 || 1-652; 65-585 

92/LG: 1500042. 1:2001MAR30 || 186-562; 228-443; 147-378; 287-341; 271-341; 
281-341; 232-341; 139-341; 266-341; 268-341; 177-341; 221-335; 268-335; 
264-335; 228-323; 268-323; 263-323; 186-323; 186-278; 268-321; 186-276; 
163-321; 186-320; 203-316; 263-312; 186-267; 233-306; 213-306; 245-306; 
218-306; 194-306; 203-306; 255-306; 189-306; 186-306; 1-293; 186-287; 186- 
272; 186-251; 270-354 

93/LG:1500434.4:2001MAR30 | | -1-180; 1-519; 8-244; 10-320; 12-157; 24-470; 
54-443; 261-733; 261-796; 358-792; 404-519; 407-653; 654-998; 766-1336; 
766-1157; 769-1051; 804-1260; 853-1298; 854-1319; 867-1134; 908-1316; 1013- 
1299; 1032-1268; 1059-1288; 1061-1321; 1125-1377; 1233-1357; 1253-1633; 
1255-1484; 1270-1541; 1496-1961; 1515-1779; 1517-1874; 1556-1759; 1599- 
1823; 1624-2203; 1677-2181; 1680-1901; 1680-1900; 1728-1969; 1736-2247; 
1736-1958; 1768-2040; 1869-2151; 1885-2359; 1919-2197; 1943-2192; 1977- 
2356; 1982-2305; 2005-2312; 2030-2308; 2041-2305; 2048-2255; 2068-2332; 
2091-2350; 2146-2583; 2155-2583; 2254-2765; 2297-2504; 2315-2494; 2335- 
2609; 2341-2953; 2403-2644; 2403-2548; 2473-2726; 2473-2866; 2473-2677; 
2490-2772; 2528-2822; 2529-2737; 2540-2643; 2580-2808; 2642-2871; 2650- 
3221; 2665-3177; 2667-2896; 2702-2958; 2777-3052; 2824-3061; 2824-3171; 
2829-3115; 2852-3047; 2886-3171; 2887-3159; 2917-3170; 2925-3245; 2925- 
3162; 2925-3174; 2934-3490; 2952-3193; 2985-3208; 3003-3250; 3012-3263; 
3015-3312; 3020-3493; 3020-3373; 3023-3466; 3041-3228; 3042-3252; 3042- 
3423; 3042-3228; 3044-3276; 3061-3372; 3089-3320; 3109-3634; 3113-3368; 
3134-3688; 3133-3369; 3192-3676; 3206-3410; 3246-3670; 3246-3474; 3249- 
3712; 3250-3713; 3261-3712; 3264-3720; 3265-3676; 3267-3713; 3293-3706; 
3293-3523; 3293-3746; 3294-3686; 3312-3650; 3334-3717; 3344-3712; 3351- 
3712; 3353-3732; 3361-3712; 3367-3528; 3370-3581; 3381-3677; 3390-3712; 
3397-3712; 3398-3706; 3407-3710; 3435-3713; 3449-3749; 3453-3706; 3453- 
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3712; 3456-3609; 3474-3707; 3475-3683; 3489-3709; 3501-3713; 3510-3672; 
3523-3716; 3589-3672; 3596-3712; 3596-3706; 3605-3704; 3615-3697; 3626- 
3710; 3629-3712 

94/LG:1501102.4:2001MAR30 || 1-624; 161-682; 550-1130; 698-1209; 834-1279; 
847-1100; 631-1173 

95/LG:1501768.2:2001MAR30 || 1-251; 10-257 

96/LG:1502155.6:2001MAR30 || 1-656; 137-433; 166-714; 167-442; 169-804; 
167-714; 167-390; 199-451; 214-1032; 279-705; 313-714; 373-789; 395-864; 
452-881; 452-822; 453-644; 468-930; 510-863; 510-938; 525-714; 736-1205; 
511-714; 510-714; 531-691 

97/LG: 1512304. 2 :2001MAR30 || 239-837; 472-839; 352-768; 270-747; 15-733; 
28-446; 133-426; 1-426; 28-426; 4-426 

98/LG:1512931.11:200lMAR30 || 617-891; 308-802; 310-802; 506-799; 513-798; 
574-797; 554-797; 326-796; 378-797; 559-797; 498-796; 436-796; 496-795; 
397-794; 670-794; 373-794; 380-794; 375-794; 455-794; 363-794; 403-792; 
247-792; 369-721; 389-719; 271-719; 290-717; 395-716; 316-716; 371-716; 
396-716; 461-716; 327-716; 310-712; 465-704; 321-693; 115-690; 173-679; 90- 
554; 286-534; 121-518; 184-492; 250-491; 153-490; 322-490; 25-490; 224-490; 
12-490; 1-476; 84-259; 1-253 

99/LG:155076.18:2001MAR30 || 4460-4771; 4096-4601; 2331-4600; 4096-4560; 
3969-4418; 4297-4346; 3681-4346; 3861-4277; 4031-4277; 3986-4275; 3871- 
4131; 4025-4131; 3656-4099; 3868-4099; 3444-4045; 3451-3993; 3746-3958; 
3866-3941; 3475-3858; 3555-3831; 3547-3782; 3416-3700; 3086-3700; 3036- 
3665; 3198-3584; 3331-3584; 3044-3644; 3038-3641; 3212-3529; 2948-3519; 
3252-3518; 3271-3562; 3028-3417; 3264-3416; 2872-3272; 3148-3278; 2809- 
3321; 3038-3248; 2956-3193; 2925-3193; 2651-3188; 2964-3188; 2872-3133; 
2811-3080; 2665-3061; 2687-2950; 2674-2913; 2396-2913; 2555-2847; 2365- 
2774; 2328-2745; 2365-2745 ; 2526-2745; 2373-2714; 2520-2702; 2526-2686; 
2538-2684; 2526-2648; 2530-2646; 2369-2508; 2088-2504; 2328-2501; 2335- 
2501; 2042-2501; 2245-2499; 2327-2493; 1958-2437; 2335-2424; 2067-2408; 
2328-2397; 2043-2397; 2141-2364; 2040-2187; 1664-2132; 1611-2082; 1753- 
2079; 1653-2070; 1599-2068; 1606-2065; 1674-2064; 1805-2064; 1649-2063; 
1754-2063; 1833-2062; 1609-2062; 1635-2062; 1663-2061; 1749-2062; 1854- 
2061; 1648-2059; 1673-2056; 1448-2054; 1462-2053; 1829-2045; 1916-2031; 
1563-2023; 1553-2024; 1647-2025; 1392-2022; 1642-2016; 1652-1991; 1488- 
1955; 1614-1960; 1586-1962; 1334-1926; 1629-1920; 1366-1917; 1390-1906; 
1337-1905; 1505-1875; 1357-1863; 1299-1854; 1381-1854; 1287-1832; 1338- 
1783; 1240-1784; 1492-1783; 1372-1763; 1497-1767; 1356-1761; 1534-1740; 
1438-1721; 1468-1718; 1264-1711; 1293-1708; 1280-1695; 1538-1704; 1366- 
1666; 1130-1663; 1505-1658; 1366-1656; 1378-1648; 1344-1624; 1338-1619; 
1318-1613; 1337-1609; 1344-1608; 1357-1602; 1341-1589; 1341-1584; 1320- 
1577; 1038-1568; 1356-1555; 1372-1529; 1394-1494; 873-1461; 1181-1455; 
1257-1436; 1372-1424; 860-1403; 935-1318; 1090-1318; 1112-1318; 1147-1318; 
1036-1317; 1177-1310; 931-1279; 1113-1278; 989-1268; 1030-1260; 756-1254; 
872-1216; 815-1042; 667-904; 506-896; 653-866; 261-858; 232-848; 170-791; 
195-783; 162-754; 571-703; 396-664; 296-575; 1-544; 14-563; 115-337; 1-252; 
1-35; 1-48; 4536-4757; 4183-4809; 4225-4790; 4559-4769; 4171-4811; 4281- 
4814; 4445-4733; 4160-4753; 4188-4769; 4205-4777; 4606-4812; 4479-4731; 
4181-4726; 4270-4751; 4469-4736; 4448-4761 

100/LG:159111.41:2001MAR30 || 1-3969; 142-503; 234-735; 252-685; 252-507; 
300-476; 360-981; 360-888; 390-972; 651-1235; 682-899; 730-1170; 771-1155; 
795-1407; 852-1195; 891-1512; 916-1143; 916-1176; 918-1190; 919-1149; 920- 
1115; 925-1485; 991-1411; 1041-1466; 1084-1244; 1152-1724; 1204-1692; 1222- 
1331; 1220-1677; 1233-1446; 1268-1724; 1299-1450; 1318-1590; 1405-1969; 
1489-2081; 1503-2076; 1503-1756; 1568-1767; 1666-2101; 1686-1940; 1689- 
1913; 1717-1989; 1736-2072; 1745-2300; 1772-1941; 1775-2244; 1790-2386; 
1844-2102; 1916-2192; 1919-2156; 1964-2055; 1977-2216; 1983-2249; 1989- 
2079; 2064-2540; 2067-2403; 2067-2297; 2139-2371; 2261-2655; 2261-2553; 
2284-2461; 2288-2553; 2313-2577; 2319-2627; 2379-2661; 2396-2641; 2396- 
2638; 2514-2809; 2514-2876; 2514-2782; 2532-2772; 2564-2773; 2564-2851; 



272 



WO 02/083876 



PCT/US02/09921 



Table 3 

2578-2805; 2585-3032; 2594-2861; 2594-2739; 2602-3166; 2645-3099; 2661- 
2933; 2663-2887; 2663-2881; 2663-2791; 2665-3231; 2676-2922; 2723-2954; 
2732-3020; 2733-3032; 2738-2978; 2753-2993; 2759-3291; 2762-2979; 2775- 
3048; 2782-3287; 2791-3379; 2795-3089; 2807-3061; 2807-3069; 2826-2934; 
2829-.3104; 2839-3397; 2842-3133; 2879-3407; 2876-3046; 2914-3134; 2937- 
3291; 2955-3194; 2980-3373; 2983-3224; 2986-3407; 2986-3238; 3024-3409; 
3065-3201; 3072-3235; 3083-3207; 3093-3379; 3094-3243; 3109-3503; 3125- 
3197; 3149-3363; 3149-3356; 3162-3813; 3162-3406; 3184-3416; 3205-3400; 
3229-3388; 3230-3741; 3242-3513; 3245-3356; 3257-3417; 3263-3501; 3262- 
3512; 3277-3532; 3339-3615; 3351-3598; 3466-3932; 3763-3925; 3779-3969; 
3858-3928; 3867-3969; 3873-3969; 3934-4391; 3951-4549; 4058-4321; 4058- 
4198; 4099-4631; 4154-4711; 4252-4531; 4274-4811; 4282-4896; 4364-4607; 
4405-4897; 4418-4546; 4413-4720; 4453-4931; 4455-4718; 4560-4656; 4541- 
5144; 4558-4986; 4564-4745; 4572-5078; 4563-4856; 4708-5279; 4690-4913; 
4773-5034; 4729-4924; 4776-5273; 4811-5033; 4825-5395; 4825-5241; 4830- 
5089; 4849-5093; 4804-5004; 4845-5387; 4911-5184; 4915-5542; 4929-5497; 
4969-5274; 4969-5229; 4970-5206; 5018-5419; 4974-5501; 4985-5208; 5011- 
5397; 5063-5145; 5026-5428; 4966-5347; 5098-5210; 5018-5253; 5023-5394; 
5024-5252; 5085-5595; 5091-5451; 5108-5257; 5059-5218; 5060-5344; 5086- 
5333; 5134-5241; 5104-5340; 5152-5373; 5273-5353; 5250-5341; 5297-5353; 
5322-5504; 5335-5411; 5387-5466; 5439-5689; 5443-5703; 5464-5642; 5458- 
5706; 5509-6097; 5572-6108; 5638-5873; 5630-6220; 5630-5984; 5760-6334; 
6114-6332; 6114-6684; 6233-6309; 6270-6804; 6297-6809; 6314-6568; 6420- 
6809; 6445-6809; 6601-7147; 6674-6759; 5316-5451; 5316-5632; 4964-5075; 
4969-5075; 5334-5512; 5322-5467; 3837-3967 

101/LG:170604.1:2001MAR30 || 1-489; 214-496; 236-501; 238-790; 241-500 
102/LG:190477.4:2001MAR30 || 1-431; 1-118; 1-205; 10-196; 10-513; 21-129; 
19-309; 21-361; 26-255; 68-327; 364-972; 407-685; 427-996; 483-1044; 566- 
975; 568-834; 639-1130; 644-939; 684-1255; 684-876; 767-1002; 832-1051; 
839-1051; 838-1257; 838-1316; 913-1181; 913-1184; 1016-1537; 1065-1303; 
1071-1545; 1071-1526; 1231-1630; 1231-1779; 1236-1360; 1270-1779; 1284- 
1786; 1320-1788; 1332-1573; 1336-1760; 1370-1686; 1412-1734; 1418-1824; 
1428-1824; 1515-1819; 1558-1819; 1576-1822; 1624-2089; 1936-2481; 1964-2250 
103/LG:198087 .8:2001MAR30 || 1-254; 1-491; 19-302; 50-597; 136-623; 157- 
427; 177-512; 179-402; 206-405; 319-569; 424-972; 487-987; 646-1051; 650- 
1140; 670-1007; 783-1226; 785-1237; 786-1078; 797-1030; 867-1117; 899-1049; 
900-1217; 951-1394; 951-1237; 964-1237; 964-1033; 1090-1250; 1116-1498; 
1131-1356; 1183-1422; 1257-1713; 1257-1646; 1258-1701; 1258-1732; 1258- 
1737; 1258-1651; 1259-1623; 1260-1703; 1261-1726; 1261-1741; 1261-1716; 
1262-1721; 1262-1717; 1262-1712; 1262-1716; 1262-1705; 1262-1660; 1262- 
1699; 1265-1407; 1288-1575; 1300-1889; 1302-1731; 1307-1667; 1349-1623; 
1371-1744; 1368-1906; 1410-1604; 1548-1761; 1559-1813; 1599-1822; 1602- 
2096; 1618-1910; 1629-1822; 1650-2213; 1687-2294; 1698-1948; 1740-1997; 
1741-1796; 1743-2287; 1760-2004; 1785-2223; 1813-2246; 1886-2470; 1886- 
2248; 1886-2201; 1892-2486; 1949-2135; 1959-2218; 1962-2565; 1964-2252; 
1975-2246; 1983-2390; 2047-2289; 2070-2284; 2082-2301; 2126-2406; 2150- 
2305; 2171-2455; 2185-2236; 2218-2445; 2221-2505; 2226-2904; 2279-2513; 
2469-3003; 2540-3068; 2540-3045; 2510-3083; 2517-2869; 2527-2942; 2529- 
3011; 2531-2753; 2554-2782; 2557-2786; 2568-2959; 2568-2830; 2568-2793; 
2571-2811; 2575-2961; 2577-2823; 2576-2785; 2580-2847; 2582-2813; 2599- 
2814; 2599-2856; 2599-2817; 2623-2969; 2623-2892; 2622-2844; 2629-2912; 
2633-287^; 2650-2859; 2665-3267; 2671-3094; 2682-2938; 2688-2963; 2696- 
2958; 2702-2966; 2703-2958; 2709-2930; 2713-3009; 2720-3247; 2720-2943; 
2730-3311; 2735-2972; 2737-2988; 2737-2798; 2769-3294; 2774-3046; 2785- 
3109; 2788-3040; 2789-3061; 2838-2985; 2842-3266; 2842-3126; 2842-3058; 
2848-3106; 2848-3096; 2848-2962; 2850-3098; 2854-3338; 2859-3317; 2865- 
3059; 2876-3427; 2881-3124; 2882-3134; 2884-3068; 2889-3242; 2904-3473; 
2908-3424; 2908-3138; 2910-3152; 2911-3197; 2911-3180; 2917-3130; 2917- 
2974; 2919-3177; 2924-3185; 2939-3226; 2941-3254; 2952-3217; 2956-3211; 
2970-3210; 2975-3168; 2976-3449; 2978-3217; 2981-3238; 2997-3280; 2999- 
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3242; 3001-3291; 3038-3365; 3040-3285; 3040-3262; 3041-3229; 3045-3296; 
3047-3266; 3048-3175; 3052-3304; 3053-3500; 3053-3302; 3055-3326; 3059- 
3288; 3073-3311; 3077-3327; 3092-3340; 3107-3371; 3109-3365; 3111-3354; 
3119-3600; 3116-3662; 3118-3663; 3122-3263; 3128-3374; 3134-3364; 3136- 
3372; 3145-3541; 3145-3450; 3145-3386; 3147-3435; 3151-3416; 3151-3329; 
3167-3292; 3175-3444; 3178-3518; 3180-3446; 3183-3371; 3185-3437; 3186- 
3371; 3189-3394; 3193-3315; 3199-3813; 3211-3467; 3212-3841; 3222-3478; 
3226-3559; 3226-3467; 3226-3371; 3230-3521; 3230-3512; 3226-3803; 3234- 
3592; 3235-3436; 3236-3467; 3251-3716; 3271-3477; 3272-3519; 3276-3403; 
3276-3641; 3278-3510; 3286-3815; 3285-3587; 3285-3518; 3292-3774; 3296- 
3785; 3296-3556; 3298-3545; 3301-3511; 3301-3445; 3317-3561; 3318-3796; 
3323-3804; 3339-3689; 3340-3584; 3356-3612; 3358-3627; 3370-3841; 3371- 
3605; 3371-3841; 3373-3844; 3381-3841; 3380-3841; 3382-3841; 3384-3841; 
3385-3846; 3386-3842; 3388-3846; 3397-3843; 3398-3688; 3398-3658; 3398- 
3615; 3406-3817; 3406-3839; 3407-3839; 3409-3841; 3410-3842; 3418-3841; 
3420-3837; 3421-3846; 3426-3841; 3429-3669; 3438-3647; 3431-3845; 3432- 
3841; 3438-3684; 3440-3801; 3439-3726; 3438-3727; 3440-3848; 3439-3683; 
3446-3841; 3447-3843; 3447-3698; 3450-3844; 3459-3846; 3460-3843; 3463- 
3846; 3463-3838; 3463-3845; 3470-3639; 3471-3842; 3472-3841; 3473-3841; 
3474-3844; 3474-3841; 3477-3735; 3482-3846; 3482-3845; 3483-3841; 3486- 
3839; 3488-3841; 3491-3839; 3494-3722; 3500-3839; 3505-3841; 3513-3843; 
3513-3841; 3516-3843; 3517-3838; 3519-3842; 3522-3841; 3526-3841; 3524- 
3834; 3534-3834; 3535-3841; 3536-3841; 3540-3831; 3540-3829; 3545-3841; 
3549-3803; 3555-3841; 3554-3841; 3559-3841; 3562-3846; 3563-3842; 3565- 
3841; 3568-3787; 3570-3824; 3576-3840; 3577-3841; 3600-3841; 3607-3841; 
3610-3837; 3617-3845; 3618-3841; 3628-3840; 3628-3932; 3629-3841; 3632- 
3841; 3632-3843; 3664-3824; 3670-3842; 3671-3846; 3670-3841; 3671-3841; 
3682-3799; 3690-3874; 3771-3841; 3772-3838; 3787-3840; 3789-3841 
104/LG:198743.2:2001MAR30 || 1-654; 1-653; 134-463; 194-811; 194-355; 260- 
789; 265-684; 335-647; 399-952; 436-1045; 436-587; 436-855; 451-684; 478- . 
684; 492-1054; 574-790; 576-813; 591-834; 602-890; 722-918; 818-1052; 890- 
1139; 896-1423; 978-1461; 981-1150; 1000-1468; 1000-1288; 1053-1510; 1053- 
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2995; 2749-3203; 2762-3209; 2764-3213; 2768-3193; 2770-3017; 2770-3010; 
2776-2998; 2778-3026; 2794-3059; 2799-3054; 2820-3203; 2824-3394; 2835- 
3125; 2836-2997; 2858-3027; 2859-3161; 2867-3103; 2879-3095; 2882-3038; 
2892-3283; 2890-3152; 2910-3143; 2921-3180; 2921-3168; 2924-3117; 2926- 
3449; 2926-3175; 2927-3499; 2941-3075; 2945-3212; 2946-3152; 2947-3195; 
2948-3155; 2950-3225; 2956-3234; 2977-3462; 2975-3184; 2988-3228; 2989- 
3237; 2991-3113; 2993-3286; 3011-3277; 3015-3275; 3018-3294; 3021-3421; 
3023-3280; 3026-3253; 3036-3267; 3043-3302; 3043-3281; 3043-3289; 3045- 
3261; 3047-3294; 3059-3275; 3063-3310; 3064-3304; 3066-3351; 3066-3340; 

3071- 3638; 3077-3352; 3077-3310; 3081-3479; 3084-3495; 3085-3350; 3086- 
3543; 3088-3292; 3095-3622; 3095-3582; 3095-3383; 3096-3357; 3097-3333; 
3100-3361; 3102-3384; 3104-3594; 3123-3366; 3125-3388; 3141-3379; 3146- 
3375; 3150-3402; 3164-3596; 3164-3391; 3164-3375; 3170-3424; 3173-3644; 
3176-3641; 3176-3412; 3178-3640; 3184-3639; 3193-3641; 3193-3462; 3196- 
3646; 3196-3599; 3198-3429; 3201-3447; 3201-3410; 3202-3641; 3202-3636; 
3203-3638; 3205-3641; 3205-3647; 3209-3641; 3209-3387; 3212-3641; 3212- 
3493; 3219-3639; 3218-3438; 3221-3646; 3223-3636; 3223-3646; 3223-3638; 
3225-3638; 3226-3638; 3227-3636; 3227-3641; 3231-3638; 3241-3640; 3247- 
3647; 3249-3643; 3271-3505; 3273-3511; 3273-3639; 3274-3541; 3283-3537; 
3284-3566; 3302-3504; 3326-3581; 3326-3545; 3332-3623; 3332-3629; 3354- 
3638; 3354-3579; 3355-3541; 3357-3637; 3357-3620; 3359-3601; 3369-3618; 
3369-3608; 3369-3606; 3386-3636; 3391-3590; 3392-3624; 3400-3504; 3403- 
3646; 3412-3537; 3425-3636; 3435-3646; 3447-3641; 3447-3640; 3448-3641; 
3456-3631; 3487-3638; 3487-3602; 3488-3638; 3489-3643; 3489-3636; 3489- 
3572; 3540-3646; 3540-3608; 3357-3638; 3360-3641; 3356-3641; 3348-3638; 
2907-3203; 3324-3638; 2895-3210; 3309-3641; 3297-3641; 3296-3639; 3281- 
3639; 3272-3638; 3267-3638; 3080-3454; 3264-3636; 3105-3489; 3241-3638; 

3072- 3489; 3321-3639; 3334-3641; 3261-3641; 3389-3638; 3396-3638; 3418- 
3641; 3411-3646; 3418-3642; 3410-3638; 3270-3489; 3215-3405; 3462-3641; 
3456-3641; 3215-3400; 2906-3090; 3464-3633; 3489-3638; 3551-3646; 3550- 
3641; 3409-3489; 3551-3628 

*105/LG:199194.1:2001MAR30 || 1-3546; 1-557; 92-570; 124-572; 185-511; 261- 
570; 325-7-04; 325-562; 464-820; 693-950; 693-755; 1052-1554; 1403-1800; 
1403-1723; 1403-1471; 1422-1656; 1429-1853; 1448-1809; 1466-2063; 1469- 
1761; 1558-2075; 1547-1806; 1576-2049; 1687-1936; 1709-2197; 1718-2012;. 
1729-1994; 1762-1994; 1765-2063; 1779-2021; 1830-2058; 1924-2225; 1929- 
2477; 1929-2264; 1986-2517; 2004-2301; 2040-2301; 2048-2182; 2123-2306; 
2142-2399; 2178-2513; 2180-2581; 2179-2532; 2179-2419; 2201-2454; 2214- 
2486; 2222-2668; 2222-2791; 2222-2525; 2223-2520; 2233-2589; 2288-2521; 
2299-2526; 2359-2955; 2372-2605; 2402-2670; 2404-2652; 2427-2617; 2448- 
2939; 2453-2744; 2457-2757; 2463-2671; 2467-2696; 2500-2802; 2500-2824; 
2509-2732; 2522-3026; 2549-2812; 2553-2807; 2580-3014; 2596-3234; 2610- 
2817; 2626-2761; 2662-2753; 2750-2853; 2781-3298; 2781-3031; 2873-3092; 
2912-3491; 2953-3505; 2971-3204; 2975-3273; 2989-3372; 3005-3558; 3029- 
3535; 3067-3543; 3070-3511; 3070-3539; 3070-3499; 3070-3191; 3071-3527; 
3071-3499; 3071-3355; 3079-3533; 3089-3546; 3098-3541; 3100-3542; 3100- 
3538; 3101-3538; 3107-3368; 3109-3496; 3114-3538; 3126-3538; 3131-3400; 
3143-3538; 3152-3395; 3154-3538; 3156-3546; 3184-3533; 3179-3541; 3181- 
3477; 3187-3541; 3202-3469; 3216-3544; 3211-3547; 3211-3488; 3218-3520; 
3211-3440; 3224-3518; 3233-3539; 3248-3542; 3255-3512; 3257-3546; 3264- 
3534; 3260-3542; 3265-3546; 3266-3455; 3267-3550; 3271-3538; 3274-3535; 
3291-3538; 3296-3534; 3327-3546; 3328-3542; 3330-3534; 3344-3538; 3360- ' 
3543; 3383-3542; 3386-3538; 3437-3538; 3483-3537 

106/LG:200727.6:2001MAR30 || 982-1425; 986-1131; 689-1042; 705-1042; 583- 
1041; 590-1040; 864-1040; 736-1039; 641-1038; 712-1038; 658-1037; 662-1036; 
909-1037; 618-1037; 761-1035; 603-1036; 689-1036; 767-1036; 909-1036; 854- 
1036; 670-1036; 582-1035; 687-1034; 730-1035; 775-1034; 621-1034; 602-1034; 
656-1023; 662-1013; 656-1012; 655-1006; 653-1003; 656-998; 431-995; 478- 
996; 655-988; 466-985; 656-964; 655-915; 656-900; 591-899; 640-865; 359- 
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840; 596-821; 596-760; 436-694; 434-678; 359-678; 439-670; 349-603; 262- 
540; 217-490; 110-455; 217-437; 110-348; 64-319; 1-253 
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2364 ; 
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-2142 ; 
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-2115 
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-2115 ; 


1881- 
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1881- 


2078; 


1884- 


-2456 ; 


1884- 


-2186 ; 


1888- 


2074 ; 


1888 


2036 


1891 


-2297 
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-2117 ; 


1894 


-2136 


1898 


-2121 


1902 


-2194 ; 
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-1993 


1930- 


-2074; 


1930- 


-2183 ; 


1930- 


2069 ; 


1948- 


-2348; 


1952- 


-2131 ; 


1966- 


2188 ; 


1978 


2227 


• 1989 


-2146 


• 2017 


-2390; 


2015 
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2017 


-2302 


2042 


-2393 ; 


2072 


-2331 


2074- 


-2366; 


2076- 


-2604 ; 


2112- 


2384; 


2134- 


-2742; 


2135- 


-2375 ; 


2136- 


2404; 


2187 


2391 


2200 


-2362 


? 2234 


-2503 ; 


2240 


-2494, 


2246 


-2545 


2278 


-2435 ; 


2280 


-2562 


2289- 


-2518; 


2291- 


-2552 ; 


2309- 


2915; 


2311- 


-2758 ; 


2311- 


-2535; 


2314- 


2567 ; 


2314 


2835 


2327 


-2671 


• 2326 


-2543 ; 


2340 


-2560, 


2344 


-2696 


2348 


-2551 ; 


2355 


-2576 


2355- 


-2574; 


2365- 


-2621; 


2366- 


2679; 


2379- 


-2659; 


2383- 


-2608 ; 


2397- 


2683 ; 


2413 


2692 


• 2437 


-2812 


• 2466 


-2720 ; 


2482 


-2739, 


2487 


-2769 


2530 


-3100; 


2610 


-3112 


2611- 


-2915; 


2619- 


-3157 ; 


2620- 


2897;- 


2636- 


-2898; 


2638- 


-2902 ; 


2639- 


2973 ; 


2640 


2870 


• 2647 


-3168 


• 2657 


-2864; 


2663 


-2866 


*' 2667 


-2919 


2676 


-2818; 


2682 


-3.045 


2693- 


-2946; 


2690- 


-2818 ; 


2708- 


3171; 


2716- 


-2955; 


2722- 


-2972 ; 


2727- 


3170; 


2731 


3197 


• 2738 


-3260 


• 2740 


-2966; 


2743 


-2952, 


2743 


-2978 


2743 


-3234 ; 


2754 


-3184 


2750- 


-3221; 


2752- 


-3215 ; 


2759- 


3044; 


2781- 


-3151; 


2777- 


-3219 ; 


2774- 


3060; 


2777 


2930 


• 2800 


-3260 


• 2823 


-3266; 


2826 


-2981, 


2828 


-3266 


2828 


-3263 ; 


2828 


-3267 


2829- 


-3260; 


2836- 


-3076; 


2836- 


2915; 


2848- 


-3264; 


2853- 


-3260; 


2854- 


3105; 


2855 


3264 


• 2858 


-3280 


• 2859 


-3264; 


2862 


-3109, 


• 2862 


-3260 


2863 


-3263; 


2865 


-3263 


2868- 


-3277; 


2868- 


-3264; 


2869- 


3277; 


2874- 


-3117; 


2877- 


-3109; 


2882- 


3263; 


2888 


2977 


; 2888 


-3260 


- 2893 


-3260; 


2899 


-3073, 


2905 


-3237 


2913 


-3260; 


2919 


-3246 


2924- 


-3265; 


2930- 


-3265; 


2940- 


3191; 


2940- 


-3260; 


2940- 


-3224; 


2947- 


3156; 


2947 


3260 


2948 


-3259 


• 2959 


-3263; 


2972 


-3246, 


2974 


-3253 


2975 


-3252; 


2991 


-3244 


2992- 


-3227; 


2997- 


-3260; 


3004- 


3203; 


3025- 


-3263; 


3036- 


-3264; 


3043- 


3260; 


3045 


3223 


• 3056 


-3267 


* 3059 


-3257; 


3062 


-3263, 


3064 


-3264 


3065 


-3263; 


3070 


-3260 


3075- 


-3260; 


3107- 


-3265; 


3145- 


3492; 


3148- 


-3261; 


3148- 


-3260; 


3170- 


3260; 


3354 


3646 
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• 2397 


-2967; 
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-2060, 


1821 
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-2073; 


3031 


-3165 
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108/LG:201669.25:2001MAR30 || 1-155; 29-3442; 39-347; 40-162; 42-718; 41- 
236; 45-580; 49-390; 101-566; 201-771; 245-755; 429-728; 485-667; 525-781; 
622-1083; 622-858; 710-945; 816-952; 831-1127; 831-1132; 831-1096; 910- 
1449; 951-1529; 938-1158; 1012-1334; 1034-1531; 1026-1123; 1146-1772; 1169- 



1445; 


1187 


-1800; 


1192 


-1301; 


1206 


-1472; 


1240 


-1506; 


1254 


-1859; 
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1273- 


1773; 


1287- 


1748; 


1287- 


1563; 


1300- 


1527; 


1311- 


1586; 


1330- 


1599; 


1350 


1865; 


1353 


-1889; 


1386 


-1588; 


1391 


-1647; 


1403 


-1918; 


1419 


-1688; 


1430 


-1663 


1443- 


1910; 


1463- 


1676; 


1473- 


1720; 


1507- 


1777; 


1537- 


1733; 


1537- 


1753; 


1556 


2078; 


1562 


-1788; 


1593 


-1918; 


1594 


-1863; 


1654 


-1918; 


1806 


-2016; 


1806 


-1918 


1816- 


1907; 


1860- 


2072; 


1860- 


2017; 


1935- 


2152; 


1935- 


2105; 


1994- 


2363; 


2006 


2225; 


2015 


-2523; 


2020 


-2436; 


2097 


-2569; 


2095 


-2571; 


2098 


-2531; 


2098 


-2503 


2098- 


2366; 


2100- 


2346; 


2113- 


2253; 


2119- 


2572; 


2121- 


2354; 


2121- 


2571; 


2122 


2575; 


2125 


-2575; 


2133 


-2532; 


2142 


-2569; 


2143 


-2368; 


2145 


-2569; 


2148 


-2739 


2166- 


2509; 


2166- 


2411; 


2177- 


2569; 


2184- 


2569; 


2203- 


2570; 


2203- 


2493; 


2204 


2570; 


2211 


-2570; 


2215 


-2571; 


2226 


-2573; 
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-2533; 
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2239 


-2577 



WO 02/083876 PCT7US02/09921 

Table 3 

2242-2571; 2245-2827; 2249-2569; 2251-2572; 2254-2529; 2265-2518; 2279- 
2569; 2283-2475; 2284-2517; 2284-2491; 2285-2571; 2298-2572; 2325-2572; 
2322-2576; 2325-2576; 2345-2858; 2345-2521; 2348-2631; 2352-2642; 2356- 
2558; 2369-2700; 2373-2569; 2374-2629; 2375-2570; 2385-2642; 2418-2990; 
2421-2966; 2433-2569; 2434-2509; 2437-2572; 2441-2836; 2461-2552; 2466- 
2554; 2494-2642; 2537-2797; 2562-2977; 2564-2840; 2598-2833; 2608-2946; 
2617-2863; 2617-2676; 2638-3075; 2647-2888; 2710-2905; 2714-3002; 2714- 
2944; 2721-2959; 2726-2869; 2736-2897; 2792-2981; 2797-2957; 2822-3155; 
2831-3107; 2842-3428; 2846-2985; 2867-3130; 2880-3300; 2880-3076; 2888- 
3437; 2888-3377; 2891-3108; 2891-2991; 2897-3214; 2912-3122; 2941-3160; 
2967-3440; 2980-3440; 2981-3439; 2981-3444; 2989-3445; 2992-3440; 2999- 
3445; 3015-3246; 3022-3442; 3022-3444; 3028-3397; 3031-3451; 3034-3278; 
3039-3446; 3046-3446; 3046-3447; 3051-3438; 3051-3443; 3066-3440; 3065- 
3437; 3069-3322; 3071-3439; 3072-3261; 3073-3447; 3076-3405; 3078-3644; 
3086-3402; 3092-3440; 3112-3442; 3112-3363; 3126-3279; 3128-3444; 3127- 
3448; 3128-3450; 3131-3397; 3133-3440; 3135-3438; 3136-3443; 3135-3419; 
3139-3442; 3145-3444; 3149-3440; 3160-3290; 3166-3432; 3167-3446; 3167- 
3436; 3180-3438; 3188-3393; 3190-3438; 3196-3378; 3198-3439; 3206-3443; 
3227-3442; 3248-3440; 3249-3440; 3251-3433; 3260-3440; 3297-3442; 3389- 
3444; 3389-3438; 3390-3444 
109/LG:208588.4:2001MAR30 || 1-247; 1-280 

110/LG: 210412. 29 :2001MAR30 || 1-110; 10-164; 18-165; 18-158; 77-332; 77- 
359; 154-570; 282-729; 354-787; 398-782; 423-782; 590-1120 
111/LG:215051.15:2001MAR30 || 1-612; 14-281; 14-521; 16-278; 21-232; 24- 
157; 24-322; 44-622; 46-298; 40-488; 40-251; 66-273; 67-547; 67-263; 71- 
493; 75-285; 77-510; 81-597; 152-319; 176-454; 193-710; 309-436; 400-672; 
462-1027; 488-678; 504-868; 542-829; 580-777; 611-1179; 642-857; 660-1222; 
660-1090; 678-925; 718-972; 735-977; 778-971; 756-1004; 869-1010; 885-1126; 
903-1110; 911-1448; 911-1550; 1034-1375; 1-140; 1382-1667; 1410-1611; 1412- 
1643; 1414-1607; 1425-1694; 1542-1848; 1548-1982; 1597-1768; 1662-2208; 
1690-2150; 1691-2150; 1693-2150; 1708-2132; 1735-1981; 1740-2037; 1752- 
1997; 1814-2066; 1831-2150; 1840-2318; 1874-2105; 1874-2151; 1876-2480; 
1950-2446; 1952-2373; 1950-2380; 2008-2562 ;. 2108-2551 ; 2107-2746; 2127- 
2523; 2132-2515; 2180-2635; 2181-2440; 2202-2298; 2225-2780; 2225-2497; 
2234-2447; 2265-2783; 2268-2404; 2286-2520; 2315-2492; 2363-2565; 2391- 
2793; 2395-2840; 2395-2662; 2409-2633; 2412-2608; 2414-2712; 2415-2509; 
2421-2682; 2421-2694; 2424-2732; 2446-2637; 2481-2715; 2484-2717; 2495- 
2767; 2527-2703; 2534-2666 

112/LG:215475.21:2001MAR30 || 1-477; 1-484; 1-435; 4-488; 194-671; 197-451; 
237-773; 226-635; 332-927; 335-481; 336-617; 341-629; 343-554; 354-481; 
363-621; 376-629; 383-543; 385-846; 500-965; 500-993; 530-1038; 530-1004; 
533-769; 537-804; 560-1036; 574-1110; 571-997; 580-863; 598-825; 600-1165; 
600-814; 603-818; 607-981; 607-839; 608-805; 614-1039; 615-901; 626-753; 
630-764; 637-865; 638-1157 ;. 675-1196; 689-935; 693-1285; 702-860; 706-851; 
713-861; 716-948; 716-851; 726-936; 794-1060; 797-1141; 807-1006; 811-1007; 
819-1001; 831-1408; 862-1152; 865-1101; 869-1118; 885-1116; 892-1420; 906- 
1474; 906-1163; 926-1506; 926-1155; 930-1296; 944-1184; 964-1508; 964-1273; 
968-1512; 967-1138; 994-1254; 1000-1263; 1000-1243; 1012-1194; 1034-1532; 
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1643; 


1055- 


1678; 


1055- 


1587; 


1055- 


1586; 


1064- 


1280 t 


1064- 


1428; 


1064- 


1295; 
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-1284; 


1064 


-1270; 
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-1272; 
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-1652; 


1071 


-1313; 


1094- 


1371; 


1111- 


1556; 


1114- 


1732; 


1150- 


1399; 


1151- 


1396; 


1159- 


1717; 


1158- 


1392; 


1159 


-1367; 


1176 


-1694; 


1179 


-1733; 


1184 


-1459; 


1191 


-1479; 


1191 


-1436; 


1203- 


1316; 


1209- 


1565; 


1208- 


1566; 


1216- 


1476; 


1237- 


1490; 


1245- 


1787; 


1250- 


1752; 


1272 


-1753; 


1272 


-1752; 


1276 


-1753; 


1281 


-1430; 


1285 


-1561; 


1293 


-1741; 
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1561; 


1306- 


1615; 


1317- 


1606; 


1331- 


1572; 


1335- 
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1339- 
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-1474; 
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-1718; 
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-1634; 
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-1740; 


1376 


-1652; 
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-1839; 


1382- 


1696; 


1382- 


1656; 


1384- 


1977; 


1384- 


1624; 


1391- 


1606; 


1394- 


1894; 


1399- 


1578; 


1408 


-1581; 


1409 


-1850; 


1416 


-1679; 


1425 


-1731; 


1432 


-1671; 


1444 


-1734; 


1447- 
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1957; 


1486- 


1728; 


1490- 


1726; 


1505- 


2115; 
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1734; 


1507- 
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-2090; 
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-1771; 


1547 
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1553- 


-2102; 


1553- 


-1781; 


1570- 


-2082; 


1579- 


-2092; 


1587- 


-1833; 


1589- 


•1944; 


1589- 


1896; 


1591 


-1789; 


1591 


-2175; 


1601 


-1849; 


1624- 


1789; 


1632 


-1899; 


1635 


-2209; 


1635- 


•2195; 


1652- 


•1909; 


1660- 


-1886; 


1661- 


-1878; 


1662- 


•1788; 


1662- 


•1866; 


1663- 


1922; 


1663 


-2067; 


1670 


-2233; 


1671 


-1921; 


1672- 


1828; 


1672 


-1901; 


1678 


-1903; 


1680- 


-2035; 


1683- 


-1827; 


1699- 


-2262; 


1699- 


-1856; 


1699- 


-1931; 


1709- 


-2217; 


1710- 


2261; 


1709 


-1958; 


1727 


-2261, 


1721 


-1972, 


1725- 


•2286; 


1728 


-2024, 


1746 


-2282; 


1750- 


-2283; 


1759- 


-1988; 


1780- 


-2029; 


1802- 


-2075; 


1806- 


-2028; 


1812- 


-2049; 


1830- 


2392; 


1830 


-2093; 


1834 


-2085, 


1837 


-2069; 


1844- 


2022; 


1851 


-2405; 


1851 


-2122; 


1849- 


-2033; 


1858- 


-2120; 


1874- 


-2501; 


1880- 


-2144; 


1885- 


-2146; 


1885- 


-2390; 


1886- 


2298; 


1887 


-2239, 


1887 


-2075, 
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-2145, 
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-2389; 


1923 


-2192, 
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-2181; 


1931- 


-2179; 


1936- 


-2188; 


1952- 


-2390; 


1956- 


-2549; 


1954- 


-2174; 


1971- 


-2207; 


1992- 


2577; 


1992 


-2552; 


1992 


-2291, 


1993 


-2285; 


1994- 


-2387; 


1994 


-2290; 


1994 


-2227; 


1996- 


-2272; 


1996- 


-2447; 


1996- 


-2381; 


1998- 


-2282; 


1996- 


-2463; 


1998- 


-2294; 


1998- 


2179; 


2005 


-2389, 


2006 


-2239, 


2008 


-2240, 


2011- 


•2583; 


2016 


-2575, 


2042 


-2300; 


2046- 


-2532; 


2056- 


-2281; 


2057- 


-2334; 


2058- 


-2599; 


2059- 


-2310; 


2059- 


•2305; 


2058- 


2121; 


2062 


-2394, 


2076 


-2654, 


2078 


-2365, 


2078- 


-2354; 


2087 


-2498; 


2089 


-2360; 


2104- 


-2573; 


2116- 


-2729; 


2118- 


-2304; 


2125- 


-2384; 


2144- 


-2590; 


2144- 


-2401; 


2151- 


2404; 


2151 


-2381; 


2162 


-2352, 


2167 


-2437, 


2171- 


2740; 


2178 


-2434; 


2182 


-2703; 


2185- 


-2754; 


2188- 


-2727; 


2185- 


-2432; 


2188- 


-2447; 


2197- 


-2460; 


2201- 


-2465; 


2201- 


2431, 


2200 


-2522, 


2209 


-2786, 


2211 


-2453, 


2220- 


•2728, 


2222 


-2506, 


2249 


-2653; 


2238- 


-2465; 


2252- 


-2630; 


2258- 


-2671; 


2258- 


-2513; 


2259- 


-2523; 


2260- 


-2505; 


2258- 


2527, 


2282 


-2748, 


2282 


-2554, 


2290 


-2411; 


2296- 


-2498; 


2298 


-2557, 


2300 


-2557; 


2303- 


-2557; 


2316- 


-2583; 


2317- 


-2509; 


2348- 


-2896; 


2347- 


-2608; 


2355- 


-2588; 


2362- 


2615, 


2363 


-2653, 


2376 


-2608 


2385 


-2664, 


2402- 


■2605, 


2402 


-2863, 


2399 


-3008; 


2414- 


-2999; 


2422- 


-2995; 


2423- 


-2604; 


2427- 


-2973; 


2431- 


-2992; 


2430- 


-2686; 


2428- 


2668, 


2434 


-2986, 


2435 


-2694 


2436 


-2640, 


2434- 


•2694, 


2434 


-2659, 


2436 


-2697; 


2435- 


-2982 ; 


2438- 


-2522; 


2441- 


-2994; 


2441- 


-2753; 


2441- 


-2702; 


2453- 


-2994; 


2458- 


2699, 


• 2459 


-2719, 


2462 


-2704 


2465 


-2993, 


2467- 


-3055, 


2468 


-2712, 


2470 


-2739; 


2470- 


-2668; 


2483- 


-2911; 


2481- 


-2795; 


2489- 


-3058; 


2484- 


-2691; 


2485- 


-2794; 


2486- 


2838, 


2486 


-2820, 


2486 


-2670 


2490 


-3100, 


2492- 


•2812, 


2500 


-3009, 


2502 


-3019; 


2502- 


-2743; 


2503- 


-2994; 


2505- 


-2768; 


2509- 


-2782; 


2519- 


-2779; 


2518- 


-2805; 


2517- 


3061 
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-2984 
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- 2526 


-3060 
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-2763, 


2537 
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2536- 


-2804; 


2536- 


-3060; 


2537- 


-3054; 


2535- 


-2818; 


2540- 


-2992; 


2543- 


-3052; 


2544- 


2857 , 


• 2546 


-2801, 


2553 


-2730 


• 2553 


-2700 


2557- 


-2824, 


2559 


-2835, 


257'2 


-2972; 


2573- 


-3021; 


2573- 


-3016; 


2573- 


-2994; 


2575- 


-2823; 


2575- 


-2839; 


2573- 


-2809; 


2575- 


3030, 


2578 


-2974, 


2578 


-2867 


• 2587 


-3013, 


2592- 


•2736, 


2608 


-2876 


• 2600 


-2675; 


2605- 


-2764; 


2607- 


-3059; 


2607- 


-3 052; 


2608- 


-2693; 


2615- 


-2846; 


2627- 


-2989; 


2625- 


3100, 


2625 


-3057, 


2628 


-2995 


• 2628 


-3055, 


2637- 


-2805, 


2638 


-3014, 


2637 


-2917; 


2639- 


-3097; 


2643- 


-2903; 


2645- 


-3102; 


2644- 


-2900; 


2649- 


-3099; 


2649- 


-2902; 


2651- 


3097 


• 2650 


-3099 


2651 


-2905 


• 2655 


-3099 


2658- 


-3101 


2659 


-3105 


• 2660 


-3102; 


2661- 


-3103; 


2662- 


-3100; 


2664- 


-3100; 


2668- 


-3099; 


2669- 


-3103; 


2670- 


-3098; 


2670- 


3104 


• 2677 


-2929 


2684 


-3099 


• 2685 


-3105 


2685- 


-3102, 


2687 


-3097 


• 2689 


-3100; 


2689- 


-3099; 


2693- 


-3101; 


2697- 


-3098; 


2702- 


-3099; 


2704- 


-3099; 


2704- 


-3103; 


2707- 


2981, 


• 2707 


-3099, 


2708 


-2987 


• 2710 


-2981, 


2711- 


-3104, 


2712 


-3103 


• 2713 


-3099; 


2721- 


-3099; 


2722- 


-3099; 


2723- 


-2913; 


2724- 


-3100; 


2686- 


-3099; 


2725- 


-3102; 


2727- 


3099, 


• 2728 


-3004 


2729 


-3102 


• 2730 


-3060 


2733- 


-3099, 


• 2734 


-3101 


; 2734 


-2992; 


2737- 


-2999; 


2743- 


•2982; 


2743- 


-2946; 


2749- 


-3099; 


2749- 


-3011; 


2749- 


-3016; 


2752- 


3099, 


• 2759 


-2989 


• 2760 


-3036 


• 2767 


-3100 


• 2766- 


•3099, 


• 2766 


-3046 


? 2766 


-2979; 


2766- 


-2998; 


2777- 


-3099; 


2795- 


-3385; 


2793- 


-3209; 


2793- 


-3054; 


2796- 


-3057; 


2798- 


3063 


• 2799 


-3043 


2800 


-3099 


; 2801 


-3016 


2804- 


-3074 


• 2804 


-3048 


; 2809 


-3093; 


2809- 


-3065; 


2809- 


-3164; 


2829- 


-3099; 


2836- 


-3097; 


2854- 


-3385; 


2874- 


-3039; 


2881- 


3099 


* 2890 


-3100 


2899 


-3099 


; 2899 


-3065 


2900- 


-3014 


• 2906 


-3099 


; 2908 


-3099; 


2917- 


-3099; 


2919- 


-3069; 


2922- 


-3099; 


2927- 


-3099; 


2929- 


-3052; 


2941- 


-3097; 


2944- 


3099 


• 2949 


-3056 


• 2949 


-3104 


; 2949 


-3099 


• 2950- 


-3024 


• 2955 


-3099 


; 2976 


-3099; 


2978- 


-3061; 


2978- 


-3101; 


2985- 


-3102; 


2990- 


-3099; 


3032- 


-3099; 


3051- 


-3103; 


2962- 


3097 


• 2001 


-2269 


2202 


-2382 


; 2962 


-3099 


2088- 


-2363 


► 2032 


-2309 


; 2059 


-2347; 


2087- 


-2376; 


2962- 


-3100; 


2421- 


-2677; 


1895- 


-2199; 


2201- 


-2388; 


2431- 


-2726; 


2434- 


2702 


• 2060 


-2326 


2421 


-2560 


; 2240 


-2381 


• 2019- 


-2269 


* 1919 


-2168 


; 2442 


-2560; 


2061- 


-2285; 


2421- 


-2545; 


2890- 


-3099; 


2117- 


-2320; 


2076- 


-2261; 


2438- 


-2621; 


1897- 
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2072; 2143-2306 
2167-2281; 2168 
113/LG: 224523.1 
114/LG:228186.1 



544-785; 585-1134; 726-1159; 



2943-3099; 
2282; 2120- 
2001MAR30 
2001MAR30 



1364; 1048-1344; 1274-1590; 
1408-1719; 1408-1589; 1413- 
1988; 1626-1985; 1732-1989; 
1948-2023; 2305-2563; 2332- 
2448; 2382-2645; 2385-2645; 
2489-2678; 2498-2720; 2498- 
2850; 2570-2763; 2746-3341; 
2794-2977; 2843-3362; 2832- 
3124; 2980-3257; 3045-3283; 
3199-3481; 3323-3560; 3326- 
3618; 3344-3568; 3347-3778; 
3448-3574; 3471-3724; 3495- 
3839; 3578-3944; 3586-3852; 
3693-3841; 3699-4307; 3721- 
4300; 3779-4014; 3788-4176; 
3800-4311; 3859-4158; 3890- 
4351; 3922-4220; 3927-4349; 
3949-4349; 3951-4347; 3970- 
4348; 4023-4348; 4029-4439; 
4095-4308; 4103-4340; 4119- 
4347; 4200-4348; 4241-4340; 
4425-4706; 4432-4959; 4441- 
5120; 4551-4939; 4551-4774; 
4678-5144; 4677-5105; 4677- 
5164; 4769-5165; 4766-5164; 
4803-5164; 4811-5170; 4820- 
:5164; 4866-5165; 4875-5154; 
4887-5140; 4881-5144; 4921- 
H5/LG: 233138. 2 :2001MAR30 
1624; 1469-1762; 1551-2119 
1586-1880; 1730-2328; 2033 
2719; 2483-2771; 2533-2759; 
2686-2943; 2689-2994; 2792- 
3218; 2966-3483; 2984-3442; 
3029-3396; 3039-3289; 3048- 
3311; 3119-3395; 3117-3289; 
3157-3424; 3159-3289; 3192- 
3604; 3360-4054; 3431-3886; 
3632-3838; 3644-4201; 3644- 
3957; 3812-4337; 3895-4146; 
3976-4376; 3976-4228; 4002- 
4372; 4120-4329; 4139-4335; 
4198-4475; 4217-4606; 4248- 
4652; 4343-4408; 4357-4664; 
4439-4664 

116/LG: 234811. 10 :2001MAR30 || 1-421; 
186-436; 213-395; 271-849; 374-899; 
449-688; 449-943; 451-619; 451-678; 
452-692; 452-700; 453-738; 455-744; 
465-944; 464-722; 465-676; .465-943; 
465-736; 465-1005; 469-726; 471-724; 
479-934; 481-939; 483-896; 501-799; 
510-771; 512-758; 516-1000; 525-804; 
561-685; 564-693; 568-998; 575-905; 
593-877; 605-855; 632-1006; 632-874; 



2058-2210 
2182 

1-113; 5 
1-548; 2 
784-1274 
1294-1477 
1972; 1433 
1839-2015 
2635; 2332 
2404-2669 
2610; 2505 
2748-3033 
3328; 2885 
3045-3261 
3587; 3330 
3347-3541 
3754; 3502 
3617-3923 
3948; 3737 
3788-4041 
4350; 3897 
3932-4347 
4353; 3973 
4044-4300 
4348; 4168 
4264-4340 
4880; 4467 
4589-5164 
4969; 4725 
4781-5023 
5167; 4820 
4880-5125 
5144; 4957 
| 1-4372 
1583-1946 
2323; 2089 
2534-2825 
3256; 2871 
3009-3265 
3289; 3084 
3116-3314 
3323; 3200 
3433-3680 
3902; 3763 
3935-4206 
4375; 4022 
4149-4380 
4665; 4254 
4423-4665 



; 2104-2254; 2165-2283; 2424-2540; 
-639; 34-315 

51-836; 354-614; 459-961; 459-686; 
; 827-1299; 883-1136; 893-1296; 975- 
; 1310-1675; 1355-1619; 1361-1603; 
-1942; 1530-1988; 1568-1986; 1590- 
1909-2023; 1948-2515; 1948-2031; 
-2453; 2332-2384; 2332-2489; 2332- 
; 2418-2930; 2441-3026; 2449-2727; 
-3008; 2505-2738; 2544-3133; 2567- 
; 2756-3275; 2771-3015; 2781-3315; 
-3574; 2903-3256; 2903-3174; 2903- 
; 3063-3217; 3100-3568; 3199-3689; 
-3579; 3340-3594; 3341-3579; 3343- 
; 3350-3584; 3411-3666; 3441-3718; 
-3761; 3536-3734; 3543-3860; 3557- 
; 3679-4266; 3682-4064; 3682-3914; 
-4257; 3737-3999; 3751^4019; 3762- 
3788-3920; 3788-4311; 3800-4310; 
4347; 3902-4348; 3906-4351; 3921- 
3931-4192; 3939-4416; 3939-4195; 
4354; 3973-4152; 4001-4347; 4001- 
4047-4273; 4062-4329; 4084-4348; 
-4350; 4168-4307; 4187-4350; 4187- 
4264-4331; 4283-4347; 4377-4591; 
4695; 4492-4934; 4492-4742; 4531- 
4676-5122; 4682-5159; 4685-5121; 
5165; 4745-5164; 4746-5164; 4768- 
4784-5141; 4785-5164; 4800-5018; 
5164; 4811-4894; 4830-5141; 4855- 
4881-5165; . 4886-5164; 4887-5164; 
5077; 5021-5165 
1029-1114; 1216-1596; 1357-1805; 1357- 

1584-1974; 1584-2043; 1585-1884; 
-2295; 2130-2300; 2159-2571; 2177- 
2566-2991; 2632-2901; 2635-2896; 
3282; 2873-3139; 2924-3290; 2957- 
3016-3311; 3036-3395; 3022-3311; 
-3396; 3088-3395; 3095-3311; 3113- 
3120-3401; 3143-3679; 3152-3289; 
-3465; 3212-3469; 3356-3522; 3358- 
3436-3696; 3477-3877; 3527-3815; 
4062; 3763-3894; 3764-4099; 3764- 
3957-4562; 3958-4372; 3969-4333; 
4317; 4043-4308; 4044-4326; 4044- 
4159-4597; 4159-4322; 4166-4477; 
4626; 4297-4605; 4328-4664; 4333- 
4435-4652; 4435-4664; 4436-4626; 



83-354; 103-398; 149-440; 149-210; 
447-686; 448-698; 449-716; 449-731; 
451-707; 451-737; 451-727; 451-664; 
455-694; 455-969; 456-680; 458-609; 
465-973; 465-1003; 465-671; 465-639; 

473-563; 474-653; 477-722; 479-693; 
505-767; 507-960; 504-998; 508-777; 

535-648; 544-1043; 559-809; 559-874; 
583-855; 585-849; 586-889; 586-795; 

639-1037; 639-1023; 641-1037; 648- 



279 



WO 02/083876 



PCT/US02/09921 



Table 3 

1043; 649-870; 649-922; 651-889; 653-1006; 655-1050; 661-1041; 664-920; 
664-1007; 677-1036; 680-1043; 700-930; 700-950; 728-1043; 765-1012; 768- 
889; 780-889; 813-1020; 835-1044; 842-1037; 867-1046; 917-992 
117/LG:236092.1:2001MAR30 || 1-152; 1-169; 1-285; 37-218; 39-366; 50-332; 
100-362; 150-420; 256-466; 283-857; 307-473; 314-674; 314-567; 327-462; 
394-636; 394-630; 501-758; 503-803; 506-771; 579-851; 639-837; 663-960; 
701-1246; 758-906; 763-911; 774-1183; 785-1008; 790-1028; 830-1397; 858- 
1177; 865-1036; 869-1091; 882-1485; 882-1212; 881-1149; 881-1133; 881-1132; 
881-1128; 883-1159; 883-1149; 883-1163; 883-1136; 883-1119; 886-1153; 887- 
1133; 887-1097; 891-1044; 891-1411; 893-1185; 898-1303; 904-1113; 905-1127; 
911-1493; 912-1182; 913-1143; 912-1131; 919-1527; 923-1318; 923-1174; 923- 
1181; 935-1105; 943-1171; 944-1178; 945-1199; 947-1218; 967-1236; 983-1076; 
992-1284; 998-1252; 1007-1120; 1016-1334; 1016-1369; 1015-1141; 1024-1483; 



1024- 


1271; 


1025- 


1302; 


1031- 


1280; 


1033- 


1327; 


1043- 


1390; 


1055- 


1160; 


1057- 


1287; 


1063 


-1541; 


1066 


-1351; 


1089 


-1483; 


1110- 


-1362; 


1111 


-1414; 


1112 


-1356; 


1113- 


1483; 


1114- 


1389; 


1114- 


1388; 


1117- 


1327; 


1120- 


1551; 


1120- 


1363; 


1128- 


1372; 


1128 


-1367; 


1129 


-1483; 


1133 


-1406; 


1149- 


-1427; 


1166 


-1380; 


1189 


-1435; 


1198- 


1265; 


1202- 


1553; 


1207- 


1466; 


1210- 


1483; 


1225- 


1454; 


1270- 


1597; 


1268- 


1483; 


1271 


-1538; 


1279 


-1558; 


1279 


-1533; 


1290 


-1541; 


1292 


-1449; 


1309 


-1842; 


1308- 


1523; 


1313- 


1483; 


1315- 


1555; 


1329- 


1940; 


1329- 


1483; 


1339- 


1590; 


1341- 


1575; 


1341 


-1483; 


1352 


-1538; 


1374 


-1890; 


1391 


-1483; 


1422 


-1684; 


1422 


-1538; 


1435- 


1739; 


1485- 


1956; 


1504- 


1962; 


1613- 


2189; 


1614- 


1965; 


1623- 


1966; 


1628- 


1956; 


1628 


-1886; 


1628 


-1678; 


1653 


-2140; 


1714 


-1957; 


1710 


-1949; 


1721 


-2181; 


1725- 


1968; 


1735- 


1970; 


1737- 


2007; 


1743- 


2185; 


1754- 


2185; 


1757- 


2186; 


1768- 


2181; 


1771 


-2192; 


1781 


-2192; 


1781 


-1839; 


1781 


-1837; 


1783 


-1957; 


1783 


-2185; 


1783- 


2183; 


1783- 


2188; 


1783- 


2138; 


1783- 


2120; 


1783- 


1974; 


1781- 


1956; 


1781- 


1962; 


1783 


-1959; 


1783 


-1962; 


1783 


-1956; 


1783 


-1991; 


1783 


-1933; 


1783 


-1930; 


-1783- 


1919; 


1783- 


2180; 


1786- 


2189; 


1783t- 


1942; 


1788- 


2183; 


1783- 


2093; 


1791- 


2185; 


1799 


-2031; 


1799 


-2045; 


1801 


-2188; 


1808 


-2183; 


1818 


-1874; 


1821 


-2186; 


1830- 


2183; 


1837- 


2116; 


1842- 


2023; 


1859- 


2113; 


1871- 


2182; 


1873- 


2114; 


1874- 


2185; 


1875 


-2182; 


1876 


-2185; 


1876 


-2184; 


1885 


-2161-; 


1892 


-2105; 


1901 


-2185; 


1910- 


2183; 


1915- 


2183; 


1931- 


2183; 


1933- 


2181; 


1940- 


2181; 


1942- 


2175; 


1967- 


2183; 


1968 


-2179; 


1969 


-2181; 


1971 


-2185; 


1971 


-2181; 


1990 


-2122; 


2003 


-2183; 


2009- 


2185; 


2016- 


2153; 


2018- 


2170; 


2063- 


2142; 


2083- 


2184; 


2118- 


2176 





118/LG:236098.12:2001MAR30 || 1-574 ;. 2-798 ; 6-605; 8-262; 9-388; 12-235; 
10-156; 12-271; 16-279; 17-317; 21-262; 24-270; 24-230; 29-270; 32-429; 35- 
304; 37-597; 38-147; 40-326; 41-311; 41-355; 62-447; 83-644; 92-356; 170- 
434; 249-818; 291-550; 435-723; 449-704; 454-683; 454-641; 466-690; 501- 
710; 605-781; 671-798; 676-798; 687-781; 694-798; 695-798; 719-1375; 724- 
798; 983-1347; 1054-1358; 1065-1132; 1070-1132; 1079-1196; 1080-1377; 1106- 



1417; 


1106 


-1421; 


1106 


-1337; 


1106 


-1288; 


1106 


-1290; 


1106 


-1275; 


1106 


-1253 


1130- 


1410; 


1128- 


1247; 


1142- 


1418; 


1142- 


1416; 


1148- 


1425; 


1317- 


1894; 


1328 


1571; 


1363 


-1930; 


1370 


-1630; 


1455 


-1641; 


1462 


-1831; 


1462 


-1796; 


1465 


-1699 


1552- 


1832; 


1553- 


1832; 


1585- 


1712; 


1614- 


2150; 


1703- 


1988; 


1712- 


2245; 


1723 


2172; 


1823 


-2300; 


1832 


-2062; 


1836 


-2117; 


1925 


-2234; 


1938 


-2147; 


1940 


-2135 


1969- 


2433; 


1984- 


2287; 


2000- 


2464; 


2003- 


2258; 


2037- 


2434; 


2064- 


2662; 


2074 


2392; 


2109 


-2295; 


2116 


-2382; 


2192 


-2459; 


2215 


-2825; 


2217 


-2509; 


2371 


-2683 


2395- 


2857; 


2399- 


2676; 


2456- 


2835; 


2473- 


2727; 


2484- 


2892; 


2492- 


3081; 


2511 


2733; 


2541 


-2808; 


2583 


-2816; 


2615 


-3166; 


2617 


-3187; 


2630 


-2904; 


2637 


-2881 


2711- 


3189; 


2713- 


2987; 


2724- 


2948; 


2784- 


3091; 


2786- 


3038; 


2786- 


3029; 


2845 


3439; 


2869 


-3244; 


2869 


-3212; 


2869 


-3119; 


2966 


-3187; 


2970 


-3087; 


3032 


-3632 


3033- 


3258; 


3045- 


3327; 


3067- 


3239; 


3085- 


3673; 


3098- 


3664; 


3124- 


3664; 


3134 


3666; 


3139 


-3405; 


3160 


-3416; 


3160 


-3420; 


3190 


-3666; 


3192 


-3449; 


3217 


-3701 


3226- 


3492; 


3229- 


3487; 


3238- 


3707; 


3249- 


3661; 


3251- 


3661; 


3256- 


3661; 


3260 


3698; 


3266 


-3661; 


3267 


-3661; 


3289 


-3531; 


3301 


-3661; 


3302 


-3703; 


3305 


-3661 


3307- 


3661; 


3311- 


3703; 


3312- 


3661; 


3312- 


3580; 


3323- 


3556; 


3346- 


3701; 


3345 


3606; 


3347 


-3707; 


3349 


-3661; 


3351 


-3707; 


3351 


-3614; 


3357 


-3703; 


3371 


-3661 


3374- 


3661; 


3386- 


3702; 


3384- 


3703; 


3392- 


3661; 


3414- 


3661; 


3417- 


3698; 


3420 


3661; 


3423 


-3661; 


3449 


-3661; 


3454 


-3661; 


3458 


-3661; 


3463 


-3541; 


3488 


-3722 
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3492-3703; 3504-3661; 3505-3701; 3509-3661; 3510-4045; 3644-3701; 3822- 
4294; 3904-4395; 3906-4155; 3939-4294; 4219-4484 

119/LG:236697.15:2001MAR30 || 1-613; 273-507; 280-517; 299-540; 305-553; 
309-574; 310-527; 333-463; 333-459; 310-950; 310-523; 323-544; 347-862; 
339-686; 366-711; 366-608; 366-544; 369-612; 380-624; 381-845; 388-688; 
395-634; 395-872; 396-636; 397-655; 403-730; 402-670; 403-647; 403-651; 
410-667; 411-787; 415-597; 415-954; 419-483; 420-761; 421-898; 421-592; 
424-590; 426-670; 428-728; 431-703; 444-794; 442-934; 443-850; 446-605; 
405-738; 458-811; 416-656; 466-658; 469-591; 470-645; 493-630; 494-658; 
520-1153; 509-654; 467-715; 471-736; 525-601; 542-838; 544-849; 487-737; 
536-1202; 556-852; 509-643; 565-833; 579-857; 595-1163; 595-878; 592-8i5; 
592-854; 592-836; 595-832; 595-828; 601-917; 604-851; 625-1132; 629-877; 
633-872; 668-931; 716-843; 672-1155; 691-918; 695-897; 706-866; 723-840; 
716-989; 730-1285; 777-1057; 794-1066; 795-1035; 799-1054; 820-1094; 823- 
1233; 823-1068; 823-1042; 825-1121; 846-1321; 874-1121; 878-1390; 884-1132; 
812-1073; 914-1188; 931-1356; 963-1492; 966-1096; 970-1243; 986-1265; 992- 
1273; 992-1272; 1007-1356; 1008-1536; 1008-1393; 1041-1351; 1041-1324; 



1043- 


1601; 


1057- 


1661; 


1060- 


1493; 


1058- 


1612; 


1087- 


1363; 


1141- 


1674; 


1151- 


1723; 


1161 


-1703; 


1168 


-1464; 


1173 


-1426; 


1178 


-1476; 


1186- 


-1466; 


1218 


-1710; 


1226- 


1537; 


1228- 


1708; 


1236- 


1708; 


1237- 


1710; 


1255- 


1707; 


1257- 


1458; 


1257- 


1430; 


1257 


-1492; 


1257 


>1459; 


1265 


-1524; 


1266 


-1709; 


1282- 


-1924; 


1291 


-1703; 


1290- 


1645; 


1293- 


1703; 


1301- 


1703; 


1307- 


1607; 


1312- 


1838; 


1317- 


1703; 


1318- 


1670; 


1318 


-1563; 


1329 


-1703; 


1336 


-1703; 


1338 


-1703; 


1338- 


-1599; 


1341 


-1951; 


1340- 


1608; 


1341- 


1647; 


1341- 


1629; 


1351- 


1643; 


1356- 


1644; 


1359- 


1612; 


1365- 


1583; 


1365 


-1790; 


1378 


-1709; 


1385 


-1703; 


1397 


-1703; 


1403 


-1785; 


1402 


-1788; 


1398- 


1925; 


1403- 


1818; 


1403- 


1587; 


1406- 


1667; 


1419- 


1690; 


1423- 


1709; 


1440- 


1924; 


1447 


-1701; 


1463 


-1704; 


1465 


-1694; 


1469 


-1765; 


1476 


-1721; 


1480 


-1573; 


1486- 


1963; 


1500- 


1971; 


1500- 


1966; 


1507- 


1963; 


1511- 


1963; 


1512- 


1958; 


1519- 


1965; 


1518 


-1968; 


1519 


-1963; 


1523 


-1966; 


1527 


-1958; 


1530 


-1703; 


1543 


-1965; 


1547- 


1958; 


1548- 


1970; 


1548- 


1938; 


1548- 


19.65; 


1558- 


1964; 1559- 


1831; 


1562^ 


1789; 


1581 


-1822; 


1585 


-1958; 


1588 


-1932; 


1589 


-1958; 


1589 


-1703; 


1594 


-1709; 


1600- 


1965; 


1604- 


1893; 


1611- 


1967;' 


1616- 


1964; 


■ 1619- 


1969; 


1619- 


1962; 


1619- 


1963; 


1619 


-1957; 


1619 


-1865; 


1620 


-1958; 


1621 


-1971; 


1625 


-1954; 


1629 


-1968; 


1630- 


1877; 


1630- 


1861; 


1631- 


1703; 


1634- 


1963; 


1637- 


1970; 


1665- 


1954; 


1666- 


1963; 


1672 


-1967; 


1672 


-1965; 


1677 


-1948; 


1703 


-1923; 


1736 


-1966; 


1768 


-1971; 


1859- 


1925; 


1859- 


1963; 


1862- 


1968; 


1866- 


1946; 


1873- 


1965; 


1874- 


2020; 


1878- 



1956; 1881-1972 

120/LG:237503.21:2001MAR30 || 1-593; 181-570; 185-595; 187-465; 270-815; 
298-707; 354-573; 404-697; 452-881; 476-956; 485-726; 487-658; 543-807; 
587-852; 615-868; 750-1335; 794-1263; 821-913; 836-1062; 863-1439; 878- 
1142; 884-1141; 1039-1493; 1045-1402; 1179-1459; 1209-1454; 1225-1516; 
1345-1593; 1391-1657; 1430-1490; 1487-1735; 1495-1623; 1525-1697; 1533- 
2046; 1754-2018; 1767-2009; 1774-1886; 1786-2035; 1910-2484; 1914-2318; 
1912-2153; 1913-2156; 1919-2026; 1939-2316; 1964-2093; 1967-2315; 1985- 
2294; 2014-2301; 2146-2589; 2153-2423; 2282-2884; 2332-2686; 2332-2553; 
2345-2607; 2353-2739; 2355-2582; 2357-2675; 2384-2969; 2433-2940; 2502- 
2845; 2502-2740; 2561-3012; 2561-2754; 2568-3045; 2583-2973; 2604-2884; 
2630-2855; 2847-2978; 2913-3225; 2989-3540; 2989-3222; 3011-3461; 3134- 
3539; 3163-3553; 3253-3553; 3291-3516; 3314-3553; 3327-3550; 3353-3631; 
3408-3655; 3418-3631; 3501-3641; 3501-3631; 3506-3631; 3558-3631; 3575-3631 
121/LG:238023.7:2001MAR30 || 1-421; 170-584; 458-807; 626-1191; 754-1034; 
755-978; 872-1216; 872-1144; 938-1232; 1163-1696; 1177-1588; 1200-1487; 
1213-1476; 1340-1610; 1446-1864; 1449-1763; 1585-1796; 1732-2051; 1734- 
2252; 1734-1969; 1968-2247; 1968-2436; 1968-2221; 2097-2630; 2113-2428; 
2117-2633; 2120-2626; 2141-2398; 2148-2636; 2166-2366; 2248-2679; 2317- 
2676; 2329-2666; 2401-2568; 2401-2680; 2405-2681; 2429-2673; 2549-2673 
122/LG:238209.1:2001MAR30 || 1-298; 1-367; 184-814; 184-784; 197-722; 301- 
766; 382-971; 666-723; 702-1152; 702-1348; 735-1364; 760-1005; 759-1197; 
794-1323; 817-891; 850-1464; 917-1169; 926-1571; 928-1221; 1001-1581; 1006- 
1639; 1279-1843; 1279-1431; 1281-1524; 1283-1569; 1283-1956; 1292-1793; 
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1345-1858; 1350-1935; 1376-1635; 1377-1623; 1406-3891; 1539-1592; 1539- 
1934; 1662-1947; 1674-1892; 1681-1874; 1709-1851; 1731-2360; 1749-1990 
1859-2120; 1866-2113; 1866-2279; 1875-2498; 1918-2165; 1918-2169; 1996 
2465; 2017-2206; 2052-2591; 2058-2229; 2076-2199; 2076-2230; 2110-2525 
2119-2355; 2151-2361; 2158-2275; 2199-2279; 2199-2727; 2228-2832; 2260 
2539; 2301-2500; 2313-2561; 2325-2576; 2353-2688; 2347-2967; 2357-2626 
2388-2844; 2421-2682; 2448-2930; 2448-3011; 2450-2699; 2468-2752; 2514 
2603; 2520-2762; 2541-2809; 2545-2819; 2572-2849; 2595-2853; 2611-3039 
2646-2852; 2666-2920; 2666-3177; 2667-2963; 2667-2964; 2677-3223; 2721 
2970; 2724-3030; 2734-3265; 2776-3060; 2805-3070; 2807-3060; 2833-3122 
2843-3113; 2846-3079; 2846-3145; 2880-3132; 2903-3436; 2909-3203; 2938 
3202; 2944-3360; 2956-3244; 2962-3225; 2964-3120; 2970-3469; 2982-3237 
2990-3409; 3004-3243; 3012-3530; 3012-3241; 3018-3273; 3018-3300; 3021 
3128; 3039-3410; 3053-3251; 3071-3245; 3104-3241; 3122-3546; 3160-3392 
3167-3471; 3187-3434; 3188-3750; 3191-3291; 3198-3302; 3203-3454; 3217 
3800; 3233-3504; 3238-3506; 3248-3489; 3257-3523; 3260-3495; 3282-3556 
3284-3845; 3287-3867; 3314-3904; 3354-3725; 3354-3558; 3361-3647; 3363 
3552; 3359-3856; 3394-3651; 3394-3648; 3408-3676; 3408-3640; 3408-3891 
3411-3655; 3414-3711; 3417-3860; 3416-3850; 3419-3.892; 3423-3853; 3426 
3846; 3440-3827;' 3443-3890; 3447-3561; 3453-3655; 3457-3890; 3463-3906 
3466-3891; 3474-3849; 3475-3849; 3475-3813; 3477-3697; 3477-3755; 3490 
3890; 3500-3889; 3501-3903; 3508-3892; 3517-3747; 3518-3850; 3542-3903 
3544-3904; 3545-3886; 3585-3801; 3605-3895; 3613-3884; 3613-3890; 3623 
3888; 3667-3908; 3697-3790; 3698-3905; 3732-3825; 3785-3907; 3794-3880 
3801-3891; 3802-3853; 3825-3890 

123/LG:238456.10:2001MAR30 || 1-237; 2-211; 5-311; 8-394; 8-471; 8-274; 11- 
182 
593 
292 
311 
320 
762 
462 
367 
354 
277 
328 
436 
427 
501 
618 
720 
580 
838 
833 



12-170; 19-552; 19-250; 28-373; 30-646; 39-283; 45-231; 50-295; 51- 
50-173; 54-252; 54-221; 57-316; 57-294; 58-239; 59-221; 58-267; 59- 
59-299; 59-308; 60-164; 61-311; 61-328; 61-300; 61-231; 62-317; 63- 
67-356; 68-268; 75-202; 76-343; 77-349; 76-231; 78-354; 78r326; 79- 
78-309; 78-285; 79-251; 79-345; 79-225; 79-561; 81-327; 80-280; 82- 
82-387; 81-366; 81-361; 82-352; 81-329; 83-357; 83-318; 82-184; 84- . 
84-398; 85-325; 88-266; 91-204; 95-651; 95-598; 100-327; 99-336; 101- 
108-355; 110-358; 108-317; 108-197; 110-202; 110-361; 112-355; 113- 
113-322; 115-357; 118-351; 121-386; 124-344; 125-383; 128-540; 126- 
128-395; 128-363; 129-371; 132-365; 135-613; 134-373; 138-450; 140- 
141-361; 140-385; 150-420; 169-425; 178-373; 180-449; 186-423; 210- 
211-381; 235-500; 241-814; 243-492; 244-315; 241-697; 266-822; 266- 
274-410; 285-702; 287-597; 285-780; 294-519; 294-496; 309-441; 325- 
343-674; 345-634; 354-908; 367-900; 374-634; 391-978; 391-638; 391- 
394-814; 399-654; 401-655; 415-808; 414-799; 421-942; 431-630; 432- 
443-817; 455-817; 467-689; 478-751; 480-751; 481-742; 501-724; 502- 
509-1082; 526-792; 529-762; 528-656; 529-752; 538-678; 560-687; 567- 
590-860; 590-773; 582-857; 582-850; 583-1003; 597-877; 597-862; 589- 
601-675; 593-1055; 608-906; 605-1140; 605-1154; 608-1158; 615-1176; 
626-1285; 639-698; 645-907; 652-962; 662-1239; 675-1253; 669-907; 673-1051; 
713-1072; 682-920; 694-1114; 694-1225; 694-1162; 689-937; 712-950; 713-883; 
717-916; 730-1009; 722-1006; 728-1017; 728-966; 746-1022; 749-1284; 741- 
1133; 741-984; 743-987; 749-1026; 768-1042; 770-1002; 773-1031; 778-1010; 
796-1232; 796-1284; 809-981; 811-1042; 826-1018; 818-1031; 799-1285; 822- 
1252; 824-1290; 827-1112; 826-1288; 828-1284; 813-1241; 830-1284; 821-1284 
830-1289; 827-1288; 816-1192; 831-1284; 834-1290; 834-1287; 837-1290; 838- 
1289; 840-1290; 840-1292; 845-1294; 845-1289; 832-1290; 849-1293; 849-1297 
851-1284; 856-1066; 855-1290; 841-1294; 857-1287; 858-1214; 864-1148; 863- 
1116; 850-1297; 865-1292; 869-1284; 867-1290; 873-1060; 855-1284; 857-1290 
874-1296; 877-951; 876-1284; 876-1286; 878-1289; 879-1284; 884-1284; 886- 
1284; 890-1288; 876-1290; 879-1133; 894-1294; 896-1290; 897-1295; 896-1296 
899-1293; 905-1293; 908-1290; 910-1286; 895-1286; 908-1286; 914-1290; 920- 
1127; 937-1253; 938-1290; 941-1283; 941-1286; 947-1290; 937-1297; 939-1284 
954-1289; 972-1283; 1001-1284; 1009-1266; 1009-1161; 995-1282; 1013-1283; 
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1026-1285; 1027-1286; 1035-1241; 1034-1294; 1039-1293; 1087-1289; 1090- 
1284; 1090-1293; 1036-1141; 1038-1437; 1097-1290; 1099-1180; 1131-1246; 
1134-1290; 1138-1284; 1141-1262; 1150-1284; 1155-1283; 1156-1290; 1177- 
1287; 1188-1290; 1195-1286; 1233-1290 

124/1X3:239245. 1:2001MAR30 || 1-363; 1-367; 68-119; 76-338; 88-388; 92-314; 
116-519; 119-519; 123-370; 123-367; 134-415; 142-519; 143-519; 153-519; 
182-460; 204-425; 231-419; 334-519; 340-519; 439-1039; 458-526; 463-519; 
797-1402; 826-1056; 836-1014; 840-1062; 850-941; 850-951; 840-1355; 841- 
1014; 853-1031; 853-1025; 849-1183; 850-1014; 850-1153; 850-935; 850-925; 
850-995; 850-1154; 850-1239; 853-955; 853-1297; 853-1009; 881-1118; 871- 
999; 908-1150; 907-1203; 907-1133; 939-1220; 935-1172; 940-1226; 942-1201; 
961-1280; 961-1178; 957-1212; 1053-1314; 1058-1543; 1061-1396; 1067-1150; 
1067-1266; 1068-1265; 1132-1374; 1148-1445; 1150-1454; 1159-1417; 1168- 
1294; 1207-1455; 1220-1437; 1220-1815; 1216-1662; 1216-1437; 1220-1325; 
1225-1406; 1233-1437; 1274-1883; 1304-1823; 1299-1933; 1314-1437; 1329- 
1752; 1332-1437; 1332-1565; 1332-1845; 1335-1681; 1336-1610; 1337-1708; 
1340-1437; 1336-1440; 1336-1940; 1339-1855; 1353-1588; 1352-1920; 1366- 
1551; 1371-1956; 1382-1666; 1385-1611; 1435-1676; 1470-1924; 1470-1933; 
1470-1862; 1471-1701; 1476-1808; 1476-1631; 1478-2010; 1478-1673; 1478- 
1750; 1478-1860; 1490-2056; 1490-1699; 1495-1702; 1495-2051; 1503-1678; 
1511-1656; 1528-1867; 1550-1795; 1559-1802; 1564-1857; 1568-1896; 1579- 
2093; 1575-1841; 1579-1997; 1581-2010; 1581-2117; 1581-2102; 1581-2074; 
1587-1849; 1587-1848; 1590-1967; 1610-1874; 1610-1894; 1626-1828; 1643- 
2168; 1643-2167; 1663-2231; 1666-1984; 1669-1846; 1692-1939; 1692-2185; 
1699-1809; 1702-1961; 1704-1855; 1708-2337; 1706-1971; 1711-2282; 1713- 
1939; 1725-1988; 1739-1955; 1739-1944; 1740-1988; 1753-2031; 1763-1941; 
1769-2018; 1774-1955; 1779-2049; 1785-2027; 1811-2007; 1823-2094; 1828- 
2106; 1830-2096; 1834-2118; 1866-2420; 1868-2157; 1870-2211; 1875-2053; 
1879-2433; 1880-2126; 1901-1996; 1901-2138; 1909-2167; 1915-2213; 1923- 
2156; 1939-2427.; 1938-2100; 1941-2117; 1965-2199; 1977-2463; 1985-2447; 
1992-2464; 1992-2203; 1995-2465; 1996-2462; 1998-2227; 1998-2367; 1998- 
2421; 2006-2464; 2010-2224; 2035-2470; 2037-2462; 2042-2462; 2042-2463; 
2045-2448; 2059-2463;. 2061-2458; 2066-2263; 2066-2273; 2068-2460; 2070- 
2465; 2072-2464; 2075-2306; 2076-2470; 2076-2468; 2078-2467; 2079-2233; 
2088-2464; 2088-2469; 2092-2449; 2101-2478; 2100-2467; 2116-2421; 2136- 
2407; 2142-2444; 2154-2463; 2155-2426; 2155-2427; 2158-2467; 2161-2464; 
2162-2458; 2174-2464; 2173-2452; 2174-2465; 2176-2463; 2193-2451; 2215- 
2452; 2228-2470; 2236-2432; 2236-2464; 2279-2463; 2293-2528; 2296-2464; 
2302-2463; 2307-2428; 2331-2464; 2353-2464; 2391-2460; 2394-2458 
125/LG:239579.8:2001MAR30 || 1-137; 1-166; 13-526; 129-718; 230-509; 239- 
446; 245-506; 250-442; 252-556; 253-529; 254-817; 289-422; 325-583; 357- 
487; 375-474; 377-639; 382-650; 391-636; 395-621; 398-638; 399-668; 412- 
733; 414-673; 417-648; 419-961; 430-715; 433-686; 445-647; 454-699; 457- 
721; 472-715; 488-791; 499-731; 502-784; 512-921; 511-1079; 511-878; 512- 
1004; 515-1129; 522-741; 522-747; 524-754; 527-784; 526-767; 532-748; 544- 
1107; 548-1184; 559-820; 577-849; 580-799; 581-816; 595-859; 594-734; 600- 
1242; 603-1114; 603-730; 612-1121; 623-1121; 627-1144; 631-877; 650-895; 
662-911; 668-756; 670-922; 671-1121; 672-792; 672-917; 677-905; 683-1106; 
700-1121; 702-1215; 701-971; 704-1121; 704-979; 705-1121; 708-1121; 712- 
924; 720-1118; 743-1199; 730-1259; 730-950; 734-1121; 720-900; 736-1121; 
737-946; 728-975; 743-932; 743-997; 743-979; 745-1005; 747-1039; 756-1252; 
741-1013; 744-1070; 759-1242; 763-1256; 766-1121; 777-1207; 782-1256; 786-' 
1043; 790-1258; 790-1252; 797-1252; 800-1252; 811-1255; 811-1252; 817-1006; 
818-1252; 821-1255; 824-1252; 830-1250; 835-1248; 838-1254; 840-1248; 840- 
1121; 844-1242; 845-1252; 849-1121; 849-1083; 859-1106; 861-1246; 866-1164; 
884-1134; 887-1252; 894-1070; 909-1258; 915-1250; 917-1199; 920-1408; 929- 
1208; 931-1252; 931-1216; 936-1255; 949-1252; 949-1244; 951-1242; 952-1121; 
953-1252; 953-1242; 957-1247; 963-1256; 965-1222; 970-1256; 979-1246; 976- 
1251; 978-1234; 999-1253; 1001-1207; 1007-1253; 1009-1252; 1018-1252; 1017- 
1242; 1032-1163; 1049-1234; 1052-1252; 1058-1252; 1072-1252; 1077-1252; 
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1094-1250; 1127-1206; 1128-1252; 1132-1252; 1138-1249; 1151-1233; 1183- 
1256; 1183-1242; 1183-1241; 1194-1246 

126/LG:239601.22:2001MAR30 || 1-198; 10-331; 71-617; 178-601; 178-450; 182- 
424; 202-343; 213-564; 214-464; 328-593; 339-577; 371-602; 374-646; 376- 
632; 386-672; 396-640; 405-880; 417-648; 418-906; 421-683; 426-701; 426- 
591; 451-706; 427-664; 435-713; 436-861; 437-695; 452-680; 449-921; 451- 
733; 453-642; 453-910; 456-675; 462-875; 463-707; 463-700; 464-722; 468- 
916; 468-880; 468-877; 472-896; 474-920; 475-906; 475-781; 475-733; 475- 
701; 475-699; 477-924; 479-944; 479-883; 479-628; 482-924; 483-766; 491- 
920; 500-779; 500-890; 502-918; 502-770; 505-801; 508-784; 509-920; 511- 
918; 517-916; 523-1066; 530-916; 528-801; 530-920; 533-921; 532-918; 534- 
785; 538-921; 537-922; 540-918; 548-772; 545-918; 561-765; 561-652; 561- 
646; 561-906; 563-920; 569-918; 570-918; 572-919; 580-921; 582-914; 586- 
854; 593-875; 597-918; 601-915; 603-914; 611-918; 611-915; 616-918; 619- 
918; 633-910; 635-915; 635-1111; 636-915; 638-843; 642-916; 644-883; 651- 
913; 666-908; 669-921; 671-918; 677-915; 689-881; 692-874; 694-918; 710- 
918; 710-911; 714-918; 716-915; 718-892; 728-918; 752-891; 753-919; 756- 
918; 765-999; 779-915; 781-914; 782-886; 795-922; 795-918; 803-918; 807- 
888; 822-918; 831-923; 833-1419; 838-918; 843-1112; 895-1262; 911-1164; 
1087-1721; 1150-1387; 1269-1613; 1308-1712; 1353-1514; 1513-1807; 1515- 
1700; 1528-1631; 1556-1836; 1599-1928; 1612-1881; 1667-1931; 1667-2032; 
1763-1900; 1994-2529; 2007-2696; 2244-2754; 2252-2470; 2256-2771; 2254- 
2757; 2255-2471; 2256-2758; 2256-2770; 2256-2537; 2256-2462; 2263-2393; 
2277-2482; 2291-2581; 2294-2651; 2294-2676; 2294-2674; 2294-2667; 2294- 
2475; 2294-2503; 2313-2792; 2314-2651; 2318-2791; 2336-2791; 2340-2791; 
2340-2651; 2354-2794; 2382-2687; 2387-2651; 2408-2651; 2411-2793; 2413- 
2796; 2422-2796; 2423-2798; 2425-2655; 2425-2606; 2427-2636; 2461-2796; 
2473-2651; 2480-2651; 2483-2802; 2520-2789; 2532-2790; 2537-2794; 2564- 
2796; 2685-2790 

127/LG:240121.1:2001MAR30 || 1-247; 1-67; 1-390; 1-225; 1-425; 2-425; 4-67; 
101-272; 110-360; 110-416; 202-685; 349-639; 349-702; 376-509; 420-597; 
517-634; 583-1103; 583-685; 585-685; 956-1555; 964-1159; 966-1237; 970- 
1228; 985-1223; 985-1097; 985.-1082; 987-1066; 988-1351; 1017-1305; 1137- 
1580; 1137-1383; 1241-1481; 1241-1782; 1251-1425; 1258-1591; 1250-1750; 
1264-1531; 1307-1744; 1309-1556; 1311-1615; 1389-1467; 1389-1520; 1388- 
1634; 1389-1683; 1433-1690; 1445-1734; 1451-1735; 1454-1740; 1492-1698; 
1534-1792; 1540-1763; 1566-1841; 1583-1870; 1583-1982; 1585-1685; 1650- 
1846; 1659-1821; 1663-1870; 1681-1806; 1704-2082; 1715-2140; 1719-2043; 
1757-1996; 1757-2291; 1766-1992; 1775-1957; 1777-1920; 1778-2017; 1779- 
2012; 1780-1896; 1785-2148; 1788-2029; 1803-2359; 1807-2087; 1814-2083; 
1829-2103; 1864-2426; 1879-2350; 1885-2150; 1886-2345; 1887-2358; 1888- 
2356; 1896-2352; 1897-2355; 1899-2355; 1933-2157; 1935-2358; 1937-2355; 
1937-2350; 1937-2150; 1938-2315; 1945-2354; 1957-2350; 1958-2357; 1958- 
2222; 1961-2355; 1964-2192; 1967-2355; 1970-2349; 1970-2355; 1971-2358; 
1977-2349; 1984-2355; 1985-2349; 1988-2336; 1991-2350; 1995-2350; 1994- 
2320; 2006-2248; 2015-2472; 2017-2472; 2022-2355; 2030-2350; 2031-2356; 
2049-2356; 2056-2232; 2061-2321; 2068-2470; 2071-2465; 2073-2354; 2076- 
2351; 2084-2356; 2087-2350; 2090-2357; 2111-2304; 2120-2449; 2125-2361; 
2130-2351; 2135-2350; 2161-2287; 2231-2453; 2253-2453; 2218-2357; 2263- 
2453; 2285-2593; 2295-2464; 2321-2695; 2315-2407 

128/IiG:241110.2:200lMAR30 || 1-256; 29-224; 29-201; 41-327; 56-424; 92-428; 
98-180; 271-467; 300-862; 535-1041; 548-817; 548-818; 548-994; 581-810; 
611-1185; 611-1171; 663-1265; 731-1290; 784-990; 962-1528; 989-1461; 1136- 
1422; 1136-1582; 1208-1674; 1247-1648; 1334-1582; 1334-1783; 1349-1736; 
1351-1806; 1357-1802; 1380-1802; 1399-1803; 1408-1802; 1409-1802; 1419- 
1764; 1434-1803; 1441-1801; 1449-1929; 1447-1603; 1465-1805; 1465-1695; 
1466-1803; 1468-1731; 1466-1802; 1477-1803; 1496-1803; 1500-1802; 1509- 
1768; 1510-1803; 1546-1802; 1570-1753; 1587-1798; 1631-1803; 1664-1803; 
1746-1801; 1814-2070; 1818-2063; 1885-2396; 1940-2039; 1945-2189; 1946- 
2490; 1992-2401; 2115-2706; 2138-2706; 2215-2884; 2397-2855; 2465-2915; 



284 



WO 02/083876 



PCT/US02/09921 



Table 3 



2516- 


2830; 


2579- 


3119; 


2659- 


3077; 


2670- 


3214; 


2676- 


3303; 


2759- 


3025; 


2764- 


3304; 


2777 


-3272; 


2789 


-3032; 


2793 


-3288; 


2901 


-3349; 


3007 


-3348; 


3009 


-3349; 


3172- 


3553; 


3174- 


3429; 


3259- 


3502; 


3265- 


3879; 


3352- 


3496; 


3395- 


3681; 


3462- 


3686; 


3475 


-3737; 


3491 


-3879; 


3494 


-3735; 


3581 


-4012; 


3583 


-4134; 


3597 


-3796; 


3629- 


4130; 


3645- 


3999; 


3648- 


3907; 


3708- 


4283; 


3712- 


3799; 


3742- 


4152; 


3753- 


4149; 


3768 


-4182; 


3845 


-4179; 


3863 


-4147; 


3924 


-4426; 


3928 


-4175; 


3969 


-4180; 


3991- 


4161; 


4100- 


4321; 


4100- 


4173; 


4231- 


4524; 


4237- 


4755; 


4322- 


4746; 


4450- 


4707; 


4471 


-4746; 


4475 


-4728; 


4498 


-4746; 


4549 


-5141; 


4549 


-4746; 


5015 


-5403; 


5019- 


5195; 


5019- 


5093; 


5029- 


5502; 


5047- 


5337; 


5131- 


5389; 


5162- 


5753; 


5163- 


5482; 


5168 


-5425; 


5173 


-5351; 


5173 


-5470; 


5177 


-5808; 


5202 


-5635; 


5208 


-5631; 


5360- 


5538; 


5399- 


5626; 


5402- 


5870; 


5409- 


5750; 


5497- 


5761; 


5568- 


5765; 


5588- 


5840; 


5629 


-6181; 


5641 


-6156; 


5646 


-5878; 


5673 


-6156; 


5697 


-6149; 


5712 


-5875; 


5717- 


5893; 


5730- 


5956; 


5730- 


6241; 


5766- 


6291; 


5800- 


6321; 


5835- 


5940; 


5840- 


6324; 


5892 


-6366; 


5920 


-6324; 


5942 


-6362; 


5958 


-6364; 


5982 


-6364; 


5992 


-6350; 


5993- 


6238; 


5993- 


6204; 


6037- 


6324; 


6185- 


6321; 


6199- 


6348; 


6200- 


6364; 


6224- 


6364; 


6312 


-6364 























129/LG:244948.4:2001MAR30 || 1-586; 1-231; 17-442; 23-451; 30-235; 30-492; 
31-571; 40-425; 31-553; 58-572; 80-692; 109-592; 134-574; 132-720; 143-809; 
177-580; 192-424; 215-551; 219-489; 224-476; 224-469; 227-485; 227-463; 
228-434; 229-528; 230-532; 229-578; 231-512; 239-749; 255-464; 250-601; 
256-643; 262-721; 268-453; 293-546; 300-574; 299-418; 304-538; 304-432; 
306-851; 322-605; 328-427; 344-663; 354-648; 354-621; 357-653; 367-492; 
367-485; 367-525; 371-466; 372-703; 377-978; 383-672; 383-615; 384-483; 
384-696; 392-474; 403-653; 405-616; 412-668; 431-786; 450-724; 452-579; 
454-700; 457-773; 461-787; 498-787; 498-778; 513-978; 520-741; 544-868; 
558-834; 563-834; 564-810; 573-842; 572-892; 585-832; 596-835; 597-791; 
599-843; 599-918; 624-898; 628-915; 632-924; 637-1010; 645-984; 650-998; 
654-948; 654-893; 656-911; 652-886; 664-860; 669-847; 674-912; 689-879; 
810-1010 

130/LG:245378.6:2001MAR30 ||- 1-597; 108-708; 180-576; 329-864; 329-557 
329-546; 333-743; 347-916; 351-916; 351-742; 384-592; 386-701; 422-704; 
457-704; 472-701; 506-1041; 603-1139; 615-755; 664-1087; 693-1111; 703-901; 
704-979; 725-858; 740-874; 775-1299; 862-1191; 904-1184; 918-1339; 918- 
1172; 926-1149; 938-1180; 989-1190; 1049-1170; 1056-1191; 1070-1178; 1100- 
1426; 1141-1367; 1213-1683; 1228-1435; 1231-1426; 1234-1596; 1234-1408; 
1234-1402; 1235-1536; 1235-1339; 1236-1583; 1234-1366; 1236-1320; 1238- 
1698; 1270-1428; 1276-1809; 1290-1426; 1296-1783; 1340-1586; 1366-1426*; 
1353-1502; 1474-1687; 1550-1955; 1550-1775; 1550-1764; 1559-1771; 1566- 
1823; 1586-2036; 1604-1820; 1616-1987; 1669-1942; 1671-1806; 1705-1943; 
1717-1785; 1718-2193; 1720-1929; 1788-2067; 1798-2204; 1827-2161; 1833- 
2398; 1855-2107; 1855-2089; 1873-2107; 1873-2032; 1877-2368; 1903-2168; 
1919-2008; 1966-2225; 1984-2545; 2002-2562; 2009-2531; 2013-2544; 2068- 
2495; 2070-2380; 2071-2351; 2094-2417; 2097-2576; 2097-2232; 2104-2524; 
2109-2377; 2120-2589; 2121-2594; 2137-2361; 2142-2587; 2155-2576; 2161- 
2318; 2165-2592; 2164-2589; 2187-2576; 2196-2567; 2206-2588; 2206-2587; 
2207-2576; 2206-2467; 2209-2587; 2216-2576; 2215-2495; 2242-2550; 2256- 
2576; 2258-2568; 2264-2735; 2298-2585; 2345-2896; 2354-2541; 2360-2886; 
2360-2576; 2383-2914; 2393-2587; 2473-3010; 2473-2576; 2487-2804; 2522- 
2997; 2524-2774; 2560-2819; 2600-3028; 2616-2895; 2623-2893; 2672-3216; 
2714-3217; 2729-3175; 2718-3018; 2745-2993; 2740-2942; 2792-3106; 2797- 
3336; 2806-2893; 2807-3184; 2823-3413; 2828-3106; 2888-3112; 2918-3335; 
2931-3156; 2941-3204; 2948-3222; 2957-3475; 2958-3217; 2978-3240; 2979- 
3168; 2991-3198; 3007-3243; 3065-3189; 3087-3342; 3093-3299; 3112-3517; 
3112-3367; 3121-3391; 3121-3376; 3121-3373; 3127-3760; 3154-3730; 3158- 
3761; 3175-3651; 3175-3444; 3257-3505; 3272-3471; 3304-3577; 3305-3649; 
3305-3553; 3317-3558; 3320-3419; 3331-3426; 3334-3523; 3335-3701; 3345- 
3606; 3341-3968; 3358-3887; 3361-3457; 3389-3915; 3391-3675; 3400-4012; 
3406-4006; 3408-4003; 3414-3849; 3432-3577; 3467-3745; 3479-3651; 3479- 
3612; 3486-3727; 3501-4003; 3516-4075; 3568-3916; 3570-3844; 3571-3854; 
3593-3916; 3621-3900; 3622-3900; 3620-3878; 3630-4053; 3630-3808; 3634- 

285 



WO 02/083876 



PCT7US02/09921 



Table 3 



3898 


3643 


-4187 


• 3655 


-3919 


; 3666 


-4194; 


3672 


-3785; 


3684 


-3788; 


3704 


-3825 


3716- 


-3934; 


3718- 


-4121; 


3720 


-3999; 


3725- 


-3996; 


3731- 


3980; 


3758- 


4008; 


3746 


3982 


3746 


-4023 


• 3766 


-3962 


; 3788 


-4184; 


3810 


-4087; 


3828 


-4296; 


3828 


-4027 


3833- 


-4084; 


3842- 


-4063; 


3839- 


-4074; 


3864- 


-4011; 


3860- 


4120; 


3863- 


4059; 


3864 


4130 


3883 


-4361 


; 3872 


-4155 


; 3872 


-4087; 


3886 


-4128; 


3904 


-4480; 


3905 


-4092 


3920- 


-4135; 


3921- 


-4169; 


3925 


-4463; 


3922- 


-4356; 


3911- 


4163; 


3924- 


4548; 


3924 


4186 


3925 


-4554 


; 3939 


-4188 


; 3941 


-4210; 


3946 


-4136; 


3955 


-4466; 


3938 


-4177 


3958- 


-4208 ; 


3970- 


-4534; 


3963 


-4203; 


3976- 


-4223; 


3989- 


4219 ; 


3992- 


4230; 


3997 


4290 


3996 


-4453 


• 3990 


-4229 


; 4021 


-4267 ; 


4024 


-4232; 


4024 


-4444 ; 


4040 


-4288 


4048- 


-4414; 


4053- 


-4265; 


4076- 


-4194 ; 


4085- 


-4379; 


4076- 


4374 ; 


4089- 


4S14 - 

4JJ4 , 


409S 

4UJJ 


4331 


4099 


-4343 


• 4105 


-4360 


; 4105 


-4325; 


4106 


-4343 ; 


4109 


-4352 ; 


411^ 


-4SS1 
4 j j 1 


4113- 


-4454 ; 


4113- 


-4395 ; 


4113- 


-4370 ; 


41 91 - 


-4395 ; 


4120- 


491 6 • 


4142- 


4SSfi • 

4 J J D , 


4141 
4 1 4 j 


4534 


4150 


-4710 


. 4150 


-4396 


• 41 S1 

t 41 J X 




4171 

*±X / 1 


-441 S • 

'ill J / 


417ft 
f±i / 0 


-4141 • 
f± j *±i , 


41 RO 
4 1 0 u 


-4740 

— 4 / 4U 


4191- 


-4451 ; 


4179- 


-4439; 


4179- 


-4247 ; 


4196- 


-4411; 


4200- 


44S7 • 


4217- 


44S9 - 

44JL , 


4999 


4501 


491 S 


-4755 


• 4234 


-4516 


; 4223 


-4384 ; 


491 9 


-4S09 • 

*i J yj £> f 


4974 


-47S4 - 

*4 / J 1 * 1 


49R0 

4 £t O V 


-4SSR 
— 4 j j 0 


4270- 


-4423 ; 


4285- 


-4529 ; 


4288 


-4541 ; 


4306- 


.4544 ; 


411 9- 

4JIl 


44ft7 • 


4332- 


4568; 


4320 


4561 


4 J o o 


-4545 


4362 


-4743 


; 4368 


-471 9 • 


4176 


-4S91 • 

*± J -7 J / 


41R9 


-4S1 ft • 

4J10 , 


44 01 

44 U X 


-4S61 

4 J D 1 


4390- 


-4659 ; 


4408- 


-4561 ; 


4397- 


-4641 ; 


4408- 


-46S0 • 


441 9- 


4661 - 

4001 , 


441 4 - 

4414 


4779 - 


4446 


4833 


4449 

444J 


-4550 


• 446S 


-SOU 

JUJ J 


. 4467 

f 44 U / 


-4690 • 

*i O -7 \J / 


447S 


-4ft79 ' 


44R9 


-471 ft • 

— *4 / IO , 


447S 
44 / j 


-47S7 
4 / j / 


4485- 


-4778 ; 


4486- 


-4758 ; 


4494- 


-4782 ; 


4530- 


-4745 ; 


4538- 


4R1 7 • 

401 / r 


4S44- 


4744 ; 


4544 


4759, 


4563 


-5071 , 


4565 


-5009 


. 4563 


-4657 ; 


4564 


-4886; 


4S67 

f± J u / 


-5071 ; 


4565 


-4988 


4565- 


-4783 ; 


4565- 


-4748 ; 


4567- 


-4904 ; 


4S70- 


-47RS ■ 


4S71 - 

*i J / 1 


4ft4fi - 

404D , 


4S78- 


4R99 * 

40l £. , 


4S80 
4 joy 


4840, 


4593 


-5119 


4602 


-4737 


; 4595 


-4937 ; 


4595 


-4857 ; 


4S91 

*± J -7 J 


-4999 • 

*i _7 -7 Z« , 


4598 


-4847 


4604- 


-5075 ; 


4612- 


-4888; 


4616- 


-5172 ; 


4618- 


■4889 • 


4691 - 

*± D & 1 


4R74 • 


4619- 


4909 - 


4644 
4 0 4 4 


4860 , 


4647 


-4917 


4645 


-491 4 

4 y X 4 


• 46S9 


-S1 78 • 

Jl / o , 


4661 

*± O O J 


-4R61 • 

400J , 


4671 


-S1 78 • 
— ji / 0 , 


4691 

403J 


-4919 
4 y j y 


4675- 


-5179 ; 


4675- 


-5052 ; 


4678- 


-4960 ; 


4701- 


-4919 ■ 


46R0- 

400U 


S071 - 


4680- 


4904 * 


46R7 
400 / 


5209 ; 


4689 


-4799 


4693 


-5178 


• 4691 


*i -/ 4» J , 


4699 


-4916 - 


4709 


-4990 • 


4704 

4 / V4 


-S070 


4704- 


-5072 ; 


4706- 


-5071 ; 


4707- 


-SI 84 • 

J104 / 


4799- 


-5071 * 


471 0- 


SI RO • 

JIO \J t 


471 9- 
4 / 1^. — 


S1 79 • 
jx / y t 


47 1 S 
4 / 1 j 


S1 RO 


471 Pi 

4 / J. D 


-4910 

4 y j \j j 


• 4716 

4 / X D 


-S1 7S 

J X / J 


• 471 S 

t 4 / JL J 


-SI ft 4 • 


4791 


-4961 - 
— fi y 01 , 


479 S 


-SI R1 ♦ 

JlOl , 


479ft 


-S071 
— J u / 1 


47S4- 
4 / J4 - 


-5026 ; 


4734- 


-5180; 


47SS- 

4 / j j. 


-SOI 7 • 


47*^8- 

/ J o 


Sf)68 - 


474S- 


SI 7 ft • 
JX / 0 , 


474S- 
4 / 4 j — 


S071 * 


474S 
4 / 4 j 


S014 


4744 

4/44 


-4974 


474R 
4 / 4 o 


-soi 7 

JUl / 


• 47S1 

*i / J J 


-sm r * 

JulO , 


■4774 


-S1 S9 ■ 

JiJy / 


47S7 
ft / j / 


-SI 79 • 
— j 1 / y , 


47 S6 
4 / j 0 


-S1 7ft 

Jl/O 


4761 - 

4 1 O JL - 


- J JL / -7 , 


4761 - 


JI ' o f 


4766. 


-S1 7ft • 
- JX f o t 


4767- 


-SI fl1 • 


4 7 69- 


S1 7 S - 
ji / j / 


4769- 


SI S7 ♦ 
Jl J ( 1 


at? a 
4 / / 4 


SI 79 


4774 


-5178 


4779 


-SI 78 

Jl / o 


' 4774 


-SI R9 - 


477 6 


-SI 7R • 
ji / 0 , 


477S 
f* / / j 


-S1 S9 • 

— Jl J27 , 


4777 
4 / / / 


-SI 7S 
jl » j 


4779- 
4 / / J 


- JUIO , 


4781 - 

4 / O X 


-SI 7R - 

JI / O / 


4777. 


-SI 77 • 
ji / / / 




-SI ftl • 
JIOJ , 


47R7 - 
4/00 


S069 » 


4 / u4 — 


SI 7S • 

Jl / J , 


47 ft S 
4 / 0 J 


S1 75 


4787 


-5047 


47ft 9 

4 / O -7 


-S04ft 


• 4R1 n 


-SI ft 9 - 

- J 1 O <£. / 


4799 


-SI ftl • 
JIOJ , 


4794 


-SI ftl • 
— jl 0 1 , 


4796 
*± / yo 


-S0S6 

JuJD 


4796- 

4 / -7 O 


-S01 S * 

- JUI J f 


479S- 


-4977 • 

4 J7 / / , 


4796. 

4 / ;7 O 


-SI 78 • 


4R1 S- 


SDS4 • 

JUJ4 , 


4ft1 S- 

401J- 


Sfl9 1 • 
J \J £, 1 r 


40 J O — 


S07 1 • 

JW/l, 


4R9 0 
4oiU 


SI RO 

J JL O v , 


4820 


-5073 


4891 


-SI 78 
Jl / o 




-S09 9 • 


4R4S 


-S1 79 • 

Jl / £t 1 


4ftll 


_S1 7ft ♦ 

Jl/O; 


4 ft SS 

4 0 j j 


-S071 

JU/l 


4857- 


-5175 ; 


4837- 


-5180 ; 


4841 - 

4 04X 


-S1R1 - 

J X O X / 


4864- 


5184 ; 


4RS9- 
40 j^ 


S1 71 • 

ji / j t 


4RS4- 

40 J4 — 


S1 7ft • 
ji / 0 , 


4R69 
4 0 0 y 


S071 


4866 


-5071 


4879 


-S070 
JU / u 




-S071 • 


4R79 


-4999 • 
— f± y y y , 


4RR9 
*± 0 0 ^ 


-S1 7S • 

— J 1 / J , 


4ftR6 
4 0 0 0 


-SI 71 

— Jl/O 


4R90- 

40 -7 V/ 


-S1R9 • 

- J J O J , 


4919- 


-SI 78 • 
Jl ' o , 


491 9- 
4:?x«7- 


-SI 47 • 
- J x*± / , 


4999- 


-S1 66 - 

J X D O , 


A Q97_ 


S1 ftl • 


4911 - 


S1 7 R - 
jl / 0 , 


491S 
4 y j j 


5178; 


4944 


-5180, 


4946 


-5204 


4948 


-5178; 


4951 


-5178; 


4952 


-5178; 


4952 


-5151 


4950- 


-5071; 


4953- 


-5184; 


4954- 


-5179; 


4959- 


5178; 


4959- 


5184; 


4960- 


5178; 


4962 


5166, 


4963 


-5061, 


4962 


-5069, 


4962 


-5073; 


4964 


-5184; 


4979 


-5181; 


4994 


-5178 


4999- 


-5174; 


5002- 


-5157; 


5015- 


-5178; 


5040- 


5175; 


5083- 


5184; 


5098- 


5166; 


5098 


5162, 


5098 


-5178, 


4654 


-4916 


4299 


-4549; 


4897 


-5071; 


4859 


-5071; 


4846 


-5071 


4826- 


-5071; 


4820- 


-5071; 


4813- 


-5071; 


2157- 


2587; 


4861- 


5071; 


4853- 


5071; 


4576- 


4836; 


4563 


-4809; 


4284 


-4523 


4946- 


-5071; 


4658 


-4860; 


4979- 


-5074; 


4796 


-4985 


4777- 


-4935; 


4599- 


-4756; 


5080- 


-5166; 


3865- 


3919 












131/LG:248203.9: 


2001MAR30 


| 1-381; 23 


-620; 


52-295; 60 


-161; 


63-198; 63- 



66-150; '66-159; 98-340; 113-494; 120-350; 178-425; 203-452; 225-463; 233- 
514; 233-695; 248-613; 263-484; 265-520; 277-458; 326-560; 326-617; 326- 
864; 341-577; 348-539; 385-635; 429-771; 434-1029; 441-714; 441-676; 462- 
958; 467-1068; 467-758; 480-758; 487-746; 491-788; 507-1126; 510-730; 519- 
727; 524-692; 523-726; 534-1126; 542-1107; 543-755; 546-1080; 546-806; 552- 
1121; 549-821; 553-755; 561-843; 561-1128; 564-734; 568-799; 580-701; 580- 
856; 583-767; 587-895; 589-1168; 589-1003; 590-875; 623-877; 624-872; 645- 
883; 646-889; 652-1314; 661-1065; 667-1121; 671-905; 671-922; 677-1314; 
677-1059; 677-1130; 685-1122; 688-1314; 690-1125; 693-1128; 701-1032; 701- 
1125; 701-1130; 702-963; 702-756; 704-1129; 707-1125; 711-1131; 734-1125; 
737-1124; 752-1034; 754-1130; 761-1040; 770-987; 791-1047; 795-1011; 799- 
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1040; 799-1124; 805-1061; 805-1127; 807-1125; 814-1074; 835-1125; 840-1120; 
841-1069; 841-1008; 852-1125; 854-954; 858-1121; 871-1128; 873-1157; 888- 
1120; 896-1205; 898-1094; 905-1130; 905-1064; 907-1130; 923-1090; 923-1127; 
924-1121; 926-1125; 928-1077; 931-1219; 940-1127; 942-1121; 966-1159; 977- 
1219; 1003-1128; 1016-1123; 1022-1121; 1043-1133; 1052-1198; 1061-1168; 
1104-1729; 1104-1721; 1104-1732; 1122-1340; 1163-1342; 1258-1342; 1432-1971 
132/LG: 249247. 1:2001MAR30 || 1-1913; 1-540; 1-578; 17-663; 177-768; 186- 
1920; 405-977; 441-883; 437-785; 440-702; 524-1048; 562-1193; 568-777; 596- 
834; 597-904; 598-875; 630-1125; 634-1107; 647-930; 647-807; 699-929; 718- 
930; 737-1095; 747-1354; 785-1043; 787-1296; 788-1246; 808-1049; 814-1329; 
820-1069; 831-1477; 832-1087; 838-1322; 861-1079; 895-1084; 914-1448; 914- 
1207; 928-1191; 927-1133; 928-1207; 928-1187; 928-1223; 928-1253; 928-1249; 
928-1215; 928-1241; 928-1192; 928-1122; 955-1076; 960-1224; 971-1467; 973- 
1259; 1004-1265; 1004-1202; 1021-1171; 1025-1277; 1032-1528; 1034-1281; 
1040-1246; 1050-1316; 1084-1708; 1089-1317; 1094-1405; 1100-1354; 1102- 
1539; 1102-1369; 1102-1377; 1103-1376; 1103-1246; 1108-1336; 1114-1353; 
1117-1602; 1125-1736; 1142-1357; 1142-1400; 1154-1696; 1173-1760; 1190- 
1416; 1197-1581; 1197-1573; 1201-1778; 1228-1441; 1232-1806; 1232-1482; 
1249-1612; 1271-1528; 1274-1814; 1275-1836; 1280-1521; 1287-1570; 1286- 
1850; 1290-1550; 1296-1860; 1301-1836; 1310-1877; 1310-1739; 1310-1493; 
1319-1606; 1333-1479; 1353-1881; 1353-1812; 1353-1660; 1358-1920; 1369- 
1538; 1378-1879; 1389-1563; 1390-1654; 1391-1879; 1395-1623; 1441-1587; 
1448-1706; 1449-1913; 1478-1920; 1452-1918; 1452-1885; 1452-1876; 1452- 
1672; 1455-1921; 1458-1918; 1464-1920; 1474-1918; 1507-1859; 1477-1732; 
1478-1791; 1479-1921; 1481-1921; 1481-1919; 1482-1925; 1485-1928; 1486- 
1691; 1487-1852; 1492-1921; 1492-1874; 1492-1848; 1498-1863; 1501-1804; 
1507-1863; 1514-1916; 1509-1725; 1512-1591; 1515-1780; 1517-1765; 1518- 
2163; 1519-1917; 1526-1913; 1528-1886; 1529-1802; 1532-1792; 1536-1833; 
1547-2107; 1546-1633; 1549-1810; 1550-1879; 1555-1919; 1559-1917; 1564- 
1799; 1587-1916; 1590-1894; 1591-1924; 1604-1823; 1606-1842; 1608-1841; 
1619-1918; 1623-2100; 1632-1923; 1638-1887; 1644-1826; 1646-1926; 1652- 
2307; 1653-1771; 1654-1916; 1658-1920; 1665-1891; 1675-1918; 1684-1918; 
1685-2293; 1711-1922; 1712-1905; 1724-1911; .1730-1809; 1739-1888; 1778- 
1916; 1793-2302; 1794-1925; 1817-1918; 1851-2307; 1858-1923; 2012-2307; 
2015-2304; 2022-2305; 2034-2305; 2090-2307 

133/LG:267153.16:2001MAR30 || 1-339; 1-265; 1-308; 8-151; 8-226; 8-556; 61- 
647; 309-751; 359-650; 375-621; 397-1014; 441-808; 482-741; 521-786; 525- 
823; 535-796; 541-781; 542-946; 595-890; 594-1074; 636-899; 659-1171; 659- 
1130; 661-926; 694-1186; 699-967; 724-975; 725-929; 737-989; 737-967; 743- 
1240; 743-948; 748-1302; 765-1007; 774-1232; 780-1232; 784-1306; 790-1232; 
804-1074; 806-1232; 808-1094; 829-1098; 830-1204; 831-1101; 844-1197; 848- 
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3142; 2901-3131; 2901-3419; 2911-3153; 2913-3185; 2915-3401; 2920-3080; 
2932-3199; 2937-3188; 2954-3198; 2991-3359; 2993-3272; 2999-3249; 3014- 
3246; 3065-3408; 3051-3286; 3069-3513; 3095-3513; 3097-3276; 3083-3349; 
3104-3336; 3107-3341; 3092-3290; 3152-3305; 3154-3409; 3160-3394; 3154- 
3391; 3155-3392; 3156-3407; 3157-3327; 3174-3407; 3159-3461; 3172-3342; 
3178-3434; 3179-3588; 3179-3426; 3202-3514; 3190-3514; 3193-3453; 3195- 
3522; 3195-3412; 3195-3397; 3199-3458; 3202-3373; 3228-3470; 3236-3465; 
3221-3515; 3255-3402; 3244-3522; 3264-3510; 3251-3443; 3262-3522; 3276- 
3544; 3276-3491; 3285-3547; 3301-3511; 3307-3544; 3322-3522; 3322-3499; 
3339-3511; 3322-3511; 3322-3475; 3322-3513; 3333-3522; 3349-3508; 3362- 
3522; 3365-3513; 3367-3513; 3367-3511; 3373-3450; 3375-3522; 3377-3513; 
3390-3513; 3389-3513; 3393-3513; 3393-3511; 3394-3513; 3399-3513; 3406- 
3514; 3416-3513; 3419-3511; 3438-3563; 3440-3522; 3443-3522; 3444-3522; 
3444-3514; 3446-3522; 3447-3522; 3448-3514; 3451-3513; 3454-3574; 3469- 
3522; 3470-3522 

134/LG:291759.5:2001MAR30 || 1-560; 1-87; 300-584; 393-606; 393-539; 405- 
558; 457-1118; 458-671; 481-673; 495-673; 515-907; 532-673; 545-697; 557- 
673; 596-673; 662-1166; 662-900; 662-898; 679-761; 679-804; 682-962; 682- 
969; 701-962; 747-906; 747-921; 751-1219; 751-1214; 763-1046; 767-1213; 
906-1172; 918-1190; 925-1177; 930-1209; 935-1169; 943-1213; 946-1213; 955- 
1018; 955-1218; 956-1218; 957-1113; 960-1216; 963-1211; 963-1213; 963-1124; 
963-1217; 963-1218; 963-1049; 963-1117; 963-1036; 964-1056; 964-1215; 964- 
1220; 964-1057; 964-1042; 964-1217; 990-1218; 1025-1218; 1025-1219; 1027- 
1213; 1028-1178; 1028-1179; 1033-1216; 1043-1213; 1153-1218 
135/LG:298102.1:2001MAR30 || 277-830; 1-389; 156-359 
136/LG:308891.1:2001MAR30 |) 1-483; 1-658; 414-567 

137/LG:312668.4:2001MAR30 jj 1-248; 1-324; 12-388; 17-610; 42-320; 37-148; 
59-454; 44-422; 45-284; 49-259; 48-309; 68-157; 76-293; 167-555; 179-301; 
226-772; 226-467; 273-731;. 298-438; 356-657; 361-800;. 497-816; 506-750; 
506-742; 506-736; 506-728; 506-749; 506-618; 506-745; 513-949; 530-869; 
530-981; 530-686; 533-824; 542-979; 609-947; 622-949; 622-880; 639-921; 
646-979; 646-834; 658-940; 677-913; 677-924; 683-861; 755-997; 758-979; 
781-984; 835-984; 926-984; 927-1161; 984-1331; 1051-1384; 1091-1290; 1100- 
1545; 1100-1164; 1100-1346; 1101-1433; 1105-1164; 1105-1433; 1225-1344; 
1225-1360; 1228-1503; 1312-1510; 1318-1762; 1330-1601; 1331-1602; 1335- 
1816; 1359-1638; 1359-1747; 1370-1643; 1371-1831; 1389-1834; 1399-1876; 
1430-1879; 1434-1878; 1437-1872; 1439-1874; 1444-1879; 1446-1874; 1447- 
1829; 1448-1876; 1449-1876; 1458-1881; 1459-1712; 1476-1874; 1478-1881; 
1482-1876; 1485-1838; 1490-1876; 1497-1879; 1498-1809; 1510-1876; 1514- 
1877; 1515-1879; 1517-1879; 1518-1876; 1526-1879; 1527-1833; 1528-1876; 
1531-1876; 1556-1875; 1581-1851; 1581-1842; 1597-1845; 1598-1875; 1622- 
1870; 1645-1880; 1655-1874; 1680-1878; 1730-1876; 1737-1876; 1753-1875; 
1791-1880; 1817-1876 

138/LG:331642.6:2001MAR30 || 1-615; 1-301; 41-303; 108-298; 119-348; 275- 
877; 484-718; 682-1268; 691-1260; 691-995; 697-1120; 700-947; 700-1175; 
706-985; 731-1238; 886-1618; 949-1432; 976-1243; 1104-1630; 1103-1351; 
1260-1810; 1313-1871; 1324-1875; 1386-1821; 1395-1831; 1425-1710; 1427- 
1715; 1428-1711; 1429-1702; 1429-1625; 1429-1707; 1428-1703; 1429-1708; 
1432-1586; 1600-1891; 1616-1879 

139/LG:331851.12:2001MAR30 || 1-494; 1-595; 1-639; 3-450; 8-287; 13-525; 
18-290; 18-317; 20-240; 21-547; 27-246; 32-296; 38-234; 43-288; 44-245; 45- 
311; 50-650; 52-648; 55-619; 57-235; 66-626; 110-591; 255-782; 265-553; 
278-506; 278-538; 315-614; 331-579; 351-725; 388-645; 387-585; 428-928; 
451-871; 451-611; 548-886; 561-837; 586-849; 597-830; 597-1055; 662-960; 
688-938; 689-906; 698-969; 704-941; 743-1015; 754-1353; 801-1294; 857-1103; 
857-1338; 864-1061; 879-3944; 922-1497; 932-1174; 942-1231; 944-1238; 948- 
1220; 951-1208; 1001-1569; 1032-1239; 1041-1338; 1139-1390; 1149-1421; 
1149-1364; 1354-1555; 1377-2031; 1425-1698; 1834-1987; 1849-2194; 1852- 
2123; 1852-2120; 1855-2100; 1882-2077; 1882-2313; 1882-2081; 1952-2228; 
2160-2520; 2177-2604; 2228-2779; 2240-2386; 2242-2342; 2258-2579; 2308- 
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2454; 2354-2663; 2341-2658; 2356-2805; 2361-2599; 2361-2765; 2392-2650; 
2393-2794; 2495-2711; 2516-2611; 2556-2797; 2564-2829; 2664-3009; 2665- 
3019; 2696-3213; 2707-3226; 2764-3020; 2766-3315; 2779-3035; 2785-3322; 
2788-3167; 2794-3040; 2843-3110; 2871-3158; 2927-3533; 2933-3505; 2952- 
3465; 2969-3215; 2971-3219; 2971-3192; 3008-3495; 3010-3277; 3005-3591; 
3008-3204; 3025-3316; 3034-3525; 3115-3595; 3115-3667; 3131-3369; 3131- 
3316; 3134-3708; 3195-3743; 3231-3738; 3265-3532; 3299-3836; 3298-3657; 
3298-3554; 3324-3590; 3337-3590; 3337-3573; 3365-3738; 3444-3904; 3427- 
3699; 3437-3741; 3435-3915; 3438-3915; 3446-3919; 3448-3919; 3468-3919; 
3467-3919; 3472-3935; 3484-3947; 3490-3919; 3493-3919; 3502-3919; 3502- 
3834; 3503-3928; 3507-3913; 3509-3913; 3510-3945; 3512-3945; 3521-3766; 
3531-3928; 3550-3846; 3557-4172; 3560-3928; 3564-3928; 3564-3919; 3593- 
3935; 3609-3919; 3615-3919; 3624-3945; 3633-3934; 3665-3919; 3666-3954; 
3687-3919; 3687-3935; 3710-3919; 3748-3919; 3751-3919; 3771-3928; 3783- 
3919; 3824-4085; 3949-4515; 3948-4363; 3948-4406; 3949-4518; 3957-4356; 
3957-4424; 3957-4419; 3957-4411; 3968-4357; 3968-4276; 3968-4316; 3968- 
4415; 3968-4245; 3968-4441; 3968-4427; 3968-4233; 3968-4420; 3968-4359; 
3968-4358; 3968-4356; 3968-4046; 3968-4425; 3968-4137; 3968-4411; 3968- 
4332; 3968-4330; 3968-4366; 3968-4318; 3968-4311; 3968-4288; 3968-4449; 
3968-4434; 3968-4260; 3968-4253; 3968-4387; 3968-4428; 3968-4417; 3968- 
4421; 3968-4398; 3977-4210; 3977-4439; 3977-4433; 3977-4351; 3986-4356; 
3988-4258; 4004-4222; 4016-4450; 4019-4515; 4036-4125; 4043-4226; 4053- 
4451; 4053-4277; 4054-4166; 4093-4513; 4093-4287; 4107-4492; 4129-4271; 
4142-4384; 4144-4525; 4239-4472; 4244-4515; 4250-4521; 4258-4495; 4274- 
4553; 4275-4521; 4287-4521; 4303-4508; 4336-4886; 4335-4461; 4337-4514; 
4375-4525; 4428-4519; 4455-4515; 4694-5273; 4706-5246; 4739-4837; 4750- 
4837; 4764-4837; 4773-4837; 4776-4837; 4778-4850; 4778-4837; 4778-4849; 
5166-5493; 5180-5425; 5175-5458; 5182-5280; 5182-5258; 5184-5266; 5213- 
.5487; 5314-5906; 5355-5902; 5375-5540; 5385-5668; 5420-5644; 5420-5669; 
5571-5895; 5572-5768; 5649-5944; 5649-6174; 5710-5922; 5712-5991; 5757- 
6330; 5758-6315; 5758-6054; 5760-6189; 5761-6009; 5761-6154; 5765-6156; 
5766-6135; 5781-6130; 5793-6072; 5794-5925; 5816-6120; 5816-6101; 5842- 
5994; 5867-6116; 5869-6126; 5918-6137; 5948-6202; 5948-6219; 5949-6180; 
5950-6206; 5948-6475; 6050-6295; 6056-6593; 6062-6271;' 6062-6330; 6106- 
6655; 6116-6196; 6143-6290; 6144-6597; 6286-6501; 6327-6626; 6346-6619; 
6398-6510; 6415-6615; 6473-6581; 6516-6629 

140/LG:332414.5:2001MAR30 || 1116-1566; 1097-1566; 1166-1564; 1244-1562; 
1226-1561; 1173-1561; 1128-1561; 1347-1561; 1179-1559; 1464-1557; 1257- 
1558; 1154-1556; 1171-1555; 1169-1555; 1112-1553; 1087-1531; 935-1513; 
1210-1512; 1183-1459; 1351-1448; 1216-1432; 1210-1402; 806-1370; 645-1210; 
862-1146; 833-1072; 645-772; 109-751; 95-670; 69-653; 87-628; 1-501; 70- 
499; 110-450; 110-358; 82-331; 123-329; 69-292; 1-271 

141/LG:332730.12:2001MAR30 || 1-1871; 1-246; 101-213; 101-442; 120-464; 
156-301; 194-476; 267-605; 316-558; 317-531; 457-691; 467-720; 478-602; 
479-736; 549-1012; 608-1043; 621-893; 624-842; 636-1175; 665-862; 670-906; 
710-868; 764-1034; 773-983; 926-1129; 929-1373; 930-1372; 936-1361; 945- 
1141; 948-1150; 958-1052; 989-1288; 1080-1332; 1086-1618; 1087-1335; 1091- 



1267; 


1109 


-1370; 


1268 


-1831; 


1343 


-1693; 


1410 


-1872; 


1421 


-1872; 


1439 


-1864 


1442- 


2042; 


1445- 


1630; 


1464- 


1864; 


1486- 


1757; 


1486- 


1728; 


1486- 


1871; 


1523 


1864; 


1572 


-2140; 


1576 


-1778; 


1585 


-2005; 


1755 


-1870; 


1789 


-2048; 


1799 


-2046 


1840- 


2115; 


1841- 


2094; 


1891- 


2135; 


1956- 


2216; 


1976- 


2220; 


2116- 


2548; 


2166 


2652; 


2241 


-2395; 


2241 


-2433; 


2241 


-2461; 


2241 


-2438; 


2264 


-2513; 


2283 


-2482 


2313- 


2484; 


2335- 


2617; 


2376- 


2559; 


2378- 


2633; 


2402- 


2767; 


2418- 


2762; 


2419 


2682; 


2419 


-2831; 


2459 


-2703; 


2479 


-2759; 


2479 


-2755; 


2486 


-2822; 


2491 


-2720 


2523- 


3034; 


2554- 


2831; 


2554- 


2771; 


2557- 


2856; 


2567- 


2833; 


2592- 


2828; 


2599 


2973; 


2634 


-2866; 


2639 


-2973; 


2647 


-2930; 


2662 


-2795; 


2668 


-2926; 


2670 


-2928 


2713- 


2917; 


2713- 


3253; 


2758- 


3032; 


2761- 


3069; 


2770- 


3046; 


2803- 


3368; 


2812 


3049; 


2819 


-3079; 


2837 


-3213; 


2855 


-3308; 


2865 


-3321; 


2879 


-3127; 


2880 


-3133 


2882- 


3118; 


2885- 


2946; 


2920- 


3082; 


2949- 


3197; 


2953- 


3211; 


2976- 


3263; 


2984 


3174; 


3000 


-3203; 


3051 


-3277; 


3055 


-3275; 


3054 


-3287; 


3081 


-3340; 


3095 


-3348 
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3096-3343; 3105-3384; 3120-3374; 3155-3391; 3165-3415; 3167-3433; 3178- 
3631; 3187-3447; 3191-3486; 3196-3605; 3213-3353; 3239-3516; 3244-3540; 

3256- 3525; 3267-3492; 3272-3560; 3292-3898; 3292-3521; 3295-3490; 3296- 
3613; 3298-3412; 3300-3769; 3320-3673; 3345-3585; 3345-3862; 3347-3573; 
3354-3807; 3388-3653; 3388-3873; 3395-3619; 3401-3681; 3400-3807; 3406- 
3687; 3433-3899; 3442-3892; 3444-3901; 3444-3899; 3446-3899; 3445-3899; 
3447-3904; 3455-3892; 3455-3906; 3456-3875; 3459-3899; 3471-3862; 3478- 
3899; 3480-3899; 3481-3810; 3488-3892; 3494-3899; 3496-3727; 3496-3717; 
3500-3899; 3501-3899; 3501-3780; 3504-3643; 3505-3892; 3508-3693; 3512- 
3755; 3513-3899; 3524-3899; 3531-3899; 3536-3900; 3538-3900; 3537-3817; 
3541-3807; 3542-3892; 3543-3899; 3543-3900; 3542-3904; 3547-3899; 3548- 
3737; 3549-3899; 3552-3891; 3573-3899; 3574-3889; 3571-3857; 3576-3901; 
3582-3870; 3591-3863; 3595-3899; 3599-3892; 3603-3870; 3632-3901; 3633- 
3899; 3634-3861; 3634-3899; 3637-3899; 3665-3862; 3668-3892; 3672-3872; 
3676-3892; 3681-3816 

142/LG:333062.22:2001MAR30 || 1-359; 1-472; 1-258; 11-85; 10-382; 11-110; 
11-397; 24-136; 28-84; 29-79; 29-112; 29-142; 29-108; 29-104; 29-92; 29-98; 
29-89; 29-85; 29-127; 30-84; 30-91; 31-84; 188-388; 189-297; 196-646; 199- 
298; 199-303; 199-281; 199-476; 214-330; 235-497; 258-668; 259-689; 263- 
511; 283-462; 283-526; 342-604; 402-687; 410-605; 461-517; 603-688 
143/LG:335705.2:2001MAR30 || 1-232; 1-216; 4-517; 7-577; 12-577; 27-346; 
31-344; 31-439; 30-413; 31-233; 40-5346; 41-326 ;. 43-477 ; 47-334; 69-333; 
70-199; 69-140; 131-522; 146-733; 277-884; 310-523; 342-838; 358-671; 401- 
866; 412-656; 458-961; 458-778; 535-756; 573-867; 893-1143; 1160-1659; 
1336-1888; 1364-1630; 1443-2106; 1482-1809; 1614-1705; 1619-1744; 1622- 
1849; 1626-2176; 1681-1903; 1726-2055; 1726-1976; 1752-2308; 1776-2297; 
1949-2214; 1956-2251; 1968-2602; 1974-2602; 1999-2101; 2000-2426; 2052- 
2602; 2074-2602; 2101-2631; 2111-2526; 2114-2370; 2134-2701; 2160-2762; 
2202-2492; 2211-2665; 2230-2750; 2246-2776; 2324-2821; 2332-2681; 2346- 
2587; 2347-2581; 2372-2602; 2389-2941; 2392-2644; 2407-2671; .2415-2854; 
2419-2831; 2423-2827; 2420.-2847; 2425-2817; 2454-2727; 2477-2732; 2467- 
2717; 2506-2827; 2525-2814; 2561-2802; 2589-3070; 2589-2803; 2609-3210; 
2609-3192; 2609-3214; 2609-3190; 2620-3037; 2612-2727; 2706-2818; 2722- 
3158; 2742-3003; 2750-3042; 2761-2936; 2762-3022; 2765-3015; 2765-3002; 
2767-3324; 2785-3376; 2818-3105; 2854-3063; 2866-3094; 2927-3184; 2919- 
3219; 2925-3168; 2926-3204; 2935-3058; 3003-3662; 3009-3403; 3055-3163; 
3061-3250; 3068-3654; 3123-3375; 3184-3382; 3193-3531; 3196-3449; 3200- 
3415; 3207-3481; 3207-3473; 3217-3458; 3220-3467; 3220-3466; 3222-3544; 

3257- 3794; 3274-3569; 3285-3675; 3290-3511; 3334-3809; 3322-3540; 3322- 
3522; 3367-3525; 3375-3648; 3388-3725; 3388-3636; 3418-3841; 3423-3967; 
3429-3676; 3441-3684; 3454-3840; 3467-3787; 3468-3718; 3490-3709; 3495- 
3712; 3513-3727; 3527-3776; 3539-3803; 3540-3796; 3555-3930; 3543-3844; 
3552-3816; 3570-3736; 3570-3732; 3588-3782; 3578-3981; 3578-3875; 3608- 
3899; 3617-3808; 3620-4162; 3622-3898; 3664-3885; 3671-3927; 3676-4082; 
3707-3927; 3745-3996; 3758-3990; 3759-4098; 3769-4078; 3779-4028; 3804- 
4384; 3820-4425; 3811-4087; 3819-4011; 3834r-4093; 3850-4133; 3886-4108; 
3914-4424; 3901-4112; 3919-4277; 3920-4385; 3907-4144; 3911-4089; 3928- 
4233; 3937-4235; 3940-4199; 3942-4222; 3975-4248; 4007-4391; 4051-4391; 
4039-4296; 4056-4391; 4058-4391; 4060-4332; 4064-4391; 4070-4391; 4074- 
4389; 4063-4391; 4085-4392; 4076-4353; 4104-4356; 4105-4391; 4106-4391; 
4109-4391; 4109-4334; 4111-4391; 4118-4336; 4119-4391; 4120-4391; 4111- 
4380; 4114-4391; 4133-4391; 4122-4391; 4145-4428; 4135-4391; 4147-4389; 
4150-4413; 4154-4391; 4157-4391; 4161-4391; 4166-4389; 4171-4391; 4178- 
4391; 4179-4389; 4182-4388; 4184-4391; 4180-4389; 4197-4378; 4202-4391; 
4209-4389; 4209-4391; 4203-4391; 4216-4389; 4217-4391; 4223-4391; 4233- 
4391; 4234-4391; 4246-4391; 4268-4382; 4259-4547; 4276-4391; 4267-4545; 
4281-4399; 4283-4391; 4303-4391; 4312-4594; 4334-4391; 4326-4652; 4335- 
4580; 4461-5001; 4486-4728; 4486-4678; 4486-4668; 4486-4628; 4486-4598; 
4487-4763; 4488-4780; 4491-4744; 4498-4634; 4502-4760; 4504-4779; 4508- 
5067; 4515-4725; 4518-4786; 4530-4804; 4530-4720; 4530-4706; 4544-5132; 
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4544-4797; 


4547- 


4792; 


4548- 


4655; 


4548- 


4929; 


4552- 


4739; 


4556- 


5039; 


4571- 


5199; 4573 


-4744; 


4575 


-4878; 


4593 


-4765; 


4593 


-4842; 


4597 


-4701; 


4599 


-4851; 


4611-4879; 


4636- 


4974; 


4653- 


4937; 


4665- 


5284; 


4674- 


4934; 


4692- 


5218; 


4702- 


4979; 4704 


-5259; 


' 4720 


-4953; 


4721 


-4977; 


4724 


-4995; 


4732 


-4992; 


4752 


-5259; 


4753-5202; 


4756- 


4978; 


4767- 


5335; 


4767- 


5287; 


4784- 


5224; 


4787- 


4960; 


4796- 


5026; 4797 


-5020; 


4800 


-4981; 


4801 


-5057; 


4840 


-5197; 


4840 


-5045; 


4847 


-5315; 


4856-5150; 


4869- 


5068; 


4872- 


5112; 


4887- 


5353; 


4892- 


5340; 


4903- 


5251; 


4903- 


5141; 4903 


-5371; 


4910 


-5183; 


4911 


-5356; 


4914 


-5357; 


4915 


-5346; 


4919 


-5351; 


4926-5353; 


4927- 


5360; 


4929- 


5177? 


4931- 


5347; 


4935- 


5185; 


4939- 


5179; 


4946- 


5353; 4946 


-5355; 


4950 


-5344; 


4958 


-5353; 


4960 


-5353; 


4961 


-5217; 


4979 


-5359; 


4979-5354; 


4979- 


5348; 


4981- 


5353; 


4985- 


5353; 


4993- 


5258; 


5003- 


5353; 


5006- 


5342; 5026 


-5342; 


5032 


-5346; 


5034 


-5337; 


5035 


-5348; 


5039 


-5346; 


5040 


-5340; 


5057-5340; 


5079- 


5341; 


5084- 


5244; 


5102- 


5337; 


5125- 


5353; 


5145- 


5295; 


5155- 


5340; 5157 


-5290; 


5174 


-5340; 


5174 


-5336; 


5182 


-5353; 


5189 


-5353; 


5210 


-5371; 


5211-5346; 


5214- 


5310; 


5219- 


5353; 


5240- 


5338; 


5267- 


5353; 


5271- 


5340; 


5284-5353 


144/LG:337930.16 


:2001MAR30 


II 1- 


580; 12-580 


; 19-458; 28-526; 


30-438; 33- 



270; 41-183; 56-296; 82-686; 124-257; 210-627; 210-459; 271-661; 304-753; 
332-626; 506-701; 516-817; 518-769; 558-1126; 565-865; 657-1182; 649-811; 
672-1198; 722-1022; 725-1050; 752-1068; 757-1265; 806-1066; 865-1075; 929- 
1430; 924-1502; 935-1401; 935-1323; 935-1194; 984-1636; 983-1280; 1038- 
1306; 1076-1367; 1081-1211; 1109-1614; 1107-1382; 1108-1382; 1110-1592; 
1159-1747; 1185-1346; 1211-1467; 1259-1827; 1260-1827; 1265-1365; 1285- 
1520; 1285-1596; 1309-1567; 1386-1650; 1405-1937; 1452-1908;. 1493-1912; 
1557-1750; 1666-1813 

145/LG:346481.15:2001MAR30 || 1-484; 49-416 

146/LG:349164.1:2001MAR30 || 1-446; 1-291; 162-769; 352-945; 433-712; 588- 
1066; 624-856; 645-1147; 837-1423; 849-1217; 955-1237; 955-1200; 966-1177; 
1015-1400; 1085-159.0; 1088-1415; 1098-1309; 1143-1392; 1154-1398; 1186- 
1715; 1214-1414; 1217-1552; 1265-1669; 1264-1487; 1269-1459; 1310-1641; 
1310-1607; 1310-1494; 1371-1927; 1371-1536 ;. 1376-1656 ; 1384-1597; 1433- 
1998; 1442-1665; 1509-2028; 1529-1817; 1529-1720; 1535-1719; 1542-1771; 
1545-2173; 1579-2162; 1600-2099; 1600-1861; 1607-2070; 1609-2028; 1624- 
1888; 1623-1882; 1651-1943; 1651-2166; 1676-1846; 1680-1985; 1705-1895; 
1707-2017; 1707-2189; 1730-1993; 1737-2071; 1737-1955; 1737-1954; 1741- 
2335; 1746-1938; 1745-1842; 1748-2032; 1805-1992; 1865-2006; 1868-2146; 
1900-2057; 1982-2264; 2014-2082; 2057-2404 ;' 2057 -2333 ; 2085-2401; 2108- 
2500; 2108-2366; 2116-2813; 2149-2453; 2170-2695; 2179-2413; 2181-2389; 
2188-2250; 2213-2523; 2210-2404; 2228-2823; 2228-2795; 2249-2854; 2250- 
2448; 2256-2460; 2256-2880; 2270-2541; 2270-2454; 2359-2869; 2405-2652; 
2420-2728; 2426-2663; 2426-2569; 2427-2602; 2437-2867; 2464-2904; 2469- 
2915; 2470-2869; 2473-2906; 2476-2902; 2485-2906; 2487-2905; 2525-2789; 
2539-2793; 2539-2769; 2550-2794; 2565-2921; 2605-2906; 2625-2928; 2674- 
2913; 2674-2906; 2681-2869; 2713-2906; 2799-2903; 2832-290'6 

147/LG:350957.5:2001MAR30 || 1-314; 1-158; 10-322; 1-263; 118-314; 134-652; 
134-372; 153-416; 482-848; 491-865; 493-752; 621-833; 683-1139; 752-886; 
895-1136; 981-1199 

148/LG:383512.8:2001MAR30 || 1-334; 3-206; 26-154; 56-593; 166-433; 173- 
445; 192-651; 200-380; 206-422; 212-444; 216-504; 217-439; 222-623; 222- 
546; 222-402; 222-433; 222-428; 222-427; 222-411; 222-369; 222-t358; 222- 
342; 232-795; 232-423; 279-354; 310-934; 350-950; 389-667; 416-671; 418- 
810; 458-775; 519-681; 527-780; 547-693; 844-1373; 1175-1453; 1180-1611; 
1189-1512; 1189-1408; 1305-1553; 1340-1877; 1351-1565; 1360-1627; 1371- 
1901; 1378-1636; 1400-1841; 1471-1903; 1477-1962; 1487-1765; 1488-1744; 
1503-1751; 1508-2078; 1539-1800; 1539-1755; 1546-1875; 1558-1731; 1572- 
1801; 1577-1810; 1576-1815; 1584-2184; 1603-1897; 1605-1747; 1606-1924; 
1607-1833; 1625-1892; 1634-1876; 1635-1841; 1636-1891; 1641-1899; 1656- 
1863; 1667-2104; 1670-1973; 1671-1952; 1675-1956; 1686-1839; 1688-1976; 
1688-1961; 1689-1952; 1692-1946; 1706-2232; 1706-1901; 1722-2246; 1723- 
1995; 1731-1929; 1733-1942; 1744-1985; 1746-1992; 1752-2036; 1758-2016; 
1763-2000; 1763-1879; 1767-2209; 1767-1996; 1768-2032; 1783-2022; 1783- 
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1880; 1787-1935; 1804-2071; 1811-2070; 1814-2080; 1827-2153; 1822-2054; 
1872-2049; 1879-2078; 1904-2177; 1909-2134; 1918-2231; 1938-2438; 1961- 
2471; 1970-2359; 1971-2407; 1971-2213; 1972-2414; 1980-2402; 1982-2233; 
1986-2278; 1988-2234; 2022-2432; 2027-2533; 2039-2464; 2039-2324; 2074- 
2441; 2074-2286; 2082-2543; 2086-2371; 2087-2525; 2090-2562; 2090-2308; 
2098-2326; 2108-2559; 2114-2578; 2116-2574; 2119-2534; 2118-2568; 2118- 
2564; 2127-2570; 2131-2527; 2134-2570; 2135-2523; 2134-2364; 2137-2410; 
2140-2571; 2138-2518; 2142-2262; 2145-2570; 2153-2353; 2156-2540; 2157- 
2577; 2159-2573; 2159-2568; 2162-2567; 2162-2569; 2176-2568; 2164-2570; 
2167-2569; 2170-2569; 2171-2569; 2171-2567; 2172-2448; 2179-2408; 2191- 
2576; 2192-2568; 2198-2567; 2200-2527; 2231-2503; 2232-2499; 2232-2481; 
2234-2573; 2236-2570; 2237-2556; 2237-2569; 2239-2530; 2256-2567; 2260- 
2500; 2266-2569; 2285-2513; 2292-2537; 2295-2569; 2296-2569; 2299-2570; 
2300-2569; 2301-2570; 2301-2527; 2304-2574; 2302-2591; 2315-2570; 2317- 
2572; 2322-2570; 2331-2570; 2335-2568; 2336-2567; 2340-2570; 2340-2842; 
2359-2565; 2362-2571; 2403-2570; 2418-2570; 2419-2570; 2432-2571; 2483- 
2569; 2519-2569; 2578-2839; 2583-3015; 2657-3157 

149/LG:401163.10:2001MAR30 || 1-276; 72-699; 86-699; 184-869; 205-708; 208- 
708; 215-664; 216-681; 217-708; 221-690; 226-708; 239-708; 251-604; 272- 
708; 284-626; 324-680; 356-708; 456-707; 710-1262; 966-1353; 1016-1299; 
1040-1299; 1059-1597; 1121-1390; 1125-1500; 1164-1424; 1170-1427; 1170- 
1406; 1185-1706; 1225-1569; 1213-1759; 1243-1891; 1279-1503; 1287-1542; 
1319-1995; 1321-1793; 1486-1837; 1536-1608; 1569-1821; 1539-2149; 1528- 
2128; 1593-1834; 1607-1869; 1607-1856; 1700-2329; 1768-1946; 1833-2338; 
1863-2216; 1863-2172; 2024-2429; 2032-2248; 2183-2643; 2461-3012; 2461- 
2908; 2512-2737; 2538-2729; 2542-3183; 2588-2784; 2618-2886; 2647-3244; 
2676-2966; 2692-2971; 2705-3343; 2766-3351; 2774-3071; 2831-3065; 2838- 
3123; 2861-3120; 2928-3394; 3036-3288; 3039-3412; 3060-3302; 3156-3394; 
3158-3429; 3185-3403; 3192-3282; 3200-3419; 3200-3321 ;. 3213-3489 ; 3213- 
3459; 3227-3438; 3237-3494; 3286-3487; 3334-3569; 3340-3634; 3343-3884; 
3364-3908; 3379-3910; 3386-3832; 3388-3644; 3390-3906; 3390-3546; 3409- 
3879; 3412-3879; 3426-3909; 3429-3879; 3449-3907; 3449-3879; 3454-3909; 
3463-3912; 3472-3548; 3479-3723; 3479-3675; 3501-3748; 3513-3878; 3520- 
3869; 35-32-3941; 3549-3873; 3551-3908; 3564-3880; 3593-3906; 3597-3906; 
3634-3769; 3643-3876; 3644-3908; 3681-3869; 3702-3977; 3750-4229; 3750- 
3988; 3757-3905; 3759-4219; 3762-4071; 3809-3908; 3809-3869; 3817-4091; 
3844-4105; 3881-4162; 3935-4219; 4013-4219; 4017-4219; 4019-4477; 4045- 
4219; 4046-4219; 4056-4219; 4095-4219; 4127-4219; 4146-4219 
150/LG:402133 .1:2001MAR30 || 1-204; 1-134; 8-134; 8-466; 89-619; 120-578; 
338-902; 382-847; 382-624; 451-688; 484-1114; 728-983; 790-1055; 790-1283; 
790-1007; 792-1275; 867-1374; 943-1049; 997-1528; 1059-1588; 1096-1633; 
1131-1611; 1179-1583; 1208-1553; 1299-1630; 1364-1557; 1388-1611 
151/IiG:405820.1:200lMAR30 || 1-428; 1-220; 1-223; 11-67; 11-323; 16-402; 
35-234; 121-369; 121-660; 159-759; 196-745; 201-798; 367-799; 483-605; 578- 
909; 580-799; 681-764; 681-792; 711-802 

152/LG:405846.1:2001MAR30 || 1-540; 1-256; 21-605; 38-285; 72-309; 72-493; 
77-314; 87-656; 143-513; 156-715; 319-420; 616-1068; 618-889; 863-1042 
153/LG:407401.2:2001MAR30 || 1-652; 162-588; 220-695; 239-795; 406-1012; 
642-911; 645-1185; 730-1147; 792-1393; 825-1228; 827-1075; 1081-1202; 1089- 
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2078-2164; 2091-2324; 2116-2320; 2158-2558; 2159-2558; 2158-2438; 2163- 
2638; 2171-2638; 2179-2638; 2188-2636; 2188-2635; 2189-2642; 2196-2635; 
2197-2642; 2197-2604; 2205-2635; 2216-2638; 2217-2442; 2222-2597; 2224- 
2662; 2228-2636; 2228-2454; 2230-2632; 2241-2479; 2242-2490; 2253-2642; 
2254-2599; 2258-2635; 2260-2636; 2272-2642; 2269-2648; 2281-2634; 2281- 
2641; 2284-2635; 2287-2596; 2289-2539; 2293-2643; 2294-2634; 2321-2638; 
2338-2641; 2340-2635; 2348-2449; 2355-2608; 2355-2607; 2358-2636; 2370- 
2632; 2375-2632; 2384-2634; 2384-2626; 2385-2632; 2385-2665; 2386-2635; 
2386-2632; 2389-2635; 2389-2623; 2389-2592; 2389-2577; 2389-2567; 2393- 
2623; 2399-2600; 2404-2635; 2404-2615; 2404-2598; 2412-2592; 2416-2638; 
2423-2638; 2423-2632; 2423-2602; 2424-2643; 2442-2635; 2447-2635; 2481- 
2634; 2525-2635; 2528-2640; 2537-2642; 2539-2647; 2551-2635; 2580-2635; 
2581-2636 

154/LG:408448.10:2001MAR30 || 1-446'; 14-495; 72-707; 168-273; 184-442; 212- 
757; 216-712; 410-887; 542-749; 549-870; 725-1165; 728-974; 930-1360; 952- 
1368; 952-1363; 1096-1610; 1197-1449; 1386-1677; 1440-1657; 1449-1544; 
1463-1814; 1594-1918; 1606-1989; 1606-1862; 1639-1913; 1656-2148; 1676- 
1913; 1681-1821; 1797-2058 

155/LG:408854.13:2001MAR30 || 1-261; 1-153; 98-461; 142-545; 353-895; 380- 
492; 523-1125; 634-969; 748-1172; 766-1076; 766-1051; 782-1365; 983-1634; 
997-1366; 1171-1604; 1364-1585; 1516-1610 

156/LG:411150.14:2001MAR30 || 1-661; 45-569; 74-254; 86-587; 130-613; 209- 
421; 210-390; 214-748; 250-436; 262-516; 306-555; 559-783; 575-783; 626- 
1139; 680-981; 690-927; 696-1273; 798-1372; 800-1258; 806-1096; 879-1049; 
957-1173; 965-1452; 970-1185; 980-1217; 985-1243; 1069-1613; 1247-1499; 
1259-1470; 1273-1653; 1273-1548; 1275-1549; 1319-1540; 1371-1733; 1372- 
1524; 1373-1562; 1379-1661; 1422-1887; 1448-1937; 1448-1697; 1456-1697; 
1475-1782; 1489-1735; 1489-1745; 1490-1758; 1493-1660; 1532-1799; 1540- 
1767; 1540-1813; 1570-2053; 1573-2060; 1578-1823; 1583-1828; 1592-1776; 
1605-1776; 1630-1891; 1633-1903; 1635-1902; 1635-1886; 1647-1902; 1647- 
2080; 1665-1902; 1679-2192; 1679-2200; 1703-1853; 1705-1935; 1713-2164; 
1720-2187; 1770-2033; 1773-2192; 1784-1996; 1785-2081; 1792-1861; 1799- 
2408; 1798-2209; 1798-2404; 1800-2190; 1801-2073; 1808-2418; 1808-2280; 
1819-2051; 1831-2143; 1847-2210; 1890-2187; 1898-2060; 1910-2188; 1941- 
2167; 1943-2412; 1943-2275; 1943-2419; 1943-2452; 1943-2196; 1949-2168; 
1954-2125; 1981-2233; 1991-2276; 1996-2221; 2004-2455; 2005-2452; 2012- 
2396; 2042-2289; 2073-2179; 2073-2156; 2073-2157; 2073-2186; 2075-2455; 
2082-2455; 2084-2455; 2086-2457; 2087-2455; 2116-2276; 2147-2454; 2158- 
2417; 2222-2479; 2318-2418; 2318-2453; 2332-2417; 2332-2455; 2332-2478; 
2349-2467 

157/LG:411466.1:2001MAR30 || 2428-2756; 2052-2630; 1859-2459; 1670-2171; 
1602-2102; 1692-1933; 1500-1920; 1744-1918; 1803-1912; 1221-1730; 1570- 
1717; 1145-1708; 1367-1653; 1253-1650; 1430-1652; 1229-1648; 1358-1648; 
1294-1648; 1189-1645; 1496-1646; 1263-1643; 1193-1642; 1160-1642; 1218- 
1642; 1231-1642; 1386-1645; 1305-1645; 1583-1641; 1590-1641; 1330-1645; 
1171-1642; 1236-1642; 1389-1634; 1145-1605; 1179-1603; 1069-1603; 1153- 
1600; 1039-1601; 1249-1599; 1327-1596; 1122-1591; 1139-1592; 1305-1585; 
1221-1581; 1003-1565; 937-1539; 1059-1529; 1172-1520; 1255-1492; 1299-1445; 
1020-1466; 964-1454; 1161-1429; 1171-1430; 1214-1403; 1159-1399; 1093-1383; 
1345-1418; 1020-1290; 772-1285; 1041-1285; 853-1276; 1191-1260; 994-1238; 
969-1224; 784-1215; 968-1212; 760-1203; 1071-1184; 846-1155; 884-1129; 773- 
1085; 786-1081; 882-1040; 787-1032; 763-998; 682-984; 692-984; 501-984; 
733-975; 697-975; 520-973; 813-975; 350-933; 349-930; 642-902; 347-881; 
637-881; 391-874; 608-853; 630-845; 763-842; 562-835; 693-830; 516-826; 
342-825; 351-810; 379-804; 342-800; 346-794; 357-782; 348-783; 350-779; 
342-763; 351-760; 487-752; 351-749; 502-748; 349-742; 351-740; 334-718; 
515-698; 515-691; 411-680; 354-657; 406-643; 351-639; 351-637; 309-611; 
356-610; 351-595; 1-591; 273-549; 299-532; 350-524; 257-505; 404-504; 351- 
496; 292-481; 347-475; 351-472; 353-428 
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158/LG:413969.68:2001MAR30 || 1-658; 274-628; 344-751; 443-751; 495-748; 
668-918; 674-1213; 690-865; 806-865; 813-1281; 813-1254; 905-1571; 1026- 
1445; 1033-1597; 1058-1529; 1092-1459; 1092-1551; 1093-1621; 1092-1628; 
1092-1511; 1093-1358; 1180-1672; 1187-1437; 1226-1802; 1324-1560; 1333- 
1694; 1414-1916; 1440-1795; 1482-1653; 1530-1788; 1581-1964; 1581-1806; 
1688-2117; 1860-2113; 1942-2468; 2051-2458; 2075-2290; 2082-2735; 2142- 
2730; 2254-2501; 2334-2506; 2348-2538; 2553-2716 

159/LG:419641.35:2001MAR30 || 1-515; 5-626; 49-617; 89-352; 90-456; 143- 
339; 141-285; 176-452; 207-677; 218-551; 219-447; 222-501; 223-351; 271- 
471; 401-974; 431-671; 434-897; 434-882; 502-1043; 506-923; 506-1026; 518- 
1136; 520-1099; 535-970; 546-1118; 563-822; 579-890; 584-1092; 611-1070; 
619-1070; 624-1068; 629-918; 633-1072; 634-1074; 639-926; 641-1011; 656- 
1068; 660-1134; 668-935; 674-1068; 683-1137; 686-1141; 687-1115; 688-1093; 
693-947; 694-1148; 704-892; 717-1134; 720-1143; 728-1075; 729-1142; 742- 
902; 748-1086; 749-1136; 759-1144; 761-1150; 761-1135; 763-1137; 763-1015; 
768-1136; 772-1147; 774-1008; 787-1136; 790-1140; 792-1097; 801-1085; 801- 
1100; 817-1069; 820-1138; 822-1137; 825-1141; 825-1171; 829-1067; 841-1139; 
841-1169; 859-1136; 862-1121; 862-1144; 866-1144; 868-1138; 874-1140; 876- 
1138; 880-1342; 887-1092; 887-1149; 889-1178; 890-1139; 914-1137; 928-1352; 
946-1025; 978-1139; 981-1147; 1014-1134; 1041-1150 

160/LG:428206.7:2001MAR30 || 1-557; 9-464; 483-976; 483-823; 483-697; 485- 
999; 485-864; 507-774; 512-916; 515-954; 570-874; 572-969; 572-694; 631- 
991; 636-1013; 710-914; 710-959; 856-1194; 856-1106; 856-1090; 862-1285; 
892-1195; 914-1178; 926-1182; 927-1155; 948-1397; 1019-1397; 1018-1402; 
1029-1402; 1138-1538; 1156-1396; 1255-1360 

161/LG:430059.1:2001MAR30 || 1-260; 8-255; 19-217; 36-229; 41-260; 42-262; 
64-260; 66-415; 66-248; 69-207; 91-260; 115-363; 116-364; 115-225; 116-273; 
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1401; 753-1135; 757-1296; 767-1140; 769-1014; 771-1009; 774-1272; 777-1209 
779-894; 791-1046; 781-1003; 781-964; 784-1002; 776-1338; 802-1219; 802- 
1091; 817-1127; 818-1115; 834-1265; 829-1337; 831-1359; 832-1129; 833-1081 
836-1309; 845-1337; 847-1313; 860-1190; 854-1385; 865-1373; 865-1141; 867- 
1134; 870-1152; 878-1312; 879-1141; 880-1322; 883-1133; 887-1386; 887-1184 
887-1148; 896-1143; 908-1183; 909-1187; 914-1312; 914-1600; 915-1386; 928- 
1386; 930-1388; 930-1285; 931-1385; 932-1388; 933-1384; 934-1389; 942-1385 
954-1121; 959-1386; 958-1383; 968-1383; 969-1221; 970-1392; 972-1387; 973- 
1346; 974-1386; 977-1404; 976-1392; 981-1390; 982-1388; 988-1388; 994-1389 
1000-1386; 1003-1244; 1004-1383; 1006-1251; 1015-1387; 1021-1383; 1026- 
1385; 1026-1386; 1029-1308; 1029-1350; 1033-1270; 1039-1383; 1046-1388; 
1048-1346; 1052-1293; 1053-1294; 1054-1387; 1057-1308; 1058-1368; 1060- 
1325; 1063-1385; 1079-1304; 1079-1301; 1080-1341; 1080-1314; 1084-1363; 
1084-1333; 1085-1389; 1089-1325; 1102-1635; 1101-1367; 1104-1385; 1103- 
1343; 1108-1358; 1109-1385; 1118-1346; 1124-1383; 1138-1376; 1140-1224; 
1148-1388; 1147-1385; 1150-1651; 1150-1425; 1156-1351; 1157-1385; 1159- 
1383; 1166-1377; 1172-1380; 1180-1347; 1182-1385; 1183-1385; 1186-1278; 
1186-1348; 1186-1324; 1188-1385; 1189-1385; 1190-1391; 1194-1651; 1193- 
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-2416 ; 


2149- 


2414; 


2149- 


2402; 


2149- 


-2383; 


2149- 


-2404; 


2149- 


-2363; 


2151, 


2359 


• 2149 


-2300; 


2149 


-2495; 


2150 


-2463 


• 2150 


-2437 


; 2150 


-2430 


2150- 


-2412 


2150- 


-2410; 


2150- 


2408; 


2150- 


2411; 


2150- 


-2398; 


2150- 


-2397; 


2150- 


-2394; 


2150- 


2386 


• 2150 


-2375; 


2151 


-2380; 


2150 


t-2372 


• 2150 


-2371 


; 2150 


-2360 


2150 


-2321 


2151- 


-2735; 


2151- 


2515; 


2151- 


2434'; 


2151- 


-2433; 


2151- 


-2415; 


2151- 


-2414; 


2151 


2412 


• 2151 


-2403 ; 


2151 


-2402; 


2151 


-2399 


• 2151 


-2396 


• 2151 


-2391 


• 2151 


-2390 


2151- 


-2332 ; 


2150- 


2268; 


2152- 


2434; 


2152- 


-2414; 


2152- 


-2409; 


2152- 


-2385; 


2153 


2756 


• 2153 


-2412 ; 


2153 


-2410; 


2153 


-2360 


; 2154 


-2438 


• 2154 


-2434 


2154 


-2413 


2154- 


-2403; 


2155- 


2322; 


2156- 


2438; 


2156- 


-2430; 


2156- 


-2415; 


2157- 


-2433; 


2156 


2391 


r 2157 


-2449; 


2157 


-2426; 


2157 


-2423 


; 2157 


-2415 


• 2157 


-2414 


2157 


-2404 


2157- 


-2395; 


2157- 


2373; 


2157- 


2343; 


2157- 


-2312; 


2159- 


-2430; 


2159- 


-2414; 


2159 


2395 


• 2159 


-2387; 


2159 


-2340; 


2160 


-2426 


; 2160 


-2414 


• 2160 


-2413 


» 2161 


-2435 


2161- 


-2413; 


2162- 


2417; 


2162- 


2402; 


2163- 


-2637 ; 


2167- 


-2415; 


2165- 


-2570; 


2164 


2387 


; 2165 


-2416; 


2166 


-2415; 


2166 


-2412 


; 2166 


-2398 


; 2166 


-2422 


? 2167 


-2465 


2168- 


-2356; 


2169- 


2433; 


2170- 


2282; 


2170 


-2420; 


2171- 


-2595; 


2173- 


-2314; 


2173 


2276 


; 2175 


-2460; 


2177 


-2454; 


2179 


-2414 


; 2180 


-2676 


; 2183 


-2408 


; 2184 


-2599 


2185 


-2290; 


2188- 


2632; 


2189- 


2780; 


2190 


-2674; 


2189- 


-2431; 


2191- 


-2445; 


2193 


2422 


; 2195 


-2463; 


2199 


-2435; 


2202 


-2463 


; 2204 


-2633 


; 2208 


-2463 


; 2213 


-2672 


2215 


-2464; 


2217- 


2671; 


2225- 


2672; 


2227 


-2468; 


2231- 


-2486; 


2233- 


-2676; 


2234 


2424 


; 2256 


-2675; 


2262 


-2471; 


2262 


-2455 


; 2268 


-2672 


; 2274 


-2529 


; 2281 


-2820 


2281 


-2560; 


2281- 


2549; 


2287- 


2415; 


2294 


-2572; 


2313 


-2570; 


2317- 


-2560; 


2319 


2573 


; 2317 


-2821; 


2322 


-2786; 


2322 


-2686 


; 2324 


-2786 


; 2326 


-2763 


; 2327 


-2672 


2327 


-2631; 


2327- 


2511; 


2329- 


2587; 


2330 


-2383; 


2333 


-2863; 


2332 


-2611; 


2332 


2605 


; 2333 


-2589; 


2333 


-2588; 


2333 


-2576 


; 2338 


-2600 


; 2347 


-2470 


; 2349 


-2771 


2350 


-2793; 


2349- 


2565; 


2369- 


2622; 


2374 


-2660; 


2381 


-2802; 


2382 


-2630; 


2384 


2928 


; 2384 


-2662; 


2384 


-2620; 


2384 


-2532 


; 2394 


-2668 


; 2394 


-2666 


; 2396 


-2667 


2398 


-2615; 


2405- 


3008; 


2413- 


3009; 


2414 


-2710; 


2414 


-2669; 


2415 


-2513; 


2418 


2636 


; 2421 


-2772; 


2468 


-2744; 


2471 


-2745 


; 2482 


-2991 


; 2481 


-2753 


; 2488 


-2671 


2491 


-2755; 


2497- 


2985; 


2497- 


3007; 


2508 


-2738; 


2510 


-2747; 


2510 


-2761; 


2510 


2745 


; 2531 


-2917; 


2523 


-2753; 


2530 


-2832 


; 2530 


-2810 


; 2530 


-2790 


; 2530 


-2788 


2532 


-2774; 


2535- 


3007; 


2536- 


3032; 


2544 


-2832; 


2545 


-2671; 


2550 


-2752; 


2565 
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3007; 2564-2991; 2564-2994; 2573-2851; 2574-2803; 2575-2820; 2575-2809; 
2581-3050; 2582-3009; 2586-3029; 2586-3044; 2586-2848; 2590-2875; 2592- 
2798; 2593-2796; 2602-2855; 2608-3029; 2612-3044; 2609-2853; 2610-2861; 
2611-2928; 2615-3044; 2615-2860; 2616-2886; 2619-3036; 2621-2762; 2621- 
2813; 2637-3050; 2637-3052; 2692-3053; 2692-3039; 2692-3009; 2692-2890; 
2692-2881; 2695-3044; 2692-2914; 2692-2901; 2695-2786; 2697-2927; 2708- 
2985; 2730-3029; 2729-2901; 2731-2989; 2813-3048; 2167-2435; 2157-2427; 
2172-2441; 2162-2432; 2708-2979; 2756-3028; 2240-2512; 2189-2462; 2156- 
2432; 2361-2631; 2174-2455; 2903-3051; 2167-2455; 2741-3032; 2168-2460; 
2145-2438; 2171-2475; 2703-3029; 2684-2947; 2692-3050; 2692-3051; 2692- 
2995; 2688-3051; 2678-3044; 1478-1882; 2148-2455; 2680-3029; 2146-2412; 
2149-2415; 2174-2438; 2171-2432; 2182-2445; 2151-2413; 2144-2404; 2159- 
2419; 2155-2413; 2149-2382; 2167-2422; 2175-2429; 2152-2405; 2807-3051; 
2164-2411; 2390-2628; 2172-2422; 2164-2414; 2159-2406; 2151-2382; 2152- 
2372; 2144-2388; 2234-2478; 2226-2470; 2145-2388; 2157-2382; 2149-2385; 
2151-2387; 2143-2377; 2143-2373; 2172-2382; 2166-2382; 2146-2370; 2888- 
3017; 2151-2370; 2276-2485; 2358-2576; 2333-2548; 2149-2362; 2145-2357; 
2214-2423; 2154-2361; 2208-2414; 2333-2531; 2741-2935; 2150-2336; 2282- 
2466; 2868-3050; 2146-2328; 2875-3051; 2143-2323; 2168-2341; 2208-2380; 
2884-3050; 2148-2284; 2916-3050; 2693-2825; 2825-2945; 2947-3053; 2924- 
3029; 2964-3050; 2924-3009; 2982-3051; 2981-3043; 2982-3044; 2419-2470; 
2990-3044 

162/LG:448040.3:2001MAR30 || 1-335; 1-366; 1-375; 1-372; 10-335; 12-334; 
14-161; 14-260; 15-161; 15-269; 17-161; 19-357; 19-161; 21-359; 22-372; 24- 
161; 32-161; 47-161; 55-365; 93-366; 99-372; 158-240; 163-373; 247-507; 
247-464; 270-507; 305-507; 455-507 

163/LG:451274.1:2001MAR30 || 1-244; 1-397; 1-81; 1-290; 194-479; 194-781; 
306-693; 670-909; 670-913; 670-988; 702-1281; 882-1221; 910-1013; 910-133S; 
911-1012; 968-1403; 1070-1306 

164/LG:456110.1:2001MAR30 || 1-633; 1-275; 31-671; 33-275; 159-599 
165/LG:456954.1:2001MAR30 || 1-552; 1-492; 4-234; .217-728; 255-654 
166/LG:474942.12:2001MAR30 | | 2547-2602; 2139-2614; 2193-2614; 2201-2614; 
2166-2613; 2358-3446; 2173-2613; 2241-2613; 2232-2613; 2267-2613; 2287- 
2614; 2292-2613; 2308-2594; 2351-2594; 2432-2663; 2384-2594; 2473-2594; 
2478-2594; 2528-2594; 2284-2597; 2152-2612; 2163-2612; 2167-2612; 2225- 
2583; 2400-2591; 2440-2590; 2187-2605; 2291-2608; 2192-2607; 2243-2607; 
2108-2593; 2413-2656; 2299-2655; 2132-2653; 2067-2650; 2111-2644; 2248- 
2662; 2273-2663; 2326-2662; 2133-2649; 2352-2635; 2026-2623; 2049-2581; 
2320-2613; 2317-2590; 2428-2660; 2472-2579;. 2173-2575; 2509-3073; 2306- 
2629; 2539-3075; 2176-2615; 2348-2593; 2540-3046; 2317-2586; 2512-2999; 
2400-2633; 2302-2661; 2322-2652; 2384-2645; 2384-2640; 2420-2623; 2540- 
2908; 2302-2573; 2567-2902; 2346-2613; 2522-2808; 2511-2805; 2501-2616; 
2483-2616; 1995-2624; 2026-2625; 2077-2645; 2028-2624; 2135-2618; 2148- 
2617; 2561-2637; 2073-2604; 2372-2602; 1946-2487; 2314-2476; 2337-2476; 
1991-2439; 2205-2457; 2012-2423; 2185-2427; 1840-2470; 1315-2423; 2130- 
2403; 2138-2333; 1832-2328; 1794-2283; 1994-2236; 1582-2170; 1814-2157; 
1796-2090; 1735-1989; 1716-1983; 1716-1974; 1608-1943; 1683-1932; 1708- 
1930; 1635-1892; 1679-1887; 1664-1877; 1668-1873; 1766-1840; 1773-1840; 
1223-1758; 1183-1754; 1071-1679; 1149-1658; 1104-1640; 1063-1548; 1304- 
1548; 849-1512; 1083-1481; 1104-1481; 1065-1481; 1082-1481; 1246-1478; 866- 
1420; 1004-1410; 983-1410; 929-1410; 907-1410; 1085-1410; 1108-1410; 873- 
1178; 914-1178; 946-1142; 914-1119; 354-980; 360-968; 692-925; 692-856; 
686-805; 306-773; 486-771; 692-759; 340-517; 192-384; 1-384; 1-298; 44-296; 
1-123 

167/LG:475119.14:2001MAR30 || 1-384; 126-376; 184-783; 210-466; 214-781; 
226-722; 227-512; 248-545; 386-813; 386-710; 409-866; 411-867; 418-867; 
420-874; 421-864; 433-827; 463-873; 465-872; 472-827; 472-639; 472-866; 
500-866; 501-870; 533-689; 536-866; 548-866; 548-829; 549-845; 578-864; 
583-864; 583-866; 611-870; 700-877; 722-1154; 722-979; 751-1352; 764-978; 
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889-1377; 938-1236; 953-1120; 1004-1361; 1004-1250; 1072-1394; 1087-1361; 
1120-1352; 1274-1360; 1274-1361; 1286-1361 

168/LG:479908.77:200lMAR30 || 1-452; 1-237; 51-264; 67-254; 80-273 
169/LG:480127.47:2001MAR30 j| 1-230; 123-404; 123-330; 266-569; 281-569; 
297-501; 355-569; 355-573; 355-558; 355-489; 364-569; 382-573; 403-555; 
402-572; 404-571; 435-569; 456-569; 456-530; 460-569; 463-570; 463-569; 
463-568; 474-569; 199-330; 355-509; 355-488; 240-330; 210-330 
170/LG:481154.12:2001MAR30 || 2986-3459; 1-3393; 3079-3392; 3037-3391; 
3007-3387; 3069-3382; 2702-3379; 3045-3384; 2968-3382; 3078-3384; 2931- 
3382; 3296-3383; 2865-3382; 3071-3382; 2940-3382; 2930-3382; 2965-3382; 
2967-3382; 2974-3379; 2975-3382; 2939-3380; 3012-3380; 3119-3379; 2897- 
3381; 2948-3379; 2991-3379; 2928-3380; 2929-3379; 2975-3379; 3232-3379; 
2867-3379; 2957-3379; 2968-3379; 3133-3379; 3148-3375; 3304-3363; 2967- 
3344; 2739-3337; 2716-3335; 3171-3335; 2753-3329; 2840-3286; 2971-3250; 
2853-3069; 1941-2520; 1811-2381; 1852-2291; 1943-2237; 1984-2211; 1519- 
2082; 1780-2074; 1519-2049; 1938-2027; 1553-2015; 1777-2009; 1460-1998; 
1653-1963; 1585-1889; 1603-1869; 1583-1820; 1519-1805; 1502-1743; 1519- 
1731; 1583-1685; 1398-1648; 1314-1577; 1034-1490; 1036-1417; 1128-1407; 
1128-1388; 1039-1243; 696-1085; 699-983; 734-972; 422-755; 1-599; 385-566; 
273-498 

171/I^G:481414.6:2001MAR30 || 2215-2633; 2242-2631; 2308-2631; 2441-2631; 
2087-2576; 2332-2562; 2330-2562; 2127-2553; 2331-2549; 2332-2549; 2444- 
2549; 2229-2505; 2207-2472; 2148-2410; 1970-2350; 2043-2319; 2097-2318; 
1962-2220; 1870-2179; 1785-2130; 1731-2122; 1861-2122; 1789-2044; 1695- 
2042; 1497-1942; 1496-1930; 1496-1928; 1498-1936; 1503-1910; 1497-1829; 
1499-1764; 1436-1680; 1079-1642; 1498-1633; 1138-1612; 1354-1612; 1512- 
1590; 1081-1538; 1069-1505; 1154-1434; 1159-1432; 846-1337; 1223-1325; 749- 
1323; 1079-1317; 683-1273; 969-1268; 990-1251; 648-1148; 943-1135; 760- 
1133; 814-1131; 664-1131; 654-1130; 807-1130; 721-1130; 772-1131; 683-1128; 
889-1128; 1072-1128; 681-1119; 726-1100; 830-1092; 687-1093; 818-1092; 803- 
1091; 766-1089; 568-1081; 689-1074; 838-1074; 681-1073; 537-1063; 491-1041; 
797-1034; 743-1013; 730-980; 541-960; 677-943; 530-905; 656-872; 686-858; 
475-823; 500-798; 507-725; 503-709; 462-668; 342-572; 339-432; 62-432; 116- 
431; 7-430; 121-430; 140-429; 337-431; 137-428; 71-431; 342-425; 350-425; 
99-356; 1-263 

172/LG:481941.1:2001MAR30 || 1-393; 35-447; 35-297; 67-389; 67-309; 98-351; 
122-640; 121-305; 122-433; 125-431; 125-708; 135-713; 135-714; 138-581; 
139-716; 143-441; 146-732; 166-417; 176-697; 201-729; 234-3766; 302-551; 
321-923; 484-629; 605-1185 ;. 663-1171 ; 663-827; 691-1101; 702-1090; 698-952; 
711-968; 722-1091; 730-1263; 750-1092; 857-1290; 859-1096; 859-1038; 916- 
1158; 943-1349; 955-1309; 1015-1518; 1033-1503; 1045-1546; 1094-1566; 1106- 
1349; 1142-1509; 1161-1533; 1202-1596; 1202-1436; 1227-1473; 1292-1523; 
1348-1612; 1354-1613; 1381-1479; 1399-1608; 1438-1692; 1476-1700; 1538- 
2165; 1574-2112; 1586-1795; 1623-1901; 1661-1886; 1661-1914; 1704-1972; 
1711-2358; 1724-2232; 1724-1929; 1757-2203; 1768-2272; 1774-2348; 1817- 
2315; 1823-2056; 1851-2125; 1849-2127; 1868-2273; 1904-2388; 1953-2197; 
1985-2565; 1962-2448; 1974-2226; 1983-2175; 2048-2188; 2054-2288; 2063- 
2376; 2094-2620; 2094-2377; 2116-2627; 2130-2415; 2130-2391; 2133-2572; 
2132-2373; 2144-2382; 2149-2413; 2153-2572; 2189-2326; 2210-2314; 2225- 
2449; 2323-2582; 2355-2612; 2360-2802; 2360-2605; 2386-2735; 2387-2751; 
2461-2740; 2473-2667; 2491-2938; 2575-2823; 2648-2930; 2691-2775; 2694- 
2979; 2719-2979; 2719-2937; 2751-2937; 2755-2948; 2757-3026; 2774-3087; 
2774-3085; 2794-3029; 2809-3067; 2814-3289; 2814-3056; 2815-2965; 2848- 
3056; 2855-3405; 2864-3083; 2868-3102; 2870-3098; 2877-3071; 2880-3151; 
2891-3169; 2914-3163; 2946-3167; 2988-3443; 3006-3274; 3072-3262; 3110- 
3347; 3130-3232; 3155-3334; 3157-3431; 3168-3692; 3186-3454; 3205-3440; 
3205-3439; 3242-3778; 3231-3773; 3260-3746; 3277-3678; 3277-3556; 3282- 
3561; 3284-3735; 3285-3726; 3305-3763; 3305-3770; 3331-3753; 3333-3592; 
3339-3733; 3341-3480; 3347-3759; 3351-3767; 3357-3586; 3380-3607; 3398- 
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3760; 3413-3598; 3459-3791; 3468-3772; 3492-3675; 3510-3791; 3512-3773; 
3519-3726; 3558-3729; 3571-3762; 3598-3791; 3622-3775; 3651-3791 
173/LG:887216.4:2001MAR30 || 1-411; 5-316; 5-414; 5-412; 17-142; 245-534; 
289-850; 350-737; 353-633; 373-848; 383-828; 384-848; 385-848; 496-848; 
502-809; 568-848; 570-848; 613-848; 699-804 

174/LG:899402.3:2001MAR30 || 1-488; 1-239; 2-291; 8-553; 11-227; 15-240; 
56-262; 118-387; 164-517; 168-396; 175-653; 180-686; 220-694; 459-529; 504- 
613; 528-938; 546-1053; 629-1059; 704-989; 714-898; 788-1032; 793-1036; 
834-1057; 838-1075; 849-1456; 891-1138; 914-1005; 916-1350; 921-1196; 962- 
1366; 962-1061; 965-1213; 968-1250; 1005-1281; 1010-1237; 1035-1433; 1035- 
1286; 1056-1608; 1064-1298; 1135-1424; 1142-1630; 1164-1331; 1201-1476; 
1239-1510; 1333-1530; 1338-1621; 1359-1614; 1376-1587; 1376-1565; 1377- 
1860; 1388-1843; 1388-1581; 1391-1810; 1398-1663; 1422-1658; 1422-1678; 
1423-1682; 1441-1720; 1441-1669; 1442-1705; 1448-1743; 1455-1711; 1477- 
1935; 1477-1716; 1495-2078; 1559-2115; 1566-1687; 1576-1872; 1581-1831; 
1587-1876; 1625-1989; 1625-1812; 1628-1868; 1677-1965; 1682-1951; 1682- 
1936; 1683-2058; 1711-2117; 1716-2190; 1716-1993; 1718-2259; 1719-2026; 
1719-1993; 1727-2291; 1736-2291; 1737-2261; 1743-2293; 1745-2029; 1765- 
2291; 1770-2028; 1776-2157; 1785-2295; 1789-2363; 1804-2331; 1841-2323; 
1841-2098; 1843-1925; 1850-2026; 1850-2116; 1873-2286; 1884-2291; 1883- 
2214; 1884-2331; 1886-2331; 1887-2174; 1896-2331; 1907-2332; 1912-2331; 
1913-2329; 1918-2157; 1945-2331; 1948-2581; 1966-2331; 1968-2280; 1996- 
2331; 2003-2331; 2006-2331; 2008-2335; 2011-2277; 2015-2338; 2018-2401; 
2020-2286; 2025-2328; 2042-2328; 2042-2335; 2042-2295; 2043-2331; 2055- 
2287; 2078-2325; 2078-2334; 2082-2391; 2086-2325; 2091-2331; 2098-2328; 
2110-2331; 2117-2382; 2117-2331; 2131-2331; 2152-2403; 2163-2337; 2171- 
2331; 2195-2302; 2200-2454; 2240-2331; 2259-2399; 2270-2331; 2305-2433; 
2327-2625; 2331-2779; 2331-2778; 2334-2668; 2334-2789; 2334-2661; 2334- 
2643; 2334-2610; 2336-2712; 2337-2767; 2372-2781; 2374-2854; 2375-2824; 
2377-2585; 2387-2751; 2398-2740; 2462-2900; 2485-2940; 2485-2708; 2495- 
2586; 2542-2827; 2546-2797; 2552-2825; 2566-2997; 2565-2822; 2672-2930; 
2694-2990; 2747-2854; 2766-3369; 2782-3115; 2797-2854; 2812-3042; 2908- 
3229;. 2911-3308; 2915-3201; 2923-3169; 2980-3227; 2992-3387; 2995-3624; 
2998-3239; 3032-3294; 3058-3308; 3177-3524; 3180-3740; 3182-3387; 3190- 
3550; 3192-3504; 3194-3496; 3249-3501; 3295-3417; 3336-3550; 3343-3484; 
3347-3562; 3374-3596; 3375-3618; 3394-3624; 3403-3806; 3458-3710; 3480- 
3730; 3609-3888; 3614-3870; 3701-3781; 3716-3962; 3729-3861; 3728-4365; 
3738-4314; 3801-4314; 4169-4338; 4169-4359; 4175-4436; 4175-4359; 4175- 
4336; 4175-4232; 4175-4448; 4175-4443; 4175-4445; 4175-4429; 4175-4426; 
4175-4427; 4175-4421; 4175-4412; 4175-4411; 4176-4319; 4175-4296; 4177- 
4474; 4177-4536; 4176-4428; 4177-4350; 4210-4762; 4255-4768; 4348-4807; 
4356-4698; 4393-4807; 4392-4807; 4396-4969; 4435-4806; 4445-4675; 4447- 
4766; 4461-4812; 4470-4811; 4468-4807; 4555-4811; 4562-4807; 4588-4812; 
4598-4814; 4653-4807; 4671-4807; 4837-5113; 4837-5353; 5083-5471 
175/LG:899894.2:2001MAR30 || 2-398; 1-278; 95-587; 95-324 ;. 259-634 ; 294- 
819; 320-930; 378-733; 380-471; 407-566; 413-952; 413-669; 437-710; 438- 
611; 441-766; 461-1226; 470-743; 486-813; 492-664; 497-697; 509-774; 546- 
1072; 568-1166; 586-1074; 631-819; 644-860; 651-1122? 651-892; 685-911; 
708-1303; 708-1089; 708-948; 739-1003; 756-1050; 755-1102; 760-1099; 770- 
982; 785-989; 795-1092; 797-1002; 802-1308; 840-1325; 840-1324; 843-1274; 
843-1073; 851-1163; 854-1112; 866-1196; 866-1156; 872-1057; 881-1431; 910- 
1476; 926-1538; 937-1256; 965-1296; 975-1255; 986-1455; 1002-1537; 1022- 
1468; 1035-1159; 1042-1248; 1043-1541; 1051-1537; 1065-1538; 1070-1300; 
1072-1340; 1072-1532; 1072-1538; 1089-1579; 1104-1578; 1112-1583; 1117- 
1538; 1131-1579; 1138-1580; 1143-1579; 1145-1579; 1144-1529; 1151-1583; 
1156-1580; 1159-1583; 1159-1579; 1170-1578; 1174-1580; 1175-1579; 1185- 
1579; 1199-1582; 1200-1580; 1200-1579; 1205-1530; 1206-1579; 1206-1495; 
1210-1579; 1216-1569; 1212-1578; 1222-1579; 1221-1578; 1233-1579; 1243- 
1581; 1268-1571; 1268-1579; 1268-1582; 1269-1579; 1272-1579; 1273-1586; 
1279-1581; 1288-1576; 1290-1585; 1308-1551; 1308-1514;. 1309-1588; 1317- 



298 



WO 02/083876 PCT/US02/09921 

Table 3 

1579; 1327-1579; 1335-1576; 1352-1579; 1352-1585; 1369-1497; 1401-1579; 
1445-1579; 1451-1579; 1451-1576; 1485-1691 

176/LG:977908.1:2001MAR30 || 1-474; 7-475; 7-261; 8-100; 9-336; 80-359; 83- 
253; 184-410; 192-424; 267-624; 313-744; 360-701; 374-467; 390-506; 390- 
632; 390-692; 390-841; 407-736; 440-736; 445-682; 473-746; 480-704; 514- 
730; 611-750; 633-1150; 698-945; 783-1344; 785-1072; 811-1161; 840-1051; 
848-1114; 867-1284; 892-1338; 964-1154; 1027-1340; 1029-1506; 1042-1160; 
1145-1373; 1179-1554; 1189-1465; 1208-1459;' 1231-1461; 1254-1804; 1255- 
1673; 1324-1669; 1331-1936; 1479-1739; 1583-1931; 1731-2231; 1746-2161; 
1746-1937; 1746-1975; 1746-1860; 1746-2188; 1747-1960; 1752-2319; 1762- 
1981; 1770-2076; 1847-2122; 1861-2243; 1867-2243; 1870-2068; 1871-2131; 
1876-2088; 1888-2263; 1906-2446; 1906-2141; 1908-2171; 1917-2321; 2049- 
2262; 2049-2479; 2100-2608; 2101-2365; 2109-2385; 2118-2360; 2154-2607; 
2200-2404; 2250-2501; 2252-2448; 2253-2581; 2265-2522; 2291-2545; 2311- 
2551; 2323-2546; 2323-2762; 2369-2947; 2376-2444; 2380-2542; 2437-2719; 
2437-2601; 2439-2623; 2458-2713; 2460-2929; 2460-2703; 2469-2728; 2476- 
2684; 2486-2682; 2498-2813; 2499-2810; 2500-2610; 2524-2796; 2527-2812; 
2531-2775; 2532-2800; 2537-2924; 2559-2873; 2573-3131; 2573-2826; 2577- 
2835; 2587-3071; 2595-2857; 2600-2689; 2603-2990; 2603-2802; 2656-2944; 
2655-3024; 2666-2933; 2673-2870; 2711-3054; 2735-2848; 2744-3033; 2761- 
2988; 2789-3334; 2808-3275; 2811-3260; 2818-3349; 2821-3275; 2826-3083; 
2826-3348; 2829-3338; 2829-3076; 2833-3062; 2837-3349; 2838-3199; 2835- 
3090; 2853-3308; 2855-3344; 2857-3343; 2881-3144; 2883-3143; 2893-3155; 
2893-3176; 2897-3113; 2897-3128; 2897-3308; 2898-3167; 2905-3187; 2907- 
3334; 2923-3334; 2931-3334; 2933-3334; 2940-3334; 2943-3210; 2943-3334; 
2944-3334; 2950-3334; 2952-3334; 2953-3334; 2954-3308; 2954-3319; 2962- 
3475; 2962-3219; 2970-3334; 2977-3247; 2989-3388; 2986-3334; 2988-3334; 
2989-3334; 2993-3334; 2997-3334; 3004-3334; 3006-3263; 3008-3350; 3015- 
3265; 3015-3272; 3022-3641; 3024-3138; 3029-3386; 3030-3297; 3033-3254; 
3036-3388; 3041-3343; 3043-3334; 3055-3334; 3086-3334; 3087-3343; 3088- 
3334; 3090-3334; 3092-3339; 3092-3334; 3096-3341; 3102-3642; 3110-3334; 
•3113-3334; 3120-3334; 3143-3334; 3147-3334; 3159-3681; 3160-3388; 3172- 
3334; 3172-3441; 3197-3343; 3199-3334; 3202-3334; 3221-3334; 3234-3334; 
3246-3334; 3326-3389; 3350-3676; 3353-3679; 3356-3681; 3356-3676; 3356- 
3679; 3356-3710; .3357-3681; 3372-3677; 3371-3645; 3382-3679; 3390-3552; 
3493-3663; 3498-3703; 3498-3705 

177/LG:977929.1:2001MAR30 [| 1-278; 24-380; 166-717; 392-812; 392-510; 467- 
883; 473-699; 530-994; 595-756; 714-1162; 765-1334; 775-991; 817-1065; 838- 
1032; 886-1165; 1215-1421; 1281-1474; 1304-1852; 1435-1644; 1437-1669; 
1453-1776; 1459-1714; 1466-1744; 1466-1942; 1497-1738; 1537-2039; 1540- 
1834; 1697-1911; 1796-2207; 1799-2050; 1817-2050; 1918-2080; 1958-2214; 
2032-2296; 2087-2702; 2097-2574; 2097-2294; 2111-2344; 2258-2766; 2364- 
2525; 2365-2944; 2372-2636; 2435-2701; 2465-2697; 2501-2973; 2548-2974; . 
2549-3004; 2549-2708; 2555-2997; 2575-3018; 2578-2887; 2598-3003; 2619- 
3003; 2625-3005; 2629-3012; 2657-3012; 2663-3003; 2672-3005; 2685-3003; 
2693-3005; 2708-2993; 2716-2974; 2725-2970; 2726-2943; 2764-3017; 2765- 
3005; 2768-3005; 2779-3005; 2780-3002 

178/LG;978008.14:2001MAR30 || 1-556; 4-489; 185-666; 332-491; 344-781; 412- 
985; 509-1119; 546-842; 651-1086; 660-858; 684-1240; 702-1044; 760-1401; 
794-1441; 833-1077; 882-1444; 948-1344; 977-1071; 1035-1480; 1035-1267; 
1062-1543; 1067-1243; 1067-1146; 1103-1370; 1215-1685; 1237-1854; 1247- 
1755; 1282-1427; 1299-1565; 1299-1547; 1299-1535; 1299-1774; 1387-2060; 
1405-1660; 1455-1949; 1504-2008; 1520-1761; 1533-2096; 1544-2009; 1582- 
2050; 1595-1843; 1609-2043; 1617-2047; 1646-2118; 1652-1887; 1721-2050; 
1756-2122; 1759-1946; 1860-2363; 1864-2120; 1867-2158; 1869-2167; 1896- 
2381; 1965-2217; 1967-2251; 2014-2228; 2031-2224; 2045-2409; 2086-2546; 
2098-2312; 2113-2621; 2113-2423; 2113-2357; 2114-2374; 2116-2658; 2127- 
2404; 2126-2382; 2137-2640; 2138-2383; 2139-2457; 2142-2528; 2142-2380; 
2142-2587; 2144-2742; 2150-2463; 2158-2636; 2175-2723; 2217-2636; 2237- 
2544; 2249-2643; 2250-2643; 2253-2636; 2297-2827; 2315-2883; 2414-2646; 
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179/LG:979054.18:2001MAR30 || 1-235; 41-357; 307-759; 327-646; 337-956 



340-586; 373-647; 442-647; 501-1029; 505-766; 546-1021; 548-1072; 568-758; 
594-865; 596-1037; 612-885; 616-1080; 646-967; 661-1035; 672-944; 694-852; 
700-1080; 768-1084; 769-1081; 773-1369; 842-1086; 847-1077; 880-1076; 980- 
1566; 1020-1549; 1095-1308; 1095-1395; 1096-1445; 1128-1573; 1128-1727; 
1140-1549; 1142-1528; 1144-1573; 1154-1576; 1159-1405; 1189-1398; 1193- 
1576; 1208-1395; 1208-1571; 1215-1764; 1221-1572; 1219-1571; 1269-1556; 
1274-1571; 1289-1455; 1325-1578; 1338-1492; 1338-1763; 1328-1510; 1340- 
1482; 1363-1501; 1375-1623; 1407-1575; 1408-1512; 1428-1668; 1417-1664; 
1417-1564; 1417-1544; 1437-1571; 1451-1571; 1457-1560; 1512-1790; 1596- 
1983; 1667-2223; 1738-1980; 1757-2228; 1815-2357; 1834-2091; 1900-2128; 
1991-2146; 2003-2264; 2034-2522; 2035-2250; 2068-2325; 2069-2328; 2171- 
2248; 2255-2435; 2261-2811; 2273-2762; 2287-2704; 2312-2571; 2342-2572; 
.2350-2564; 2350-2619; 2387-2705; 2402-2978; 2426-2589; 2442-2620; 2451- 
3055; 2458-2785; 2464-2745; 2476-3035; 2516-3017; 2516-2757; 2535-3020; 
2549-2796; 2608-2975; 2639-2758; 2675-3290; 2675-3192; 2682-2909; 2682- 
3148; 2686-2910; 2687-3040; 2702-3040; 2703-2883; 2713-2910; 2715-3378; 
2743-3037; 2840-3171; 2864-3414; 2865-3411; 2897-3411; 2986-3245; 3064- 
3446; 3066-3447; 3084-3339; 3084-3449; 3084-3450; 3090-3406; 3093-3452; 
3097-3347; 3104-3452; 3106-3450; 3128-3454; 3155-3452; 3160-3413; 3178- 
3452; 3182-3239; 3188-3451; 3204-3455; 3338-3413; 3345-3450; 3345-3445; 
3377-3445 

180/LG:979185.10:2001MAR30 || 1-637; 1-531; 19-316; 83-282; 245-701; 382- 
652; 418-712; 420-671; 424-739; 425-674; 424-652; 428-713; 428-707; 429- 
697; 450-917; 450-976; 449-687; 449-680; 450-584; 453-714; 458-761; 458- 
689; 458-667; 458-865; 458-830; 458-762; 458-732; 458-719; 458-656; 458- 
890; 458-650; 458-1056; 462-698; 462-677; 462-669; 462-567; 462-592; 462- 
596; 462-565; 462-519; 465-757; 465-1108; 469-742; 469-732; 469-707; 482- 
738; 499-858; 508-808; 510-807; 510-783; 515-978; 515-779; 516-765; 517- 
839; 520-711; 529-902; 531-938; 538-832; 535-720; 536-795; 541-701; 543- 
761; 544-803; 562-807; 563-806; 564-857; 566-763; 582-812; 589-1128; 589- 
826; 592-888; 596-820; 599-823; 600-824; 606-855; 614-869; 622-860; 623- 
905; 624-863; 625-891; 625-834; 629-903; 630-875; 630-871; 632-867; 632- 
777; 640-862; 648-890; 646-926; 646-868; 657-887; 666-911; 672-806; 683- 
919; 688-862; 690-952; 690-967; 694-911; 697-938; 699-887; 701-932; 701- 
832; 712-901; 729-981; 732-869; 749-1031; 759-1012; 760-983; 764-948; 764- 
886; 772-1021; 773-1002; 775-1008; 779-879; 785-994; 802-1091; 808-1071; 
823-1094; 853-1072; 876-1114; 895-1174; 895-1137; 895-1132; 912-1078; 914- 
1130; 918-1139; 925-1190; 937-1183; 941-1022; 951-1426; 955-1235; 965-1252; 
974-1238; 981-1540; 989-1512; 997-1258; 999-1321; 1006-1276; 1019-1548; 
1046-1281; 1070-1248; 1104-1574; 1136-1594; 1135-1593; 1136-1435; 1141- 
1596; 1144-1490; 1156-1596; 1162-1592; 1182-1581; 1185-1591; 1200-1592; 
1207-1442; 1207-1439; 1214-1592; 1215-1491; 1215-1480; 1216-1467; 1217- 
1592; 1235-1593; 1242-1591; 1243-1497; 1254-1477; 1256-1432; 1260-1464; 
1263-1619; 1266-1593; 1270-1603; 1274-1592; 1279-1535; 1280-1576; 1283- 
1592; 1283-1563; 1283-1556; 1283-1490; 1289-1592; 1289-1561; 1290-1500; 
1291-1568; 1296-1596; 1305-1594; 1304-1592; 1315-1593; 1326-1559; 1329- 
1592; 1334-1519; 1345-1543; 1363-1592; 1375-1575; 1379-1522; 1380-1567; 
1382-1595; 1382-1553; 1401-1592; 1416-1592; 1420-1560; 1424-1694; 1437- 
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1606; 1441-1592; 1441-1591; 1446-1590; 1448-1592; 1460-1593; 1475-1593; 
1481-1588; 1539-1590 

18l/LG:983654.1:2001MAR30 || 754-1109; 896-1109; 864-1108; 828-1108; 723- 
1108; 714-1106; 883-1106; 704-1106; 707-1106; 780-1105; 712-1105; 699-1104; 
736-1104; 781-1102; 705-1102; 726-1102; 868-1102; 720-1100; 774-1068; 831- 
1068; 715-1067; 519-1064; 713-1063; 714-1060; 494-1059; 833-1054; 714-1052; 
908-1051; 850-992; 838-990; 701-988; 720-892; 385-891; 365-582; 308-582; 
385-579; 508-564; 228-564; 332-563; 289-564; 239-564; 319-564; 283-564; 
416-564; 455-564; 413-564; 19-531; 24-489; 24-468; 24-465; 219-414; 148- 
386; 24-380; 24-381; 1-377; 12-377; 24-329; 40-330; 19-275; 24-269; 24-216; 
24-209; 24-199; 24-181; 22-123; 25-88; 24-90 

182/LG: 985092. 12 -.2001MAR30 || 1-117; 1-656; 75-586; 268-778; 360-769; 360- 
610; 361-776; 388-731; 435-517; 453-721; 487-779; 492-779; 497-999; 508- 
794; 529-784; 606-796; 640-784; 665-1088; 806-1110 

183/LG:987396.8:2001MAR30 || 1-383; 123-604; 133-313; 133-391; 134-740; 
138-760; 192-389; 211-716; 279-551; 289-371; 336-1038; 460-738; 480-856; 
485-1044; 504-731; 521-813; 539-1135; 542-811; 750-867; 784-1338; 903-1135; 
906-1125; 906-1296; 1013-1528; 1113-1668; 1173-1725; 1173-1463; 1187-1435; 
1339-1698; 1380-1829; 1380-1612; 1545-1848; 1582-1858; 1599-1852; 1615- 
1815; 1646-1939; 1692-2058; 1692-1957; 1853-2393; 2131-2735; 2197-2771; 
2233-2773; 2315-2775; 2321-2731; 2367-2774; 2382-2715; 2404-2774; 2476- 
2774; 2484-2767; 2544-2770; 2648-2775 

184/LG:987418.10:2001MAR30 || 1-475; 132-417; 162-440; 367-611; 367-844; 
427-612; 426-1001; 453-708; 458-693; 471-586; 474-569; 474-586; 474-756; 
474-770; 474-549; 474-876; 474-946; 474-601; 474-833; 474-834; 474-792; 
474-552; 474-551; 476-1012; 476-586; 492-957; 521-754; 532-785; 532-900; 
591-844; 591-855; 606-847; 603-735; 606-849; 621-901; 638-850; 637-892; 
638-1063; 638-833; 638-842; 638-775; 638-777; 638-779; 638-798; 641-835; 
645-886; 647-855; 647-844; 647-933; 647-753; 667-944; 671-890; 673-963; 
679-1297; 682-980; 696-820; 705-868; 706-973; 708-954; 721-970; 721-1010; 
725-1231; 725-1263; 734-1017; 739-998; 743-1018; 752-982; 756-986; 758-985; 
772-1342; 775-1247; 782-1006; 786-1052; 789-966; 788-1018; 808-1059; 811- 
1062; 813-1111; 816-1361; 818-1006; 819-921; 821-1407; 821-1047; 833-1341; 
833-1338; 833-1426; 839-1349; 851-1422; 851-1127; 869-1378; 875-1096; 886- 
1362; 897-1024; 897-1253; 897-1078; 910-1202; 908-1056; 909-1203; 920-1383; 
921-1389; 921-1180; 932-1383; 930-1208; 945-1382;- 945-1207; 951-1163; 951- 
1380; 951-1415; 953-1427; 954-1364; 954-1170; 957-1212; 967-1267; 970-1428; 
977-1421; 977-1186; 994-1201; 1000-1347; 1001-1421; 1005-1421; 1013-1428; 
1022-1339; 1027-1180; 1027-1423; 1029-1423; 1034-1423; 1034-1427; 1037- 
1421; 1041-1261; 1057-1410; 1064-1240; 1068-1427; 1074-1361; 1084-1424; 
1091-1310; 1096-1421; 1108-1422; 1109-1419; 1113-1429; 1113-1423; 1118- 
1419; 1121-1354; 1125-1421; 1131-1429; 1131-1378; 1148-1428; 1149-1420; 
1160-1370; 1160-1384; 1163-1421; 1166-1407; 1169-1407; 1171-1416; 1171- 
1426; 1174-1376; 1178-1412; 1179-1389; 1182-1412; 1191-1421; 1192-1423; 
1200-1426; 1203-1383; 1205-1412; 1206-1421; 1238-1423; 1240-1422; 1312- 
1426; 1315-1439 

185/LG:997203.25:2001MAR30 || 1-511; 88-291; 113-705; 115-710; 114-645; 
119-658; 119-290; 121-396; 122-391; 122-378; 122-631; 124-381; 125-395; 
127-390; 128-329; 129-404; 130-668; 130-379; 130-180; 135-535; 130-407; 

133- 624; 133-402; 133-385; 133-378; 133-336; 135-490; 133-618; 134-460; 

134- 442; 134-433; 135-394; 134-374; 135-372; 134-201; 133-717; 133-728; 
133-613; 133-664; 135-422; 135-417; 135-370; 136-335; 136-370; 135-3867; 
137-444; 137-388; 137-372; 137-364; 135-400; 140-426; 140-395; 141-681; 
143-544; 144-466; 150-660; 150-608; 152-693; 154-702; 155-533; 157-745; 
169-444; 189-432; 224-779; 224-342; 241-384; 258-538; 322-531; 328-779; 
337-781; 400-732; 426-993; 499-709; 551-868; 554-791; 556-724; 560-779; 
656-1205; 658-791; 815-1298; 815-1075; 815-1002; 835-1010; 867-1097; 883- 
1141; 896-1152; 914-1158; 924-1162; 998-1272; 1029-1305; 1030-1162; 1086- 
1273; 1109-1381; 1121-1234; 1181-1455; 1242-1535; 1341-1554; 1539-1980; 
1559-2045; 1597-2085; 1698-2010; 1711-1996; 1715-1995; 1750-2206; 1778- 
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1967-2532; 2029-2554; 2055-2323 
2335; 2087-2304; 2129-2572; 2132 
2154-2403; 2200-2422; 2196-2593 
2976; 2362-2880; 2393-2785; 2422 
2595-2864; 2601-2826; 2605-2939 
3033; 2773-2833; 2784-3084; 2791 
2860-3417; 2888-3208; 2926-3186 
3247; 3002-3246; 3006-3564; 3012 
3072-3279; 3072-3330; 3074-3172 
3239; 3094-3395; 3125-3252; 3126 
3141-3622; 3141-3605; 3147-3397 
3649; 3177-3448; 3180-3523; 3233 
3260-3542; 3260-3534; 3260-3489 
3452; 3260-3476; 3260-3437; 3278 
3298-3739; 3303-3517; 3313-3560 
3605; 3325-3606; 3325-3604; 3326 
3335-3594; 3344-3613; 3344-3591 
3572; 3365-3532; 3365-3529; 3369 
3382-3859; 3385-3867; 3391-3520 
3865; 3409-3867; 3410-3862; 3410 
3413-3861; 3416-3867; 3417-3867 
3828; 3420-3811; 3420-3639; 3420 
3423-3655; 3424-3867; 3424-3865 
3861; 3428-3677; 3429-3861; 3429 
3435-3784; 3435-3675; 3436-3710 
3547; 3439-3712; 3441-3861; 3443 
3448-3837; 3449-3822; 3451-3867 
3659; 3460-3866; 3459-3867; 3460 
3473-3837; 3476-3872; 3480-3725 
3748; 3494-3742; 3507-3866; 3509 
3529-3867; 3539-3795; 3539-3743 
3859; 3602-3861; 3616-3859; 3622 
3639-3861; 3644-3814; 3672-3858 
3864; 3776-3877; 3811-3863; 3555 
3554-3863; 3567-3859; 3549-3861 
3859; 2163-2597; 3557-3860; 3540 
3617-3857; 3593-3832; 3647-3858 
-3861; 3761-3861 

-195; 1-464; 1-437; 195-455; 195-643; 
347-761; 356-568; 428-600; 581-746; 614-869; 685-1190; 687-890; 830-1195; 
918-1204 

187/LG : 998855. 4 :2001MAR30 

275-999; 301-451; 378-497; 395-541; 393-562; 393-652; 403-881; 405-665; 
449-998; 535-883; 536-980; 536-1008; 574-984; 622-875; 627-992; 628-953; 
634-915; 770-984 

188/LG:999093.1:2001MAR30 || 1-483; 35-567; 47-663; 268-626; 268-797; 310- 
869; 470-888; 519-1116; 650-1241; 687-1190; 693-973; 710-1044; 710-956; 
794-1399; 813-1346; 858-1157; 859-1079; 872-1117; 873-1135; 904-1128; 961- 
1405; 1034-1639; 1227-1792; 1238-1890; 1280-1402; 1353-1719; 1512-1685; 
1512-1921; 1512-1742; 1512-1998; 1552-1885; 1593-1941; 1625-1942; 1720- 
1956; 1833-2027; 1874-2449; 1874-2006; 1885-2064; 1888-2062; 1899-2166; 
2085-2592; 2141-2707; 2220-2364; 2236-2900; 2469-3059; 2533-2965; 2555- 
2789; 2555-3024; 2588-3105; 2607-3254; 2680-3151; 2694-2959; 2722-2940; 
2746-3006; 2754-3300; 2782-3022; 2796-3053; 2874-3103; 2900-3393; 2904- 
3154; 2920-3191; 2950-3127; 2995-3559; 3026-3292; 3066-3335; 3104-3536; 
3104-3293; 3104-3233; 3123-3371; 3178-3443; 3186-3488; 3187-3304; 3188- 
3401; 3200-3485; 3247-3743; 3260-3551; 3277-3492; 3279-3498; 3283-3506; 
3287-3850; 3332-3600; 3338-3642; 3368-3658; 3387-3649; 3485-3679; 3525- 
3811; 3549-3799; 3558-4133; 3576-3812; 3580-4061; 3581-3699; 3584-3977; 
3581-3738; 3611-3952; 3614-3857; 3619-3952; 3623-3742; 3632-3831; 3653- 



2035 


• 1864 


-2090 


• 1910 


-2043 


• 1927 


-2182 


2058- 


-2257; 


2058- 


-2216; 


2062- 


-2330; 


2083 


2384 


• 2133 


-2307 


► 2136 


-2763 


• 2157 


-2659 


2196- 


-2381; 


2176- 


-2444; 


2271- 


-2881; 


2335 


2990 


2423 


-2709 


- 2475 


-2883 


2581 


-2789 


2652- 


-3245; 


2681- 


-3119; 


2717- 


-2960; 


2750 


2901 


• 2789 


-3058 


• 2789 


-3060 


• 2832 


-3222 


2927- 


-3199; 


2979- 


-3523; 


2981- 


-3248; 


2984 


3239 


3044 


-3247, 


3044 


-3250 


• 3044 


-3239 


3075- 


-3285; 


3077- 


-3339; 


3081- 


-3315; 


3073 


3319, 


► 3116 


-3418, 


• 3117 


-3246 


• 3136 


-3398 


3165- 


-3414; 


3169- 


-3430; 


3170- 


-3403; 


3176 


3652 


; 3247 


-3691, 


► 3246 


-3492 


3260 


-3674 


3260- 


-3488; 


3260- 


-3487; 


3260- 


-3470; 


3260 


3759 


3277 


-3828, 


3278 


-3523 


3290 


-3528 


3313- 


-3548; 


3325- 


-3733; 


3320- 


-3867; 


3325 


3610, 


; 3326 


-3591, 


• 3326 


-3609, 


: 3331 


-3656 


3352- 


-3653; 


3354- 


-3623; 


3360- 


-3598; 


3365 


3822 


• 3368 


-3821, 


3378 


-3868 


• 3382 


-3639 


3398- 


-3865; 


3402- 


-3850; 


3408- 


-3867; 


3408 


3861 


3410 


-3867, 


3412 


-3863, 


3414 


-3862 


3418- 


-3861; 


3420- 


-3837; 


3419- 


-3870; 


3420 


3514, 


3421 


-3864, 


• 3422 


-3865, 


3424 


-3864 


3424- 


-3861; 


3425- 


-3867; 


3425- 


-3868; 


3428 


3849, 


• 3430 


-3867, 


• 3432 


-3641, 


3435 


-3712 


3436- 


-3660; 


3437- 


-3867; 


3439- 


-3861; 


3439 


3804 


3447 


-3869, 


3447 


-3865, 


3447 


-3783 


3451- 


-3866; 


3463- 


-3867; 


3458- 


^3865; 


3459 


3861, 


• 3471 


-3867, 


- 3470 


-3873, 


. 3471 


-3837 


3489- 


-3861; 


3492- 


-3861; 


3490- 


-3861; 


3491 


3769 


3519 


-3868, 


3525 


-3867, 


3528 


-3852 


3547- 


-3821; 


3550- 


-3865; 


3552- 


-3831; 


3595 


3861, 


3624 


-3858, 


3632 


-3858, 


3636 


-3862 


3673- 


-3788; 


3690- 


-3867; 


3734- 


-3792; 


3745 


3835 


3575 


-3862, 


3575 


-3860, 


3554 


-3858 


3553- 


-3864; 


3539- 


-3863; 


3517- 


-3863; 


3470 


3861, 


2328 


-2789; 


3593 


-3857; 


3587 


-3837 


3620- 


-3837; 


3654- 


-3860; 


3655- 


-3861; 


3725 


186/LG:997477.8. 


2001MAR30 


| 1-215; 1 



|| 2-493; 1-646; 1-611; 1-519; 12-644; 151-380; 
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3952; 3659-4100; 3674-3943; 3671-4140; 3692-3952; 3696-3923; 3703-4141; 
3686-3942; 3688-3940; 3696-3952; 3696-4142; 3705-4132; 3725-4139; 3710- 
4139; 3728-3952; 3729-4139; 3741-3943; 3726-3874; 3744-3952; 3741-3984; 
3741-4132; 3740-4139; 3759-4079; 3779-4145; 3797-4145; 3785-4139; 3823- 
3952; 3826-4141; 3826-4133; 3864-4112; 3883-4093; 3886-4169; 3885-4140; 
3895-3952; 4010-4133; 3997-4459; 3998-4249; 4000-4128; 4002-4142; 4010- 
4132; 4040-4262; 4041-4140; 4041-4442; 4042-4454; 4057-4123; 4067-4133; 
4223-4663 

189/LG:999183.1:2001MAR30 || 1-509; 11-324; 16-215; 25-573; 26-347; 30- 
4439; 33-395; 33-215; 37-215; 133-609; 221-540; 264-522; 264-501; 274-512; 
381-771; 409-771;' 430-998; 694-770; 701-930; 723-1316; 780-1287; 807-1405; 
820-1109; 820-1285; 841-1350; 844-1405; 923-1186; 1050-1224; 1191-1419; 
1215-1456; 1220-1816; 1329-1605; 1404-1484; 1418-1664; 1563-1906; 1565- 
1842; 1569-1860; 1592-1919; 1592-1757; 1774-1956; 1782-2162; 1886-2149; 
1981-2269; 1986-2083; 2028-2550; 2036-2603; 2041-2639; 2042-2634; 2060- 
2667; 2068-2507; 2068-2328; 2070-2176; 2116-2355; 2121-2584; 2125-2578; 
2133-2585; 2183-2582; 2247-2421; 2284-2455; 2324-2823; 2376-2585; 2376- 
2598; 2424-3158; 2434-3069; 2449-2568; 2459-2986; 2492-2785; 2507-2761; 
2540-3169; 2552-2794; 2553-2787; 2553-3128; 2553-3006; 2553-2739; 2576- 
3189; 2602-2822; 2617-2788; 2640-3283; 2647-3150; 2679-2932; 2689-2973; 
2692-2978; 2692-2992; 2698-2848; 2705-2974; 2744-3056; 2778-3074; 2842- 
2985; 2842-3145; 2872-3057; 2872-3354; 2872-3081; 2872-3063; 2872-3109; 
2872-3255; 2872-3195; 2872-3087; 2872-3095; 2883-2932; 2889-3157; 2902- 
3363; 2923-3205; 2943-3067; 2965-3188; 2968-3177; 2999-3400; 3015-3283; 
3015-3216; 3026-3144; 3029-3603; 3034-3321; 3037-3243; 3041-3293; 3050- 
3302; 3068-3147; 3092-3329; 3099-3635; 3128-3414; 3137-3600; 3145-3391; 
3167-3418; 3173-3502; 3199-3444; 3201-3448; 3217-3391; 3224-3320; 3226- 
3501; 3228-3520; 3228-3330; 3236-3438; 3239-3502; 3240-3498; 3254-3546; 
3255-3511; 3258-3366; 3258-3513; 3259-3504; 3262-3837; 3278-3597; 3278- 
3546; 3294-3406; 3300-3509; 3302-3561; 3323-3600; 3332-3809; 3330-3465; 
3337-3598; 3337-3567; 3360-3861; 3362-3679; 3375-3533; 3376-3956; 3385- 
3625; 3421-3656; 3456-3675; 3456-3877; 3462-3721; 3477-3728; 3493-3807; 
3509-3781; 3549-3807; 3564-3792; 3588-3784; 3604-4166; 3605-3867; 3608- 
3919;' 3624-3900; 3611-3976; 3625-4039; 3631-3847; 3647-3877; 3666-4182; 
3676-3835; 3683-4119; 3686-3912; 3689-3966; 3689-4090; 3700-4074; 3700- 
3919; 3700-4095; 3703-4074; 3722-4221; 3711-4183; 3715-4301; 3733-4250; 
3735-4206; 3749-3992; 3759-4323; 3772-4029; 3798-4057; 3800-4403; 3803- 
4050; 3824-4008; 3832-4117; 3840-4397; 3842-3964; 3844-4113; 3852-4183; 
3856-3979; 3860-3959; 3868-4111; 3869-4120; 3883-4156; 3884-4177; 3894- 
4147; 3894-4151; 3894-4152; 3896-4140; 3913-4155; 3916-4161; 3918-4180; 
3943-4187; 3951-4432; 3973-4444; 3989-4438; 3991-4439; 3992-4226; 3993- 
4119; 3993-4254; 4016-4368; 4024-4380; 4025-4434; 4028-4442; 4030-4441; 
4032-4295; 4032-4445; 4036-4323; 4036-4438; 4055-4439; 4055-4170; 4056- 
4394; 4056-4439; 4061-4439; 4064-4441; 4064-4439; 4062-4406; 4076-4544; 
4077-4440; 4081-4441; 4084-4441; 4089-4209; 4096-4303; 4103-4441; 4108- 
4442; 4120-4431; 4115-4343; 4116-4439; 4117-4437; 4119-4372; 4118-4439; 
4118-4441; 4122-4478; 4122-4287; 4123-4375; 4124-4390; 4128-4382; 4130- 
4441; 4130-4365; 4153-4399; 4155-4554; 4156-4344; 4175-4439; 4177-4428; 
4200-4439; 4208-4422; 4208-4407; 4217-4439; 4225-4439; 4225-4444; 4226- 
4441; 4226-4437; 4227-4479; 4233-4468; 4239-4443; 4244-4433; 4260-4442; 
4260-4441; 4266-4439; 4267-4439; 4268-4505; 4273-4439; 4279-4439; 4280- 
4439; 4293-4413; 4300-4589; 4340-4585; 4354-4835; 4359-4439; 4365-4441; 
4382-4554; 4396-4510; 4403-4543; 4409-4552; 4427-4548; 4466-4885; 4466- 
4716; 4467-4708; 4521-4846; 4530-4769; 4572-4892; 4602-4869; 4605-4878; 
4605-4875; 4605-4880; 4606-4902; 4606-4883; 4616-4928; 4617-4746; 4722- 
4889; 4761-4889; 4777-4874; 4781-4889; 4819-4889; 4824-4889; 4828-4889; 
4829-4889 

190/LI: 1032972. 1:2001MAY17 || 1-206; 4-208; 156-476; 219-687; 222-675; 223- 
684; 226-705; 226-711; 226-398; 227-678; 228-711; 236-421; 238-530; 239- 
476; 238-674; 238-666; 238-595; 238-559; 238-503; 238-468; 238-455; 238- 
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439 
739 
747 
526 
642 
637 
672 
574 
994 
993 
880 
968 
886 
993 
957 



238-427 
260-320 
286-714 
306-916 
337-629 
388-882 
436-881 
468-946 
544-807 
584-839 
624-993 
653-905 
664-895 
748-990 
851-995 



238-357; 239-698; 

262-985; 261-463; 

290-663; 299-688; 

315-493; 319-560; 

337-653; 337-647; 

382-644; 383-631; 



Table 3 

239-689; 240-676; 

265-595; 268-645; 

298-535; 304-462; 

319-578; 335-756; 

337-636; 338-617; 

387-524; 403-877; 



435-744; 
490-978; 
553-962; 



437-706; 441-978; 
501-761; 521-806; 



239-653; 246-435; 255- 

272-746; 274-452; 275- 

301-527; 304- 

337-874; 337- 

365-653; 377- 

435-887; 414- 

463-627; 466- 



556-993; 559-781; 



300-550; 
335-508; 
360-620; 
405-662; 
459-693; 
525-781; 
577-996; 



537-991; 541- 
577-992; 580- 



456-735; 
524-748; 
580-915; 

596-886; 586-995; 589-992; 591-866; 589-685; 601-992; 618- 
625-1008; 628-824; 632-998; 644-955; 648-1000; 646-956; 653- 
656-906; 656-894; 656-893; 656-888; 656-963; 660-891; 656- 
679-986; 680-917; 711-903; 720-992; 723-926; 742-992; 744- 
752-997; 755-997; 755-992; 763-992; 769-992; 833-992; 837- 
862-996; 686-992 
191/LI:170666.6:2001MAY17 || 1-240; 63-670; 63-431; 63-612 
192/LI:197048.10:2001MAY17 || 1-192; 14-734; 13-744; 57-453; 66-633; 90- 
322; 150-679; 164-747; 169-667; 171-425; 183-419; 190-639; 212-642; 212- 
529; 212-461; 212-452; 264-452; 270-510; 282-569; 283-850; 311-470; 319- 
572; 371-870; 414-678; 448-1005; 464-715; 477-753; 521-648; 556-804; 556- 
990; 574-825; 577-733; 593-797; 667-1095; 667-877; 677-1156; 682-937; 687- 
1280; 687-941; 699-946; 713-944; 720-983; 730-1076; 739-985; 749-1054; 749- 
975; 751-1017; 780-1275; 815-1032; 833-1279; 830-1351; 836-1099; 861-1053; 



864-1125; 889-1166; 906-1265; 925-1267; 931-1494 



1211; 973-1261; 991-1053; 1043-1172; 1051-1306; 1065-1325; 1066-1143; 1074- 



1565; 


1079 


-1154; 


1082 


-1143; 


1086 


-1638; 


1086 


-1276 


; 1086 


-1299; 


1088 


-1223; 


1089- 


1382; 


1090- 


1330; 


1092- 


1506; 


1109- 


1357; 


1113- 


-1400; 


1121- 


1710; 


1121- 


1554; 


1121 


-1364; 


1129 


t1708; 


1138 


-1402; 


1143 


-1530 


; 1143 


-1426; 


1155 


-1559; 


1156- 


1599; 


1157- 


1377; 


1165- 


1440; 


1173- 


1356; 


1179- 


-1347; 


1181- 


1567; 


1185- 


1508; 


1201 


-1459; 


1221 


-1371; 


1239 


-1721; 


1241 


-1720 


; 1248 


-1488; 


1248 


-1366; 


1270- 


1795; 


1275- 


1499; 


1299- 


1528; 


1309- 


1579; 


1309- 


-1774; 


1319- 


1773; 


1336- 


1775; 


1340 


-1624; 


1340 


-1774; 


• 1342 


-1780; 


1347 


-1775 


; 1348 


-1927; 


1348 


-1603; 


1356- 


1599; 


1360- 


1648; 


1386- 


1667; 


1400- 


1643; 


1402- 


-2021; 


1410- 


1629; 


1414- 


1642; 


1419 


-1750; 


1429 


-1780; 


1434 


-1780; 


1439 


-1698 


; 1443 


-1780; 


1444 


-1780; 


1449- 


1517; 


1465- 


1730; 


1477- 


1757; 


1505- 


1765; 


1507- 


-1780; 


1509- 


1758; 


1521- 


1902; 


1521 


-1719; 


1522 


-1674; 


1537 


-1819; 


1546 


-1764 


; 1548 


-1778; 


1552 


-1855; 


1554- 


1780; 


1557- 


1842; 


1557- 


1780; 


1559- 


2174; 


1576- 


-1774; 


1586- 


1777; 


1587- 


1857; 


1588 


-1780; 


1590 


-1777; 


1592 


-1780; 


1593 


-1779 


; 1599 


-1775; 


1712 


-1954; 


1712- 


1775; 


1717- 


1780; 


1743- 


2147; 


1782- 


2034; 


1784- 


-2061; 


1804- 


2408; 


1806- 


2359; 


1806 


-1941; 


1806 


-1865; 


1812 


-2004; 


1816 


-2152 


; 1825 


-2129; 


1825 


-2101; 


1825- 


2060; 


1827- 


2123; 


1848- 


2361; 


1835- 


2105; 


1879- 


-2478; 


1879- 


2169; 


1907- 


2440; 


1914 


-2168; 


1920 


-2440; 


1920 


-2441; 


1931 


-2462 


; 1931 


-2176; 


1934 


-2453; 


1934- 


2219; 


1946- 


2402; 


1969- 


2168; 


1970- 


2442; 


1985- 


-2454; 


1988- 


2224; 


1989- 


2441; 


1988 


-2478; 


2003 


-2422; 


1989 


-2173; 


2002 


-2471 


; 2008 


-2471; 


2012 


-2075; 


2023- 


2441; 


2018- 


2478; 


2020- 


2478; 


2022- 


2477; 


2025- 


-2478; 


2026- 


2471; 


2029- 


2471; 


2031 


-2437; 


2032 


-2479; 


2036 


-2471; 


2035 


-2436 


? 2040 


-2471; 


2041 


-2478; 


2046- 


2478; 


2066- 


2348; 


2066- 


2343; 


2070- 


2481; 


2076- 


-2470; 


2077- 


2478; 


2078- 


2478; 


2084 


-2478; 


2090 


-2471; 


2093 


-2327; 


2112 


-2440 


; 2115 


-2479; 


2115 


-2471; 


2119- 


2470; 


2119- 


2345; 


2137- 


2487; 


2137- 


2480; 


2140- 


-2471; 


2139- 


2259; 


2150- 


2478; 


2150 


-2471; 


2162 


-2478; 


2163 


-2471; 


2165 


-2412 


; 2166 


-2479; 


2167 


-2471; 


2158- 


2380; 


2189- 


2480; 


2189- 


2471; 


2196- 


2471; 


2215- 


-2471; 


2219- 


2478; 


2220- 


2437; 


2232 


-2374; 


2239 


-2471; 


2284 


-2478; 


2291 


-2477 


; 2306 


-2478; 


2306 


-2471; 


2314- 


2471; 


2303- 


2478; 


2334- 


2435; 


2371- 


2479; 


2415 


-2478 








193/LI:228655.5: 


2001MAY17 I 


I 1-447; 261-707 


; 1-488; 2- 


448; 1 


-448; 


25-449; 


9-208; 80- 


447; 178-711; 437 


-688 
















194/LI:229789.6: 


2001MAY17 1 


| 1-851; 65 


-888; 


141-804; 159-724; 208 


-964; 222- 



953-1178; 963-1234; 972- 



889; 250-983; 280-968; 313-943; 446-1031; 446-995; 563-931; 572-1146; 638- 
932; 700-1353; 732-1182; 832-1182; 999-1176; 999-1182; 999-1146; 999-1104; 
1002-1174 
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195/LI:231500.8:2001MAY17 || 377-588; 456-948; 767-1301; 855-1412; 948- 
1510; 975-1443; 1102-1443; 1233-1408; 803-1270; 803-1362; 815-1049; 830- 
1052; 913-1443; 917-1458; 919-1108; 936-1213; 950-1419; 956-1432; 965-1436; 
972-1443; 979-1401; 982-1595; 1039-1408; 1040-1625; 1053-1353; 1103-1442; 
1108-1244; 1135-1807; 1135-1312; 1234-1408; 1264-1408; 1-180; 83-519; 153- 
720; 368-845; 377-900; 377-862; 377-913; 377-943; 377-594; 377-844; 378- 
984; 377-915; 377-847; 377-846; 377-895;. 377-908; 377-823; 377-968; 383- 
987; 392-1038; 526-1003; 583-1055; 1329-1408; 588-1101; 629-1046; 791-994 
196/LI:253851.26:200lMAY17 || 1653-2247; 1753-2136; 1681-2110; 1899-2110; 
1996-2110; 1600-2092; 1812-2057; 1776-2057; 1829-2057; 1782-1915; 1570- 
1787; 1595-1778; 1579-1776; 1579-1760; 1555-1740? 1208-1739; 1449-1718; 
1324-1714; 1376-1714; 1349-1713; 1398-1713; 480-732; 361-624; 68-601; 120- 
590; 194-590; 316-590; 314-577; 174-560; 172-548; 1-490; 176-412; 1449- 
1713; 1496-1713; 1444-1710; 1590-1694; 1412-1688; 1450-1685; 1450-1682; 
1415-1678; 1169-1677; 1080-1675; 1174-1672; 1181-1673; 1289-1669; 1094- 
1641; 1382-1636; 1268-1636; 1410-1598; 1195-1586; 534-765; 516-763; 1310- 
1586; 1402-1586; 1339-1583; 1346-1565; 1312-1520; 1207-1483; 1281-1428; 
1295-1428; 1123-1421; 1162-1413; 1149-1380; 1165-1364; 1076-1268; 947-1215; 
978-1214; 1071-1196; 962-1166; 828-1109; 828-1077; 538-1035; 792-990; 652- 
940; 689-940; 663-904; 677-872; 687-870; 375-869; 319-781 
197/LI -.373302. l:2O01MAY17 || 1-563; 23-532; 202-459; 206-824; 729-1163; 
729-1371; 1-229; 729-819 

198/LI: 405707. 12 :2001MAY17 || 756-1308; 761-1171; 778-1305; 809-1301; 888- 
1312; 897-1309; 937-1185; 945-1159; 1025-1325; 533-1302; 539-1325; 533- 
1313; 542-1325; 551-1107; 552-1310; 541-1309; 558-1302; 578-1312; 575-1311; 
582-1306; 589-1326; 582-1301; 604-1017; 608-1290; 607-974; 611-1157; 611- 
1312; 613-1326; 644-885; 637-1304; 651-1316; 646-1318; 639-1312; 652-1309; 
656-1323; 657-1315; 656-1334; 662-1325; 667-1309; 674-925; 694-1243; 698- 
1244; 722-1307; 727-1305; 376-1320; 454-874; 502-1023; 461-1310; 473-1310; 
488-1311; 501-1311; 1-392; 68-792; 126-839; 103-808; 102-789; 105-776; 137- 
810; 108-726; 108-811; 107-813; 108-857; 109-857; 109-764; 108-806; 108- 
733; 109-741; 109-618; 112-829; 112-776; 113-787; 113-822; 113-869; 114- 
817; 116-747; 115-828; 116-823; 116-844; 127-832; 123-854; 133-833; 124- 
757; 121-787; 125-801; 128-838; 127-703; 126-864; 127-857; 128-835; 128- 
831; 127-945; 129-837; 127-839; 127-859; 128-794; 130-894; 130-741; 133- 
837; 129-751; 129-780; 133-776; 111-1044; 127-885; 126-774; 136-932; 157- 
459; 266-992; 377-1078; 366-1061 

199/I>I:411441.8:2001MAY17 || 332-539; 347-793; 350-921; 350-871; 362-458; 
362-470; 358-880; 362-887; 379-950; 401-990; 396-1018; 399-913; 408-1011; 
410-1052; 410-1118; 448-674; 457-1067; 471-998; 856-1174; 485-618; 475- 
1225; 495-942; 498-887; 505-706; 508-787; 510-1051; 534-708; 534-754; 542- 
808; 556-893; 559-1083; 575-1245; 607-954; 604-920; 604-810; 597-915; 597- 
1207; 598-874; 599-872; 601-931; 603-982; 604-855; 609-1180; 610-860; 619- 
881; 617-825; 624-1283; 632-1238; 645-1072; 645-889; 645^876; 881-1017; 
655-1204; 662-938; 676-1295; 679-1159; 684-1071; 692-1301; 697-936; 705- 
1175; 709-932; 709-1130; 711-981; 716-1328; 720-1260; 732-1048; 726-963; 
740-1353; 730-1144; 737-1288; 759-976; 759-1360; 762-1352; 761-1466; 770- 
1381; 775-1192; 788-1353; 778-1280; 785-1338; 786-1300; 800-1105; 797-1385; 
800-1064; 803-959; 829-1298; 830-1100; 840-1085; 854-1119; 854-1386; 854- 
1287; 884-1462; 919-1461; 932-1415; 934-1067; 950-1440; 973-1456; 1019- 
1415; 1019-1175; 1022-1299; 1028-1149; 1109-1245; 1109-1232; 1196-1465; 
915-1451; 885-1298; 888-1408; 890-1495; 896-1146; 899-981; 902-1418; 1-495; 
9-666; 46-626; 47-643; 74-335; 92-610; 92-607; 95-751; 104-632; 113-783; 
121-497; 176-416; 180-650; 183-711; 186-488; 196-442; 196-400; 207-790; 
228-702; 246-817; 257-810; 272-509; 276-600; 288-573; 293-822; 310-613; 
329-732; 329-786; 330-774; 329-795; 317-971; 165-749; 186-579; 233-514; 
282-761; 329-618 

200/LI: 758193. 3 :2001MAY17 || 1587-1840; 1642-1874; 1678-1940; 1713-1968; 
1754-1976; 1825-1980; 1-598; 386-511; 448-680; 509-783; 633-804; 694-947; 
715-1269; 757-994; 1390-1649; 1430-1649; 1444-1688; 1456-1666; 1480-1762; 
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1498-1626; 1520-1976; 1546-1812; 1577-1968; 57-524; 289-519; 296-516; 323- 
701; 326-613; 350-604; 390-659; 403-707; 422-826; 431-709; 449-709; 478- 
545; 485-736; 498-762; 543-749; 553-826; 559-827; 587-858; 630-880; 672- 
888; 687-1001; 687-932; 694-1184; 699-1212; 702-971; 706-957; 714-968; 715- 
980; 715-1003; 738-1047; 738-968; 757-972; 769-1115; 769-1169; 789-1246; 
791-1068; 807-1325; 807-1009; 809-929; 824-1036; 829-962; 848-1311; 865- 
1231; 879-1133; 888-1185; 891-1128; 898-1164; 922-1086; 929-1435; 941-1197; 
945-1228; 947-1213; 956-1188; 961-1172; 972-1228; 975-1115; 991-1123; 993- 
1212; 999-1577; 1001-1273; 1006-1273; 1043-1303; 1043-1311; 1045-1606; 
1048-1318; 1051-1291; 1051-1565; 1051-1576; 1052-1288; 1055-1266; 1069- 
1354; 1075-1528; 1086-1593; 1098-1344; 1102-1372; 1101-1254; 1106-1292; - 
1113-1359; 1119-1367; 1119-1359; 1123-1321; 1143-1406; 1158-1657; 1158- 
1421; 1186-1423; 1194-1460; 1228-1444; 1237-1559; 1248-1869; 1250-1463; 
1253-1484; 1253-1486; 1273-1805; 1276-1480; 1283-1543; 1295-1800; 1295- 
1462; 1297-1799; 1304-1636; 1305-1568; 1307-1546; 1323-1933; 1325-1595; 
1326-1601; 1370-1633; 1378-1953; 1380-1645; 1381-1626; 1383-1937; 1387- 
1951; 1393-1995; 1397-1647; 1400-1545; 1428-1645; 1432-1837; 1436-1711; 
1435-1706; 1437-1711; 1440-1679; 1445-1944; 1455-1695; 1455-1679; 1455- 
1678; 1456-1645; 1466-1748; 1467-1738; 1476-1982; 1482-1881; 1486-1928; 
1497-1758; 1498-1731; 1499-1940; 1501-1761; 1506-1980; 1508-1733; 1520- 
1799; 1521-1770; 1522-1968; 1537-1981; 1543-1990; 1551-1994; 1552-1976; 
1560-1827; 1569-1976; 1580-1836; 1582-1976; 1584-1985; 1587-1837; 1592- 
1984; 1596-1974; 1598-1934; 1602-1954; 1606-1984; 1632-2003; 1645-1877; 
1648-1920; 1661-1926; 1663-1840? 1674-1986; 1674-1837; 1678-1938; 1677- 
1863; 1679-1979; 1687-1941; 1702-1976; 1704-1975; 1731-1983; 1743-1970; 
1749-1986; 1748-1959; 1770-1907; 1774-1989; 1774-1976; 1776-1952; 1801- 
1979; 1849-1954 

201/LI : 1028*562. 3 :2001MAY1 7 || 23-208; 21-208; 22-208; 1-187 
202/LI:104650.7:200lMAYl7 || 1-411; 1-299; 1-560; 156-423; 235-735; 240- 
;797; 404-793; 429-592; 1-240; 1-582; 1-241; 39-282; 46-399; 46-246; 70-302; 
70-533; 1-497; 1-541; 1-559; 1-444 
■203/LI:1094557.4:2001MAY17 || 326-935; 281-936; 290-934; 374-935; 322-934; 
275-934; 277-933; 281-933; 290-933; 283^-930; 308-930; 274-936; 235-926; 
304-925; 275-924; 278-924; 290-925; 292-926; 435-920; 276-906; 335-736; 
322-686; 1-681; 7-671; 22-659; 2-652; 19-641; 31-682; 8-641; 92-632; 33- 
615; 506-584; 1-582; 2-578; 32-579; 46-548; 23-539; 31-438 

204/LI : 1143528. 4 :2001MAY17 || 1-474; 1-374; 1-509; 1-233; 40-371; 186-425; ' 
264-460; 325-896; 378-912; 378-645; 398-674; 404-954; 562-958; 577-825; 
635-879; 725-994; 776-893 

205/LI : 1172210. 7 :2001MAY17 || 1450-1804; 1531-1801; 1411-1801; 1450-1801; 
1279-1703; 1414-1698; 1253-1404; 876-1368; 515-1113; 515-1115; 515-1024; 
168-736; 1-295; 1-294 

206/LI:1178659.14:200lMAY17 || 1847-2379; 1896-2238; 1970-2435; 1988-2437; 
2033-2435; 2080-2452; 1-539; 3-152; 161-781; 187-317; 360-1070; 417-1113; 
444-988; 428-967; 440-728; 449-947; 452-1000; 452-692; 452-947; 452-931; 
452-867; 452-933; 452-823; 452-826; 453-1044; 454-1047; 459-1079; 478-926; 
486-1111; 502-737; 502-991; 510-1142; 529-681; 522-1135; 526-1166; 548-710; 
556-957; 570-1086; 580-1265; 577-1220; 609-1219; 644-1338; 651-1068; 650- 
1268; 659-1243; 660-1136; 674-1219; 682-1219; 684-1219; 697-1219; 721-1427; 
727-1219; 752-1219; 752-1236; 755-1226; 756-1219; 761-1219; 2125-2395; 
2137-2426; 2139-2432; 2140-2432; 2152-2451; 2209-2435; 2237-2435; 2238- 
2426; 2263-2507; 2316-2416; 797-1219; 798-1219; 802-1219; 827-1219; 835- 
1219; 847-1219; 853-1545; 859-1219; 860-1219; 871-1596; 896-1166; 901-1219; 
902-1219; 906-1219; 912-1219; 938-1219; 938-1639; 941-1219; 944-1388; 953- 
1219; 961-1469; 961-1660; 965-1219; 963-1229; 965-1266; 965-1264; 980-1507; 
2028-2439; 2031-2439; 2045-2438; 2064-2250; 206*6-2426; 2073-2252; 2084- 
2435; 2085-2435; 1001-1640; 993-1644; 1009-1219; 1015-1713; 1018-1219; 
1073-1627; 1069-1601; 1078-1632; 1096-1766; 1115-1786; 1150-1812; 1162- 
1784; 1158-1544; 1333-1901; 1345-1980; 1473-2146; 1505-2076; 1509-1809; 
1514-2091; 1510-2046; 1524-2105; 1524-2143; 1526-1957; 1534-1849; 1534- 
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2111; 1534-1969; 1534-1942; 1534-1938; 1534-1890; 1534-1880; 1534-1926; 
1534-1814; 1534-1792; 1534-1760; 1534-1988; 1552-2215; 1546-2112; 1608- 
1862; 1628-1989; 1657-1820; 1648-2170; 1662-2358; 1669-2208; 1677-2285; 
1705-2152; 1702-2239; 1682-2298; 1691-2300; 1691-2201; 1696-2174; 1703- 
2301; 1704-2251; 1731-2256; 1716-2255; 1770-2346; 1769-2341; 1779-2358; 
1789-2353; 1793-2359; 1818-2428; 1816-2435; 1822-2255; 1847-1980; 1865- 
2079; 1874-2395; 1896-2415; 1942-2260; 1937-2239; 1941-2394; 1942-2148; 
1943-2383; 1975-2438; 1980-2263; 1981-2440; 1983-2442; 1991-2435; 2007- 
2438; 2117-2442 

207/LI:1983726.3:2001MAY17 || 1-526; 1-618; 1-613; 3-417; 3-607; 3-610; 
320-416; 328-435; 465-858 

208/LI: 2051495. 3 :2001MAY17 || 948-1203; 1009-1203; 1060-1288; 1102-1611; 
1495-1685; 1502-1670; 1521-1616; 1596-2117; 1990-2098; 822-1203; 841-1180; 
843-1203; 880-1203; 953-1203; 976-1203; 978-1657; 985-1203; 1035-1203; 
1049-1609; 1050-1601; 1056-1594; 1066-1203; 1073-1598; 1087-1690; 1087- 
1685; 1119-1203; 1137-1707; 1489-1685; 1493-2101; 1495-1628; 1501-1691; 
1501-1704; 1501-1688; 1508-1625; 1513-2261; 1521-1669; 1-324; 200-557; 207- 
475; 209-384; 316-435; 399-989; 399-982; 399-998; 399-1001; 399-1065; 399- 
830; 399-655; 399-890; 423-939; 423-662; 526-1029; 563-1062; 615-1039; 615- 
1070; 670-1073; 670-1180; 732-1203; 742-1200; 805-1606; 1522-1628; 1525- 
2117; 1528-2088; 1532-1646; 1561-1688; 1562-1628; 1574-1627; 1629-1688; 
1633-1688; 1990-2075; 1990-2101; 2004-2116 

209/LI:2117629.1:2001MAY17 || 297-566; 346-880; 346-884; 388-970; 406-994; 
434-987; 447-965; 458-958; 527-1128; 532-1123; 558-1107; 567-1039; 580- 
1140; 671-1141; 673-1342; 720-1272; 722-978; 797-1233; 797-1010; 861-1203; 
988-1139; 4-258; 4-253; 1-672; 1-530; 1-384; 1-604; 13-309; 17-591; 35-653; 
79-745; 132-908; 145-788; 185-813; 218-703; 290-841 

210/LI:2118007.3:2001MAY17 || 152-619; 1-529; 1-542; 152-578; 360-1016; 
597-1017 

211/LI:2118292.9:2001MAY17 || 335-788; 956-1175; 67-689; 335-676; 1-131; 
26-720; 66-588; 66-543; 67-541; 70-545; 72-131; 82-131; 335-504; 335-687; 
342-435; 335-790; 395-964; 435-965; 527-1127; 932-1221; 956-1561; 993-1286; 
994-1231 

212/LI:2118733.7:2001MAY17 || 1-783; 1-651; 350-795; 457-876 
213/1,1:212702. 3 :2001MAY17 || 1333-1995; 2031-2267; 1334-1517; 1346-1536; 
1377-1719; 1371-1913; 1404-1535; 1432-1566; 1433-1689; 1441-1940; 2042- 
2299; 1440-1532; 1447-2095; 1451-1742; 2044-2624; 1459-1713; 1460-1692; 
1462-1769; 1473-1743; 1504-1963; 1508-1707; 2082-2483; 1530-1705; 2071- 
2755; 1544-2111; 1550-1855; 1560-1805; 1584-1854; 1591-1796; 1613-2266; 
1621-2123; 1621-1865; 1622-1844; 1624-1870; 1668-2198; 1679-2281; 1694- 
2342; 1699-1948; 1703-1894; 1709-2070; 1746-1990; 1748-2015; 1784-2048; 
1787-1938; 1788-2359; 1791-2280; 1791-2027; 1806-2106; 1801-2082; 1806- 
2310; 1806-2335; 1804-2107; 1806-2280; 1827-2027; 1840-2509; 1846-2017; 
1864-2319; 1870-2551; 1885-2099; 1919-2191; 1927-2218; 1937-2139; 1943- 
2428; 1944-2379; 1947-2282; 1947-2201; 1963-2116; 1993-2259; 2008-2689; 1- 
273; 4-245; 8-280; 8-269; 8-250; 9-306; 13-264; 14-282; 17-310; 17-277; 19- 
475; 19-283; 24-273; 27-297; 29-584; 31-284; 43-300; 144-317; 159-749; 214- 
581; 212-530; 240-699; 256-695; 256-504; 287-536; 316-807; 347-860; 347- 
827; 435-742; 447-1032; 531-1028; 573-734; 628-1008; 759-1558; 832-1349; 
864-1083; 877-1417; 877-1439; 877-1443; 879-1165; 887-1126; 911-979; 935- 
1524; 993-1260; 1002-1249; 1012-1279; 1023-1300; 1039-1357; 1050-1495; 
1066-1693; 1084-1757; 1088-1348; 1105-1550; 1141-1576; 1143-1384; 1144- 
1416; 1144-1380; 1151-1436; 1179-1545; 1225-1838; 1256-1371; 1281-1931; 
1294-1578; 1294-1544; 1309-1594; 1320-1994; 1324-1852; 2520-2864; 2527- 
2860; 2530-2854; 2528-2771; 2547-2856; 2547-2877; 2554-2830; 2556-2827; 
2557-2795; 2560-2792; 2566-2864; 2569-2714; 2570-2710; 2576-2865; 2598- 
2829; 2600-2870; 2606-2854; 2606-2817; 2606-2859; 2623-2870; 2625-2829; 
2627-2858; 2643-2864; 2647-2815; 2649-2808; 2666-2858; 2696-2864; 2700- 
2864; 2719-2994; 2767-3412; 2777-2826; 2977-3093; 3215-3955; 3302-3955; 
3373-3955; 3572-3841; 3572-3818; 3622-4231; 3754-4009; 2071-2574; 2088- 
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2359; 2083-2681; 2104-2392; 2106-2282; 2112-2230; 2112-2400; 2129-2367; 
2141-2413; 2142-2714; 2153-2476; 2160-2765; 2164-2682; 2167-2865; 2168- 
2746; 2189-2416; 2189-2436; 2197-2633; 2205-2833; 2444-2834; 2447-2865; 
2250-2726; 2448-2866; 2255-2505; 2454-2864; 2262-2641; 2458-2715; 2261- 
2532; 2462-2865; 2268-2442; 2276-2807; 2464-2856; 2465-2853; 2277-2780; 
2280-2486; 2467-2862; 2288-2938; 2473-2866; 2474-2864; 2307-2763; 2473- 
2732; 2306-2847; 2307-2813; 2316-2823; 2325-2833; 2473-2690; 2323-2563; 
2332-2821; 2483-2832; 2343-2582; 2346-2803; 2490-2601; 2361-2611; 2368- 
2837; 2375-2829; 2374-2864; 2389-2836; 2396-2829; 2400-2871; 2403-2864; 
2404-2685; 2415-2864; 2419-2864; 2419-2862; 2425-2864; 2438-2872; 2440- 
2837; 2440-2698; 2497-2857; 2502-2854; 2502-2834 

214/LI:2207871.10:2001MAY17 || 68-323; 1-649; 39-640; 70-638; 83-579; 84- 
369; 105-402; 202-714; 243-567; 243-670; 266-731; 268-724; 275-724; 277- 
731; 278-721; 290-684; 320-730; 322-729; 329-723; 329-496; 329-684; 357- 
723; 358-727; 390-546; 393-723; 405-686; 405-723; 406-702; 435-721; 440- 
721; 440-731; 468-727; 557-734; 579-836; 579-1011; 608-1209; 621-835; 746- 
1234; 795-1093; 798-1223; 810-977; 861-1220; 861-1218; 861-1216; 861-1107; 
861-1017; 861-1452; 899-1528; 899-1492; 929-1251; 944-1218; 977-1209; 995- 
1573; 1059-1453; 1131-1218; 1131-1217; 1143-1218; 1380-1582; 1380-1888; 
1387-1857; 1387-1619; 1454-1884; 1584-1662; 1630-2026 
215/LI:2207876.5:2001MAY17 || 1-191 

216/LI:2208743.1:200lMAY17 || 1-590; 12-271; 76-363; 107-271; 454-865 
217/LI : 2208744. 1:2001MAY17 || 1258-1311; 1418-1678; 1-253; 155-409; 155- 
449; 167-591; 377-535; 377-578; 541-1038; 807-1130; 848-901; 936-1241; 
1044-1449; 1147-1470; 1169-1614; 1169-1445 

218/LI:230905.3 :2001MAY17 || 1-131; 34-168; 37-299; 38-128; 39-128; 47-128; 
51-128; 118-286; 119-286; 120-286; 125-286; 126-286; 126-226; 128-286; 129- 
286; 130-286; 134-238; 737-1109; 746-1107; 747-1102; 759-1005; 764-1102; 
770-966; 778-1085; 810-1067; 912-1108; 732-964; 734-966; 134-286; 136-286; 
138-286; 139-769; 147-286; 148-286; 147-285; .149-305; 152-286; 179-652; 
184-831; 181-286; 183-286; 198-286; 226-940; 224-286; 229-830; 225-980; 
433-1082; 457-755; 552-757; 560-806; 569-1064; 576-868; 577-1093; 577-800; 

588-1001; 588-933; 588-772; 588-768; 
591-998; 591-1102; 597-911; 597-819; 
616-864; 616-853; 617-814; 618-917; 
635-957; 641-1102; 641-1067; 644-1102; 
654-1103; 658-1105; 667-906; 668-1101; 670-1102; 670-971; 670-914; 673- 
1102; 678-1066; 683-1101; 689-1106; 691-1102; 702-1102; 709-1030; 722-1103; 
730-1086 

| 1-278; 233-843; 408-921; 493-733 

637-898; 319-556; 323-910; 333-465; 339-902; 



580-772; 584-856; 584-805; 584-1120; 

588-697; 588-659; 588-682; 588-1060; 

597-859; 609-1102; 609-886; 616-892; 

618-810; 627-914; 629-873; 634-1107; 



219/IiI:235233.95 
220/LI:235359.24 



330-594 
328-520 
335-547 
343-607 
356-597 
365-632 
394-539 
416-664 
263-564 
265-642 
276-495 
269-558 

282- 518 

283- 531 
286-780 
288-554 
304-864 
319-570 



331-545 
344-901 
346-592 
343-611 
370-605 
365-465 
393-571 
417-585 
263-554 
265-536 
269-847 
271-586 

283- 492 

284- 594 
286-607 
289-577 
317-395 



2001MAY17 
2001MAY17 
332-602 
343-845 
350-620 
355-620 
371-620 
369-613 
386-688 
406-628 
263-576 
265-526 
268-759 
271-554 

286- 497 
284-561 

287- 554 
289-532 
309-606 



; 334 


-908 


333 


-492; 


; 343 


-842, 


345 


-928; 


; 353 


-940 


353 


-532; 


; 349 


-613, 


350 


-610; 


; 374 


-62.3 


363 


-610; 


; 382 


-607 


371 


-604; 


; 400 


-633 


403 


-579; 


; 426 


-637 


449 


-723; 


; 263 


-561 


274 


-438; 


; 265 


-522 


275 


-508; 


; 268 


-657 


• 269 


-651; 


; 271 


-547 


278 


-371; 


; 287 


-510 


- 286 


-871; 


; 283 


-545 


285 


-811; 


; 287 


-553 


• 287 


-543; 


; 291 


-568 


• 305 


-484; 


; 311 


-589 


312 


-618; 



324-778; 340-611 
343-597; 343-584 



353-596; 353-530 

351-647; 365-482 

364-590; 365-635 

393-664; 393-645 



323-602; 
344-865; 
349-537; 
363-669; 
3 64-625; 
385-634; 

411-562; 420-721; 416-681; 
697-1008; 271-476; 265-778; 
265-767; 265-727; 265-725; 
267-534; 268-532; 267-536; 
277-410; 
281-475; 



269-565 
272-660 



268-535; 
272-576; 
282-865; 

285- 595; 

286- 542; 
298-533; 
313-584; 318-627; 318-567 



282-626; 283-718 

285- 553; 287-875 

286- 520; 286-772 
298-925; 298-354 



1-180; 71-548; 198-452; 197-424; 207-277; 217-464; 218-458; 217- 



492; 232-492; 232-466; 233-502.; 237-464; 237-446; 237-365; 233-796; 234- 
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521; 234-516; 234-465; 237-544; 240-746; 250-506; 241-301; 252-472; 252- 
379; 252-512; 252-508; 253-500; 253-400; 255-500; 255-490; 258-518; 259- 
486; 252-804; 252-523; 252-521; 250-850; 253-587; 253-532; 252-533; 262- 
516; 262-443; 263-517; 263-512; 263-381; 255-824; 265-507; 265-505; 265- 
501; 266-519; 265-379; 267-461; 266-454; 267-397; 259-553; 259-541; 260- 
562; 260-535; 260-529; 269-553; 261-738; 261-555; 270-441; 271-465; 266- 
495; 262-543; 262-466; 481-906; 678-837-; 677-946; 701-1006; 277-862 
221/LI: 238365. 6 :2001MAY17 || 279-516; 467-724; 585-734; 720-809; 725-801; 
1117-1425; 1117-1396; 1134-1389; 1134-1394; 1134-1357; 853-1363; 585-854; 
1135-1192; 1-363; 648-1171; 689-1283; 242-616 
222/LI:260259.23:2001MAY17 || 1-133; 29-172 

223/LI:321069.2:2001MAY17 || 3325-3625; 3369-3486; 3422-3659; 2280-2530; 



2490- 


2939; 


2584- 


2849; 


2613- 


3197; 


2630- 


2928; 


2692- 


3114; 


2791- 


3188; 


2830- 


3067; 


2884 


-3442; 


2990 


-3135; 


1-315; 5-451; 8 


-324; 


376-942; 866-1396; 881- 


1521; 


1186 


-1450; 


1206 


-1823; 


1235 


-1689; 


1238 


-1518; 


1441 


-2060; 


1480 


-1672; 


1515- 


1760; 


1592- 


2150; 


1797- 


2027; 


1808- 


2081; 


1829- 


2095; 


1867- 


2197; 


1867- 


2088; 


1868 


-2244; 


1967 


-2245; 


2018 


-2203; 


2072 


-2564; 


2072 


-2335; 


2129 


-2369; 


2129- 


2268; 


2134- 


2389; 


2144- 


2684; 


2146- 


2339; 


2196- 


2432; 


2197- 


2468; 


2206- 


2444; 


2216 


-2483; 


2228 


-2519; 


2228 


-2414; 


2242 


-2496; 


2246 


-2340; 


2264 


-2464; 


2283- 


2430; 


2410- 


2732; 


2432- 


2638; 


2442- 


2542; 


2503- 


2736; 


2506- 


2746; 


2534- 


2786; 


2549 


-2804; 


2574 


-2747; 


2584 


-2789; 


2598 


-2894; 


2613 


-2796; 


2607 


-2937; 


2613- 


2981; 


2613- 


3022; 


2613- 


2952; 


2613- 


2910; 


2643- 


2869; 


2672- 


2942; 


2677- 


2885; 


2691 


-2941; 


2702 


-2939; 


2706 


-2968; 


2729 


-3024; 


2751 


-2965; 


2791 


-3074; 


2799- 


3033; 


2799- 


3079; 


2828- 


3076; 


2830- 


3438; 


2844- 


3429; 


2862- 


3055; 


2866- 


3440; 


2867 


-3090; 


2953 


-3211; 


2955 


-3246; 


2969 


-3404; 


2987 


-3268; 


3004 


-3466; 


3006- 


3476; 


3014- 


3479; 


3014- 


3473; 


3027- 


3476; 


3031- 


3473; 


3073- 


3476; 


3075- 


3344; 


3077 


-3473; 


3078 


-3473; 


3080 


-3439; 


3093 


-3479; 


3100 


-3480; 


3109 


-3412; 


3116- 


3473; 


3125- 


3479; 


3134- 


3476; 


3135- 


3473; 


3137- 


3479; 


3146- 


3398; 


3155- 


3620; 


3159 


-3528; 


3160 


-3654; 


3181 


-3644; 


3197 


-3402; 


3213 


-3470; 


3221 


-3468; 


3249- 


3466; 


3272- 


3473; 


3272- 


3481; 


3287- 


3473; 


3291- 


3473; 


3313- 


3479; 


3320- 


3473; 


3340 


-3624; 


3347 


-3620; 


3350 


-3476; 


3357 


-3613; 


3359 


-3608; 


3385 


-3578; 


3390-3723; 


3390- 


3715; 


3397- 


3578; 


3574- 


4032; 


3779- 


3835; 


3791- 


4032; 


3801-3885 



224/LI:331499.8:200lMAYl7 || 1-257; 11-342; 11-411; 11-268; 14-291; 29-647; 
30-286; 31-531; 33-356; 36-471; 35-418; 35-240; 36-333; 39-278; 41-206; 47- 
289; 49-643; 48-492; 54-319; 56-324; 63-304; 68-324; 68-278; 70-245; 71- 
484; 74-327; 89-332; 91-513; 94-339; 111-307; 166-229; 588-979; 634-1227; 
704-1186; 712-1253; 722-970; 726-1315; 727-861; 731-1212; 740-1218; 760- 
1329; 791-1137; 814-1403; 841-1212; 865-1166; 866-1459; 866-1451; 866-1425; 
868-1510; 876-1142; 885-1494; 964-1431; 973-1521; 980-1610; 981-1645; 992- 
1600; 1001-1212; 1009-1513; 1023-1183; 1034-1738; 1058-1315; 1090-1522; 
1100-1618; 1110-1532; 1117-1538; 1127-1536; 1137-1390; 1138-1462; 1138- 
1232; 1141-1504; 1144-1600; 1144-1842; 1227-1467 

225/LI:332176.8:2001MAYl7 || 1-415; 1013-1374; 1060-1316; 860-1310; 968- 
1309; 907-1308; 1081-1305; 749-1285; 746-1272; 849-1267; 542-1219; 459- 
1048; 557-916; 557-776; 403-666; 217-665; 409-660; 157-642; 159-603; 1-599; 
284-536; 53-514; 63-514; 191-514 

226/LI:333952.7:200lMAY17 || 1-603; 1-292; 12-211; 12-540; 12-537; 12-500; 
12-577; 12-581; 12-613; 12-463; 12-604; 12-428; 12-260; 12-366; 12-578; 63- 
535; 119-644; 139-778; 171-456; 243-500; 267-890; 268-497; 292-826; 294- 
578; 303-873; 320-884; 345-917; 362-938; 360-888; 364-837; 456-1051; 440- 
1060; 501-758; 558-1069; 582-1058; 594-1070; 635-1029; 693-881; 684-1059; 
808-1024 

227/LI:338428.2:2001MAY17 || 1-384 

228/LI:343869.2:2001MAY17 || 3155-3475; 3051-3463; 3049-3462; 3254-3463; 
3128-3460; 3073-3459; 2980-3458; 3241-3458; 3204-3457; 3187-3456; 3114- 
3458; 3172-3457; 3295-3457; 3105-3457; 3110-3457; 3113-3456; 3102-3457; 
3058-3455; 2999-3454; 3032-3453; 3103-3453; 3108-3453; 3129-3451; 3148- 
3447; 3328-3440; 3186-3440; 3119-3430; 3013-3419; 3105-3418; 2988-3415; 
2899-3414; 2964-3408; 3148-3406; 3221-3402; 2928-3400; 3183-3394; 2757- 
3407; 2852-3395; 3030-3389; 3149-3389; 2926-3377; 3143-3365; 3223-3361; 
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2970-3354; 3106-3334; 3098-3325; 3098-3317; 3040-3302; 2953-3300; 3212- 
3294; 3036-3293; 2728-3287; 3105-3278; 3007-3271; 3039-3254; 2572-3255; 
2975-3245; 3046-3233; 2881-3201; 2993-3200; 2974-3194; 2947-3194; 2979- 
3183; 2505-3179; 2929-3179; 2746-3178; 2848-3177; 2930-3175; 2873-3175; 
3043-3173; 4540-4939; 4619-4938; 4316-4937; 4607-4936; 4597-4884; 4371- 
4867; 4431-4868; 4747-4823; 4470-4770; 4392-4659; 4290-4639; 4237-4622; 
4095-4618; 4315-4580; 4223-4530; 3975-4476; 3936-4455; 3874-4439; 4166- 
4426; 3874-4395; 4047-4367; 3969-4334; 3846-4322; 3975-4251; 3845-4238; 
3936-4217; 3903-4135; 3479-3885; 3531-3865; 3363-3854; 3682-3846; 3507- 
3846; 3470-3846; 3529-3822; 3526-3813; 3634-3811; 3507-3705; 3479-3670; 
3353-3604; 3034-3601; 3273-3552; 3155-3550; 3027-3541; 3136-3547; 3115- 
3548; 3122-3547; 3306-3545; 3172-3543; 3220-3543; 3216-3542; 3363-3542; 
3182-3543; 3286-3542; 3265-3542; 3245-3542; 3210-3542; 3130-3540; 3189- 
3540; 3157-3541; 3221-3540; 3083-3535; 3082-3534; 3242-3534; 3126-3531; 
3293-3531; 3323-3530; 3423-3530; 3283-3530; 3358-3528; 3254-3525; 3094- 
3525; 3333-3524; 3460-3523; 3293-3522; 3354-3512; 2959-3504; 3057-3502; 
3033-3501; 3057-3500; 3209-3495; 2927-3487; 3055-3482; 4508-4940; 4484- 
4940; 4570-4954; 4480-4944; 4486-4943; 4558-4942; 4493-4940; 4679-4940; 
1188-1390; 1054-1357; 1086-1363; 1196-1336; 1102-1340; 939-1318; 1075-1279; 
•998-1262; 800-1259; 1024-1259; 950-1259; 660-1259; 1002-1246; 966-1222; 
729-1219; 757-1201; 940-1201; 657-1197; 987-1159; 986-1113; 475-1109; 732- 
1070; 488-1070; 476-1068; 732-1064; 549-1004; 754-1015; 832-1014; 686-1009; 
783-1004; 798-972; 793-963; 731-963; 585-947; 566-947; 682-926; 401-903; 
732-871; 580-876; 601-873; 685-814; 732-807; 732-804; 537-794; 472-655; 
391-592; 1-592; 342-578; 465-575; 453-575; 517-575; 520-575; 484-575; 385- 
575; 389-575; 450-575; 133-259; 2926-3172; 2745-3158; 2881-3161; 2673-3153; 
2944-3136; 2663-3127; 2866-3126; 2636-3118; 2688-3114; 2901-3106; 2799- 
3071; 2,486-3057; 2779-3057; 2728-3056; 2697-3045; 2670-3035; 2389-3029; 
2381-3030; 2855-3022; 2737-3022; 2766-3016? 2678-3008; 2402-3004; 2377- 
3006; 2547-2995; 2571-2988; 2411-2980; 2415-2977; 2578-2974; 2737-297?; 
2671-2949; 2678-2939; 2439-2928; 2429-2934; 2649-2925; 2340-2925; 2303- 
2917,-2673-2920; 2271-2917 ;• 2639-2898 ; 2636-2895; 2665-2886; 2799-2888;- 
2633-2882; 2379-2876; 2683-2854; 2588-2844; 2261-2825; 2080-2798; 2587- 
2795; 2330-2792; 2564-2785; 2121-2757; 2264-2755; 2480-2753; 2384-2742; 
2678-2735; 2349-2706; 2264-2704; 1958-2667; 2384-2651; 2431-2644; 2285- 
2637; 2431-2634; 2377-2629; 2351-2619; 2429-2615; 2058-2590; 2284-2559; 
2330-2553; 2261-2542; 1903-2517; 2341-2450; 1992-2395; 2025-2398; 939-2362;. 
1979-2108; 1598-2058; 1333-1874; 1659-1872; 1421-1872; 1389-1868; 1406- 
1869; 1257-1867; 1258-1867; 1392-1867; 1292-1862; 1630-1863; 1586-1856; 
1229-1813; 1243-1821; 1537-1780; 1106-1701; 1021-1655; 1348-1645; 1418- 
1645; 1476-1569; 1198-1606; 1259-1512; 941-1511; 1034-1509; 994-1474; 936- 
1440; 1160-1415; 1195-1394 

229/LI:363532.1:2001MAY17 || 1-274; 171-303; 171-786; 605-800 
230/LI:398153.37:2001MAY17 || 1-658; 3-652; 39-575; 30-616; 39-518; 40-691; 
39-522; 39-470; 39-732; 39-680; 39-607; 39-677; 39-558; 39-532; 39-531; 39- 
521; 39-553; 39-479; 39-337; 39-636; 39-623; 54-577; 92-764; 100-863; 129- 
654; 204-640; 276-729; 296-763; 39-581 

231/LI : 416650. 1:2001MAY17 || 1-234; 1-413; 40-413; 53-413; 53-177; 53-284; 
53-376; 68-418; 258-693; 53-417; 53-550; 303-554; 53-377 

232/LI: 444767. 32 :2001MAY17 || 580-754; 545-1005; 616-867; 598-943; 616-776; 

616- 906; 617-781; 618-878; 617-786; 546-989; 546-933; 619-949; 618-1004; 

617- 828; 617-821; 546-928; 618-844; 619-906; 618-977; 619-797; 619-1019; 

618- 943; 627-1090; 618-873; 618-946; 619-921; 619-791; 544-956; 548-920; 
548-927; 548-945; 547-919; 548-913; 548-1000; 619-969; 547-947; 602-1001; 
548-932; 548-939; 548-943; 619-796; 619-799; 548-950; 619-819; 548-1004; 
548-960; 548-969; 619-822; 619-826; 548-1016; 619-828; 548-968; 548-970; 
548-995; 619-835; 548-996; 548-1005; 619-752; 619-879.; 619-688; 619-677; 

619- 676; 619-839; 619-675; 619-883; 619-672; 619-849; 619-706; 619-733; 
619-851; 619-755; 619-935; 619-721; 619-749; 619-758; 619-774; 619-777; 
619-695; 619-778; 619-790; 619-792; 619-805; 619-674; .619-687; 619-806; 
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619-811; 619-807; 619-853; 619-855; 619-872; 619-871; 619-878; 619-885; 
619-757; 619-896; 619-759; 619-902; 620-720; 549-1048; 549-931; 549-1027; 
1-259; 41-93; 6-243; 7-387; 13-344; 12-259; 24-347; 28-244; 28-252; 32-259; 
34-492; 43-299; 45-130; 48-351; 49-407; 49-162; 52-259; 59-197; 82-259; 90- 
259; 97-203; 100-648; 106-377; 107-362; 135-414; 205-466; 295-480; 295-458; 
295-483; 295-469; 320-450; 329-1071; 345-550; 353-468; 393-550;- 435-764; 
401-989; 407-754; 426-754; 432-731; 430-1041; 448-703; 448-990; 469-700; 

513- 655; 448-767; 476-960; 481-741; 482-756; 437-664; 537-798; 493-708; 
493-738; 498-772; 500-734; 506-754; 506-748; 507-710; 510-730; 509-754; 
511-751; 512-1004; 507-1099; 548-1072; 518-1178; 526-945; 526-873; 504-827; 
527-710; 506-755; 523-806; 506-681; 506-823; 512-755; 542-754; 546-754; 
546-749; 551-721; 550-751; 551-751; 552-713; 553-685; 559-754; 514-1115; 

514- 1087; 600-855; 569-751; 571-770; 574-754; 576-754; 613-855; 542-942; 
542-921; 613-777; 613-910; 543-933; 614-902; 615-842; 544-946; 543-971; 
615-885; 616-787; 544-958; 545-945; 605-846; 616-889; 1129-1321; 1132-1357; 
1112-1480; 1134-1310; 1132-1409; 1133-1378; 1134-1260; 1135-1456; 1127- 
1225; 1190-1336; 1146-1395; 1148-1297; 1151-1387; 1153-1402; 1174-1591 
1161-1377; 1161-1375; 1161-1462; 1161-1404; 1164-1372; 1164-1437; 1164 
1400; 1185-1589; 1136-1376; 1167-1494; 1168-1414; 1168-1422 ; ' 1172-1440 
1171-1378; 1173-1408; 1172-1329; 1174-1459; 1198-1610; 1179-1449; 1201 
1589; 1182-1430; 1185-1465; 1185-1450; 1170-1502; 1190-1449; 1195-1425 
1216-1417; 1215-1449; 1219-1592; 1220-1592; 1225-1304; 1211-1434; 1221 
1537; 1186-1466; 1220-1372; 1223-1484; 1227-1357; 1229-1403; 1233-1584 
1233-1379; 1234-1379; 1204-1419; 1224-1360; 1237-1465; 1247-1482; 1282 
1592; 1264-1483; 1265-1544; 1239-1788; 1292-1564; 1247-1463; 1301-1598 
1287-1547; 1292-1544; 1294-1530; 1294-1516; 1292-1383; 1299-1527; 1257 
1655; 1299-1498; 1298-1538; 1304-1608; 1299-1518; 1318-1595; 1336-1592 
1328-1449; 1333-1514; 1320-1449; 1354-1592; 1336-1449; 1356-1589; 1357 
1592; 1339-1449; 1326-1449* 1332-1449; 1356-1519; 1357-1575; 1356-1494 
1356-1479; 1360-1590; 1360-1592; 1362-1587; 1362-1592; 1365-1592; 1367 
1592; 1367-1545; 1386-1438; 1386-1593; 1376-1567; 1376-1560; 1381-1495 
1383-1588; 1386-1588; 1390-1590; 1368-1509; 1464-1549; 1422-1595; 1407 
1595; 1409-1567; 1427-1593; 1432-1589; 1421-1592; 1454-1592; 1451-1592 
1465-1592; 1486-1539; 1538-1592; 969-1270; 971-1181; 973-1155; 956-1237; 
976-1225; 928-1128; 981-1231; .933-1177; 933-1095; 964-1234; 983-1224; 983- 
1245; 966-1555; 964-1592; 986-1231; 987-1251; 968-1285; 988-1233; 991-1231; 
989-1248; 971-1189; 993-1194; 974-1179; 945-1120; 993-1184; 994-1237; 995- 
1257; 963-1155; 1009-1553; 996-1246; 978-1300; 978-1248; 996-1301; 948- 
1114; 950-1090; 998-1253; 979-1282; 951-1114; 1067-1317; 1012-1300; 987- 
1551; 956-1168; 1036-1227; 1007-1240; 1042-1252; 1013-1251; 1027-1610; 
1049-1286; 1000-1322; 1051-1282; 1024-1137; 1024-1273; 1024-1231; 1024- 
1232; 1005-1102; 1056-1278; 1026-1286; 980-1095; 1008-1189; 1062-1454; 
1043-1573; 1062-1530; 983-1102; 1029-1516; 989-1101; 1020-1562; 1019-1333; 
1073-1270; 1058-1555; 1061-1489; 1061-1478; 1046-1318; 1061-1615; 1064- 
1551; 1002-1095; 1061-1483; 1004-1325; 1053-1510; 1005-1100; 1005-1101 
1036-1166; 1006-1095; 1056-1259; 1010-1098; 1014-1095; 1015-1101; 1087 
1286; 1077-1323; 1079-1364; 1098-1262; 1080-1365; 1086-1327; 1088-1483 
1083-1232; 1094-1352; 1033-1102; 1094-1341; 1094-1274; 1096-1269; 1099 
1349; 1099-1333; 1102-1335; 1104-1375; 1129-1290; 1102-1326; 1105-1479 
1089-1248; 1055-1128; 1115-1363; 1118-1219; 1123-1390; 895-1182; 895-1331; 
895-1154; 895-1118; 895-1119; *895-1156; 895-1146; 895-1161; 895-1171; 897- 
1119; 897-1180; 897-1161; 898-1061; 914-1173; 881-1214; 920-1015; 897-1131 
898-1147; 898-1048; 917-1180; 898-1234; 917-1167; 898-1235; 917-1079; 898- 
1384; 918-1194; 918-1013; 901-1190; 920-1124; 885-1194; 920-1051; 903-1181 
921-1159; 922-1138; 922-1094; 887-1071; 905-1183; 876-1077; 905-1505; 877- 
1118; 906-1063; 907-1165; 908-1154; 908-1131; 908-1524; 908-1149; 911-1074 
928-1039; 910-1166; 911-1195; 930-1155; 911-1151; 930-1154; 912-1170; 910- 
1150; 912-1142; 882-1151; 914-1440; 914-1412; 914-1482; 913-1147; 914-1189 
914-1113; 914-1127; 914-1135; 884-1108; 934-1126; 917-1195; 901-1183; 917- 
1156; 936-1195; 917-1188; 918-1166; 918-1164; 918-1315; 919-1231; 902-1051 
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919-1184; 902-1193; 920-1461; 920-1056; 920-1153; 920-1591; 923-1195; 923- 
1189; 944-1188; 896-1128; 896-1147; 927-1093; 927-1051; 898-1120; 945-1136; 
929-1230; 935-1555; 931-1150; 954-1234; 936-1194; 937-1454; 937-1530; 959- 
1243; 940-1160; 940-1151; 941-1164; 911-1117; 943-1244; 961-1240; 943-1133; 
914-1098; 963-1254; 914-1128; 915-1096; 916-1128; 919-1026; 895-1104; 895- 
1135; 895-1134; 895-1040; 895-1113; 895-1167; 876-1136; 895-1151; 880-1427; 
877-966; 896-1117; 884-1425; 897-1142; 898-1060; 897-1160; 898-1083; 897- 
1139; 879-1169; 898-1021; 898-1011; 898-1004; 898-978; 898-976; 898-960; 

897- 1010; 898-1012; 89*8-1078; 897-1123; 898-1070; 898-1116; 898-1079; 898- 
1111; 880-1347; 898-1033; 898-1131; 898-982; 898-1062; 898-1044; 898-983; 

898- 1073; 898-1090; 898-993; 879-1110; 898-974; 898-1153; 881-1133; 880- 
1090; 898-1035; 898-988; 898-1009; 898-1029; 880-1103; 881-1170; 881-1168; 
882-943; 900-1137; 898-1001; 901-1137; 902-1097; 867-1155; 886-1473; 869- 
1170; 885-982; 906-990; 906-1142; 905-1175; 905-981; 906-1155; 891-1197; 
908-1145; 908-1079; 908-1248; 908-1192; 908-1090; 908-1135; 908-1130; 909- 
1132; 891-1193; 913-1083; 891-1126; 911-1167; 893-1056; 911-1037; 912-1254; 
894-1143; 912-1096; 895-1491; 913-1150; 913-1162; 913-1112; 895-1053; 895- 
1103; 913-1173; 914-1136; 697-923; 789-941; 1-106; 691-926; 694-954; 793- 
995; 697-973; 698-914; 797-967; 797-990; 699-1211; 701-978; 703-1043; 703- 
944; 704-976; 804-936; 805-964; 805-989; 709-944; 712-1075; 712-1257; 712- 
939; 713-949; 715-989; 702-1308; 814-1007; 717-972; 724-987; 727-979; 827- 
929; 733-1211; 734-972; 734-949; 773-1260; 738-1229; 738-1211; 738-969; 
739-921; 743-1007; 842-984; 751-1006; 752-982; 753-1011; 851-977; 758-1011; 
761-1006; 762-980; 766-1008; 769-1015; 771-1211; 776-1211; 776-1006; 778- 
1114; 778-1012; 780-1045; 783-1005; 784-1059; 788-1044; 790-989; 793-1223; 
795-1045; 799-1037; 799-1069; 842-1023; 810-1069; 847-1097; 828-1427; 816- 
1095; 818-1045; 852-1143; 818-1081; 821-1081; 856-1034; 822-1036; 824-1212; 
822-1050; 859-1111; 827-1011; 832-1082; 833-1098; 848.-1401; 853-1088; 853- 
1114; 839-1090; 873-1104; 841-1067; 857-1487; 878-1128; 878-1102; 843-1211; 
879-1071; 880-1113; 879-1082; 881-1009; 881-1102; 864-1516; 884-1171; 886- 
1150; 886-1039; 869-1125; 853-1161; 841-1099; 891-1095; 857-1137; 892-1192; 
873-1088; 893-1095; 893-11.08; 874-1079; 893-1078; 875-1127; 875-1487; 895- 
1176; 895-1092; 895-1127; 895-1121; 1299-1433; 888-1187; 928-1141; 932- 
1189; 937-1009; 941-1130; 948-1127; 968-1259;- 1408-1527; 631-916; 729-967; 
731-956; 733-974; 676-754; 641-923; 678-965; 739-1006; 741-973; 742-953; 
677-945; 741-969; 643-914; 742-959; 743-961; 743-992; 743-989*; 681-1243; 

645- 927; 646-1241; 745-992; 652-829; 789-959; 745-995; 745-986; 745-978; 
649-1248; 648-1216; 649-1271; 649-1164; 650-995; 752-992; 654-976; 693-754; 
675-1411; 659-954; 659-927; 758-1000; 662-922; 661-1205; 760-978; 698-754; 
665-921; 702-754; 766-973; 755-1403; 672-1080; 674-1174; 676-936; 775-1004; 
677-973; 678-953; 775-999; 681-1211; 681-967; 684-952; 782-964; 684-1161; 
,685-941; 685-937; 687-929; 686-915; 688-954; 691-967; 788-983; 594-768; 
618-754; 597-1238; 639-772; 620-754; 586-984; 639-919; 623-751; 641-916; 
587-987; 641-901; 624-754; 643-896; 626-754; 636-890; 646-826; 646-877; 

646- 911; 677-983; 673-839; 609-664; 649-950; 596-1169; 651-781; 653-846; 
616-1006; 637-1262; 616-686; 557-864; 659-877; 607-1100; 621-722; 621-691; 
621-793; 687-957; 611-1083; 688-879; 648-969; 649-1159; 691-947; 650-754; 
627-1026; 692-945; 694-956; 654-754; 619-1219; 654-751; 623-1186; 622-1184; 
698-958; 699-919; 699-962; 656-754; 723-921; 625-910; 660-754; 663-754; 
663-751; 727-990; 643-844; 602-785; 549-1002; 622-896; 620-781; 619-782; 
620-866; 621-866; 551-937; 622-733; 622-918; 622-866; 551-1066; 622-828; 

623- 745; 623-865; 623-822; 623-939; 623-899; 623-807; 623-709; 624-916; 

624- 875; 626-887; 589-754; 625-876; 627-858; 607-711; 587-1208; 626-867; 
556-1088; 591-757; 558-1061; 630-865; 559-979; 520-840; 617-880; 563-1227; 
616-909; 618-922; 617-877; 622-844; 619-859; 619-922; 620-877; 603-1178; 
603-754; 604-746; 627-802; 624-723; 624-879; 624-864; 628-879; 628-906; 
576-1020; 630-875; 631-901; 615-754; 632-856; 633-899; 680-734; 194-259; 
1314-1449; 125-228; 1222-1449; 1367-1560; 1360-1560; 1197-1449; 1246-1517; 
345-613; 292-600; 1161-1481; 1129-1441; 1221-1560; 1223-1560; 1201-1560; 
1188-1560; 1129-1468; 1171-1560; 1129-1488; 1129-1560; 1129-1555; 1129-1553 
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233/LI:759073.1:2001MAY17 || 1-209; 156-684; 155-703; 154-630; 155-653; 
155-782; 155-740; 155-772; 155-763; 165-755; 163-494; 167-421; 172-671; 
172-479; 175-427; 195-814; 195-727; 229-748; 304-972; 322-900; 392-897; 
410-894; 404-855; 435-892; 485-900; 498-894; 496-894; 508-900; 540-1151; 
615-1164; 615-1181; 609-1187; 647-1145; 654-1158; 675-1210; 672-1306; 662- 
1311; 688-1266; 717-1280; 703-1230; 721-1216; 702-1281; 701-1280; 714-898; 
742-1325; 725-1297; 727-1409; 737-1261; 744-1156; 756-1291; 777-1123; 794- 
1349; 780-1082; 784-1168; 802-1372; 814-1460; 808-1242; 845-1212; 841-1435; 
1093-1310; 1093-1329; 1093-1343; 1093-1345; 1101-1421; 1093-1181; 1093- 
1421; 1157-1712; 1214-1723; 1210-1422; 1228-1422; 1302-1723; 1356-1421; 
1648-1730 

234/LI:759902 .4:2001MAY17 |) 1-302 

235/IiI:762268.1:2001MAY17 jj 1-459; 18-575; 34-569; 415-597; 415-988; 414- 
985; 671-1340; 712-1333; 1258-1782; 1258-1694; 1258-1759; 1262-1684; 1262- 
1694 

236/LI:813699.1:2001MAYl7 || 1063-1340; 1063-1373; 1063-1324; 1-362; 1-404; 
7-511; 7-475; 7-236; 7-377; 7-362; 10-362; 10-248; 45-597; 73-362; 73-597; 
74-362; 73-586; 110-596; 113-686; 117-597; 122-684; 123-655; 126-597; 130- 
597; 130-586; 134-362; 134-597; 134-587; 134-586; 134-602; 134-590; 134- 
652; 135-696; 135-678; 145-585; 145-362; 145-596; 145-586; 146-648; 146- 
586; 155-362; 158-597; 167-686; 167-597; 167-362; 167-623; 167-631; 167- 
596; 170-680; 207-680; 215-597; 238-614; 244-825; 268-612; 267-680; 284- 
614; 309-680; 509-680; 513-737; 534-614; 534-598; 534-586; 534-825; 534- 
1136; 534-655; 538-614; 850-1299; 967-1374; 974-1374; 979-1285; 1066-1225; " 
1063-1157; 1063-1170; 1063-1374; 1063-1280; 263-614; 476-680; 534-653; 935- 
1351; 1063-1242 

237/LI: 024142. 16 :2001MAY17 || 2223-2725; 234-849; 2347-2749; 1843-2225; 
233-831; 306-943; 507-962; 1875-2225; 446-713; 535-967; 679-1400; 725-1038; 
878-1400; 1237-1401; 1856-2017; 2022-^2688; 2074-2746; 2222-2574; 2305-2541; 
243-791; 414-724; 414-864; 2357-2691; 238-743; 509-942; 1636-1993; 431-946; 
422-946; 1237-1330; 1880-2541; 1237-1400; 626-960; 455-946; 268-812; 289- 
887; 2280-2749; 507-942; 2317-2747; 289-903; 348-857; 335-929; 2415-2716; 
301-799; 2232-2707; 2320-2684; 2223-2670; 495-946; 617-946; 1821-2378; 340- 
943; 287-791; 1519-1926; 961-1400; 1817-2313; 230-719; 301-867; 268-788; 
243-790; 297-946; 400-943; 414-906; 348-894; 307-884; 533-1057; 238-712; 
238-636; 2301-2632; 238-847; 307-945; 398-711; 257-788; 328-862; 1817-2225; 
2223-2643; 2230-2557; 268-856; 1908-2440; 238-737; 268-768; 238-710; 238- 
778; 290-812; 1810-2225; 280-853; 319-760; 412-806; 322-920; 276-895; 1- 
886; 695-866; 673-840; 510-823; 280-803; 618-763; 10-683; 1003-1399; 837- 
1390; 1253-1390; 1200-1393; 685-1401; 610-1392; 1216-1364; 692-1344; 625- 
1400; 749-1400; 1064-1400; 988-1400; 1237-1340; 1240-1335; 1237-1320; 601- 
1309; 518-1124; 530-1132; 455-1119; 2356-2732; 479-942; 238-787; 414-818; 
380-810; 413-946; 297-679; 413-857; 301-959; 353-767; 414-960; 2254-2634; 
328-946; 2752-3412; 2956-3426; 2348-2987; 312-893; 1752-2225; 411-819; 
2266-2454; 320-889; 268-702; 1921-2440; 335-816; 1765-2225; 281-624; 2744- 
3394; 2857-3394; 2836-3389; 2741-3378; 2374-3300; 3036-3302; 2503-3098; 
2407-3074; 2305-2962; 2312-2913; 2222-2888; 2215-2861; 2216-2835; 2070- 
2754; 2216-2751; 2002-2726; 1992-2705; 2328-2700; 2328-2698; 2054-2629; 
2328-2598; 2026-2563; 1930-2593; 2228-2563; 1910-2573; 1826-2552; 1706- 
2437; 1720-2446; 1654-2431; 2032-2401; 2222-2389; 1784-2377; 2078-2363; 
1558-2356; 2222-2317; 1583-2274; 1504-2017; 1649-2017; 1392-1971; 1302- 
1926; 1325-1778; 667-1537; 2929-3412; 2945-3401; 268-863; 1237-1378; 401- 
957; 319-588; 648-946; 422-1038; 1689-2004; 1155-1400; 281-710; 353-789; 
291-800; 308-880; 262-931; 413-910; 425-960; 2223-2644; 451-973; 305-765; 
335-836; 2274-2634; 538-953; 564-946; 648-861; 238-751; 2258-2662; 380-812; 
626-946; 2255-2611; 233-736; 586-946; 299-895; 364-784 

238/LI: 1018424. 4 :2001MAY17 || 1-482; 64-468; 69-684; 156-662; 165-358; 276- 
646; 391-989; 474-935; 482-802; 537-1017; 676-1359; 685-1288; 685-1177; 
688-934; 933-1403; 935-1218; 1083-1500; 1083-1652; 1118-1798; 1295-1846; 
1339-2003; 1461-2043; 1457-2065; 1475-1775; 1496-2079; 1527-2077; 1530- 
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1935; 1539-1935; 1584-2045; 1616-2257; 1630-1904; 1657-2221; 1685-1810; 
1688-2222; 1733-2013; 1803-2246; 1816-2424; 1841-2465; 1871-2411; 1873- 
2248; 1873-2175; 1943-2238; 2008-2594; 2053-2546; 2104-2589; 2150-2610; 
2150-2416; 2156-2637; 2157-2818; 2158-2414; 2158-2372; 2158-2666; 2160- 
2268; 2167-2714; 2193-2739; 2219-2729; 2318-2546; 2331-2821; 2368-2832; 
2402-2503; 2432-2607; 2457-2905; 2501-2710; 2508-2806; 2508-2746; 3379- 
3450; 3382-3432; 3382-3513; 3382-3505; 3382-3475; 339.0-3746; 3395-3536; 
3406-3769; 3438-3746; 3452-3746; 3459-3533; 2524-2956; 2524-2806; 2541- 
2801; 2605-3136; 2658-3073; 2656-2908; 2709-3114; 2731-3059; 2736-3118; 
2751-2944; 2765-3133; 2821-3125; 2850-3117; 2889-3152; 2898-3090; 2944- 
3119; 3021-3593; 3134-3308; 3136-3306; 3152-3263; 3158-3689; 3180-3308; 
3172-3521; 3201-3469; 3292-3433; 3329-3658; 3335-3533; 3337-3630; 3339- 
3635; 3339-3583; 3340-3629; 3340-3619; 3351-3533; 3363-3550; 3370-3533; 
3373-3586; 3379-3533; 3379-3490; 3468-3533; 3471-3533; 3480-3746; 3510- 
3799; 3511-3746; 3535-3746; 3542-3746; 3544-3746; 3545-3782; 3558-3746; 
3568-3746; 3607-3746; 3609-3983; 3660-3904; 3663-3746; 3667-3983; 3666- 
3746; 3689-3746 

239/LI:1085250.6:2001MAY17 )| 954-1413; 983-1543; 2367-2587; 2406-2975; 
2389-2958; 2411-2914; 2419-2651; 2429-2582; 909-1464; 960-1359; 943-1463; 
751-1309; 791-1388; 799-1253; 865-1060; 869-1389; 894-1325; 927-1364; 2662- 
3107; 4-243; 222-505; 441-1011; 717-1277; 724-1354; 4-274; 2488-2928; 2512- 
2582; 2605-2776; 2620-2952; 2641-3228; 2658-2901; 2441-2984; 1-1673; 1-243; 

2- 255; 966-1331; 1015-1367; 1056-1340; 1011-1293; 1077-1190; 1127-1560; 
1084-1607; 1088-1357; 1095-1339; 1130-1261; 1169-1418 ;• 1178-1759 ; 1256- 
1569; 1256-1572; 1270-1572; 1335-1544; 1370-1598; 1367-1518; 1454-1572; 
1455-1572; 1453-1515; 1514-1951; 1642-1970; 1745-1951; 1777-2459; 1801- 
1951; 1895-2631; 2264-2476; 2310-2582; 2316-2596; 2332-2399; 2328-2692; 
2328-2582; 2328-2392; 2332-2560; 2336-2582; 2342-2975; 2342-2737; 2354- 
2463; 2354-2589; 2354-2633; 2354-2668; 2352-2582; 2354-2911; 2354-2825; 
2354-2774; 2354-2577; 2354-2508; 2354-2456; 2354-2692; 2720-2964; 2775- 
3029; 2788-3034; 3045-3219; 3061-3598; 3140-3418; 3207-3440; 3238-3708; 
3392-3709; 3392-3635; 3473-4064; 3473-3980; 3473-3970; 3473-3700; 3639- 
4038; 3639-3866; 3639-3771-; 3639-3913; 3640-3814; 3645-4109; 3715-3926; 
3726-3940; 3740-4107; 3767-4107; 3837-4088; 3990-4107; 4020-4109; 4043-4107 
240/LI: 179233. 63 :2001MAY17 || 1-682; 120-565; 127-614; 179-657; 178-1141; 
311-957; 422-655; 497-1041 

241/LI:2207125.3:2001MAY17 || 1-613; 1-283 

242/LI:235153.44:200lMAYl7 || 724-1162; 2619-2866; 2664-2930; 2751-3026; 
2773-3031; 2774-3045; 2831-3089; 1-354; 1-219; 1-227; 36-182; 1-627; 1-417; 

3- 302; 83-454; 19-1162; 14-342; 117-365; 149-409; 200-390; 241-605; 291- 
574; 307-874; 312-365; 346-688; 350-638; 369-949; 394-781; 396-665; 440- 
838; 451-714; 464-970; 543-655; 566-737; 571-1096; 573-842; 591-945; 596- 
848; 673-934; 700-1007; 714-852; 725-1187; 732-980; 732-1136; 735-1165; 
754-978; 831-1055; 831-1049; 884-1162; 950-1210; 983-1162; 999-1162; 1015- 
1162; 1023-1162; 1037-1162; 1048-1162; 1049-1162; 1051-1261; 1098-1756; 
1099-1162; 1310-1649; 1461-1649; 1467-1702; 1488-1727; 1513-2008; 1520- 
1889; 1523-1709; 1532-2034; 1532-1657; 1539-1755; 1543-1803; 1665-1834; 
1676-1922; 1718-2288; 1726-2163; 1757-2049; 1779-2035; 1898-2246; 1930- 
2135; 2008-2678; 2020-2491; 2099-2537; 2308-2404; 2363-2619; 2418-2976; 
2437-2663; 1726-2432; 1858-2367; 1051-1123; 829-1023; 1950-2269; 1944-2308; 
1926-2295; 35-529; 1833-2385; 1824-2435 

243/LI:007101.10:2001MAY17 || 1984-2085; 1770-2082; 1738-2082; 1776-2080; 
1984-2080; 1738-2076; 1649-2085; 1771-2081; 1695-2080; 1652-2080; 1676- 
2080; 1633-2080; 1804-2079; 1710-2078; 1779-2067; 1445-2085; 1470-2080; 
1795-2080; 1469-2080; 1480-2080; 1471-2079; 1558-2045; 1427-2043; 1655- 
2038; 1594-2037; 1533-2064; 1799-2029; 1555-2055; 1684-2049; 1325-2011; 
1372-2012; 1476-2005; 1287-2004; 1576-1988; 1313-1979; 1382-1977; 1451- 
1975; 1314-1975; 1383-1951; 1739-1955; 1575-1994; 1413-1962; 1367-1940; 
1470-1979; 1461-1923; 1377-1916; 1472-1914; 1600-1881; 1594-1879; 1243- 
1889; 1593-1872; 1448-1841; 1240-1826; 1594-1808; 1597-1803; 1363-1796; 
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1550-1803; 1377-1740; 1521-1743; 1215-1693; 1133-1691; 1375-1685; 1422- 
1629; 946-1558; 993-1543; 1186-1535; 786-1525; 937-1520; 845-1496; 1079- 
1498; 1377-1450; 1090-1373; 1090-1390; 726-1374; 770-1373; 1116-1364; 714- 
1358; 1144-1335; 1023-1303; 968-1246; 977-1221; 630-1202; 904-1202; 936- 
1192; 674-1140; 457-1092; 639-1089; 332-779; 1-751; 1778-2078; 1792-2029; 
1522-2063; 1549-2083; 1563-1789; 1594-1904; 1648-1880; 1684-2047 
244/LI: 008541.2 :2001MAY1 7 || 1-301; 124-811; 124-718; 124-423; 342-899; 
390-644; 495-918; 715-1195; 716-1230; 763-1427; 784-1298; 911-1528; 913- 
1515; 949-1434; 961-1619; 981-1534; 983-1121; 1005-1713; 1042-1690; 1133- 
1737; 1135-1600; 1134-1602; 1155-1672; 1182-1799; 1227-1707; 1243-1707; 
1251-1806; 1277-1707; 1288-1704; 1304-1702; 1324-1707 

245/LI:009658.13:2001MAY17 || 1-359; 13-466; 17-224; 160-735; 197-464; 237- 
483; 260-534; 262-536; 263-541; 270-893; 300-893; 300-689; 300-537; 302- 
834; 309-501; 315-649; 360-641; 377-850; 389-856; 421-891; 440-893; 446- 
893; 448-742; 455-896; 473-891; 477-893; 482-829; 489-795; 492-893; 497- 
893; 500-827; 508-893; 506-899; 529-895; 527-894; 528-896; 542-893; 541- 
893; 563-727; 562-898; 568-896; 574-898; 581-864; 588-899; 588-893; 589- 
849; 599-893; 597-895; 611-894; 619-895; 622-893; 652-893; 657-880; 711- 
893; 711-785; 714-893; 747-989; 754-892; 764-893; 790-893; 854-1151; 923- 
1442; 926-1091; 926-1080; 942-1577; 942-1279; 942-1257; 946-1237; 959-1225; 
961-1113; 968-1243; 982-1196; 1005-1372; 1063-1295; 1082-1307; 1137-1716; 
1138-1368; 1191-1486; 1196-1418; 1242-1549; 1242-1489; 1263-1459; 1263- 
1728; 1267-1461; 1291-1537; 1373-1649; 1417-1603; 1448-1735; 1467-1639; 
1471-1700; 1488-1736; 1490-1675; 1499-1748; 1499-1781; 1503-1725; 1520- 
1850; 1564-2032; 1560-1797; 1601-1858; 1615-1970; 1618-2061; 1617-1956; 
1619-1947; 1636-1958; 1649-2304; 1679-2048; 1682-2044; 1697-2280; 1723- 
2068; 1723-2067; 1737-1964; 1736-2118; 1737-2069; 3722-4199; 3746-4059; 
3750-4025; 3760-4059; 3788-4084; 3794-4035; 3794-3944; 3796-3921; 3798- 
4265; 3802-4270; 3807-4256; 3817-4057; 3819-4269; 3821-4097; 3821-4266; 
3831-4262; 3840-4262; 3858-4265; 3887-4256; 3891-4262; 3906-4200; 3938- 
4257; 3948-4260; 3952-4263; 3953-4262; 3953-4257; 3957-4262; 3956-4262; 
3971-.4263; 3975-4262; 3984^4257; 3985-4197; 4054-4268; 4000-4247; 4002- 
4242; 4004-4264; 4014-4262; 4017-4265; 4018-4262; 4016-4264; 4019-4262; 
4013-4198; 4022-4262; 4026-4266; 4031-4261; 4032-4263; 4034-4206; 4034- 
4096; 4038-4229; 4059-4263; 4062-4260; 4075-4262; 4074-4250; 4102-4262; 
4115-4201; 4115-4262; 4115-4343; 4127-4261; 4139-4263; 4141-4197; 4147- 
4262; 4156-4262; 4156-4255; 2309-2436; 2312-2421; 2311-2430; 2325-2468; 
2328-2616; 2327-2536; 2332-2523; 2345-2657; 2362-2601; 2365-2434; 2443- 
2780; 2461-2605; 2470-2658; 2470-2608; 2502-2594; 2516-3028; 2521-2844; 
2524-2813; 2556-2688; 2565-2793; 2565-2735; 2589-2813; 2589-2792; 2604- 
2806; 2641-3004; 2718-2938; 2718-2898; 2740-2998; 2750-2974; 2809-3032; 
2817-3007; 2821-3077; 2823-3142; 2823-3045; 2823-2893; 2832-3060; 2845- 
3144; 2851-3059; 2858-3139; 2870-3061; 2880-3208; 2879-3103; 2891-3034; 
2901-3144; 2905-3233; 2922-3149; 2931-3068; 2953-3424; 2961-3296; 2961- 
3230; 2961-3173; 2961-3235; 3009-3266; 3009-3202; 3018-3204; 3023-3512; 
3034-3250; 3048-3370; 3057-3150; 3079-3329; 3085-3388; 3086-3339; 3.096- 
3494; 3097-3305; 3099-3432; 3098-3349; 3127-3284; 3143-3431; 3162-3686; 
3162-3472; 3183-3484; 3192-3402; 3202-3589; 3202-3498; 3205-3493; 3362- 
3785;. 3368-3579; 3370-3657; 3377-3578; 3429-3686; 3434-3761; 3451-3756; 
3451-3708; 3480-3721; 3485-3742; 3486-3725; 3498-3889; 3512-3783; 3513- 
3828; 3539-3794; 3572-3896; 3588-3921; 3590-3857; 3591-3852; 3591-3846; 
3602-3873; 3615-3955; 3626-3864; 3626-3878; 3637-3873; 3640-3866; 3641- 
3807; 3651-4135; 3651-3910; 3655-4223; 3657-3777; 3718-4223; 3718-3953; 
1736-2025; 1737-2036; 1737-1981; 1736-1970; 1737-1867; 1737-2068; 1737- 
2027; 1737-2020; 1752-2300; 1772-1979; 1779-2110; 1781-2089; 1782-2094; 
1787-2097; 1787-2087; 1801-2132; 1801-2234; 1817-2119; 1826-2362; 1843- 
2440; 1843-2405; 1854-2267; 1854-2284; 1854-2053; 1861-2149; 1861-2095; 
1861-2083; 1861-2061; 1862-2007; 1863-2143; 1871-2131; 1875-2145; 1875- 
2200; 1875-2126; 1891-2440; 1897-2170; 1898-2214; 1946-2397; 1949-2333; 
1953-2433; 1954-2348; 1962-2279; 1970-2370; 1972-2411; 1999-2434; 2003- 
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2440; 2016-2617; 2020-2434; 2030-2323; 2037-2436; 2083-2437; 2123-2433; 
2127-2429; 2134-2471; 2133-2434; 2133-2421; 2142-2442; 2141-2436; 2142- 
2405; 2158-2509; 2167-2434; 2167-2421; 2171-2596; 2193-2557; 2193-2409; 
2201-2411; 2203-2616; 2203-2411; 2204-2536; 2218-2536; 2227-2657; 2233- 
2532; 2264-2436; 2290-2627; 2290-2536; 2297-2620; 2300-2536; 1737-2200; 
476-896; 322-711 

246/LI : 020012. 14 :200lMAY17 || 1134-1317; 1139-1800; 1147-1734; 1163-1755; 
1163-1358; 1168-1672; 1171-1729; 1179-1780; 1195-1515; 1286-1814; 1286- 
1906; 1357-1928; 1495-1813; 1509-2105; 1599-1856; 1856-2111; 1886-2191; 
2038-2669; 2040-2287; 2045-2218; 2074-2303; 2081-2632; 2083-2260; 2093- 
2327; 2095-2787; 2105-2337; 2137-2774; 2161-2278; 2165-2739; 2235-2839; 

2237- 2516; 2238-2365; 2253-2633; 2277-2678; 2277-2482; 2301-2532; 2341- 
2441; 2358-2838; 2380-2848; 2384-2848; 2439-2838; 2481-2846; 2479-2549; 

2238- 2348; 2292-2858; 2415-2863; 2658-3018; 546-1196; 570-846; 992-1305; 
1027-1627; 1027-1291; 574-1190; 605-1157; 1030-1693; 1078-1435; 692-1260; 
1125-1801; 728-1253; 780-1423; 790-1477; 805-1319; 859-1441; 918-1488; 942- 
1457; 959-1459; 1130-1846; 1131-1738; 959-1460; 960-1460; 984-1529; 986- 
1272; 1-271; 69-661; 76-325; 128-616; 128-754; 304-909; 334-841; 339-592; 
392-1056; 430-1090; 489-1038; 2710-3036; 2754-3007; 2764-3039; 2788-2866; 
2807-3039 

247/LI: 020691. 1:2001MAY17 || 516-759; 600-759; 1-235; 1-227; 29-241; 55- 
298; 61-237; 61-236; 61-232; 61-226; 61-353; 61-233; 61-217; 61-240; 63- 
562; 67-226; 72-437; 72-261; 72-518; 72-236; 72-188; 72-202; 92-236; 107- 
390; 136-594; 137-280; 143-743; 147-747; 163-250; 483-746; 538-587; 538- 
759; 540-633; 538-766; 602-759; 659-759 

248/LI: 021188.12 :2001MAY17 || 59-307; 60-339; 60-296; 61-325; 62-323; 62- 
321; 62-301; 67-209; 70-529; 80-340; 116-422; 125-384; 121-364; 125-484; 
125-423-; 125-377; 126-505; 126-507; 138-696; 182-587; 180-281; 201-457; 
201-474; 206-528; 245-484; 243-641; 243-661; 243-715; 245-539; 245-760; 
248-530; 268-551; 274-697; 287-534; 316-519.; 322-578; 324-565; 326-519; 
337-424; 358-602; 359-606; 374-519; 417-511; 433-519; 475-742; 534-979; 
540-1005; 546-757; 546-754; 613-1022; 828-1022 ; '831-1023 ; 834-1094; 920- 
1094; 920-1088; 920-1087; 924-1088; 926-1088; 926-1096; 929-1096; 935-1086; 
935-1088; 936-1093; 938-1088; 938-1093; 938-1033; 938-1094; 938-1095; 1- 
370; 4-245; 5-566; 5-292; 5-280; 8-518; 7-497; 6-269; 6-259; 7-285; 7-140; 
7-276; 7-224; 8-240; 8-484; 10-607; 10-257; 10-259; 10-253; 10-247; 10-224; 
10-217; 10-166; 10-116; 12-254; 11-303; 12-268; 12-261; 12-233; 13-271; 15- 
350; 13-287; 15-227; 14-225; 15-462; 15-280; 15-277; 15-266; 16-176; 15- 
264; 15-263; 15-256; 15-166; 15-422; 16-308; 16-286; 16-293; 16-272; 16- 
242; 17-168; 22-281; 23-199; 22-322; 26-267; 28-281; 29-271; 29-272; 29- 
240; 30-354; 30-311; 32-263; 33-517; 36-363; 34-472; 39-488; 35-328; 36- 
317; 35-94; 41-431; 37-252; 37-223; 40-254; 40-335; 41-285; 44-268; 46-447; 
53-287; 54-519; 54-476; 59-520; 59-345; 59-311; 939-1093; 940-1093; 940- 
1092; 943-1093; 949-1093; 949-1088; 949-1134; 949-1053; 949-1094; 950-1094; 
949-1092; 949-1090; 9.49-1086; 949-1076 

249/LI: 021324. 4 :2001MAY17 || 1-632; 285-940; 482-1054; 601-1089; 601-849; 
637-1168; 649-863; 676-1168; 837-1321; 971-1507; 972-1083; 980-1493; 985- 
1479; 985-1450; 1016-1569; 1041-1601; 1057-1634; 1079-1355; 1079-1354; 
1113-1632; 1122-1606; 1141-1382; 1141-1530; 1155-1440; 1174-1440; 1181- 
1560; 1211-1654; 1244-1683; 1258-1648; 1260-1532; 1316-1650; 1378-1779; 
1379-1648; 1378-1655; 1383-1648; 1383-1644; 1418-1611; 1430-1624; 1478- 
1648; 1655-2132; 1737-1903; 1738-1902; 1739-1903 

250/LI:021834.15:2001MAY17 |) 346-565; 508-722; 557-998; 660-908; 729-958; 
944-1092; 984-1310; 1046-1619; 1095-1595; 1129-1571; 1179-1589; 1231-1598; 
1247-1465; 1275-1721; 1292-1§80; 1417-1657; 1453-1726; 1459-1748; 1480- 
1743; 1497-1999; 1522-1724; 1589-1728; 1-530; 324-615; 332-610; 337-768; 
346-669; 385-641; 462-710; 497-1034; 517-784; 528-1058; 535-793; 549-695; 
628-1060; 634-1119; 644-922; 645-901; 665-1235; 696-912; 696-957; 703-1032; 
715-888; 733-972; 734-967; 1291-1521; 1294-1567; 1297-1728; 1295-1675; 
1299-1419; 1302-1727; 1310-1510; 1313-1697; 1314-1734 ;. 1316-1730 ; 1316- 

316 



WO 02/083876 PCT/U SO 2/09921 

Table 3 

1725; 1319-1724; 1319-1726; 1333-1725; 1321-1727; 1324-1726; 1327-1726; 
1328-1724; 1328-1726; 1329-1605; 1336-1565; 1348-1733; 1349-1725; 1355- 
1724; 1357-1684; 1388-1660; 1389-1638; 1389-1656; 1393-1727; 1391-1730; 
1394-1713; 1394-1726; 1396-1687; 1413-1724; 1423-1726; 1442-1670; 1449- 
1694; 1452-1726; 1456-1727; 1458-1727; 1457-1726; 1458-1684; 1461-1731; 
1472-1727; 1474-1729; 1479-1727; 1488-1727; 1492-1725; 1493-1724; 1497- 
1727; 1497-1622; 1516-1722; 1517-1726; 1519-1728; 1560-1727; 1575-1727; 
1576-1727; 1640-1726; 1676-1726; 1735-1996; 1740-2172; 1814-2314; 813-1020; 
824-1261; 827-1130; 828-1109; 832-1113; 843-996; 845-1133; 845-1118; 846- 
1109; 849-1103; 863-1389; 863-1058; 879-1403; 880-1152; 888-1086; 741-1341; 
760-1054; 890-1099; 901-1142; 903-1149; 915-1173; 920-1157; 920-1036; 924- 
1366; 924-1153; 925-1189; 940-1179; 940-1037; 762-904; 763-1081; 764-990; 
961-1228; 968-1227; 971-1237; 982-1620; 979-1211; 1010-1237; 1029-1206; 
1031-1264; 782-1049; 1036-1235; 1061-1334; 1072-1636; 1066-1291; 1075-1388; 
1118-1628; 791-1033; 790-1393; 793-1048; 792-998; 798-1056; 1128-1370; 
1127-1516; 1128-1564; 1137-1559; 1137-1710; 1139-1390; 1143-1435; 1145- 
1391; 1184-1690; 1196-1481; 1196-1621; 1231-1443; 1239-1700; 1243-1528; 
1244-1682; 1247-1719; 1255-1483; 1265-1716; 1271-1735; 1273-1731; 1276- 
1691; 1275-1725; 1284-1727; 1288-1684; 1291-1727 

251/LI: 024841. 1-.2001MAY17 || 1-885; 131-732; 155-745; 183-819; 181-718; 
183-714; 186-851; 214-902; 233-718; 244-878; 251-1055; 298-936; 306-720; 
329-916; 336-703; 336-903; 343-796; 358-953; 350-977; 356-1132; 361-1072; 
370-712; 363-1023; 370-684; 372-959; 415-1023; 419-1190; 459-939; 487-94*2; 
498-936; 497-976; 505-1204; 549-836; 559-1129; 820-1452; 1198-1729; 1412- 
1674; 1423-1899; 1573-1826; 1590-1936; 1596-1956; 1723-1999; 1735-2349; 
1808-2091; 1857-2062; 1921-2188; 1921-2396; 2165-2549; 2314-2827; 2315- 
2831; 2338-2588; 2342-2876; 2362-2608; 2525-2784; 2548-2820; 2642-2887; 
2644-2815; 2665-3087; 2664-3178; 2682-2798; 2710-3107; 2728-3273; 2763- 
3226; 2845-3361; 2954-3355; 2957-3171; . 2973-3361 ; 2995-3361; 2997-3387; 
2997-3361; 2997-3335; 2997-3371 ; 2997-3292 ; 3001-3295; 3006-3225; 3006- 
3109; 3007-3360; 3017-3361; 3027-3361; 3035-3174; 3055-3362; 3061-3361; 
3088-3361; 3131-3361; 3158-3361; 3195-3361; 3203-3361; 3221-3361; 3246- 
3361; 3260-3361; 3290-3362; 3295-3361 

252/LI : 025724. 12 :2001MAY17 || 2978-3524; 2978-3551; 3036-3283; 3047-3307; 
3053-3500; 3087-3488; 3115-3396; 3118-3480; 3143-3535; 3173-3393; 3176- 
3534; 3203-3393; 3214-3385; 3232-3456; 3237-3526; 3234-3529; 3241-3593; 
3267-3506; 3302-3604; 3335-3529; 3345-3457; 3353-3565; 3353-3551; 3354- 
3581; 1098-1422; 1098-1347; 1120-1423; 1169-1376; 1169-1391; 1279-1710; 
1295-1748; 1319-1445; 1416-1611; 1423-1749; 1423-1665; 1430-1706; 1429- 
1618; 1441-1690; 1462-1751; 1554-1749; 1585-1749; 1633-1749; 1633-2135; 
1635-1749; 1693-1749; 2053-2318; 2044-2598; 2052-2305; 2055-2193; 2055- 
2375; 2055-2143; 2055-2189; 2055-2116; 2055-2374; 2055-2112; 2065-2340; 
2065-2323; 2071-2303; 2075-2337; 2084-2347; 2088-2306; 2097-2189; 2167- 
3048; 2170-3032; 2220-2551; 2223-2953; 2236-2438; 2236-2427; 2233-2936; 
2258-2494; 2262-2430; 2267-2849; 2262-2468; 2273-2508; 2278-2628; 2294- 
2461; 2288-2629; 2316-2565;. 2317-2582; 2331-2430'; 2408-2994; 2411-2869; 
2412-2633; 2435-3125; 2434-2993; 2435-2681; 2438-2680; 2452-3016; 2459- 
2737; 2462-2736; 2466-2860; 2471-2713; 2473-3029; 2486-3258; 2485-2952; 
2486-3026; 2485-2607; 2490-3000; 2490-2762; 2495-2702; 2496-3064; 2500- 
2754; 2504-2781; 2515-2822; 2529-2942; 2527-2755; 2533-2837; 2546-2794; 
274; 35-516; 54-632; 67-518; 88-523; 108-519; 119-522; 119-518; 120-544; 
142-242; 142-522; 171-433; 173-437; 190-726; 201-635; 203-670; 203-702; 
203-645; 208-519; 224-519; 288-815; 315-708; 315-524; 449-776; 489-618; 
533-997; 587-744; 589-1042; 655-857; 655-1119; 655-860; 663-1104; 665-1103; 
683-896; 697-972; 767-1047; 767-1025; 774-1051; 779-1452; 826-1398; 855- 
1020; 902-1129; 925-1281; 949-1051; 975-1259; 985-1607; 1005-1360; 1016- 
1305; 1049-1556; 1056-1446; 1064-1332; 1069-1217; 1069-1169; 1091-1385; 
1093-1702; 2747-3025; 2759-3005; 2549-2779; 2553-3033; 2558-2707; 2562- 
2848; 2595-2807; 2600-2883; 2651-2707; 2701-2843; 2925-3523 
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253/LI: 029328. 2 :2001MAY17 || 1489-2009; 1525-2050; 1527-2089; 1527-2088; 
1528-2208; 1529-1774; 1532-2037; 1535-2049; 1542-2102; 1549-2038; 1562- 
2092; 1579-1999; 1584-1948; 1586-1838; 1589-2173; 1607-2220; 1618-2026; 
1621-2079; 1621-2231; 1624-2243; 1627-1880; 1635-2060; 1641-2303; 1641- 
2018; 1649-1930; 1673-2345; 1680-2352; 1682-2173; 1680-2254; 1683-1930; 
1688-2060; 1688-1925; 1711-1930; 1713-2066; 1716-2354; 1718-2260; 1734- 
2294; 1733-2309; 1756-2409; 1767-2331; 1768-2448; 1780-1972; 1790-2332; 
1793-2190; 1802-2066; 1816-2407; 1817-2037; 1854-2060; 1863-2284; 1863- 
2223; 1870-2461; 1907-2198; 1907-2090; 1941-2505; 2022-2483; 2042-2655; 
2044-2483; 2056-2424; 2062-2489; 2072-2482; 2103-2199; 2103-2424; 2149- 
2493; 2155-2483; 2159-2563; 2160-2227; 2179-2572; 2179-2443; 2184-2565; 1- 
541; 3-519; 59-669; 64-298; 163-407; 193-792; 259-590; 264-497; 285-863; 
291-518; 316-858; 353-996; 359-5848; 377-933; 381-640; 482-1039; 497-899; 
500-1110; 535-1057; 569-851; 615-1039; 618-865; 635-1305; 649-1231; 663- 
899; 723-874; 751-1006; 751-1008; 785-1065; 810-1165; 829-1099; 854-1152; 
853-1133; 892-1146; 954-1195; 1037-1175; 1064-1656; 1065-1368; 1079-1605; 



1174- 


1425; 


1178- 


1459; 


1185- 


1792 ; 


1235- 


1776; 


1249- 


-1840; 


1249- 


-1827; 


1249- 


1579; 


1249 


-1478; 


1249 


-1479; 


1259 


-1455; 


1292 


-1557 


; 1324 


-1902 


• 1325 


-1843; 


1342- 


1817; 


1349- 


1968; 


1350- 


2008; 


1362- 


1998; 


1385- 


-1969; 


1387- 


-2051; 


1401- 


1677; 


1405 


-1865; 


1406 


-1720; 


1407 


-1685; 


1421 


-2001 


; 1477 


-2023 


• 4867 


-5373; 


4874- 


5036; 


4911- 


5146; 


4911- 


5131; 


4922- 


5540; 


4924- 


-5198; 


4924- 


-5190; 


4943- 


5036; 


4944 


-5200; 


4944 


-5180; 


4946 


-5338; 


4964 


-5244 


; 4964 


-5036 


- 4971 


-5507; 


4971- 


5237 ; 


4977- 


5412; 


4978- 


5202; 


4981- 


5407; 


4987- 


-5215; 


5004- 


-5334; 


5033- 


5515; 


5060 


-5267; 


5062 


-5274; 


5072 


-5616; 


5069 


-5550 


; 5069 


-5544 


• 5069 


-5412 ; 


5069- 


5347; 


5069- 


5350; 


5069- 


5338; 


5069- 


5309; 


5079- 


-5350; 


5081- 


-5667; 


5084- 


5308; 


5085 


-5386; 


5088 


-5582; 


5089 


-5642; 


5088 


-5294 


; 5095 


-5410 


; 5102 


-5200; 


5108- 


5539; 


5113- 


5357; 


5116- 


5376; 


5118- 


5679; 


5123- 


-5662; 


5136- 


-5646; 


5142- 


5432; 


5142 


-5380; 


5142 


-5343; 


5146 


-5312; 


5199 


-5412 


- 5219 


-5412 


? 5220 


-5412; 


5222- 


5412; 


5226- 


5685; 


5229- 


5568; 


5229- 


5527; 


5229- 


-5412 ; 


5232- 


-5412; 


5233- 


5412; 


5234 


-5515; 


5234 


-5514; 


5238 


-5678; 


5244 


-5701 


; 5245 


-5687 


• 5248 


-5808; 


5249- 


5608; 


5250- 


5582 ; 


5249- 


5502; 


5250- 


5596; 


3645- 


-4230; 


,3692- 


-3937; 


3801- 


3970; 


3834 


-4079; 


3867 


-4075; 


3948 


-4431; 


3953 


-4395 


• 3953 


-4387 


- 3965 


-4143 ; 


3972- 


4499; 


4020- 


4665; 


4021- 


4237; 


4053- 


4290; 


4079- 


-4349; 


4100- 


-4689; 


4106- 


4652; 


4147 


-4700; 


4184 


-4677; 


4171 


-4589; 


4219 


-4486 


• 4235 


-4541 


; 4235 


-4687 ; 


4235- 


4483 ; 


4242- 


4508; 


4253- 


4501; 


4256- 


4701; 


4272- 


-4823; 


4275- 


-4451; 


4314- 


4575; 


4351 


-4598; 


4353 


-4581; 


4355 


-4585; 


4403 


-4528, 


• 4442 


-4688 


• 4444 


-4599; 


4463- 


4948; 


4490- 


4687; 


4492- 


4687; 


4503- 


4687; 


4538- 


-4973; 


4544- 


-4996; 


4566- 


4832; 


4566 


-4687; 


4570 


-4811; 


4583 


-4800; 


4584 


-5036 


• 4593 


-4799 


• 4621 


-4689; 


4638- 


5041; 


4638- 


5014; 


4638- 


4861; 


4712- 


5104; 


4724- 


-4980; 


4725- 


-5021; 


4727- 


5000; 


4736 


-5195; 


4736 


-5036; 


4736 


-5032; 


4736 


-4927 


- 4736 


-4814 


■ 4736 


-5206; 


4741- 


5036; 


4741- 


4919; 


4747- 


5036; 


4749- 


5213; 


4766- 


-5287; 


4779- 


-5036; 


4781- 


5356; 


4781 


-5051; 


4784 


-5019; 


4784 


-5137; 


4787 


-5231 


; 4787 


-5296 


* 4789 


-5037; 


4791- 


5034; 


4791- 


4945;. 


4805- 


4897; 


4820- 


5036; 


4836- 


-5045; 


4836- 


-5134; 


4837- 


4911; 


4846 


-5035; 


4856 


-5036; 


4861 


-5161; 


4861 


-5156 


• 2196 


-2747 


2222 


-2484; 


2240- 


2481; 


2253- 


2570; 


2261- 


2770; 


2282- 


2701; 


2340- 


-2796; 


2343- 


-2574; 


2357- 


2811; 


2358 


-2815; 


2361 


-2655; 


2365 


-2815; 


2419 


-2671, 


2427 


-2705 


; 2444 


-2795; 


2448- 


2809; 


2458- 


2797; 


2464- 


2799; 


2498- 


2802; 


2501- 


-2808; 


2506- 


-2560; 


2524- 


2816; 


2553 


-2808; 


2558 


-2749; 


2565 


-2811; 


2581 


-2773, 


• 2634 


-2737 


• 2642 


-2802; 


2746- 


2994; 


2749- 


3236; 


2800- 


3060; 


2857- 


3354; 


2860- 


-3344; 


2860- 


-3053; 


2860- 


3044; 


2860 


-3021; 


2868 


-3406; 


2874 


-3124; 


2874 


-3198, 


2877 


-3065 


• 2939 


-3148; 


2953- 


3183; 


2969- 


3486; 


2993- 


3148; 


3004- 


3306; 


3011- 


-3376; 


3023- 


-3236; 


3048- 


3346; 


3082- 


-3464; 


3139- 


-3585; 


3139 


-3410; 


3142 


-3391, 


3220 


-3388, 


? 3220 


-3363; 


3326- 


3901; 


3337- 


3663; 


3341- 


3571; 


3362- 


3838; 


3378- 


-3895; 


3407- 


-4042; 


3453- 


3763; 


3475- 


-3764; 


3477- 


-3697; 


3518 


-3928; 


3524 


-3621, 


3528 


-3768 


• 3610 


-3862; 


3643- 


3862; 


5254- 


5690; 


5255- 


5565; 


5255- 


5540; 


5255- 


-5506; 


5256- 


-5618; 


5257- 


5685; 


5265- 


-5702; 


5264- 


-5687; 


5265 


-5685; 


5265- 


-5471; 


5267- 


-5686, 


5271 


-5423; 


5274- 


5560; 


5284- 


5685; 


5290- 


5682; 


5294- 


5693; 


5295- 


-5680; 


5298- 


-5682; 


5304- 


5810; 


5323- 


-5604; 


5339- 


-5509; 


5350 


-5543; 


5385 


-5673; 


5409- 


-5870, 


5408 


-5851; 


5423- 


5684; 


5424- 


5848; 


5425- 


5649; 


5431- 


5688; 


5433- 


-5849; 


5433- 


-5844; 


5436- 


5848; 


5436- 


-5849; 


5437- 


-5849; 


5437 


-5853; 


5438 


-5848; 


5454 


-5854 


5455 


-5848; 



318 



WO 02/083876 



Table 3 



PCT/US02/09921 



5454-5677; 5454-5669; 5457-5851; 5457-5848; 5457-5843; 5457-5836; 5457- 
5844; 5457-5686; 5457-5685; 5457-5678; 5457-5614; 5457-5583; 5460-5827; 
5466-5681; 5466-5678; 5467-5855; 5469-5846; 5472-5683; 5472-5712; 5472- 
5699; 5506-5821; 5509-5770; 5510-5844; 5516-5848; 5517-5699; 5526-5854; 
5537-5848; 5532-5834; 5537-5691; 5538-5851; 5542-5847; 5541-5848; 5542- 
5699; 5544-5848; 5549-5818; 5584-5816; 5590-5844; 5598-5848; 5603-5849; 
5611-5848; 5614-5807; 5633-5686; 5655-5839; 5769-5819; 5778-5848; 5797-6001 
254/LI: 032171. 5 :2001MAY17 || 1670-2131; 1537-2148; 95-493; 1564-2133; 1575- 
2148; 1607-2047; 1636-1893; 1638-1867; 1649-1909; 1658-2090; 1692-2085; 
1725-2129; 1742-1838; 1748-2025; 1763-2129; 1770-2040; 1795-2115; 1802- 
1912; 1802-2137; 1804-2095; 1849-2013; 1925-2080; 1925-2091; 1962-2125; 
1962-2024; 1990-2129; 1-226; 4-307; 5-975; 17-200; 17-597; 30-597; 354-599; 
362-830; 443-981; 592-1198; 608-801; 608-1070; 652-821; 929-1249; 954-1213; 
983-1492; 983-1227; 1004-1100; 1026-1266; 1033-1942; 1067-1832; 1122-1257; 
1216-1465; 1299-1713; 1299-1560; 1299-1501; 1434-1587; 1449-2132; 1466- 
2149; 1477-1620; 1490-1713; 1490-1745; 1529-2091; 1557-2149 
255/LI: 035055. l:2O01MAY17 || 975-1174; 1063-1683; 1455-1956; 1498-1965; 

1499- 1904; 1502-1913; 1711-1936; 1-463; 3-246; 56-614; 57-819; 267-737; 
412-967; 412-923; 445-727; 445-1026; 483-918; 927-1174; 927-1167; 927-1178; 
969-1613; 975-1181; 975-1198; 975-1564; 975-1599; 977-1174; 1014-1552; 
1075-1562; 1096-1724; 1217-1812; 1308-1807; 1461-1920; 1486-1961; 1491- 
1955; 1494-1937; 1499-1681; 1499-1836; 1499-1652; 1499-1696; 1499-1803; 

1500- 1959; 1500-1960; 1502-1800; 1502-1920; 1502-1798; 1595-1798; 1635- 
2241; 1708-2027; 1797-1961 

256/LI:036747.17:200lMAYl7 || 1164-1616; 1224-1488; 1266-1613; 1276-1882; 
1292-1563; 1299-1863; 1314-1447; 1336-1667; 1358-1626; 1363-1620; 1395- 
1645; 1397-1655; 1423-1838; 1437-1703; 2-527; 1-527; 107-328; 110-338; 187- 
446; 187-604; 409-974; 412-675; 485-723; 487-1069; 540-1105; 621-887; 904- 
1293; 904-1160; 904-1327; 904-1174; 904-1346; 904-1472; 949-1532; 1000- 
1511; 1016-1426; 1084-1599; 1100-1365;. 1102-1356; 1113-1357; 1113-1637; 
1116-1365; 1122-1555; 1141-1389; 1152-1378; 1159-1688; 1451-1761; 1456- 
1862; 1473-1721; 1501-1776; 1511-1863; 1527-1855; 1527-1880; 1568-1838; : 
1570-1810; 1578-1842; 1580-1861; 1569-2083; 1592-1876; 1854-1980; 1855- 
2107; 1856-2037; 1865-2118; 1867-2099; 1874-2152; 1588-2121; 1591-2064; 
1629-1923; 1615-2008; 1639-2209; 1640-2094; 1676-1927; 1737-2352; 1740- 
2167; 1739-2424; 1740-2005; 1742-1928; 1744-2025; 1756-2094; 1769-2145; 
1773-2268; 1773-2013; 1784-2291;. 1786-2024; 1793-2353; 1793-2330; 1793- 
2426; 1793-2202; 1806-2048; 1819-2376; 1813-2410; 1819-2367; 1833-2321; 
1839-2261; 1919-2096; 1924-2118; 1936-2156; 1917-2338; 1925-2205; 1936- 
2182; 1959-2126; 2289-2439; 1944-2036; 1953-2205; 1953-2211; 1980-2144; 
1965-2444; 1970-2286; 1977-2234; 1993-2451; 2021-2340; 2002-2390; 2017- 
2293; 2027-2238; 2033-2449; 2033-2405; 2035-2126; 2041-2449; 2043-2446; 
2049-2442; 2063-2451; 2066-2449; 2068-2452; 2096-2401; 2123-2383; 2369- 
2449; 2123-2386; 2126-2379; 2156-2392; 2378-2449; 2157-2449; 2157-2446; 
2158-2442; 2186-2414; 2186-2449; 2188-2449; 2188-2446; 2199-2449; 2198- 
2258; 2285-2444; 621-801; 904-1166; 969-1334; 1102-1514; 1138-1692; 1205- 
1476; 1300-1836; 1383-1894; 1576-2036; 1611-2250; 1660-2074; 1740-2140; 
1760-2189; 1786-2042; 1793-2380; 1833-2090; 1856-2346; 1968-2100; 1998- 
2449; 2031-2449; 2042-2408; 2096-2399; 2136-2410; 2186-2400; 2190-2454; 
2328-2449 

257/LI:044301.2:200lMAY17 || 398-768; 762-1129; 912-1363; 1047-1608; 1315- 
1935; 1605-1927; 1781-2047; 2034-2397; 2179-2779; 2397-3000; 1-325; 57-565; 
57-558; 169-493; 458-787; 491-938; 696-1019; 707-1021; 762-941; 762-962; 
893-1503; 908-1355; 912-1141; 946-1115; 960-1560; 1060-1134; 1159-1422; 
1172-1662; 1282-1563; 1365-1705; 1428-1785; 1535-1756; 1535-1911; 1615- 
1788; 1657-1871; 1714-2136; 1722-2276; 1819-2294; 1822-2282; 1822-2333; 
1898-2443; 1924-2406; 2050-2485; 2152-2795; 2155-2792; 2165-2697; 2257- 
2775; 2257-2800; 2271-2770;- 2363-2772; 2452-2897 

258/LI:061585.10:200lMAYl7 || 1-731; 6-604; 11-312; 14-513; 14-295; 22-432; 
129-762; 223-786; 358-844; 637-1111; 709-1382; 729-1371; 851-1108; 912- 
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1514; 1203-1771; 1266-1525; 1429-1874; 1524-1874; 1612-1871; 1706-2042; 
1706-1939; 1746-1848; 1780-2057; 1835-2045; 1987-2262; 2008-2262; 2086-2470 
259/LI: 066742. 21 :2001MAY17 || 2603-2818; 2687-2954; 2724-2957; 2814-3092; 
2883-3164; 2952-3213; 3555-3879; 3591-3912; 3615-3903; 3650-3907; 3676- 
3915; 3709-3909; 3763-3915; 3902-4322; 4081-4267; 2982-3435; 2982-3376; 
2982-3148; 2984-3131; 3006-3482; 3006-3457; 3006-3249; 3018-3154; 3026- 
3300; 3048-3288; 3088-3320; 3091-3328; 3093-3340; 3121-3379; 3135-3753; 
3155-3691; 3169-3546; 3180-3413; 3182-3331; 3200-3367; 3202-3494; 3202- 
3429; 3201-3362; 3223-3521; 3262-3655; 3290-3594; 3305-3883; 3315-3542; 
3326-3730; 3326-3601; 3334-3592; 3341-3907; 3341-3614; 3341-3600; 3341- 
3599; 3331-3515; 3363-3651; 3356-3502; 3403-3912; 3414-3707; 3423-3908; 
3426-3703; 3431-3873; 3443-3886; 3443-3658; 3443-3643; 3433-3502; 3445- 
3538; 3448-3655; 3449-3860; 3463-3912; 3493-3786; 3512-3916; 3513-3918; 
3514-3912; 3514-3916; 3520-3923; 3524-3793; 3525-3766; 3528-3909; 3528- 
3770; 3528-3764; 3536-3915; 3541-3915; 3544-3923; 3549-3810; 3574-3912; 
3580-3874; 3581-3918; 3590-3918; 3597-3916; 3597-3911; 3598-3912; 3598- 
3845; 3617-3889; 3620-3917; 3622-3872; 3649-3769; 3655-3922; 3654-3912; 
3670-3852; 3675-3912; 3676-3914; 3676-3880; 3676-3879; 3680-3917; 3680- 
3988; 3712-3856; 3722-3896; 3724-3920; 3738-3912; 3780-3914; 3797-3916; 
3800-3917; 3850-3912; 3902-4334; 4014-4461; 4029-4462; 4049-4462; 4081- 
4551; 4096-4462; 4143-4430; 4208-4611; 4466-4749; 740-1156; 740-928; 744- 
925; 750-1009; 766-1373; 809-1064; 825-1157; 838-1062; 842-1058; 847-1430; 
848-924; 858-1060; 859-1080; 897-1223; 928-1154; 956-1162; 978-1217; 1027- 
1157; 1030-1156; 1100-1754; 1111-1342; 1166-1337; 1198-1587; 1198-1414; 
1238-1486; 1243-1478; 1356-1761; 1374-1758; 1390-1501; 1390-1642; 1423- 
1809; 1442-1986; 1442-1934; 1442-1838; 1442-1692; 1486-2020; 1498-1718; 
1520-1664; 1520-1623; 1554-1976; 1557-1770; 1599-1863; 1614-1978; 1630- 
1883.; 1650-2146; 1672-1967; 1731-2085; 1817-2264; 1823-2040;, 1871-2088; 
1930-2407; 1946-2504; 1981-2223; 1982-2239; 2019-2289; 2043 r 2495; 2044- 
2495; 2107-2495; 2116-2488; 2141-2638; 2141-2383; 2143-2387 ;. 2171-2413 ; 
2201-2403; 2207-2432; 2218-2488; 2261-2495; 2264-2548; 2286^2543; 2286- 
2401; 2317-2608; 2332-2586; 2332-2578; 2332-2443; 2339-2465;; 2350-2538; 
2365-2620; 2381-2643; 2385-2495; 2395.-2691; 2398-2707; 2441-2704; 2498- 
2764; 2505-2757; 2515-3041; 2514-277*9; 2552-3041; 2552-3040; 2563-2764; 
2596-2946; 2597-2881; 2609-2866; 2639-2868; 2661-2947; 2680-2951; 2714- 
2995; 2713-3040; 2713-2988; 2715-2997; 2734-3003; 2757-3001; 2803-3072; 
2807-3006; 2824-3145; 2830-3088; 2857-3152; 2876-3156; 2881-3343; 2887- 
2957; 2888-3385; 2905-3146; 2938-3210; 2973-3139; 2980-3222; 1-638; 83-664; 
83-660; 83-605; 104-396; 122-405; 123-537; 180-570; 184-739; 184-781; 187- 
812; 187-475; 193-488; 222-496; 263-803; 274-886; 287-884; 291-542; 314- 
727; 318-730; 328-886; 335-598; 347-906; 354-885; 357-599; 361-703; 364- 
969; 364-881; 364-623; 363-609; 365-887; 369-899; 370-887; 390-663; 399- 
673; 395-660; 412-670; 418-673; 417-659; 431-707; 434-643; 448-675; 455- 
659; 456-925; 455-719; 458-925; 464-925; 465-325; 469-925; 483-926; 491- 
925; 491-659; 494-930; 494-925; 495-925; 498-1124; 496-925; 499-945; 503- 
897; 505-954; 511-928; 519-925; 520-985; 520-888; 520-767; 520-736; 557- 
925; 562-983; 562-929; 568-925; 567-925; 576-1118; 589-957; 616-845; 621- 
925; 627-924; 628-991; 632-930; 632-927; 689-1153; 700-924; 705-1009; 705- 
938; 706-1161; 712-964; 714-1157; 719-995; 719-927; 725-1158; 727-914; 729- 
991; 731-1162; 738-981; 1362-1521; 2530-3027; 1644-1798; 1365-1526; 987- 
1241; 1478-1760; 3535-3828; 3142-3443; 1411-1758; 3540-3911; 2185-2602; 
3417-3856; 2074-2629; 1117-1719; 3431-4039; 2285-2892; 2170-2795; 3293- 
3912; 3130-3764; 3194-3850; 1031-1158 

260/LI: 075492. 206 :2001MAY1 7 || 93-456; 101-213; 100-317; 100-338; 105-374; 
105-346; 110-355; 113-456; 126-377; 126-324; 132-394; 149-587; 149-422; 
160-399; 163-431; 196-416; 194-438; 195-705; 196-638; 198-624; 196-349; 
196-414; 196-434; 196-438; 196-334; 207-465; 210-463; 211-460; 214-441; 
219-457; 290-456; 294-492; 345-612; 347-609; 358-630; 382-456; 424-929; 
524-789; 535-701; 535-657; 606-1125; 634-738; 669-1091; 700-1222; 851-1113; 
897-1130; 914-1146; 954-1429; 954-1428; 1-456; 32-466; 30-523; 38-301; 39- 
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315; 57-317; 64-343; 66-3^2; 65-376; 64-323; 74-456; 87-480; 92-313; 984- 
1246; 1144-1224; 196-428; 733-888; 669-889; 1038-1240; 697-929; 121-194 
261/LI:090782.3:2001MAY17 || 1-700; 22-689; 1-664; 1-491; 1-567; 1-487; 1- 
244; 1-530; 1-543; 44-361; 44-439; 97-645; 224-757; 259-478; 280-764; 387- 
747; 430-748; 430-747; 430-1132; 445-1116; 447-753; 462-682; 469-652; 489-. 
656; 505-1159; 510-755; 546-1098; 547-1262; 615-1284; 639-1283; 968-1705; 
985-1670; 1017-1685; 1017-1416; 1017-1483; 1017-1392; 1017-1355; 1017-1359; 
1017-1312; 1017-1292; 1017-1167; 1031-1651; 1030-1428; 1071-1647; 1077- 
1647; 1101-1785; 1201-1861; 1205-1972; 1251-1886; 1265-1663; 1290-1942; 
1300-1708; 1322-1689; 1328-1970; 1337-1878; 1348-2050; 1347-1812; 1356- 
1995; 1364-1935; 1365-1855; 1382-1755; 1409-2083; 1418-2149; 1447-1993; 
1562-2025; 1573-1681; 1580-2294; 1585-2121; 1668-1966; 1685-2407; 1705- 
2265; 1783-2361; 1795-1952; 1799-2101; 1809-2376; 1849-2308; 1877-2361; 
1927-2361; 1938-2340; 2116-2287 

262/LI:1031308.1:2001MAYl7 || 8-646; 16-646; 6-367; 13-695; 16-509; 16-611; 
16-664; 15-484; 20-572; 1-594; 20-485; 17-690; 16-560; 34-635; 48-730; 82- 
491; 101-506; 108-426; 109-426; 129-660; 140-709; 151-716; 258-809; 267- 
563; 267-675; 269-778; 540-753; 618-997; 639-997; 837-1029; 837-1280; 1162- 
1577; 1452-1754; 1499-1755; 1604-2163; 1607-1846; 1864-2249; 1864-2005; 
1866-2115; 1994-2412; 1994-2097; 2177-2640; 2209-2417 

263/LI:1054377.1:2001MAY17 || 1-647; 569-892; 574-656; 581-916; 599-797; 
599-659; 755-902; 755-1385; 756-1359; 901-1504; 982-1341; 1107-1215 
264/LI:1072074.10:2001MAY17 || 11-496; 11-476; 11-468; 11-467; 11-457; 11- 
456; 11-454; 11-434; 11-394; 11-486; 11-381; 11-319; 11-268; 11-767; 11- 
257; 14-626; 11-655; 11-433; 11-426; 13-557; 12-471; 12-418; 32-696; 22- 
710; 12-643; 59-623; 41-486; 55-551; 57-696; 66-690; 89-763; 110-743; 152- 
651; 152-673; 202-472; 228-737; 231-729; 271-892; 315-1007; 325-674; 328- 
697; 367-869; 439-1092; 462-676; 542-1177; 502-896; 606-977; 580-1027; 618- 
1338; 580-1026; 628-1264; 641-1156; 644-1149; 644-1146.; 659-1223; 660-1224; 
723-1244; 691-1163; 691-1164; 801-1375; 808-1372; 869-1619; 923-1413; 942- 
1159; 931-1576; 930-1417; 933-1417; 927-1354; 952-1796; 977-1279; 956-1495; 
978-1657; 1052-1657; 1058-1656; 1061-1656; 1098-1640; 1220-1843; 1196-1866; 
1204-1481; 1265-1608; 1243-1871; 1296-1759; 1349-1870; 1371-1611; 1372- 
1599; 1377-1639; 1379-1611; 1415-2048; 1425-1872; 1464-1953; 1485-2146; 
1509-2158; 1526-2214; .1595-2155; 1682-2186; 1696-1858; 1698-1959; 1706- 
2340; 1709-1965; 1711-2077; 1720-2071; 1720-1954; 1720-1938; 1720-1917; 
1727-2242; 1730-2209; 1738-2256; 1744-2268; 1749-1965; 1-645; 11-623; 11- 
502; 11-260; 11-589; 1-745; 11-573; 1-454; 6-609; 11-335; 11-552; 11-682; 
11-645; 11-615; 11-722; 11-511; 11-555; 11-520; 11-528; 11-658; 11-530; 11- 
364; 11-701; 11-595; 11-686; 11-660; 11-714; 11-593; 11-599; 11-642; 11- 
549; 11-670; 11-508; 11-495; 11-483; 2713-3074; 2717-3056; 2694-3063; 2721- 
3064; 2719-2977; 2720-3066; 2701-3062; 2709-2842; 2709-3063; 2713-3063; 
2716-3052; 2718-3061; 2710-3063; 2721-3065; 2746-3056; 2745-3016; 2745- 
2996; 2744-2971; 2724-2908; 2747-3063; 2750-3052; 2755-3065; 2755-3063; 
2746-3060; 2806-3059; 2809-3063; 2811-2953; 2814-3029; 2822-3059; 2819- 
3063; 2845-3063; 2846-3052; 2855-3064; 2878-2991; 2886-2945; 2888-3063; 
2892-3030; 2858-3001; 2919-3063; 2988-3052; 2991-3052; 2993-3052; 3000- 
3058; 2526-2814; 2526-2795; 2531-2767; 2558-2991; 2558-2743; 2562-3014; 
2562-2803; 2562-2789; 2550-2809; 2574-3026; 2553-2808; 2578-3079; 2585- 
3062; 2593-3028; 2599-3060; 2606-2844; 2614-3063; 2614-3059; 2594-2875; 
2618-2967; 2619-2754; 2597-3062; 2602-2962; 2605-2813; 2603-3059; 2604- 
3059; 2632-2817; 2639-3055; 2641-3060; 2645-3052; 2623-3052; 2688-3102; 
2651-3059; 2652-3063; 2632-2887; 2655-3063; 2657-2865; 2634-3063; 2640- 
3063; 2664-3062; 2642-3025; 2671-2961; 2647-3061; 2670-3072; 2673-3060; 
2672-3063; 2673-3061; 2675-3027; 2678-3052; 2682-3028; 2683-3064; 2684- 
3065; 2685-3066; 2687-3069; 2686-3052; 2687-3022; 2691-3063; 2688-3057; 
2689-3059; 2669-2921; 2671-3061; 2695-3056; 2701-3068; 2707-2980; 2685- 
3055; 2710-3059; 2687-3052; 2193-2471; 2194-2450; 2206-2601; 2281-2435; 
2281-2754; 2288-2515; 2288-2601; 2288-2525; 2288-2512; 2288-2486; 2288- 
2469; 2288-2435; 2304-2964; 2330-2608; 2332-2980; 2336-2802; 2341-2622; 
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2524-2800; 2351-2554; 2351-2828; 2353-2592; 2379-2914; 2384-2954; 2362- 
2686; 2387-2700; 2389-2942; 2367-2621; 2367-2442; 2394-2607; 2405-2766; 
2407-2579; 2408-2807; 2409-2620; 2409-2562; 2411-2952; 2399-2955; 2525- 
2808; 2389-2714; 2413-2672; 2420-2691; 2549-3023; 2408-2883; 2416-3035; 
2449-3019; 2447-2695; 2455-2750; 2455-2653; 2457-2726; 2445-3047; 2470- 
3033; 2475-2709; 2479-2823; 2483-2727; 2449-2969; 2449-2999; 2488-2816; 
2472-2986; 2472-3039; 2473-3061; 2481-3016; 2527-2609; 2510-2778; 2533- 
3017; 2524-2857; 2524-2790; 2524-2822; 2524-2816; 1765-1974; 1782-2008; 
1784-2085; 1787-2017; 1789-2256; 1792-2266; 1791-2036; 1793-2091; 1793- 
2075; 1798-2018; 1805-2218; 1810-2266; 1815-2112; 1822-2110; 1827-2026; 
1843-2113; 1842-2036; 1845-2266; 1846-2256; 1846-2378; 1845-2018; 1846- 
2090; 1854-2266; 1856-2031; 1876-2009; 1874-2066; 1894-2005; 1908-2266; 
1909-2177; 1931-2438; 1931-2182; 1934-2061; 2161-2395; 1941-2187; 2175- 
2384; 1941-2184; 1942-2237; 1945-2241; 1970-2182; 1975-2218; 2189-2256; 
2003-2451; 1983-2239; 1985-2236; 1988-2511; 1988-2214; 1983-2170; 2005- 
2266; 2017-2256; 2037-2268; 2041-2256; 2069-2536; 2191-2689; 2052-2388; 
2052-2256; 2053-2295; 2055-2449; 2057-2253; 2083-2238; 2092-2352; 2103- 
2693; 2129-2680; 2110-2354; 2124-2582; 2136-2417; 2153-2401 

265/LI:1072889.15:200lMAYl7 || 1945-2057; 1950-2076; 1951-2079; 1951-2076; 
1980-2082; 1983-2076; 1985-2076; 1985-2073; 1985-2040; 1988-2051; 2000- 
2076; 2010-2083; 2011-2080; 1942-2076; 1763-2076; 1766-2076; 1765-1896; 
1767-2081; 1769-2074; 1775-2080; 1779-2032; 1780-1947; 1788-2074; 1788- 
2076; 1788-2060; 1791-2013; 1792-2062; 1797-2070; 1800-2076; 1801-2036; 
1800-2080; 1814-2061; 1822-2080; 1831-2030; 1831-2001; 1833-2057; 1835- 
1903; 1835-2077; 1836-2076; 1838-2074; 1840-2075; 1841-2077; 1851-2056; 
1858-2076; 1859-2075; 1865-2084; 1865-2021; 1867-2085; 1866-2076; 1873- 
2076; 1875-2076; 1876-2076; 1876-2080; 1880-2066; 1881-2078; 1885-2097; 
1892-2076; 1907-2006; 1909-2079; 1909-2074; 1919-2015; 1921-2076; 1944- . 
2077; 1661-2038; 1663-1903; 1671-2076; 1673-2083; 1675-2076; 1674-1934; 
1683-2082; 1688-2074; 1689-2074; 1692-2076; 1694-2081; 1695-2074; 1697- 
1948; 1698-2070; 1720-1948; 1728-2080; 1725-1951; 1727-2077; 1727-2076; 
1733-2060; 1741-2076; 1752-2074; 1749-2079; 1750-2074; 1750-2006; 1698- 
1784; 1751-2091; 1699-2074; 1701-2076; 1751-2074; 1754-2081; 1703-2079; 
1765-1980; 1703-2076; 1753-2076; 1703-1980; 1704-2076; 1710-1959; 1712- 
2076; 1715-1951; 1716-2095; 1718-1953; 1758-2079; 1757-2078; 1761-2076; 
1301-1603; 1302-1536; 1313-1536; 1316-1588; 1322-1569; 1331-1729; 1331- 
1504; 1338-1721; 1340-1535; 1352-1581; 1367-1585; 1376-1660; 1396-1561; 
1391-1647; 1408-1600; 1412-2041; 1431-1876; 1431-1588; 1433-1582; 1422- 
1665; 1430-1764; 1424-1682; 1425-1702; 1426-2034; 1434-1726; 1441-1835; 
1440-1693; 1450-1901; 1473-1682; 1482-1592; 1484-1757; 1472-1610; 1481- 
1752; 1485-1631; 1496-1744; 1494-2052; 1491-2076; 1509-2076; 1497-2065; 
1498-1743; 1501-1801; 1502-1753; 1506-1867; 1538-1845; 1528-2033; 1533- 
1648; 1542-1743; 1553-1797; 1559-1814; 1569-1676; 1585-2038; 1596-2076; 
1595-2015; 1595-1697; 1607-2076; 1610-2076; 1610-2079; 1610-2081; 1611- 
2076; 1612-2076; 1618-2078; 1619-2038; 1618-1861; 1618-1849; 1620-2077; 
1623-1870; 1627-2081; 1628-2077; 1627-1804; 1640-2083; 1645-2076; 1640- 
2077; 1651-1855; 1651-1883; 1654-2083; 1655-2076; 1655-1905; 1658-2074; 
1660-2076; 1660-2078; 1662-2022; 1661-1904; 976-1313; 981-1582; 981-1218; 
981-1234; 981-1156; 1005-1111; 1027-1309; 1029-1586; 1029-1292; 1029-1286; 



1029- 


1270; 


1032- 


1325; 


1034- 


1266; 


1047- 


1210; 


1047- 


1572; 


1051- 


1553; 


1053- 


1341; 


1053 


-1313; 


1055 


-1324; 


1056 


-1283; 


1054 


-1365; 


1069 


-1249; 


1080 


-1337; 


1083- 


1408; 


1088- 


1337; 


1092- 


1408; 


1093- 


1326; 


1095- 


1512; 


1097- 


1279; 


1106- 


1354; 


1100 


-1355; 


1112 


-1354; 


1119 


-1531; 


1117 


-1315; 


1121 


-1235; 


1124 


-1319; 


1134- 


1351; 


1142- 


1491; 


1142- 


1472; 


1151- 


1668; 


1148- 


1470; 


1144- 


1429; 


1144- 


1364; 


1153 


-1674; 


1153 


-1598; 


1151 


-1379; 


1148 


-1489; 


1153 


-1570; 


1147 


-1365; 


1151- 


1410; 


1151- 


1386; 


1170- 


1666; 


1154- 


1371; 


1154- 


1325; 


1165- 


1598; 


1158- 


1366; 


1157 


-1292; 


1170 


-1679; 


1186 


-1305; 


1170 


-1314; 


1175 


-1325; 


1177 


-1628; 


1187- 


1460; 


1186- 


1392; 


1190- 


1521; 


1197- 


1381; 


1198- 


1468; 


1199- 


1461; 


1199- 


1450; 


1201 


-1486; 


1200 


-1465; 


1198 


-1445; 


1199 


-1495; 


1199 


-1320; 


1202 


-1445; 


1203- 


1484; 


1211- 


1477; 


1217- 


1780; 


1217- 


1482; 


1217- 


1459;. 


1217- 


1441; 


1216- 
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1498; 1234-1554; 1242-1492; 1243-1356; 1252-1480; 1252-1504; 1254-1525; 
1256-1533; 1258-1612; 1257-1526; 1258-1534; 1260-1527; 1259-1503; 1259- 
1464; 1262-1323; 1265-1490; 1265-1415; 1273-1486; 1291-1571; 339-773; 342- 
425; 342-670; 362-648; 375-663; 388-623; 400-655; 416-666; 426-623; 414- 
677; 432-681; 464-715; 477-527; 483-1150; 501-643; 495-666; 525-659; 536- 
609; 556-1154; 572-1191; 574-874; 580-1058; 598-1132; 597-858; 606-873; 
622-859; 614-1047; 631-1191; 635-1132; 636-869; 653-1045; 660-910; 660-884; 
674-1062; 676-940; 664-922; 667-909; 672-908; 688-872; 676-894; 677-1294; 
679-900; 690-930; 738-1112; 739-1131; 743-1027; 759-974; 764-1016; 761- 
1006; 767-823; 774-1073; 787-1054; 795-1379; 806-1324; 809-1088; 809-1085; 
809-1033; 833-1324; 833-1311; 839-1214; 840-1375; 840-1264; 842-1161; 852- 
1100; 842-1375; 853-1359; 855-1125; 858-1130; 861-1129; 875-1032; 864-914; 
871-1438; 877-1120; 897-1156; 900-1469; 915-1104; 904-1142; 921-1139; 921- 
1100; 922-1198; 922-1136; 912-1153; 925-1293; 918-1177; 931-1221; 940-1172; 
943-1221; 943-1190; 952-1221; 953-1232; 956-1282; 951-1450; 952-1230; 967- 
1213; 966-1055; 971-1192; 973-1216; 975-1211; 965-1400; 967-1396; 967-1443; 
966-1219; 980-1116; 972-1536; 1-445; 1-177; 45-185; 66-179; 66-186; 66-207; 
66-423; 66-180; 66-193; 66-177; 66-178; 66-176; 66-364; 68-177; 129-448; 
191-313; 193-569; 224-441; 239-436; 255-453; 255-513; 257-538; 261-623; 
261-486; 262-499; 265-515; 268-524; 277-562; 277-579; 264-513; 279-523; 
281-639; 289-607; 296-626; 296-456; 296-428; 296-405; 297-740; 297-778; 
297-673; 297-425; 303-400; 289-529; 305-568; 306-603; 307-394; 308-411; 
311-583; 310-533; 311-382; 296-410; 311-635; 311-607; 311-587; 311-566; 
311-524; 311-493; 311-449; 311-455; 311-430; 311-424; 311-413; 311-405; 
311-392; 311-390; 311-432; 311-411; 311-567; 311-362; 316-558; 316-570; 
319-607; 320-504; 308-568; 322-677; 322-699; 311-492; 324-581; 331-547; 
328-595; 331-568; 339-578; 170-233; 226-309 

266/LI:1077480.1:200lMAY17 || 1289-1454; 1034-1384; 671-1375; 671-765; 477- 
743; 1-743 

267/LI:1079555.1:200lMAYl7 || 856-1334 ;. 519-1295 ; 4-1132; 409-1064; 724- 
1049; 670-1049; 564-1047; 604-1046; 747-1046; 879-1045; 826-1046; 801-1046; 
491-1046; 591-1030; 460-1030; 453-1022; 427-977; 466-964; 674-957; 450-932; 
394-947; 444-945; 212-945; 793-930; 688-864; 437-805; 528-791; 238-779; 
279-748; 1-743; 620-703; 93-682; 179-620; 377-541; 379-484; 1-426; 169-396 
268/LI:1084992.28:200lMAYl7 || 221-782; 412-791; 525-785; 652-783; 1-537; 
1-255 

269/LI:1085472.5:2001MAY17 || 1-386; 1-548; 68-694; 179-606; 204-866; 323- 
636; 427-849; 445-998; 458-998; 491-856; 497-786; 791-1209; 845-1234; 899- 
1521; 985-1154; 990-1217; 1009-1207; 1045-1548; 1049-1651; 1049-1445; 1128- 
1625; 1130-1261; 1186-1724; 1188-1421; 1240-1573; 1290-1594; 1305-1572; 
1371-1990; 1460-1951; 1554-1724; 1564-2136; 1702-2133; 1744-2140; 1751- 
2270; 1782-2258; 1792-2253; 1809-2085; 1836-2253; 1904-2253; 1929-2253; 
1952-2253; 2090-2694; 2097-2253; 2097-2688; 2179-2253; 2415-2823; 2546- 
2861; 2550-2949; 2550-2672; 2550-3074; 2550-2935; 2550-2878; 2550-2761; 
2550-2748; 2550-2738; 2550-2727; 2550-2658; 2550-2645; 2550-2626; 2550- 
2604; 2550-2616; 2550-3028; 2550-2736; 2571-2815; 2577-3174; 2577-2724; 
2598-3145; 2604-2992; 2617-3022; 2617-3103; 2625-3277; 2647-2919; 2717- 
2874; 2720-2938; 2766-3170; 2766-3014; 2769-3254; 2769-3011; 2772-3063; 
2787-2937; 4024-4573; 4024-4761; 4029-4283; 4146-4762; 4162-4761; 4208- 
4762; 4267-4771; 4279-4755; 4287-4762; 4291-4771; 4329-4762; 4382-4627; 
4442-4763; 4503-4771; 4516-4637; 2798-3416; 2808-3023; 2819-3043; 2827- 
3131; 2830-3199; 2846-3083; 2866-3428; 2889-3145; 2906-3520; 2925-3122; 
2936-3414; 2951-3185; 2974-3216; 2986-3238; 2997-3131; 2999-3271; 3004- 
3149; 3025-3407; 3068-3505; 3068-3325; 3070-3539; 3072-3325; 3073-3446; 
3074-3567; 3077-3230; 3090-3542; 3091-3421; 3136-3368; 3143-3410; 3171- 
3629; 3171-3380; 3173-3403; 3194-3477; 3214-3901; 3219-3411; 3223-3500; 
3231-3620; 3231-3487; 3233-3455; 3275-3523; 3291-3715; 3297-3770; 3307- 
3699; 3322-3604; 3321-3562; 3357-3522; 3367-3701; 3384-3810; 3389-3804; 
3390-3594; 3393-4007; 3395-3836; 3411-3729; 3419-3952; 3433-4009; 3432- 
3619; 3442-3580; 3452-3957; 3475-3734; 3479-4005; 3521-3735; 3535-3812; 
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3561-3810; 3562-3799; 3564-4032; 3564-3819; 3571-3821; 3571-4052; 3578- 
4045; 3579-4101; 3582-4040; 3581-3963; 3589-4047; 3584-3866; 3586-4044; 
3587-3834; 3589-4044; 3589-4040; 3599-4045; 3601-4043; 3604-4045; 3606- 
4006; 3606-4043; 3607-4045; 3607-4037; 3609-3879; 3611-4045; 3611-3969; 
3611-4040; 3613-4045; 3549-3833; 3569-3944; 3560-3964; 3561-3971; 3570- 
3968; 3647-3935; 3576-3970; 3580-3974; 3581-3966; 3582-3969; 3591-4063; 
3660-4103; 3597-3969; 3597-3920; 3600-4027; 3604-3881; 3650-4004; 3688- 
4183; 3655-3932; 3656-3904; 3695-3930; 3664-3900;' 3665-3970; 3670-4009; 
3704-3824; 3677-3937; 3721-3989; 3733-3952; 3680-3981; 3707-3980; 3709- 
4004; 3746-4331; 3718-4004; 3720-4103; 3718-3965; 3718-3964; 3705-3972; 
3714-3967; 3767-4004; 3768-4009; 3770-4007; 3799-4004; 3819-4009; 3831- 
4009; 3831-4008; 3809-3981; 3879-4046; 3883-4150; 3834-3981; 3839-3980; 
3848-3986; 3991-4296 

270/LI:1086800.7:200lMAYl7 || 1704-1842; 1867-2393; 1976-2237; 2086-2372; 
2216-2493; 2334-2697; 2407-2693; 2511-2634; 3256-3736; 3388-3891; 3637- 
3868; 3771-4053; 3854-4253; 4175-4688; 4220-4714; 4331-4717; 4396-4963; 
4436-4692; 4448-4802; 4507-4778; 4551-4989; 4874-4995; 1-625; 31-518; 31- 
296; 53-191; 184-445; 396-784; 419-967; 419-914; 423-637; 534-1058; 610- 
1075; 610-961; 626-913; 756-1380; 1035-1615; 1384-2032; 1403-2002; 1404- 
2020; 1403-1983; 1403-1665; 1403-1552; 1403-1587; 1407-1809; 1407-1667; 
1410-1694; 1584-2069; 1616-2187; 1704-2158; 1704-2121; 1704-2137; 1704- 
1891; 1757-2505; 1765-2191; 1808-2263; 1843-2212; 1879-1997; 1896-2443; 
1924-2136;' 1928-2161; 1984-2484; 2020-2681; 2019-2484; 2073-2611; 2107- 
2496; 2116-2484; 2117-2491; 2198-2497; 2216-2473; 2218-2484; 2261-2539; 
2271-2626; 2331-2489; 2342-2825; 2342-2680; 2383-2484; 2435-2991; 2408- 
2697; 2402-3179; 2463-2694; 2466-3125; 2587-3163; 2630-3211; 2666-3298; 
2805-3054; 2805-3046; 2808-3005; 2808-3021; 2898-3393; 3020-3278; 3030- 
3307; 3179-3456; 3188-3462; 3279-3465; 3319-3451; 3323-3456; 3353-3820; 
3389-3456; 3587-3840; 3612-3879; 3615-3825; 3627-3893; 3643-3918; 3663- 
3901; 3672-3975; 3692-3948;. 3783-4173; 3783-4154; 3783-4024; 3838-4061; 
3854-4007; 4163-4647; 4174-4581; 4174-4530; 4174-4365; 4183-4829; 4206- 
4470; 4215-4723; 4215-4639; 4228-4421; 4229-4681; 4245-4483; 4316-4745; 
4361-4800; 4369-4910; 4371-4959; 4380-4955; 4382-4664; 4406-4927; 4428- 
4943; 4434-4799; 4434-4911; 4441-4983; 4464-4917; 4474-4987; 4481-4939; 
4481-5008; 4495-4995; 4522-4968; 4534-4993; 4535-4980; 4541-4995; 4552- 
4996; 4554-4983; 4554-4947; 4554-4789; 4555-4990; 4577-4989; 4594-4995; 
4597-4995; 4612-4996; 4619-4954; 4617-4931; 4622-4853; 4624-4948; 4624- 
4995; 4651-5006; 4655-4995; 4657-4989; 4663-5013; 4682-5002; 4730-4997; 
4730-4993; 4783-4983; 4783-4955; 4784-4990; 4785-4999; 4785-4995; 4796- 
4962; 4798-4995; 4831-4997; 4846-4995; 4929-4993 
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4644- 


4879; 


4690- 


4893; 


4694- 


4965; 


4699- 


4880; 


4700- 


4886; 


4703- 


4964; 


4709- 


4878; 


4733 


-5267; 


4744 


-5011; 


4744 


-5260; 


4768 


-5001; 


4770 


-5058; 


4770 


-4961; 


4791- 


5401; 


4788- 


5261; 


4794- 


5069; 


4801- 


5012; 


4835- 


5115; 


4879- 


5435; 


4879- 


5112; 


4883 


-5162; 


4941 


-5117; 


4951 


-5245; 


4956 


-5496; 


4956 


-5399; 


4956 


-5065; 


4971- 


5065; 


4973- 


5182; 


4980- 


5266; 


5079- 


5520; 


5084- 


5367; 


5139- 


5397; 


5143- 


5416; 


5169 


-5442; 


5179 


-5659; 


5179 


-5425; 


5186 


-5467; 


5115 


-5480; 


5231 


-5518; 


5234- 


5428; 


5237- 


5622; 


5245- 


5539; 


5246- 


5777; 


5246- 


5738; 


5257- 


5420; 


5264- 


5511; 


5278 


-5671; 


5314 


-5584; 


5320 


-5777; 


5329 


-5777; 


5330 


-5595; 


5338 


-5782; 


5360- 


5779; 


5373- 


5629; 


5382- 


5632; 


5382- 


5595; 


5403- 


5873; 


5410- 


5666; 


5425- 


5687; 


5450 


-5828; 


5473 


-5871; 


5482 


-5872; 


5488 


-5869; 


5492 


-5743; 


5523 


-5785; 


3338- 


3825; 


3396- 


3806; 


3408- 


3653; 


3407- 


3643; 


3408- 


3929; 


3408- 


3636; 


3417- 


3550; 


3427 


-3748; 


3479 


-3756; 


3486 


-3721; 


3570 


-3834; 


3643 


-4076; 


3654 


-3929; 


3705- 


4174; 


3736- 


4206; 


3736- 


4264; 


3774- 


4340; 


3782- 


3900; 


3813- 


4356; 


3830- 


4129; 


3840 


-4354; 


3840 


-4103; 


3851 


-4081; 


3858 


-4112; 


3868 


-4103; 


3871 


-4145; 


3880- 


4171; 


3887- 


4185; 


3890- 


4447; 


3921- 


4182; 


3920- 


4164; 


3921- 


4164; 


3926- 


4219; 


3938 


-4182; 


3944 


-4405; 


3950 


-4477; 


3965 


-4221; 


3983 


-4416; 


3983 


-4190; 


3983- 


4388; 


3983- 


4128; 


3985- 


4209; 


3986- 


4131; 


3987- 


4446; 


3989- 


4199; 


3990- 


4425; 


3991 


-4276; 


3996 


-4263; 


4001 


-4190; 


4003 


-4190; 


4003 


-4276; 


4015 


-4265; 


4025- 


4264; 


4105- 


4407; 


4106- 


4274; 


4106- 


4346; 


4134- 


4357; 


4175- 


4409; 


4178- 



324 



WO 02/083876 



PCT/US02/09921 



Table 3 

4409? 4185-4598; 4207-4309; 4220-4453; 4309-4468; 4336-4717; 4350-4730; 
4389-4845; 4415-4696; 4423-4886; 4484-4890; 4491-4856; 4498-4751; 4506- 
4966; 4509-4960; 4527-4886; 4559-4886; 4558-4799; 4567-4890; 4627-4964; 1- 
611; 377-936; 378-936; 378-933; 378-922; 378-836; 416-764; 533-889; 561- 
1193; 649-1195; 734-4886; 756-936; 810-900; 872-936; 886-1444; 1237-1724; 
1292-1662; 1292-1564; 1479-1751; 1672-2337; 1672-2247; 1810-2037; 1834- 
2210; 1858-2063; 1947-2071; 1950-2239; 2067-2407; 2177-2758; 2204-2466; 
2269-2872; 2271-2515; 2349-2946; 2464-2893; 2518-2738; 2535-2975; 2612- 
3053; 2615-2860; 2617-3140; 2653-2894; 3001-3452; 3035-3503; 3065-3556; 
3078-3396; 3153-3402; 3197-3613; 3198-3526; 3300-3554; 3308-3512; 1-118; 
1301-1923; 1823-2370; 1950-2111; 2311-2952; 2608-2868; 2757-3232; 3153- 
3614; 3311-3553; 3999-4321; 4056-4296; 4172-4678; 4214-4658; 4380-4845; 
4495-4886; 4554-4960; 5246-5501; 5319-5525; 5356-5827; 5384-5779; 5480- 
5777; 5523-5771; 5707-5783; 5546-5813; 5554-5832; 5562-5777; 5583-5766; 
5606-5872; 5676-5916; 5713-5917; 5684-5766; 5726-5899 

272/IiI: 110297. 6 :2001MAY17 || 1525-1784; 1712-2149; 1806-2044; 1851-2020; 
1916-2149; 1996-2242; 2036-2397; 2103-2402; 2177-2345; 2279-2391; 1-391; 
82-368; 82-321; 162-720; 196-457; 323-569; 459-679; 535-832; 555-1149; 555- 
1147; 564-795; 564-1051; 565-1015; 564-1004; 564-1013; 564-1155; 564-1074; 
564-1038; 564-977; 565-1173; 564-1198; 584-1195; 639-935; 642-850; 659- 
1181; 698-1172; 882-1457; 887-1413; 930-1453; 930-1537; 941-1464; 944-1374; 
943-1504; 949-1519; 947-1612; 994-1631; 1025-1646; 1057-1146; 1098-1533; 
1098-1468; 1103-1292; 1115-1728; 1120-1694; 1149-1650; 1226-1800; 1246- 
1503; 1288-1928; 1301-1783; 1306-1857; 1315-1784; 1350-1737; 1352-1465; 
1356-1985; 1357-1898; 1363-1784; 1388-1784; 1424-1933; 1433-1733; 1494- 
1727; 1524-1939; 1532-1784; 1533-2006; 1568-1784; 1568-1968; 1673-1862; 
.1787-2339; 1806-2347; 1806-2397; 1806-2149; 1836-2091; 1845-2149; 1845- 
2148; 1858-2020; 1879-2354; 1879-2361; 1892-2342; 1923-2149; 1930-2403; 
1930-2179; 1944-2207; 1992-2374; 2012-2265; 2022-2397; 2024-2404; 2027- 
2291; 2036-2394; 2044-2397; 2077-2397; 2119-2354; .2119-2402; 2149-2391; 
2160-2391; 2188-2399; 2199-2359; 2206-2400; 2206-2395; 2239-2402 
273/LI: 1143463. 8 :2001MAY17 || 890-1571; 1047-1621; 1103-1767; 1190-1540; 
1296-1935; 2170-2329; 3274-3650; 3419-3486; 3462-3638; 3659-3773; 3843- 
4062; 3906-4171; 4263-4519; 4304-4670; 4355-4622; 4412-4677; 4445-5117; 
4488-4666; 4757-4941; 4759-5133; 4811-5128; 4842-5067; 4847-5081; 4879- 
5128; 4885-5300; 4928-5340; 5068-5515; 5068-5323; 5069-5490; 5162-5569; 
5173-5540; 5214-5360; 79-784; 170-809; 173-817; 207-813; 241-738; 274-872; 
279-815; 315-432; 362-977; 360-999; 376-768; 386-1176; 393-1075; 397-1042; 
473-1144; 528-1193; 587-1284; 626-1212; 630-1249; 1-522; 650-1193; 654- 
1193; 692-1418; 728-827; 1-219; 16-281; 748-1328; 783-1340; 803-1450; 15- 
642; 839-1432; 15-320; 850-1294; 15-611; 10-419; 16-594; 893-1572; 965- 
1643; 994-1193; 989-1598; 1055-1693; 1060-1299.; 17-240; 1071-1561; 1077- 
1621; 1092-1441; 17-285; 1113-1806; 1131-1884; 18-305; 1165-1302; 1176- 
1410; 1193-1760; 1200-1638; 1217-1775; 1223-1848; 1269-1869; 1299-1883; 
1317-2032; 1360-1690; 18-209; 28-548; 35-479; 37-507; 39-646; 5234-5631; 
5237-5631; 5241-5742; 5246-5807; 5252-5631; 5284-5631; 5286-5840; 5293- 



5616; 


5300 


-5480; 


5317 


-5616; 


5347 


-5620; 


5349 


-5622; 


5356 


-5772; 


5369 


-5738; 


5374- 


5768; 


5400- 


5564; 


5406- 


5617; 


5463- 


5779; 


5481- 


5616; 


5497- 


5617; 


5706- 


5768; 


5009 


-5128; 


5016 


-5563; 


5018 


-5455; 


5019 


-5576; 


5019 


-5455; 


5023 


-5300; 


5029- 


5393; 


5038- 


5302; 


5059- 


5627; 


5068- 


5459; 


5068- 


5495; 


5068- 


5507; 


5068- 


5494; 


5068 


-5285; 


5068 


-5517; 


5068 


-5286; 


5068 


-5428; 


5068 


-5496; 


5068 


-5445; 


5068- 


5539; 


5068- 


5485; 


5068- 


5556; 


5068- 


5426; 


5069- 


5550; 


5068- 


5498; 


5068- 


5497; 


5068 


-5484; 


5068 


-5345; 


5068 


-5583; 


5068 


-5408; 


5069 


-5566; 


5068 


-5492; 


5068- 


5551; 


5069- 


5514; 


5140- 


5302; 


5147- 


5629; 


5152- 


5626; 


5162- 


5370; 


5162- 


5591; 


5164 


-5568; 


5162 


-5275; 


5176 


-5736; 


5187 


-5631; 


5214 


-5325; 


5214 


-5631; 


5215- 


5563; 


5221- 


5566; 


4609- 


5064; 


4629- 


4871; 


4629- 


4873; 


4704- 


5029; 


4704- 


5164; 


4720 


-5128; 


4729 


-4979; 


4730 


-5147; 


4730 


-5128; 


4489 


-4669; 


4730 


-4996; 


4730- 


5009; 


4757- 


4993; 


4757- 


5294; 


4759- 


5003; 


4492- 
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5128; 4846-5224; 4847-5128; 4858-5219; 4877-5128; 4879-5129; 4878-5128; 
4517-4821; 4881-5303; 4881-5219; 4885-5128; 4516-4676; 4903-5128; 4907- 
5302; 4939-5393; 4950-5298; 4972-5325; 4529-4812; 4566-4855; 4586-5087; 
4602-4860; 4992-5302; 5009-5263; 3915-4140; 3917-4098; 3924-4109; 4098- 
4441; 4099-4457; 3935-4225; 4119-4307; 4122-4644; 4122-4711; 3959-4298; 
3963-4468; 4151-4263; 4014-4633; 4016-4203; 4157-4310; 4029-4204; 4045- 
4194; 4046-4428; 4056-4496; 4159-4611; 4080-4674; 4092-4350; 4096-4323; 
4099-4458; 4159-4538; 4159-4633; 4162-4376; 4201-4659; 4226-4509; 4235- 
4777; 4235-4510; 4236-4480; 4243-4494; 4269-4669; 4273-4518; 4271-4446; 
4288-4547; 4291-4676; 4305-4568; 4312-4619; 4334-4614; 4347-4713; 4357- 
4613; 4357-4419; 4384-4457; 4411-4523; 4419-4909; 4431-4673;. 4441-4662; 
4445-4994; 4456-4676; 4470-4641; 4473-4710; 4480-4950; 4486-5061; 2177- 
2624; 2184-2627; 2188-2583; 2203-2623; 2223-2625; 2251-2624; 2258-2618; 
2266-2575; 2315-2624; 2321-2618; 2332-2676; 2397-2637; 2409-2624; 2409- 
2622; 2425-2624; 2440-2612; 2471-2617; 2569-2849; 2569-2754; 2569-3071; 
2585-3166; 2696-2899; 2734-2949; 2739-3036; 2744-3133; 2883-3116; 2916- 
3146; 2916-3142; 2947-3158; 3008-3612; -3027-3165; 3139-3307; 3147-32.40; 
3152-3690; 3156-3599; 3161-3491; 3163-3446; 3210-3456; 3242-3321; 3310- 
3942; 3399-3596; 3418-3486; 3443-3697; 3453-3684; 3461-4098; 3488-3754; 
3503-3740; 3572-4219; 3685-3829; 3695-3932; 3707-3901; 3727-3927; 3843- 
4099; 3848-4072; 3855-4091; 3886-3976; 3900-4128; 1370-1621; 1393-2015; 
1399-1941; 1405-1790; 1419-2044; 1434-1851; 1446-1829; 1451-1934; 1470- 
1711; 1487-2053; 1497-1885; 1502-2054; 1515-2281; 1532-2178; 1561-2215; 
1571-2033; 1573-1852; 1613-2149; 1620-2123; 1722-2127; 1733-2151; 1758- 
2357; 1743-2369; 1811-2352; 1837-2240; 1892-2133; 1933-2520; 1965-2630; 
1977-2559; 1998-2486; 2007-2346; 2019-2628; 2024-2217; 2029-2662; 2030- 
2300; 2072-2617; 2121-2579; 2139-2622; 2152-2625; 2155-2622; 2163-2622; 
2167-2624; 2174-2618; 1360-1566; 2173-2329 

274/LI:1144466.1:200lMAYl7 || 1052-1581; 1154-1455; 1232-1689; 1319-1664; 
1458-1678; 1530-1620; 1965^-2223; 19.73-2194; 1980-2191; 2115-2167; 1-193; 1- 
444; 134-707; 148-659; 154-715; 295-446; .407-818; 458-1048; 458-881; 458- 
870; 458^1015; 458-875; 458-792; 458-939; 458-905; 458-984; 458-934; 458- 
986; 458-1008; 460-659; 498-768; 611-1099; 608-1286; 607-1089; 655-1315; 
656-1275; 660-1253; 670-939; 670-947; 671-1350; 671-1263; 670-1302; 670- 
1192; 670-1152; 670-1160; 670-1081; 671-1271; 671-1238; 674-998; 701-1257; 
712-951; 718-1205; 723-1226; 735-1252; 744-1260; 768-1359; 767-1367; 815- 
1426; 857-1500; 885-1515; 892-1513; 955-1158; 973-1563; 996-1580; 1013- 
1458; 1020-1561; 1023-1311; 1023-1307; 1056-1710; 1050-1563; 1053-1580; 
1104-1532; 1106-1523; 1134-1372; 1176-1543; 1219-1679; 1227-1664; 1217- 
1578; 1232-1487; 1277-1662; 1290-1678; 1310-1664; 1329-1664; 1391-1664; 
1425-1679; 1445-2076; 1459-1664; 1451-1580; 1467-1664; 1483-1679; 1495- 
2041; 1546-1664; 1690-2093; 1958-2182; 1960-2194; 1968-2223; 1973-2173; 
1973-2218; 1973-2204; 1973-2201; 1980-2030; 1980-2188; 1980-2099; 2069- 
2200; 2078-2207; 2099-2201; 2143-2201 

275/LI:1170624.2:2001MAY17 || 1-468; 30-523; 30-579; 30-657; 176-365; 237- 
799; 257-538; 386-799; 502-903; 631-1136 

276/LI:1171602.39:200lMAY17 || 1-191; 1-196; 1-214; 30-703; 120-700; 378- 
606 

277/LI:1182361.3:2001MAY17 || 1-600; 1-260; 2-221; 1-605; 1-621; 1-483; 1- 
484; 1-475; 1-377; 1-537; 1-635; 39-694; 56-441; 73-651; 196-750; 165-674; 
164-669; 210-695; 234-511; 284-737 

278/LI: 1188194. 15 :2001MAY17 || 705-994; 746-1005; 1317-1629; 1317-1613; 
1317-1377; 1317-1428; 1-588; 18-604; 74-533; 202-793; 207-804; 240-804; 
260-448; 276-448; 316-841; 313-930; 317-1030; 317-829; 344-911; 336-973; 
343-1008; 347-993; 347-448; 379-946; 634-1003; 628-1007; 727-903; 731-962; 
734-1002; 733-1011; 746-998; 747-1012; 746-1007; 746-797; 746-1011; 755- 
996; 764-1005; 764-1037; 764-995; 764-1010; 764-996; 764-1004; 764-961; 
764-906; 764-904; 764-867; 764-863; 764-1074; 765-1007; 760-991; 761-1422; 
764-1105; 764-997; 772-900; 764-979; 764-994; 754-994; 769-1404; 772-1030; 
772-1369; 772-1004; 783-1016; 780-1011; 798-1004; 801-1004; 810-1377; 808- 
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1002; 809-1020; 815-1011; 808-1430; 815-1016; 817-994; 828-1011; 835-1483; 
847-1356; 846-1518; 862-1460; 874-1002; 879-1508; 881-1476; 891-1019; 892- 
994; 891-1382; 893-1525; 895-1492; 911-1437; 908-1515; 907-1464; 917-1529; 
915-1603; 928-1411; 933-994; 936-1410; 939-1002; 953-1460; 963-1549; 962- 
1503; 1150-1591; 1308-1707; 1311-1808; 1312-1664; 1311-1871; 1311-1870; 

1316- 1459; 1317-1389; 1317-1836; 1317-1679; 1317-1767; 1317-1516; 1317- 
1797; 1317-1653; 1317-1383; 1317-1372; 1317-1590; 1317-1579; 1317-1568; 

1317- 1622; 1356-1807; 1384-1988; 1414-1771; 1593-1717 

279/LI:1189195.7:2001MAY17 || 740-1224; 756-965; 791-1418; 801-1021; 811- 
1419; 913-1507; 973-1484; 1012-1117; 1024-1420; 1024-1245; 1029-1234; 1035- 
1470; 1146-1726; 1203-1459; 1212-1491; 1225-1756; 1226-1612; 1226-1584; 
1277-1498; 1417-1623; 1481-1722; 1488-1722; 1558-1722; 1558-1984; 1578- 
1810; 1686-1953; 1-350; 38-602; 38-573; 38-565; 38-429; 38-299; 49-685; 93- 
186; 96-517; 104-610; 112-352; 177-655; 178-710; 178-576; 188-646; 188-603; 
206-673; 206-681; 206-474; 207-648; 212-657; 238-613; 238-677; 238-671; 
238-672; 238-664; 238-668; 238-535; 238-450; 240-596; 240-414; 264-821; 
330-694; 344-892; 346-887; 346-733; 349-919; 360-978; 373-841; 379-981; 
388-949; 388r845; 391-845; 409-816; 434-824; 437-939; 448-845; 456-953; 
458-887; 476-919; 471-848; 472-951; 478-937; 479-755; 480-845; 485-907; 
492-950; 493-844; 515-966; 537-950; 539-1212; 549-938; 552-951; 560-1004; 
559-913; 564-828; 580-950; 597-1116; 632-1214; 646-963; 651-1224; 650-1084; 
674-1117; 690-1187; 695-1120; 696-1224; 699-1102; 703-1121; 711-1223; 716- 
1240 

280/LI:1190092.13:200lMAYl7 || 1-488 

281/LI:1190318.4:2001MAY17 || 301-467; 302-466; 394-1014; 394-944; 412- 
1025; 451-985; 494-1066; 508-1105; 519-1107; 528-1105; 541-1110; 581-1063; 
585-1105; 614-1122; 634-1077; 639-1105; 639-1106; 640-1098; 641-1105; 646- 
1105; 642-844; 646-1104; 656-1122; 660-1105; 671-1105; 672-1104; 673-1122; 
679-1077; 680-1105; 678-1105; 680-1125; 692-1105; 698-1105; 703-1105; 717- 
1123; 721-1113; 742-1105; 799-1105; 824-1105; 842-1113; 871-1108; 870-1106; 
886-1051; 937-1102; 936-1101; 1-562;. 19-560; 19-559; 19-544; 19-416; 19- 
395; 65-556; 119-644; 137-679; 227-379; 242-729; 242-673; 245-733; 249-463; 
248-799; 269-532; 269-531; 269-810; 272-547; 284-596 
282/LI: 144233. 1:2001MAY17 || 1-235; 1-242; 1-232; 87-723 

283/LI: 154608. 1:2001MAY17 || 1-239; 1-255; 1-463; 53-341; 83-374; 228-754; 
228-384; 299-730; 537-757; 612-922 

284/LI:170101.1:2001MAY17 |( 1-193; 80-578; 80-360; 164-575; 166-438; 352- 
539; 472-1085; 492-578; 492-564; 492-926; 663-889; 680-1160; 812-1100; 840- 
1012; 840-999; 854-993; 975-1160; 979-1127 

285/LI:180043.1:2001MAY17 || 1-624; 695-1070; 560-689; 563-685; 590-991; 
590-1121; 592-858; 634-924; 686-1082; 744-1082; 747-1070; 868-1070; 914- 
1070 

286/LI: 193050. 1:2001MAY17 || 1-637; 34-637; 48-637; 294-782; 327-567; 414- 
556; 414-877; 562-1043; 575-796; 862-1182; 884-1011; 898-1040; 933-1197; 
1083-1488; 1121-1378; 1121-1483; 1330-1489; 1330-1487; 1407-1487; 1426- 
1475; 1426-1912; 1791-2085; 1793-1960; 1793-1898; 1793-1953; 1793-2259; 
1793-2141; 1797-1884; 1803-2017; 1822-2101; 1822-2217; 1847-2288; 1857- 
2309; 1872-2332; 1886-2330; 1888-2183; 1896-2328; 1898-2322; 1916-2328; 
1967-2321; 1976-2320; 1981-2301; 2000-2233; 2032-2322; 2055-2295; 2084- 
2323; 2137-2324; 2154-2321 

287/LI:197477.31:2001MAY17 || 1-598; 185-392; 185-607; 439-1303; 452-1155; 
520-707; 643-1353; 823-1155; 1022-1292; 1029-1220; 1121-1694; 1177-1735; 
1186-1495; 1249-1746; 1254-1654; 1315-1694; 1320-1744; 1320-1820; 1323- 
1703; 1336-1889; 1357-1740; 1358-1704; 1359-1703; 1416-1879; 1370-1650; 
1378-1810; 1379-1951; 1391-1900; 1419-1892; 1445-1654; 1443-1582; 1444- 
1810; 1450-1959; 1454-1909; 1459-1906; 1461-1901; 1466-1729; 1468-1907; 
1469-1967; 1473-1909; 1475-1943; 1475-1820; 1479-1753; 1485-1741; 1485- 
1772; 1486-1737; 1490-1947; 1492-1942; 1494-1946; 1495-1755; 1495-1739; 
1498-1950; 1502-1950; 1507-1947; 1509-1777; 1514-1949; 1516-1907; 1516- 
1794; 1519-1764; 1525-1941; 1535-1953; 1536-1793; 1557-1947; 1559-1822; 
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1561-1937; 1573-1945; 1576-1654; 1581-1944; 1585-1945; 1594-1834; 1595- 
1946; 1597-1852; 1599-1784; 1605-1950; 1610-1947; 1609-1936; 1619-1947; 
1620-1938; 1620-1796; 1646-1950; 1745-1939; 1454-1845; 1453-1929; 1151- 
1835; 1399-1826; 1485-1948 

288/LI:199639.12:2001MAY17 || 1332-1596; 1340-1629; 1387-1792; 1385-1843; 
1394-1700; 447-681; 1396-1700; 1401-1791; 1402-1701; 1405-1701; 473-709; 
1406-1798; 1411-1697; 1418-1856; 1414-1700; 1415-1791; 1415-1751; 521-733; 
724-1252; 1418-1788; 791-1067; 953-1132; 956-1071; 1060-1465; 1060-1253; 
1086-1696; 1148-1253; 1156-1765; 1180-1272; 1182-1272; 1185-1597; 1418- 
1730; 1418-1728; 1191-1682; 1207-1540; 1216-1677; 388-489; 403-669; 406- 
508; 411-655; 412-687; 416-668; 417-785; 428-858; 428-743; 430-732; 441- 
1231; 1-354; 25-343; 114-638; 160-659; 209-459; 359-611; 387-735; 388-591; 
388-522; 1794-1951; 1804-2061; 1808-2365; 1811-2044; 1817-2098; 1820-2340; 
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1834- 
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1924 
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2376; 
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2379; 
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2376; 


1960 
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2381; 


2011- 
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2060- 


2373; 


2142- 


2389; 
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2310; 


2258- 


2376; 


2317 


-2369; 


1418 


-1703; 


1418 


-1701; 


1418 


-1698; 


1418 


-1697; 


1418 


-1564; 


1418- 


1692; 


1418- 


1828; 


1418- 


1682; 


1422- 


1649 ?l 


1429- 


1609; 


1418- 


1674; 


1418- 


1604; 


1418 


-1557; 


1435 


-1734; 


1418 


-1525; 


1418 


-1516; 


1436 


-1704; 


1436 


-1699; 


1442- 


2048; 


1448- 


1716; 


1451- 


1869; 


1456- 


1703; 


1456- 


1702; 


1456- 


1663; 


1453- 


2049; 


1464 


-1779; 


1469 


-1858; 


1418 


-1481; 


1470 


-1663; 


1475 


-1663; 


1493 


-1663; 


1470- 


1873; 


1495- 


1760; 
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1663; 


1507- 
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1509- 


2010; 


1527- 


2168; 


1537- 
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-1697; 


1470 


-1831; 


1471 


-1700; 


1472 


-1841; 


1564 


-1758; 


1567 


-1792; 


1569- 


2175; 


1581- 


1819; 


1585- 


1865; 


1591- 


1810; 
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2114; 


1616- 
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1636 
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1674 
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.-289/1/1:200058.6: 


2001MAY17 1 


1 28- 


527; 1 


-506; 


1021- 


1647; 


1143- 


1639; 


1069- 


-1610; 


839- 


1434; 


1018- 


1397; 


733-1395; 896-1233; 927-1233; 777 


-1225 


; 199- 



1226; 710-1135; 710-1121; 404-1013; 633-1010; 461-996; 710-939; 260-928; 
484-908; 381-898; 293-867; 353-851; 363-840; 275-835; 175-785; 120-770; 
172-757; 299-751; 147-645; 26-587 ; 81-577 ; 1-566 
290/LI:201374.23:2001MAY17 j| 1-607; 1-532; 64-422 

291/LI:201824.1:2001MAY17 || 5-492; 1143-1421; 1435-1606; 2079-2282; 2079- 
2263; 2104-2443; 2208-2634; 2343-2587; 2468-2726; 2509-2734; 2629-2870; 
2747-3031; 2787-3010; 2884-3294; 2952-3185; 3099-3702; 3141-3465; 3224- 
3380; 3437-3717; 3526-3717; 3584-3743; 1-492; 267-966; 268-726; 268-829; 
582-1277; 671-1407; 753-1267; 758-1340; 885-1494; 885-1075; 903-1443; 913- 
1547; 930-1213; 936-1422; 1020-1615; 1024-1472; 1043-1573; 1133-1398; 1151- 



1606; 


1253 


-1518; 


1343 


-1606; 


1433 


-1606; 


1529 


-2176; 


1552 


-1988; 


1555 
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2079- 


2407; 


2079- 
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2079- 


2299; 


2079- 


2265; 


2079- 


2260; 


2079- 


2296; 


2079- 


2238; 


2079 


-2261; 


2079 


-2198; 


2079 


-2276; 


2090 


-2174; 


2104 


-2408; 


2111 


-2410; 


2164- 


2392; 


2179- 


2448; 


2317- 


2798; 


2317- 


2544; 


2332- 


2797; 


2332- 


2404; 


2354- 


2583; 


2358 


-2964; 


2358 


-2639; 


2440 


-3035; 
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-2758; 
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-2729; 


2475 


-2702; 


2484- 


2726; 
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2566- 


2814; 
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2599- 
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2621- 


2849; 


2637 


-2893; 


2642 


-3088; 


2642 


-2850; 


2659 


-2939; 


2673 


-2746; 


2702 


-2970; 


2708- 


2882; 


2757- 


3268; 


2787- 


3174; 


2806- 


3203; 


2802- 


2947; 


2818- 


3239; 


2818- 


3101; 


2904 


-3220; 


2911 


-3162; 


2923 


-3155; 


2952 


-3367; 


2968 


-3236; 


2982 


-3205; 


3003- 


3298; 


3011- 


3202; 


3024- 


3234; 


3101- 


3370; 


3102- 


3380; 


3112- 


3309; 


3130- 


3711; 


3135 


-3386; 


3143 


-3424; 


3168 


-3678; 


3202 


-3707; 


3224 


-3429; 


3227 


-3501; 


3265- 


3561; 


3280- 


3745; 


3280- 


3742; 


3285- 


3738; 


3286- 


3 696; 


3291- 


3752; 


3297- 


3744; 


3301 


-3530; 


3307 


-3713; 


3308-3749; 


3322 


-3743; 


3325 


-3590; 


3329 


-3749; 


3349- 


3712; 


3356- 


3644; 


3356- 


3627; 


3384- 


3738; 


3400- 


3738; 


3413- 


3753; 


3412- 


3654; 


3419 


-3741; 


3429 


-3743; 


3429 


-3689; 


3436 


-3729; 


3436 


-3726; 


3472 


-3743; 


3475- 


3735; 


3494- 


3738; 


3505- 


3716; 


3559- 


3722; 


3563- 
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3749; 


3579- 
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-3738; 


3599 


-3743; 


3660 


-3738 














292/LI:201989.11 


:2001MAY17 


| | 780-1316; 876 


-1306; 


907- 


1332; 


916-1293; 959- 



1306; 989-1311; 1034-1307; 1121-1293; 827-1436; 631-13.68; 1132-1330; 1113- 
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1327; 628-1324; 1204-1319; 1074-1318; 750-1323; 1001-1315; 1065-1311; 862- 
1310; 915-1309; 942-1311; 851-1309; 693-1310; 967-1309; 808-1306; 905-1308; 
907-1308; 948-1306; 970-1308; 1014-1306; 1026-1306; 1241-1306; 1247-1306; 
910-1307; 970-1307; 885-1306; 972-1306; 1113-1311; 852-1305; 951-1301; 946- 
1301; 900-1298; 898-1298; 757-1307; 947-1295; 989-1294; 911-1293; 1011- 
1292; 733-1312; 812-1298; 940-1291; 1116-1288; 959-1282; 863-1298; 1109- 
1286; 691-1247; 1013-1241; 1091-1240; 1045-1235; 538-1183; 914-1160; 1012- 
1135; 565-1127; 783-1110; 584-1110; 495-1042; 810-1007; 453-998; 520-989; 
625-989; 528-980; 768-970; 705-923; 440-896; 253-893; 428-887; 722-877; 
590-874; 288-860; 365-848; 599-838; 585-805; 729-793; 457-786; 577-773; 
630-770; 538-709; 43-604; 217-494; 19-454; 20-454; 19-397; 276-359; 14-292; 
12-264; 1-262; 73-260; 19-210 

293/LI:2035159.1:2001MAY17 || 1-619; 75-734; 507-733; 507-716; 540-733; 
608-733 

294/LI:204818.10:2001MAY17 || 1-556; 124-700; 151-400; 151-361; 159-725; 
209-556; 293-830; 335-789; 374-614; 544-1070; 544-768; 621-917; 638-919; 
689-924; 740-1303; 961-1446; 983-1137; 407-659 

295/LI:2048337.1:2001MAY17 || 1390-2016; 1400-2016; 1533-2016; 1444-2014; 
1339-1958; 1123-1780; 1567-2016; 1469-2018; 1629-2040; 1701-2163; 1709- 
2128; 1752-2123; 1639-2121; 1699-2121; 1775-2121; 1886-2121; 1653-2119; 
1515-2110; 1699-2108; 1493-2104; 1508-2104; 1466-2101; 1527-2077; 1599- 
2049; 1451-2049; 1494-1770; 1204-1758; 1128-1649; 1203-1479; 755-1302; 503- 
923; 575-883; 574-883; 238-865; 306-871; 239-867; 341-863; 239-779; 129- 
778; 239-776; 130-739; 73-730; 124-725; 194-715; 99-708; 44-709; 49-691; 
239-641; 239-617; 145-551; 1-531; 239-459; 239-369; 22-252; 77-163 
296/LI:2049697.4:2001MAY17 |j 1052-1314; 1267-1501; 1270-1970; 1282-1501; 

1- 298; 11-349; 203-660; 214-709; 233-571; 235-345; 237-642; 238-558; 256- 
642; 274-5-18; 301-874; 419-651; 424-893; 440-894; 457-889; 470-886; 479- 
906; 483-796; 485-894; 563-886; 565-888; 604-893; 625-893; 636-890; 810- 
1002; 958-1306; 1023-1270; 1030-1333; 1164-1392; 1177-1367; 1187-1501; 
1222-1500; 1262-1501; 1270-1453; 1270-1907; 1270-1898; 1270-1501; 1270- 
1905; 1271-1501; 1282-1500; 1314-1481; 1335-1404"; 1409-1501; 1437-1501; 
1452-1907'; 1447-2049; 1663-2102; 1685-2100; 1794-2094; 1795-2094; 1801- 
2109; 1812-2060; 1815-2094; 1815-2098; 1815-1978; 1815-1905; 1819-2000; 
1819-2097; 1831-2097; 1893-2097; 1919-2047; 1942-2097 

297/LI:2050808.19:2001MAY17 || 783-1021; 867-1215; 896-1203; 913-1239; 
1055-1238; 798-1234; 931-1241; 981-1241; 794-1240; 801-1239; 801-1238; 889- 
1238; 1125-1238; 806-1237; 943-1237; 731-1231; 803-1223; 813-1223; 877- 
1218; 813-1222; 942-1218; 756-1217; 745-1217; 848-1217; 478-1213; 911-1213; 
804-1213; 797-1213; 814-1213; 840-1213; 808-1213; 1080-1204; 812-1210; 768- 
1206; 796-1206; 912-1203; 772-1202; 1044-1200; 690-1198; 786-1183; 937- 
1179; 838-1158; 746-1115; 706-1113; 684-1106; 706-1109; 706-1105; 705-1096; 
706-1097; 619-1081; 785-1063; 427-1048; 711-1015; 747-994; 433-909; 657- 
881; 545-887; 433-860; 433-850; 535-836; 285-832; 380-842; 201-818; 581- 
823; 476-754; 373-747; 180-740; 200-713; 304-704; 201-704; 179-698; 180- 
695; 352-690; 228-689; 413-688; 130-685; 226-665; 400-633; 372-642; 87-568; 
15-575; 1-568; 284-497; 180-470; 180-449; 214-462; 361-424; 179-362; 192- 
330; 180-320; 6-140; 19-91 

298/LI:209773.25:2001MAYl7 |j 197-960; 415-1089; 1-950; 248-892; 504-776 
299/LI:2117881.32:2001MAYl7 || 1-620; 330-757; 836-1181; 182-743; 182-782; 
182-699; 182-425; 209-814; 314-694; 317-445; 399-617; 563-792; 739-1296; 
781-1257; 965-1222; 965-1268; 986-1205; 999-1280 

300/LI:2118140.9:2001MAY17 || 452-891; 463-581; 513-1164; 820-1411; 994- 
1449; 1113-1706; 1335-1697; 1396-1697; 1465-1697; 1590-1697; 1-580; 1-130; 

2- 576; 4-580; 3-112; 2-567; 12-576; 13-581; 33-576; 37-579; 41-512; 67-581; 
63-583; 63-576; 420-577; 439-580; 439-581; 445-581; 452-943; 452-1038; 452- 
580; 452-828; 452-706; 452-936; 455-572; 452-990; 460-580; 463-580; 476- 
1333; 512-1119; 531-1128; 578-780; 598-788; 659-898; 820-1407; 878-1378; 
933-1547; 954-1421; 1014-1591; 1009-1546; 1038-1657; 1029-1307; 1054-1621; 
1146-1461; 1158-1699; 1279-1697; 1308-1697; 1366-1697; 1373-1697; 1393- 
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1845; 1395-1697; 1401-1702; 1413-1738; 1428-1697; 1433-1697; 1465-1688; 
1526-1697; 1569-1697; 1573-1697; 1576-1697 

301/LI:2118151.15:2001MAY17 || 6118-6612; 6123-6601; 6130-6604; 6157-6327; 
6184-6875; 6190-6435; 6201-6575; 6213-6321; 6223-6874; 6273-6566; 6278- 
6863; 6285-6813; 6286-6828; 6295-6790; 6319-6838; 6414-6842; 6409-6874; 
6412-6878; 3068-3447; 3067-3331; 3110-3447; 3115-3441; 3115-3394; 3117- 
3363; 3130-3445; 3135-3369; 3137-3399; 3155-3321; 3281-3795; 3370-3445; 
3390-3928; 3478-3775; 3483-3963; 3483-3714; 3564-3736; 3566-4077; 3583- 
3687; 3587-4106; 3609-4157; 3626-4335; 3688-3928; 3720-3982; 3724-4285; 
3726-4288; 3840-4413; 3867-4298; 3889-4384; 3925-4260; 3922-4362; 3922- 
4431; 3921-4357; 3979-4153; 3981-4457; 3993-4235; 4033-4316; 4088-4332; 
4088-4810; 4144-4737; 4187-4809; 4195-4422; 4197-4810; 4209-4891; 4200- 
4810; 4207-4767; 4239-4810; 4265-4810; 4270-4487; 4271-4810; 4281-4810; 
4306-4810; 4358-4810; 4359-4784; 4365-4810; 4371-4810; 4543-4735; 4550- 
4809; 4561-5165; 4598-4704; 4632-4928; 4771-5156; 4881-5174; 4883-5128; 
4979-5320; 4987-5489; 4987-5587; 5351-5928; 5426-5852; 5426-5775; 5508- 
6121; 5545-5814; 5743-5922; 5760-6030; 5799-6041; 5809-6125; 5812-6557; 
5812-6462; 5817-6090; 5820-6089; 5879-6280; 5882-6373; 5882-6366; 5891- 
6336; 5891-6281; 5899-6240; 5902-6079; 5902-6295; 5902-6386; 5902-6490; 
5902-6353; 2634-3181; 2674-3241; 2677-3136; 2686-3190; 5902-6468; 5902- 
6230; 5903-6435; 5909-6160; 5909-6181; 5909-6313; 5942-6458; 5963-6309; 
5964-6429; 5974-6487; 6012-6469; 6016-6434; 6023-6615; 6073-6600; 6087- 
6522; 6094-6568; 6105-6241; 2919-3294; 2924-3350; 2930-3331; 2933-3337; 
2936-3150; 2947-3425; 2964-3221; 2670-2950; 2693-3312; 2704-3233; 2748- 
3010; 2751-3298; 2734-2989; 2770-2933; 2779-3360; 2780-3292; 2793-3353; 
2800-3363; 2819-3342; 2844-3061; 2855-3062; 2858-3294; 2864-3330; 2853- 
2971; 2889-3328; 2895-3158; 2903-3125; 2906-3357; 2908-3347; 5902-6326; 
5902-6368; 5902-6430; 5902-6378; 5902-6532; 2223-2769; 2237-2624; 2251- 
2821; 2259-2886; 2264-2618; 2300-2907; 2341-2572; 2355-2558; 2351-2598; 
2361-2651; 2443-2647; 2456-3118; 2478-2834; 2483-2711; 2483-3123; 5618- 
5875; 5812-6300; 5879-6345; 5898-6343; 1-6874; 1420-1812; 1453-1698; 1545- 
1887; 1723-1885; 1902-2171; 1925-2353; 1930-2119; 1935-2184; 1937-2170; 
1971-2318; 2005-2297; 2038-2294; 2036-2562; 2.044-2612; 2060-2320; 2066- 
2322; 2093-2668; 2110-2341; 2099-2684; 2129-2414; 2163-2346; 2156-2810; 
2171-2665; 2190-2341; 2474-3150; 2533-2978; 2561-3119; 2574-3092; 2575- 
2772; 2571-3153; 2630-3086; 2631-2796; 2618-2922; 2618-3260; 2630-2764; 
6419-6882; 6427-6713; 6435-6874; 6482-6874; 6484-6705; 6494-6836; 6496- 
6729; 6504-6874; 6505-6874; 6507-6882; 2964-3160; 2964-3176; 2975-3363; 
2978-3227; 2997-3447; 3010-3279; 3024-3337; 3027-3448; 3034-3451; 3036- 
3445; 6586-6847; 6582-6870; 6586-6840; 6582-6882; 6586-6879; 6590-6874; 
6613-6882; 6651-6875; 6700-6877; 6789-6876; 6508-6882; 6509-6876; 6538- 
6874; 6542-6874; 6561-6880; 6563-6878; 6570-6880; 6570-6870; 6576-6815 



302/LI:2118324.9:2001MAY17 || 2737-2927; 2754-3347; 2914-3173; 2924-2994; 



2941- 


3178; 


2994- 


3539; 


2995- 


3232; 


2999- 


3224; 


3010- 


3271; 


3042- 


3216; 


3081- 


3302; 


3149 


-3463; 


3151 


-3446; 


3151 


-3431; 


3151 


-3432; 


3151 


-3409; 


3151 


-3375; 


3157- 


3409; 


3185- 


3410; 


3224- 


3601; 


3224- 


3453; 


3268- 


3547; 


3292- 


3749; 


3312- 


3674; 


3342 


-3446; 


3389 


-3567; 


3399 


-3651; 


3496 


-3902; 


3524 


-3741; 


3532 


-3686; 


3536- 


3687; 


3595- 


4059; 


3595- 


3764; 


3687- 


4145; 


3690- 


4123; 


3690- 


4109; 


3691- 


3904; 


3691 


-4142; 


3693 


-4042; 


3700 


-4316; 


3702 


-3821; 


3702 


-3783; 


3702 


-3834; 


3721- 


3954; 


3753- 


4325; 


3759- 


4028; 


3773- 


4028; 


3783- 


3982; 


3795- 


4032; 


3803- 


4112; 


3812 


-4059; 


3815 


-4218; 


3815 


-4304; 


3840 


-4365; 


3840 


-4022; 


3859 


-4183; 


3870- 


4131; 


3870- 


4163; 


3874- 


4166; 


3882- 


4156; 


3889- 


4450; 


3890- 


4110; 


3892- 


4167; 


3903 


-4150; 


3905 


-4171; 


3905 


-4323; 


3905 


-4174; 


3928 


-4100; 


3985 


-4200; 


3987- 


4327; 


4036- 


4682; 


4042- 


4264; 


4054- 


4330; 


4068- 


4693; 


4094- 


4356; 


4150- 


4408; 


4166 


-4416; 


4189 


-4455; 


4216 


-4496; 


4216 


-4615; 


4227 


-4491; 


4245 


-4695; 


4250- 


4689; 


4261-4515; 


4266- 


4735; 


4277- 


4721; 


4279- 


4693; 


4281- 


4732; 


4288- 


4730; 


4292 


-4696; 


4297 


-4590; 


4314 


-4693; 


4325 


-4496; 


4368 


-4732; 


4369 


-4732; 


4372- 


4619; 


4372- 


4626; 


4373- 


4730; 


4432- 


4733; 


4434- 


4691; 


4288- 


4738; 


4364- 


4732; 


4408 


-4732; 


1-406; 1206-1459; 1586-2175; 2456-2997; 2530-2959; 2651- 


2845; 


3903 


-4330; 


3955 


-4211; 


4047 


-4320; 


4160 


-4433; 


4241 


-4678; 


4277 


-4560; 
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4440-4732; 4457-4734; 4470-4735; 4518-4732; 4520-4730; 4527-4627; 4542- 
4729; 4553-4720; 4558-4732; 4589-4730; 4619-4734; 4644-4720; 239-799; 569- 
1097; 754-1293; 763-876; 847-978; 867-1358; 1141-1491; 1204-1576; 1292- 
1842; 1382-1567; 1454-1778; 1477-1721; 1588-1848; 1618-2041; 1656-2174; 
1889-2449; 2000-2557; 2456-2978; 2456-2822; 2456-2984; 2486-3051; 2530- 
2995; 2580-3154; 2608-2873; 2615-3061; 2695-2975 

303/LI:2118368.12:2001MAY17 || 1-308; 1-181; 3-171; 3-160; 12-338; 17-269; 
18-312; 19-272; 25-324; 69-728; 170-827; 168-731; 180-782; 190-374; 244- 
456; 184-442; 206-838; 206-637; 228-892; 240-815; 268-915; 324-924; 319- 
845; 334-915; 336-535; 340-544; 345-850; 351-895; 368-1025; 360-974; 379- 
618; 388-894; 393-931; 395-894; 401-916; 481-814; 474-939; 483-1167; 482- 
1084; 491-1040; 499-1075; 493-1102; 499-1090; 502-1031; 501-1069; 499-1154; 
498-1057; 506-1081; 522-1032; 513-1090; 521-1095; 520-1093; 527-1103; 531- 
1096; 531-1121; 538-952; 541-1076; 542-1097; 545-1246; 552-1120; 556-999; 
561-1048; 582-879; 583-797; 577-1262; 580-1198; 591-1175; 598-1118; 613- 
1015; 620-1201; 634-1026; 643-1110; 646-775; 647-904; 665-1171; 665-905; 

707- 1140; 702-766; 755-1301; 796-1098; 844-1070; 900-1359 

304/LI:2119448.5:200lMAY17 || 1-595; 34-346; 65-540; 247-537; 382-806; 382- 
765; 759-1546; 1076-1357; 1076-1454; 1098-1462; 1098-1397; 1099-1397; 1104- 
1693; 1208-1364; 1232-1397; 1281-1510; 1281-1582; 1322-1585; 1424-1532; 
1489-1861; 1772-2299; 1780-2250; 1811-2263; 1824-2302; 2005-2623; 2020-. 
2622; 2080-2648; 2145-2436; 1658-2127; 1960-2387; 2145-2516; 2152-2732; 
2396-3015; 2436-2679; 2451-2679; 2662-3286; 2713-3362 

305/LI: 212023. 7 :2001MAY17 || 1-675; 1-441; 90-677; 85-621; 176-709; 201- 
824; 216-832; 269-716; 272-900; 285-620; 353-943; 358-879; 411-992; 413- 
868; 429-1013; 481-989; 534-1147; 580-953; 591-950; 593-707; 718-1299; 735- 
1075; 735-1097; 737-1046; 737-905; 758-1134; 760-1184; 773-1418; 781-878; 
805-969; 860-1094; 876-1432; 984-1454; 999-1454; 1015-1458; 1036-1455; 
104S-1302; 1092-1450; 1099-1454; 1148-1448; 1154-1472 ;. 1154-1469 ; 1171- 
1409; 1184-1454; 1192-1472; 1262-1456; 1323-1472; 1369-1474 

306/LI: 2120556. 1:2001MAY17 || 1-407; 293-592; 294-593; 295-792; 300-509; . 
305-819; 327-492; 329-878; 335-792; 447-508; 580-1019; 586-774; 694-1031; 
715-1052; 721-1160; 739-1127; 878-1221; 712-1042 
307/LI:2121577.3:200lMAY17 || 1-219; 1-213; 163-219 

308/LI:2123395.11:2001MAY17 j| 2356-2648; 2439-2646; 2382-2448; 2409-2652; . 
1-616; 357-758; 362-561; 365-908; 375-981; 408-936; 440-656; 440-589; 445- 
687; 447-722; 453-931; 489-1107; 520-785; 534-1105; 549-1032; 576-841; 589- 
1127; 594-990; 618-944; 630-1110; 670-1183; 692-1151; 699-1134; 708-964; 

708- 946; 727-1336; 736-1151; 754-1161; 776-1152; 778-1153; 787-1036; 797- 
1161; 807-1403; 824-1098; 836-1130; 836-992; 838-1148; 840-990; 842-1166; 
842-1106; 859-1161; 879-1161; 882-1058; 923-1154; 930-1161; 936-1164; 1021- 
1148; 1030-1166; 1030-1152; 1033-1240; 1136-1643; 1136-1389; 1369-1632; 
1384-1624; 1389-1584; 1389-1582; 1464-1582; 1498-1954; 1497-1794; 1630- 
2198; 1687-1971; 1774-2247; 1778-2062; 1811-2253; 1811-2007; 1816-2253; 
1819-2200; 2025-2649; 2072-2609; 2080-2589; 2092-2583; 2092-2253; 2180- 
2632; 2181-2594; 2196-2651; 2216-2631; 2221-2530; 2222-2626; 2223-2441; 
2225-2651; 2262-2554; 2280-2588; 2289-2583; 2300-2549;, 2300-2550; 2318-2646 
309/LI:2123452.9:2001MAY17 || 1084-1283; 1-452; 1-691; 1-449; 1-185; 16- 
527; 3-278; 5-273; 7-190; 5-266; 7-187; 9-579; 9-580; 9-214; 9-205; 9-263; 
9-557; 10-581; 10-202; 10-571; 14-240; 16-253; 18-421; 18-360; 17-229; 18- 
420; 18-191; 18-174; 18-159; 21-71; 21-603; 26-366; 1-244; 2-259; 29-597; 
5-216; 4-231; 10-603; 11-539; 19-443; 21-200; 72-323; 102-626; 111-348; 
124-384; 124-361; 122-556; 144-440; 145-326; 144-562; 149-323; 159-449; 
145-413; 183-465; 209-477; 252-785; 264-822; 268-838; 268-799; 281-595; 
348-581; 353-796; 353-551; 402-821; 401-642; 404-836; 404-682; 421-681; 
443-693; 448-678; 450-717; 460-794; 465-662; 466-743; 471-1107; 474-751; 
491-1048; 523-824; 545-1200; 581-887; 584-823; 589-883; 599-854; 613-925; 
624-906; 637-893; 628-1251; 635-1220; 654-1133; 654-898; 657-1211; 663- 
1178; 663-938; 663-911; 663-869; 680-916; 695-1205; 703-796; 709-1225; 720- 
917; 756-841; 757-990; 758-982; 773-1248; 773-1192; 773-1026; 771-1242; 
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786-1248; 791-1241; 791-1242; 792-1044; 792-1025; 797-1100; 815-1244; 825- 
1250; 829-1244; 829-1026; 829-1018; 829-984; 829-881; 831-1254; 836-1251; 
840-1245; 840-941; 851-966; 863-977; 885-1244; 896-1298; 897-1159; 913- 
1244; 928-1215; 930-1213; 931-1210; 937-1528; 950-1245; 938-1111; 952-1149; 
996-1242; 997-1239; 985-1208; 1055-1244; 1061-1421; 1061-1302; 1140-1247; 
1140-1217; 1208-1450; 1231-1806; 1654-2044; 1726-1891; 1730-2042; 1754- 
2059; 1821-2044; 1834-2044; 1939-2044; 1953-2044 



310/LI: 2164109. 1:2001MAY17 
311/LI:2168320.1;2001MAY17 
312/LI:2173577.1:2001MAY17 
313/LI: 2179256. 1:2001MAY17 
314/LI: 2180388. 1:2001MAY17 
315/LI : 2199713 . 8 : 2001MAY17 



1-462 
1-518 
1-582 
1-631 
1-648 

849-1361; 861-1089; 897-1088; 911-1088; 921- 



1264; 1-347; 1-177; 1-85; 7-557; 7-190; 7-120; 13-302; 131-355; 222-485; 
248-744; 260-439; 270-538; 304-747; 366-949; 399-991; 968-1235; 848-1073; 
848-1051; 848-1048; 921-992; 921-983; 927-1317; 957-1083; 406-602; 457-734; 
473-1022; 512-744; 519-627; 526-624; 533-1050; 623-1088; 634-988; 634-1088; 
635-815; 639-1091; 749-1081; 749-982; 837-1300; 837-983; 848-1317; 848- 
1105; 1035-1371; 1046-1158; 1046-1227; 1146-1317; 1163-1317; 1168-1317; 
1183-1317; 1185-1297; 1187-1262; 1212-1599; 1216-1317; 1252-1748; 1267- 
1617; 1306-1361; 1497-1722; 1497-1773; 1499-1822 

316/LI: 2200587. 2 :2001MAY17 || 421-530; 425-527; 363-525; 425-524; 417-512; 
375-512; 444-510; 425-510; 352-510; 375-509; 425-509; 425-506; 444-506; 
392-505; 380-501; 425-501; 1-501; 422-495; 375-495; 407-495; 392-495; 378- 
495; 434-495; 444-495; 383-495; 402-495; 190-482; 375-476; 375-461; 1-454; 
368-444; 375-440; 451-530; 474-530; 469-530; 431-530; 47-163; 441-530; 1- 
213; 457-527; 351-530; 451-521; 1-198; 1-149; 359-530; 14-193; 442-510; 
450-510; 451-509; 366-530; 479-530; 471-529; 476-530; 47-134; 24-114; 375- 
751; 444-530 

317/1*1:2200761. 12:2001MAY17 || 1-648; 14-462; 16-404; 16-143; 37-681; 90- 
664; 116-664; 170-684; 174-462; 192-663; 214-831; 230-664; 244-664; 243- 
664; 258-872; 330-996; 342-971; 383-462.; 413-860; 444-1160; 476-990; 478- 
1123; 487-1094; 512-1113; 523-1101; 528-1094; 527-1062; 550-909 
318/LI:2203624.1:2001MAY17 || 1-290; 1-165; 5-192; 10-550; 10-165; 34-192; 
40-504; 40-208; 40-165; 369-497; 379-727; 484-727; 575-1127; 588-727; 597- 
1114; 597-727; 597-740 ;' 597-1107 ; 608-729; 1051-1109 

319/LI:220495.9:2001MAY17 || 1-626; 8-656; 582-816; 582-941; 653-916; 656- 
854; 688-1032; 808-1080; 808-1082; 835-1039; 871-1178; 920-1521; 981-1236; 
983-1391; 998-1570; 1016-1633; 1077-1592; 1080-1625; 1128-1538; 1128-1271; 
1150-1562; 1163-1588; 1177-1853; 1174-1738; 1192-1368; 1205-1393; 1240- 
1698; 1273-1798; 1279-1553; 1302-1734; 1304-1733; 1314-1720; 1323-1758; 
1333-1702; 1367-1741; 1405-1606; 1403-1666; 1422-1596; 1422-1735; 1422- 
1697; 1422-1692; 1429-1699; 1521-1735; 1563-1683; 1598-1730; 1620-1860; 
1651-1856; 1663-2114; 1771-1984; 1913-2237; 2071-2693; 2111-2592; 2333- 
2832; 2480-2787; 2490-3039; 2609-3103; 2650-2936 

320/LI:2205532.1;200lMAYl7 || 1-761; 58-680; 104-751; 389-1094; 481-1197; 
507-1189; 909-1145; 1-536; 768-1221 

321/LI:2206277.1:2001MAY17 || 1-359; 57-325; 115-324; 133-357; 133-323; 
133-364; 144-323;. 147-323; 155-363; 155-341; 155-323; 155-282; 169-763; 
210-323; 265-323; 269-325; 542-935; 542-927; 542-828; 542-797; 542-683; 
558-810; 558-904; 582-854; 652-917; 729-931; 780-944; 790-1102; 835-904 



322/LI: 2207765. 8 :2001MAY17 
323/LI: 2208404. 4 :2001MAY17 
324/LI : 2208715. 3 -.2001MAY17 
325/LI : 2208766. 2 :2001MAY17 



520-1155; 42-686; 1-601 
1-344 
1-712 

1-2505; 1-237; 6-248; 120-865; 166-241; 552- 
827; 566-773; 566-1062; 566-629; 566-994; 566-913; 565-829; 566-803; 566- 
732; 566-731; 566-725; 566-712; 566-706; 566-703; 566-687; 593-755; 601- 
1153; 615-1091; 619-734; 639-915; 667-923; 685-1172; 685-1122; 686-931? 
703-829; 721-1408; 732-986; 736-1260; 739-1150; 742-1412; 744-912; 791- 
1043; 791-1030; 801-1014; 820-929; 821-1086; 826-1129; 827-1187; 827-1032; 
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828-1054; 843-1101; 850-1072; 879-1138; 898-1198; 905-1422; 928-1206; 949- 



1518, 


951- 


1280; 


975-1202; 976-1205; 976-1427; 976 


-1173; 


978- 


1276; 


979-1275; 


1000- 


-1548; 


1034- 


1260; 


1034- 


1362; 


1074- 


1260; 


1085- 


1260; 


1090- 


1344; 


1090- 


1302, 


1100 


-1707; 


1118 


-1409; 


1121 


-1705; 


1133 


-1429; 


1135- 


•1436; 


1152 


-1719; 


1154- 


-1261; 


1168- 


1415; 


1168- 


1380; 


1170- 


1430; 


1176- 


1723; 


1179- 


1417; 


1184- 


1641, 


1188 


-1434; 


1194 


-1720; 


1195 


-1638; 


1194 


-1436; 


1291- 


■1673; 


1291 


-1798; 


1291- 


-1779; 


1291- 


1762; 


1291- 


1714; 


1291- 


1581; 


1291- 


1567; 


1291- 


1542; 


1291- 


1481 


1291 


-1471; 


1291 


-1526; 


1291 


-1437; 


1291 


-1531; 


1295- 


-1751; 


1304 


-1650; 


1308- 


-1541; 


1312- 


1605; 


1323- 


1925; 


1337- 


1815; 


1346- 


1607; 


1356- 


1832; 


1358- 


1641 


1360 


-1725; 


1372 


-1991; 


1389 


-1718; 


1395 


-1655; 


1405- 


1631; 


1406 


-1933; 


1406- 


-1723; 


1420- 


1966; 


1436- 


1725; 


1441- 


1689; 


1441- 


1675; 


1454- 


1795; 


1462- 


1738 


1462 


-1534; 


1465 


-1711; 


1467 


-2003; 


1471 


-2061; 


1476- 


1850; 


1483 


-1726; 


1484- 


-1724; 


1486- 


1745; 


1497- 


2001; 


1500- 


2061; 


1506- 


1681; 


1518- 


1810; 


1518- 


1776 


• 1517 


-2209; 


1532 


-1810; 


1574 


-1994; 


1587 


-1837; 


1594- 


2225; 


1610 


-1887; 


1616- 


-2051; 


1626- 


1905; 


1629- 


1872; 


1636- 


2103; 


1636- 


1864; 


1636- 


1855; 


1666- 


1938 


1666 


-1917; 


1666 


-1908; 


1675 


-1956; 


1675 


-1930; 


1685- 


1951; 


1692 


-2072; 


1692- 


-1958; 


1694- 


1972; 


1698- 


2103; 


1698- 


1921; 


1698- 


2121; 


1701- 


1949; 


1720- 


2090 


• 1721 


-1971; 


1722 


-2000; 


1723 


-1999; 


1725 


-1963; 


1726- 


•1935; 


1740 


-1972; 


1740- 


-1959; 


1744- 


1936; 


1757- 


2024; 


1765- 


2039; 


1767- 


2024; 


1784- 


2003; 


1787- 


2321 


1789 


-1971; 


1790 


-2045; 


1793 


-2343; 


1799 


-1940; 


1802- 


2260; 


1816 


-2081; 


1824- 


-2438; 


1819- 


2059; 


1824- 


2401; 


1836- 


2389; 


1859- 


2441; 


1859- 


2102; 


1878- 


2400 


1873 


-2175; 


1873 


-2149; 


1872 


-2088; 


1877 


-2087; 


1881- 


-2280; 


1895 


-2143; 


1897- 


-2206; 


1905- 


2496; 


1906- 


2458; 


1908- 


2466; 


1916- 


2158; 


1925- 


2329; 


1926- 


2177 


1931 


-2455; 


1937 


-2128; 


1958 


-2457; 


1959 


-2249; 


1966- 


-2249; 


1969 


-2245; 


1968- 


-2282; 


1971- 


2144; 


1971- 


2249; 


1987- 


2454; 


1992- 


2286; 


1995- 


2272; 


2008- 


2281 


2013 


-2456; 


2013 


-2457; 


2014 


-2301; 


2018 


-2283; 


2019- 


-2297; 


2024 


-2500; 


2027- 


-2496; 


2028- 


2496; 


2033- 


2280; 


2044- 


2355; 


2046- 


2501; 


2051- 


2332; 


2055- 


2499, 


2054 


-2346; 


2056 


-2496; 


2062 


-2489; 


. 2066 


-2499; 


2070- 


2506; 


2072 


-2500; 


2072- 


-2359; 


2075- 


2420; 


2075- 


2419; 


2080- 


2497; 


2080- 


2445; 


2091- 


2496; 


2089- 


2507, 


2095 


-2498; 


2106 


-2361; 


2109 


-2265; 


2117 


-2496; 


2118- 


-2372; 


2121 


-2496; 


2121- 


-2457; 


2123- 


2445; 


2128- 


2496; 


2138- 


2498; 


2140- 


2496; 


2141- 


2499; 


2141- 


2498 


2159 


-2394; 


2160 


-2505; 


2169 


-2500; 


2175 


-2500; 


2173- 


-2386; 


2183 


-2497; 


2192- 


-2433; 


2192- 


2432; 


2202- 


2503; 


2205- 


2457; 


2211- 


2496; 


2241- 


2496; 


2254- 


2505 


2255 


-2496; 


2254 


-2503; 


2260 


-2494; 


2252 


-2411; 


2266- 


-2496; 


2268 


-2495; 


2274- 


-2361; 


2281- 


2446; 


2289- 


2496; 


2307- 


2407; 


2316- 


2496; 


2317- 


2451; 


2318- 


2499 


2356 


-2497; 


2361 


-2505; 


2390 


-2500; 


2411 


-2505 











326/LI:2209636.3:200lMAYl7 || 181-331; 355-530; 881-1147; 1192-1648; 1-247; 
97-594; 168-390; 168-331; 168-766; 262-331; 262-391; 381-974; 649-956; 802- 
1035; 881-1448; 881-1175; 914-1139; 948-1120; 1006-1420; 1059-1466; 1211- 
1373; 1233-1420; 1335-1850 
327/1,1:221864. 68 :2001MAY17 || 1-549 

328/LI:229267.1:2001MAY17 || 1-330; 63-323; 63-309; 63-293; 63-288; 114- 
730; 171-330; 174-330; 249-773; 554-943; 567-1003; 565-1013; 640-977; 640- 
1033; 640-987; 648-935; 648-936; 652-1009; 665-941; 861-1401; 907-1537; 
951-1409; 952-1525; 959-1374; 1317-1853; 1317-1511; 1317-1476; 1317-1636; 
1317-1537; 1326-1775; 1326-1727; 1403-1773; 1452-2093; 1463-1934; 1463- 
2115; 1530-2198; 1538-2056; 1558-2202; 1565-2205; 1602-2166; 1602-2174; 
1750-2206; 1823-2366; 1906-2217; 2012-2566; 2111-2674; 2138-2699; 2268- 
2685; 2284-2784; 2295-2763; 2295-2576; 2303-2504; 2441-2763; 2471-2722; 
2473-2763; 2654-2763 

329/LI: 229648. 2 :2001MAY17 || 1-606; 13-470; 168-808; 169-792; 176-761; 166- 
601; 236-883; 226-831; 253-779; 287-796; 313-1024; 332-915; 380-1130; 403- 
591; 480-1071; 481-1094; 521-641; 535-1130; 541-1187; 583-1135; 583-778; 
594-1218; 603-1122; 612-1321; 721-1388; 715-967; 726-1361; 737-1373; 761- 
1033; 814-1254; 815-1313; 847-1471; 862-1475; 878-1399; 900-1501; 919-1530; 
912-1385; 914-1105; 929-1636; 969-1226; 973-1387; 973-1206; 1001-1283; 
1008-1356; 1075-1809; 1102-1631; 1113-1738; 1201-1471; 1240-1385; 1295- 
1631; 1295-1865; 1298-1588; 1365-1701; 1454-2078; 1459-1641; 1460-1836; 
1616-1903; 1670-2028; 1684-2378; 1702-2398; 1756-2037; 1750-1996; 1753- 
2018; 1753-2010; 1760-2454; 1810-2295; 1989-2186; 2027-2554; 2037-2291; 
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2038-2269; 2111-2369; 2138-2501; 2140-2634; 2140-2404; 2141-2665; 2144- 
2630; 2143-2629; 2148-2327; 2156-2628; 2152-2416; 2217-2629; 2224-2668; 
2224-2471; 2283-2352; 2297-2669; 2342-2675; 2367-2632; 2416-2665; 2419- 
2670; 2458-2669; 2573-2668 

330/LI : 231016. 1:2001MAY1 7 || 1-559; 6-236; 170-788; 170-314; 608-1082; 607- 
967; 619-739; 637-1076; 741-1080 

331/LI:231140.5:2001MAY17 |) 1-486; 1-419; 2-395; 24-486; 41-486; 42-506; 
7-265; 52-486; 52-439; 52-425; 7-486; 52-396; 52-581; 7-353; 52-339; 53- 
483; 7-249; 53-486; 53-506; 83-486; 109-486; 112-486; 121-486; 122-486; 
149-391; 189-486; 202-486; 203-486; 258-436; 273-486; 281-483; 290-486; 
315-486; 323-751; 338-766; 8-573; 407-751; 9-486; 654-751; 654-720; 654- 
735; 659-751; 678-1377; 684-751; 684-749; 684-741; 24-506 
332/LI:231695.14:2001MAY17 || 22-789; 1-636; 22-549 

333/LI:232846.24:2001MAY17 jj 4293-4575; 4294-4575; 4294-4569; 4295-4576; 



4299- 


-4572 ; 


4298- 


4547; 


4301- 


-4569; 


4302- 


-4555 ; 


4302- 


-4559; 


4302- 


-4533 ; 


4303- 


4569, 


. 4304 


-4569; 


4302 


-4569, 


• 4304 


-4547 , 


4308 


-4564, 


- 4309 


-4567, 


4312 


-4570; 


431 3- 


-4561 • 

*dt ~J U J- t 


4313- 


4590 ; 


4315- 


-4569 ; 


4316- 


.4444 ; 


4321- 


-4575; 


4323- 


-4470; 


4321- 


4569 


- 4324 


-4577 ; 


4325 


-4612 


f 4326 


-4574 , 


4325 


-4547 


• 4334 


-4513 , 


4337 


-4573 ; 


43"*7- 


-45fi9 • 
*± j o y i 


4341- 


4569 • 


4342- 


-4565 ; 


4343- 


-4523 ; 


4345- 


-4564; 


4344- 


-4575 ; 


4346- 


4947 , 


* 4349 


-4569; 


4349 


-4575 


* 4354 


-4569 , 


' 4354 


-4545 


' 4362 


-4562 , 


. 4360 


-4569 ; 


4361- 


-4569 ; 


4362- 


4572; 


4363- 


-4575; 


4364- 


-4575; 


4362- 


-4532 ; 


4364- 


-4565 ; 


4366- 


4424 < 


• 4365 


-4569 ; 


4366 


-4570 


» 4368 


-4572 , 


4371 


-4493 


; 4378 


-4559 


4391 


-4565; 


4399- 


-4569 ; 


4400- 


4570 ; 


4402- 


-4575; 


4409- 


-4581 ; 


4423- 


-4569 ; 


4491- 


-4569; 


4495- 


4569 


451 0 


-4572 ; 


451 R 


*± J V? ^ 


4591 

*± -J £t J- 


-4572 


4674 




• 4677 


-5131 , 


4677 


-5136; 


4677- 


-4819; 


4678- 


4965 ; 


4686- 


-5143 ; 


4681- 


-4953 ; 


4681- 


-4944; 


4681- 


-4755; 


4683- 


4969 , 


4681 


-5073 ; 


4683 


-4968 


* 4681 


-4910, 


4681 


-5067 


• 4681 


-5050, 


4681 


-5117 ; 


4679- 


-5406 ; 


4681- 


4733 ; 


4683* 


-5090 ; 


4681- 


-5011 ; 


4686- 


-5139 ; 


4686- 


-5127 ; 


4686- 


4864 


. 4686 


-4986 ; 


4686 


-4854 


. 4687 


-5046 


4692 


-5015 


• 4691 


-5145 


4697 


-5100 ; 


4702- 


-4790 ; 


4695- 


5144 ; 


4700- 


-4942 ; 


4717- 


-4775 ; 


4719- 


-5177 ; 


4720- 


-5177; 


4719- 


4985 , 


* 4721 


-5231 ; 


4722 


-4967 


• 4722 


-5299, 


• 4722 


-5008 


• 4734 


-5013 , 


4742 


-5081; 


4765- 


-5036 ; 


4761- 


4975 ; 


4782- 


-5204; 


4794- 


-5050 ; 


4805- 


-5034; 


4815- 


-5021; 


4822- 


5298 , 


. 4184 


-4571; 


4190 


-4565 


4187 


-4574, 


4186 


-4571 


4187 


-4565 


- 4198 


-4563 ; 


4199- 


-4571; 


4199- 


4569 ; 


4200- 


-4431 ; 


4205- 


-4569 ; 


4205- 


-4312 ; 


4208- 


-4589; 


4208- 


4569, 


• 4208 


-4444 ; 


4207 


-4403 


• 4209 


-4433 , 


• 4209 


-4425 


4208 


-4449 


4212 


-4575 ; 


4212- 


-4456 ; 


4212- 


4475; 


4213- 


-4569; 


4215- 


-4347 ; 


4215- 


-4515; 


4215- 


-4525; 


4215- 


4541, 


• 4216 


-4457 ; 


4217 


-4574 


* 4217 


-4569 , 


• 4220 


-4570 


• 4219 


-4562 


4224 


-4578; 


4220- 


-4569 ; 


4223- 


4570 ; 


4223- 


-4565 ; 


4225- 


-4382 ; 


4230- 


-4564; 


4227- 


-4516 ; 


4228- 


4576 


• 4229 


-4550; 


4230 


-4539 


• 4233 


-4437, 


- 4238 


-4413, 


4239 


-4417, 


4240 


-4529; 


4241- 


-4575; 


4243- 


4573; 


4243- 


-4547; 


4244- 


-4575; 


4247- 


-4569; 


4243- 


-4470; 


4247- 


4487, 


> 4247 


-4568; 


4233 


-4431, 


• 4250 


-4552, 


4250 


-4541, 


• 4250 


-4569, 


4251 


-4492; 


4253- 


-4572; 


4251- 


4446; 


4254- 


-4528; 


4253- 


-4569; 


4253- 


-4524; 


4254- 


-4492; 


4254- 


4483 


• 4259 


-4562; 


4257i 


-4511 


• 4258 


-4569, 


• 4258 


-4565 


• 4264 


-4569 


4267 


-4510; 


4267- 


-4568; 


4268- 


4572;' 


4270- 


-4575; 


4269- 


-4485; 


4271- 


-4572; 


4273- 


-4526; 


4273- 


4570, 


• 4272 


-4575; 


4276 


-4572 


; 4280 


-4350, 


• 4281 


-4533 


• 4281 


-4450, 


• 4283 


-4497; 


4282- 


-4569; 


4288- 


4569; 


4290- 


-4565; 


2705- 


-3230; 


2721- 


-2963; 


2726- 


-2883; 


2731- 


3215 


• 2734 


-3142; 


2739 


-3350 


2741 


-2934, 


2753 


-3226, 


• 2780 


-2915, 


2790 


-3327; 


2804- 


-3166; 


2803- 


3002; 


2813- 


-3003; 


2827- 


-3071; 


2826- 


-3092; 


2841- 


-2950; 


2845- 


3393, 


2910 


-3164; 


2921 


-3091 


• 2921 


-3211, 


2925 


-3174, 


2931 


-3482, 


2933 


-3468; 


2934- 


-3074; 


2935- 


3439; 


2941- 


-3002; 


2941- 


-3482; 


2941- 


-3155; 


2941- 


-3179; 


2941- 


3200, 


• 2941 


-3251; 


2941 


-3447 


• 2941 


-3399, 


2941 


-3460, 


2941 


-3469 


2941 


-3478; 


2941- 


-3239; 


2945- 


3439; 


2949- 


-3189; 


2951- 


-3218; 


2957- 


-3210; 


2966- 


-3205; 


2986- 


3288, 


> 3016 


-3118; 


3015 


-3233 


• 3020 


-3465, 


3021 


-3289, 


• 3025 


-3242 


3024 


-3326; 


3025- 


-3154; 


3025- 


3255; 


3025- 


-3247; 


3025- 


-3447; 


3025- 


-3203; 


3028- 


-3482; 


3031- 


3271, 


• 3032 


-3240; 


3034 


-3198, 


• 3037 


-3283, 


* 3037 


-3487, 


- 3038 


-3478 


► 3049 


-3462; 


3058- 


-3206; 


3060- 


3473; 


3074- 


-3580; 


3076- 


-3609; 


3084- 


-3657; 


3086- 


-3293; 


3087- 


3362, 


* 3088 


-3618; 


3091 


-3494 


3079 


-3698; 


3098 


-3617, 


3106 


-3373, 


3133 


-3677; 


3138- 


-3619; 


3141- 


3390; 


3125- 


-3598; 


3131- 


-3485; 


3138- 


-3854; 


3141- 


-3442; 


3142- 


3689, 


■ 3142 


-3343; 


3144 


-3602 


3148 


-3380; 


3155 


-3389, 


3158 


-3744, 


• 3159 


-3250; 


3176- 


-3442; 


3181- 


3614; 


3173- 


-3602; 


3176- 


-3696; 


3177- 


-3599; 


3176- 


-3389; 


3195- 


3260, 


• 3186 


-3469; 


3188 


-3617 


3192 


-3468, 


3192 


-3419, 


3195 


-3444 


• 3213 


-3426; 



334 



WO 02/083876 



PCT/US02/09921 



Table 3 

4003- 4328; 4012-4269; 4015-4257; 4007-4266; 4017-4173; 4026-4487; 4026- 
4259; 4024-4528; 4025-4318? 4027-4294; 4029-4*269; 4029-4537; 4032-4347; 
4036-4310; 4038-4320; 4044-4548; 4043-4569; 4047-4250; 4052-4366; 4058- 
4560; 4059-4270; 4060-4330; 4062-4331; 4061-4306; 4065-4556; 4062-4246; 
4079-4575; 4082-4320; 4093-4356; 4095-4346; 4096-4444; 4096-4373; 4099- 
4289; 4100-4334; 4102-4330; 4103-4354; 4104-4386; 4105-4561; 4105-4376; 
4109-4569; 4107-4569; 4108-4545; 4109-4282; 4111-4571; 4110-4337; 4111- 
4417; 4111-4376; 4119-4576; 4121-4393; 4126-4493; 4121-4360; 4126-4574; 
4125-4569; 4127-4241; 4127-4571; 4127-4541; 4127-4321; 4127-4573; 4127- 
4384; 4130-4569; 4129-4361; 4129-4379; 4129-4409; 4131-4569; 4133-4378; 
4133-4675; 4142-4485; 4144-4572; 4143-4565; 4144-4574; 4146-4361; 4148- 
4569; 4148-4526; 4149-4418; 4151-4571; 4152-4574; 4158-4504; 4161-4569; 
4161-4383; 4162-4565; 4162-4572; 4163-4569; 4187-4476; 4164-4569; 4165- 
4346; 4167-4569; 4167-4575; 4168-4529; 4168-4569; 4174-4575; 4170-4391; 
4171-4456; 4171-4390; 4171-4569; 4172-4569; 4175-4422; 4173-4571; 4173- 
4574; 4174-4342; 4175-4432; 4178-4561; 4176-4569; 4177-4419; 4177-4567; 
4181-4535; 4185-4561; 4182-4565; 4184-4460; 4185-4573; 4184-4416; 4187- 
4570; 3833-4086; 3824-3975; 3835-4070; 3839-4357; 3836-4051; 3829-4019; 
3841-4107; 3843-4300; 3845-4176; 3847-4405; 3856-4396; 3849-4336; 3866- 
4064; 3872-4193; 3883-4304; 3883-4160; 3883-4158; 3883-4307; 3882-4148; 
3884-4066; 3885-4155; 3888-4459; 3888-4458; 3891-4274; 3892-4172; 3892- 
4158; 3892-4142; 3897-4169; 3901-4190; 3899-4498; 3901-4103; 3901-4461; 
3902-4206; 3892-4282; 3907-4546; 3907-4261; 3910-4200; 3898-4250; 3916- 
4168; 3923-4556; 3926-4508; 3924-4540; 3925-4157; 3928-4154; 3929-4348; 
3940-4393; 3928-4513; 3935-4106; 3935-4176; 3928-4007; 3942-4528; 3944- 
4466; 3947-4178; 3950-4506; 3953-4204; 3954-4230; 3958-4573; 3963-4516; 
3951-4253; 3970-4043; 3972-4539; 3971-4262; 3971-4237; 3980-4462; 3975- 
4490; 3976-4299; 3978-4167; 3978-4221; 3970-4228; 3988-4574; 3989-4188; 
3980-4226; 3990-4244; 3990-4223; 3993-4501; 3993-4565; 3998-4492; 3996- 
4264; 3988-4251; 3997-4238; 3999-4529; 4000-4229; 4001-4283; 4003-4245; 

4004- 4268; 3997-4213; 4007-4569; 4007-4264; 4007-4302; 4008-4189; 4008- 
4241; 4008-4266; 4000-4257; 4008-4238; 4009-4303; 4008-4511; 4012-4290; 
4011-4249; 1808-1932; 1951-2212; 2073-4569; 2233-2818; 2476-2722; 2533- 
3201; 2569-2700; 2612-3002; 4729-5247; 4785-4956; 4824-5097; 5342-5515; 
2136-2575; 3601-3821; 3603-4159; 3610-3892; 3609-4110; 3610-3837; 3610- 
4132; 3612-3866; 3614-3855; 3618-3836; 3619-3885; 3622-4208; 3621-3813; 
3621-4179; 3625-3710; 3625-3802; 3633-3850; 3633-4221; 3624-4295; 3639- 
3882; 3627-3838; 3656-3847; 3662-4157; 3663-3927; 3663-3884; 3668-3848; 
3669-3930; 3673-4030; 3685-4177; 3692-4207; 3687-3838; 3706-3883; 3708- 
4004; 3708-3902; 3720-3863; 3719-3932; 3716-4097; 3724-4234; 3727-4002; 
3730-4097; 3724-3986; 3737-4009; 3727-4025; 3728-3980; 3742-3993; 3750- 
4316; 3756-3925; 3758-3999; 3747-4022; 3750-4389; 3773-4225; 3766-4328; 
3767-3892; 3768-4341; 3768-4058; 3770-4330; 3770-3965; 3770-4302; 3774- 
3892; 3774-4324; 3774-4318; 3774-3939; 3777-4357; 3776-4298; 3778-4041; 
3780-4356; 3785-4044; 3775-4030; 3788-4052; 3798-4314; 3801-4163; 3796- 
3981; 3814-3963; .3817-4276; 3816-4102; 3807-4365; 3819-4084; 3817-4351; 
3812-3962; 3825-4440; 3830-3916; 3830-4074; 3208-3377; 3224-3761; 3216- 
3469; 3219-3459; 3225-3482; 3229-3617; 3237-3462; 3238-3482; 3263-3718; 
3253-3620; 3263-3444; 3268-3485; 3278-3482; 3278-3567; 3300-3559; 3291- 
3482; 3291-3771; 3314-3590; 3316-3565; 3319-3575; 3330-3564; 3327-3975; 
3342-3617; 3330-3856; 3349-3701; 3335-3482; 3336-3604; 3356-3628; 3359- 
3713; 3346-3897; 3348-3624; 3354-3779; 3356-3609; 3357-3917; 3360-3621; 
3375-3597; 3370-3598; 3387-3628; 3393-3585; 3385-3655; 3402-3482; 3391- 
3920; 3395-3638; 3395-3649; 3395-3842; 3388-3871; 3413-3677; 3413-3482; 
3400-3647; 3421-3684; 3424-3871; 3406-4134; 3441-3673; 3451-3677; 3452- 
4133; 3453-3710; 3457-3987; 3472-3670; 3495-3552; 3497-3730; 3515-3672; 
3515-3691; 3515^3688; 3502-4119; 3502-3848; 3515-3618; 3510-3779; 3515- 
3699; 3515-3645; 3515-3929; 3515-3731; 3516-4028; 3531-3781; 3517-3699; 
3529-3764; 3530-3775; 3531-3743; 3533-3710; 3534-3816; 3534-3787; 3533- 
3781; 3537-3805; 3536-3628; 3553-3701; 3540-3840; 3540-3825; 3541-3691; 
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3545-3798; 3546-3804; 3548-3847; 3548-3817; 3550-3792; 3550-3708; 3553- 
3811; 3558-3956; 3558-4139; 3566-3841; 3566-3859; 3576-3846; 3584-3698; 
3585-3817; 3592-4092; 3592-3813; 3593-4201; 3598-3809; 3600-3840; 4827- 
5072; 4828-5067; 4843-5057; 4847-5336; 4848-5120; 4849-5084; 4856-5090; 
4859-5090; 4867-5151; 4917-5474; 4932-5473; 4954-5271; 4957-5221; 4958- 
5187; 4961-5478; 4978-5381; 4982-5254; 4984-5257; 4990-5208; 5008-5479; 
5012-5478; 5017-5269; 5028-5486; 5032-5478; 5039-5222; 5043-5183; 5043- 
5310; 5050-5311; 5077-5315; 5087-5369; 5089-5298;' 5092-5362; 5101-5369; 
5126-5478; 5130-5515; 5136-5392; 5137-5415; 5169-5333; 5175-5474; 5177- 
5457; 5184-5435; 5185-5457; 5187-5448; 5205-5473; 5206-5441; 5219-5475; 
5235-5478; 5238-5472; 5243-5478; 5244-5491; 5250-5473; 5267-5487; 5279- 
5478; 5288-5515; 5295-5478; 5300-5465; 5316-5477; 5330-5973; 5336-5513; 
5337-5478; 5339-5478; 5371-5480; 5415-5478; 5416-5546; 423-857; 456-719; 
525-1139; 525-663; 560-856; 600-856; 620-830; 632-859; 656-790; 665-919; 
696-1158; 696-969; 730-1177; 741-4569; 774-1158; 793-1158; 826-1159; 831- 
1159; 842-1177; 846-1195; 869-1184; 869-1139; 870-1391; 873-1079; 902-1059; 
1189-1663; 1188-1245; 1188-1554; 1189-1606; 1189-1565; 1195-1631; 1198- 
1637; 1196-1604; 1197-1607; 1197-1769; 1197-1776; 1197-1661; 1197-1675; 
1197-1486; 1197-1633; 1197-1827; 1198-1697; 1197-1684; 1203-1713; 1203- 
1694; 1209-1656; 1206-1633; 1206-1622; 1206-1580; 1216-1687; 1227-1633; 
1291-1483; 1291-1479; 1326-1392; 1353-1934; 1361-1667; 1393-1921; 1393- 
1923; 1404-1650; 1408-1526; 1413-1683; 1425-1752; 1501-1906; 1547-1645; 
1597-2126; 1603-1999; 1603-1699; 1611-2192; 1659-2189; 1672-2222; 1720- 
2147; 1721-2178; 1740-2190; 1755-2274; 1760-2208; 1760-2032; 1766-1824; 
1768-2190; 1782-2282; 1791-2028; 1794-1930; 1791-2305; 1825-2357; 1837- 
2052; 1883-2076; 1937-2174; 1970-2557; 1983-2544; 2024-2266; 2043-2602; 

.2096-2365; 2129-2685; 2143-2782; 2146-2899; 2171-2347; 2242-2856; 2255- 
2816; 2374-2637; 2442-3006; 2482-2859; 2507-3002; 2509-3002; 2517-2768; 
2541-3002; 2546-3009; 2550-2961; 2553-3002; -2565-3002; 2577-3184; 2600- 
3002; 2610-2922; 2612-3169; 2622-2891; 2647-3230; 1-220; 1-535; 20-92;; 24- 

.560; 102-447; 223-773; 271-525; 271-837; 305-562; 320-579; 348-831; 364- 
747; 380-638; 405-856; 1732-1977; 993-1099; 2588-2783;. 900-1158; 877-1158; 
4259-4575; 5122-5476; 4103-4515; 1195-1669; 1197-1676; 4022-4560; 4702- 
5275; 2218-2777; 868-1491 

334/LI: 233411. 11 :2001MAY17 || 2092-2274; 2158-2646; 2194-2476; 1050-1533; 
1050-1572; 1050-1538; 1050-1576; 1095-1576; 1096-1576; 1139-1576; 1175- 
1518; 1175-1514; 1175-1494; 1193-1576; 1205-1844; 1214-1406; 1297-1870; 
1299-1896; 1300-1572; 1305-1882; 1322-1789; 1328-1826; 1344-1617; 1353- 
1574; 1398-2011; 1417-1570; 1420-2052; 1458-1576; 1471-1576; 1474-2092; 
1487-1576; 1488-1576; 1495-2116; 1495-1763; 1499-1960; 1506-1843; 1507- 
1790; 1697-2162; 1705-2162; 1705-1780; 1705-2159; 1705-2144; 1705-2184; 
1705-2001; 1705-2070; 1705-1895; 1705-2284; 1705-1843; 1705-1864; 1705- 
1871; 1705-2064; 1705-1817; 1705-2199; 1728-2173; 1730-1951; 1755-2178; 
1781-2434; 1783-1975; 1803-2033; 1818-2085; 1821-2421; 1826-2467; 1869- 
2580; 1835-1936; 1837-2099; 1840-2007; 1844-2052; 1844-2228; 1845-2207; 
1850-2190; 1860-2135; 1871-2168; 1874-2157; 1880-2066; 1901-2193; 1918- 
2375; 1957-2234; 1967-2554; 1987-2544; 1989-2232; 2003-2375; 2014-2354; 
2015-2139; 2019-2325; 2020-2374; 2023-2514; 2036-2265; 2037-2683; 2043- 
2735; 2048-2287; 2062-2678; 2066-2550; 2072-2327; 2073-2268; 2077-2200; 
2083-2331; 2116-2725; 2132-2624; 2141-2498; 2152-2616; 2178-2474; 2176- 
2576; 2188-2497; 2186-2702; 1-274; 5-251; 19-425; 28-617; 29-302; 30-307; 
45-290; 52-308; 52-326; 79-309; 111-324; 300-524; 470-1066; 487-784; 538- 
721; 591-852; 631-735; 741-857; 749-1292; 766-891; 786-1085; 786-1399; 827- 
1142; 834-926; 867-1327; 930-1328; 1050-1314; 1050-1548; 1050-1544; 1050- 
1542; 1050-1308; 3558-3702; 3631-3701; 3449-3701; 2575-2751; 2599-2887; 
2597-2744; 2600-3034; 2597-3216; 2599-2881; 2640-3217; 2640-2936; 2650- 
2890; 2650-2899; 2656-3314; 2662-2748; 2675-3140; 2681-3217; 2680-2867; 
2691-3140; 2718-3133; 2728-3140; 2730-3147; 2740-3036; 2754-2980; 2778- 
3148; 2780-2994; 2787-3217; 2791-3019; 2791-3206; 2805-3354; 2812-3102; 
2817-3141; 2819-3141; 2819-3055; 2826-3141; 2830-3060; 2838-3136; 2857- 
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335/LI:233545.13:2001MAY17 || 428-687; 431-678; 433-717; 433-708; 433-863; 
466-748; 501-774; 523-1109; 523-1085; 523-1030; 523-943; 521-1206; 523-746; 
550-1028; 550-1089; 555-805; 554-817; 559-980; 559-716; 561-943; 566-1153; 
570-793; 590-878; 596-776; 600-929; 607-949; 611-1129; 611-878; 618-882; 
630-1148; 630-863; 630-858; 633-828; 637-1156; 647-924; 650-881; 658-919; 
661-868; 669-893; 683-951; 689-945; 689-1121; 693-919; 692-932; 697-911; 
699-1318; 698-912; 717-906; 723-832; 736-1176; 765-1045; 778-960; 783-1340;' 
793-1024; 807-1056; 829-1144; 829-1026; 831-1214; 832-1111; 837-1096; 838- 
1034; 842-1135; 854-1402; 865-1121; 889-1121; 900-1068; 905-1327; 920-1016; 
926-1025; 926-1418; 926-1407; 926-1345; 926-1291; 925-1092; 926-1024; 926- 
1295; 926-1080; 933-1120; 946-1108; 956-1088; 959-1177; 966-1233; 968-1204; 
969-1203; 970-1220; 970-1210; 971-1223; 1012-1449; 1069-1311; 1073-1715; 
1109-1171; 1117-1172; 1119-1751; 1119-1739; 1119-1773.; 1119-1768; 1132- 
1663; 1132-1395; 1130-1379; 1139-1449; 1139-1419; 1149-1405; 1160-1381; 
1168-1792; 1168-1631; 1168-1451; 1170-1418; 1-377; 1-527; 92-613; 181-676; 
.276-825; 295-907; 303-919; 326-651; 328-607; 346-630; 392-595; 1206-1511; 
1222-1699; 1220-1444; 1222-1479; 1224-1512; 1224-1499; 1223-1312; 1229- 
1598; 1234-1382; 1241-1517; 1248-1391; 1248-1475; 1250-1510; 1256-1394; 
1259-1801; 1257-1429; 1274-1574; 1279-1809; 1280-1519; 1285-1418; 1292- 
1894; 1297-1392; 1325-1421; 1326-1558; 1327-1894; 1325-1549; 1343-1894; 
1381-1858; 1430-1513; 1432-1894; 1548-1785; 1548-1795; 1581-1769 
336/LI:234671.101:2001MAY17 || 1-615; 1-218; 11-449; 17-259; 69-278; 116- 
264; 187-423; 188-440; 188-442; 189-510; 189-457; 214-460; 214-450; 265- 
826; 266-772; 283-555; 298-834; 306-506; 311-581; 343-474; 371-842; 408- 
664; 438-717; 440-825; 460-789; 468-789; 473-694; .530-779; 532-781; 728- 
1211; 760-1184; 807-1188; 807-1187; 823-1241; 826-1236; 899-1232; 899-1235; 
899-1240; 899-1105; 899-1007; 906-1188; 914-1205; 913-1191; 915-1164; 928- 
1185; 968-1256; 969-1190; 987-1233; 995-1230; 1022-1234; 1069-1239; 1090- 
1237; 1100-1239; 1124-1236 

337/LI:236098.14:2001MAY17 || 3109-3374; 2794-3286; 2796-3045; 2829-3184; 
1735-2329; 1759-2009; 1759-2227; 1759-2102; 1856-2077; 1860-1977; 1922- 
2522; 2382-2593; 2394-2551; 2395-2591; 2399-2551; 2400-2935; 2534-2591; 
2712-3184; 2128-2597; 2139-2551; 2141-2551; 2146-2551; 2150-2588; 2156- 
2551; 2157-2551; 2179-2421; 2191-2551; 2192-2593; 2195-2551; 2197-2551; 
2201-2593; 2202-2551; 2202-2470; 2213-2446; 2236-2591; 1-297; 182-299; 217- 
461; 252-820; 416-915; 504-1040; 569-1201; 593-878; 602-1135; 613-1062; 
713-1190; 726-1007; 815-1124; 828-1037; 830-1025; 859-1323; 874-1177; 890- 
1354; 893-1148; 927-1324; 954-1552; 964-1282; 999-1185; 1006-1272; 1058- 
1741; 1082-1349; 1105-1715; 1107-1399; 1261-1573; 1285-1747; 1289-1566; 
1346-1725; 1363-1617; 1923-2148; 1935-2217; 1957-2129; 2378-2612; 2235- 
2496; 2237-2597; 2239-2551; 2241-2597; 2241-2504; 2247-2593; 2261-2551; 
2264-2551; 2276-2592; 2274-2593; 2282-2551; 2304-2551; 2307-2588; 2310- 
2551; 2313-2551; 2339-2551; 2344-2551; 2348-2551; 2353-2431; 2029-2295; 
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2050-2306; 2050-2310; 2080-2556; 2082-2339; 2107-2591; 2116-2382; 2119- 
2377; 1975-2563; 1988-2554; 2014-2554; 2024-2556; 1676-1928; 1676-1919; 
1374-1782; 1382-1971; 1401-1623; 1431-1698; 1473-1706; 1505-2056; 1507- 
2077; 1520-1794; 1527-1771; 1601-2079; 1603-1877; 1614-1838; 1674-1981 
338/LI:236l96.15:2001MAY17 || 1579-1788; 1040-1404; 1040-1429; 1051-1631; 
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-1739; 
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1785; 
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-1785; 
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-1785; 
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-1788; 
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1785; 
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1786; 
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1407- 
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1416- 
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1418- 


1790; 
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-1783; 
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-1712; 


1428 


-1792; 
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-1785; 
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-1785; 
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-1786; 


1435- 


1785; 


1438- 


1785; 


550-845; 567-720; 570 


-866; 


572-834; 567-957 


; 589- 



595-836; 597-1195; 600-881; 599-905; 586-808; 607-841; 609-846; 597-876; 
615-1252; 621-1188; 622-876; 637-900; 647-1106; 647-896; 649-845; 660-915; 
668-1260; 662-1259; 697-1152; 680-1407; 691-960; 704-1259; 709-1338; 718- 
1146; 716-972; 722-1058; 727-952; 734-1139; 738-998; 739-981; 743-981; 746- 
1134; 746-873; 746-984; 748-1026; 758-1319; 758-1031; 774-946; 775-970; 
783-1040; 798-1183; 817-1081; 822-1051; 841-1117; 825-1088; 846-1110; 868- 
1158; 869-1148; 871-1151; 873-1068; 861-1127; 876-1134; 878-1211; 878-1136; 
881-1138; 885-1461; 885-1124; 885-1362; 884-1132; 885-1131; 876-1089; 897- 
1134; 903-1248; 903-1135; 904-1171; 921-1145; 922-1461; 922-1166; 922-1138; 
955-1264; 955-1477; 955-1171; 955-1182; 957-1232; 958-1240; 960-1120;, 962- 
.1208; 966-1213; 972-1226; 1009-1493; 975-1484; 966-1226; 982-1182; 993- 
1484; 994-1489; 1001-1244; 1003-1234; 994-1220; 100.9-1274; 1021-1218; 1007- 
1288; 1022-1181; 1030-1512; 1030-1297; 1036-1310; 1038-1224; 263-700; 262- 
363; 263-900; 263-819; 262-678; 262-507; 263-330; 264-601; 267-482; 267- 
549; 267-900; 271-447; 268-353; 273-793; 273-583; 273-483; 273-457; 273- 
443; 273-430; 273-863; 273-738; 273-442; 279-955; 295-583; 285-904; 287- 
542; 289-435; 290-941; 299-575; 299-580; 303-854; 302-980; 310-1062; 307- 
906; 321-665; 322-580; 324-573; 326-888; 326-576; 329-597; 335-574; 365- 
900; 351-757; 365-610; 374-776; 384-776; 392-776; 413-672; 418-704; 434- 
561; 434-1171; 447-763; 448-741; 452-965; 458-873; 465-573; 475-1144; 489- 
759; 484-718; 517-702; 521-797; 512-967; 513-821; 519-987; 537-863; 528- 
986; 528-1163; 553-775; 559-799; 1-478; 1-427; 1-380; 1-443; 1-416; 1-589; 
1-386; 1-524; 1-158; 104-561; 200-560; 240-788; 243-649; 262-311; 249-818; 
249-485; 259-461; 263-596; 252-510; 253-799; 253-602; 253-792; 262-463; 
257-542; 257-583; 257-531; 257-570; 260-593; 262-602; 260-612; 262-739; 
262-369; 261-330; 262-704; 262-546; 262-435; 262-329; 262-796; 1440-1834; 
1460-1750; 1460-1745; 1460-1731; 1453-1736; 1454-1738; 1457-1741; 1466- 
1834; 1498-1785; 1500-1785; 1487-1783; 1496-1698; 1518-1809; 1531-1763; 
1534-1790; 1536-1779; 1538-1783; 1542-1785; 1541-1785; 1546-1754; 1550- 
1790; 1556-1772; 1557-1785; 1564-1792; 1567-1782; 1567-1785; 1572-1843; 
1569-1785; 1580-1792; 1582-1787; 1584-1792; 1600-1785; 1618-1785; 1635- 
1736; 1647-1841; 1651-1785; 1709-1782 

339/LI:237086.1:200lMAY17 || 919-1075; 920-1118; 933-1140; 934-1118; 934- 
1066; 934-1140; 1-176; 7-660; 16-176; 80-176; 530-1074; 705-1114 
340/LI:238585.30:200lMAY17 || 1-551; 4-206; 157-337 

341/LI:238672.6:2001MAY17 || 712-1012; 526-1001; 639-1192; 556-1123; 734- 
1092; 568-1060; 638-1059; 781-1057; 954-1056; 604-1054; 838-1054; 927-1054; 
888-1054; 643-1051; 682-1051; 665-1050; 768-1015; 278-971; 659-963; 355- 
949; 274-600; 366-589; 355-574; 274-534; 1-507 
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342/LI: 239579. 9 :2001MAY17 || 1612-2056; 1619-2053; 1618-1807; 1622-2056; 
1625-2053; 1631-2051; 1636-2049; 1641-1922; 1641-2049; 1646-2053; 1650- 
1922; 1650-1884; 1660-1907; 1662-2047; 1667-1965; 1685-1935; 1688-2053; 
1695-1871; 1710-2059; 1716-2051; 1718-2000; 1721-2209; 1730-2009; 1732- 
2053; 1732-2017; 1737-2056; 1750-2045; 1752-2043; 1753-1922; 1754-2053; 
1754-2043; 1758-2048; 1764-2057; 1766-2023; 1771-2057; 1780-2047; 1777- 
2052; 1779-2035; 1800-2054; 1802-2008; 1808-2054; 1810-2053; 1819-2053; 
1818-2043; 1833-1964; 1850-2035; 1853-2053; 1859-2053; 1873-2053; 1878- 
2053; 1895-2051; 1928-2007; 1929-2053; 1933-2053; 1939-2050; 1952-2034; 
1984-2043; 1984-2057; 1984-2042; 1995-2047; 1313-1805; 1316-1930; 1323- 
1548; 1323-1542; 1328-1585; 1325-1555; 1327-1568; 1333-1549; 1345-1908; 
1354-1912; 1360-1621; 1378-1650; 1382-1617; 1381-1600; 1395-1535; 1396- 
1660; 1401-2043; 1404-1531; 1404-1915; 1413-1922; 1424-1922; 1428-1945; 
1432-1678; 1451-1696; 1463-1712; 1469-1557; 1472-1922; 1473-1593; 1478- 
1706; 1484-1907; 1501-1922; 1503-2016; 1505-1922; 1505-1780; 1506-1922; 
1509-1922; 1513-1725; 1521-1701; 1544-2000; 1521-1919; 1531-1751; 1535- 
1922; 1537-1922; 1546-1806; 1548-1840; 1557-2053; 1557-2024; 1560-2043; 
1564-2057; 1567-1922; 1583-2057; 1587-1844; 1591-2059; 1591-2053; 1598- 
2053; 1601-2053; 1612-2053; 1312-1880; 224-347; 235-495; 247-515; 247-722; 
254-526; 258-502; 261-489; 264-802; 280-903; 293-626; 296-524; 299-850; 
321-649; 341-839; 352-708; 355-616; 411-684; 412-721; 414-639; 416-698; 
433-659; 495-691; 502-736; 999-1234; 1002-1266; 515-674; 522-829; 1014- 
1276; 1022-1289; 532-669; 542-823; 545-902; 549-789; 550-707; 550-912; 553- 
956; 557-803; 558-799; 575-831; 580-851; 580-837; 592-881; 601-856; 602- 
826; 634-842; 636-750; 640-1162; 661-1243; 666-891; 668-936; 677-1216; 684- 
885; 684-1250; 700-1167; 707-940; 738-1055; 737-940; 769-940; 777-1210; 
787-1062; 804-969; 804-1086; 806-1076; 806-1166; 816-1327; 839-1093; 842- 
1051; 866-1160; 873-1129; 911-1094; 935-1179; 955-1250; 956-1288; 965-1175; 
965-1169; 965-1236; 965-1111; 968-1282; 975-1238; 974-1551; 984-1221; 990- 
1204; 995-1200;. 995-1211; 996-1086; 996-1233; 2-520; 1-583; 38-656; 38-667; 
69-693; 76-600; 78-384; 83-310; 101-614; 109-448; 119-387; 149-381; 205- 
452; 211-504;. 1023-1270; 1030-1283; 1031-1310; 1040-1247; 1046-1307; 1051- 
1243; 1053-1357; 1054-1330; 1055-1618; 1090-1223; 1126-1384; 1138-1264;. 
1158-1288; 1178-1440; 1183-1451; 1192-1437; 1196-1422; 1199-1439; 1200- 
1469; 1213-1534; 1215-1474; 1218-1449; 1220-1762; 1231-1516; 1234-1487; 
1246-1448; 1255-1500; 1258-1522; 1273-1516; 1289-1592; 1300-1532; 1303- 
1585; 1313-1722; 1312-1679 

343/LI:239720.1:200lMAYl7 || 174-663; 375-786; 459-831; 582-770; 645-908; 
787-1490; 883-1159; 1014-1550; 1145-1782; 1160-1394; 3034-3295; 3065-3329; 
3143-3622; 3174-3623; 3182-3469; 3184-3620; 3200-3403; 3210-3619; 3236- 
3532; 3249-3619; 3271-3529; 3287-3540; 3314-3597; 3359-3503; 3396-3621; 1- 
294; 1-517; 1-607; 9-581; 27-698; 32-119; 36-632; 164-533; 166-402; 183- 
766; 190-602; 226-792; 234-548; 339-1024; 382-751; 405-776; 413-1049; 458- 
1059; 477-973; 489-985; 576-1101; 582-854; 582-1137; 583-1164; 591-781; 
629-1206; 669-1298; 682-865; 725-1138; 760-1326; 820-1504; 842-1355; 844- 
1095; 849-1389; 898-1506; 898-1419; 930-1502; 944-1571; 984-1601; 1027- 
1488; 1109-1821; 1144-1818; 1123-1688; 1147-1826; 1158-1716; 1158-1416; 
1157-1616; 1197-1450; 1211-1554; 1220-1745; 1223-1547; 1261-1571; 1251- 
1813; 1280-1732; 1297-1757; 1297-1802; 1314-1681; 1314-1576; 1297-1692; 
1293-1937; 1345-1818; 1385-2022; 1406-1619; 1435-1850; 1547-1783; 1606- 
1783; 1714-2255; 1797-2373; 2173-2765; 2676-2943; 2677-2976; 2679-2978; 
2679-2945; 2699-2961; 2699-3021; 2699-2869; 2699-2956; 2699-2860; 2699- 
2897; 2699-2765; 2699-2756; 2699-2757; 2699-2979; 2699-2909; 2699-3263; 
2699-2859; 2699-3156; 2699-2855; 2699-3043; 2699-3050; 2699-3237; 2699- 
2867; 2699-3096; 2699-2863; 2701-3000; 2701-2756; 2793-2986; 2804-2901; 
2845-3111; 2880-3154; 2881-3010; 2884-3241; 2884-2984; 2901-3126; 2902- 
3330; 2903-3099; 2909-3101; 2924-3092; 2928-3453; 2938-3149; 2945-3191; 
2970-3507; 2975-3518; 2984-3516; 2991-3519; 2994-3165; 3008-3092; 3016- 
3581; 3018-3365; 3018-3103; 3038-3582; 3045-3594; 3052-3576; 3058-3468; 
3097-3614; 3112-3303; 3130-3619; 3138-3577; 3154-3623; 3162-3619; 3163- 
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3614; 3168-3622; 3173-3580; 3182-3589; 3175-3619; 3177-3432; 3182-3583; 
3182-3599; 3183-3619; 3182-3462; 3184-3619; 3187-3632; 3191-3619; 3202- 
3621; 3202-3478; 3204-3499; 3208-3619; 3218-3612; 3230-3614; 3235-3619; 
3236-3619; 3236-3614; 3238-3622; 3239-3619; 3244-3494; 3246-3599; 3250- 
3620; 3252-3620; 3255-3620; 3257-3445; 3280-3614; 3281-3598; 3281-3599; 
3281-3614; 3284-3619; 3299-3619; 3299-3579; 3299-3506; 3320-3580; 3341- 
3619; 3346-3573; 3357-3623; 3374-3578; 3376-3480; 3378-3622; 3382-3607; 
3406-3619; 3436-3528; 3443-3619; 3515-3614; 3521-3619 

344/LI:240037.6:2001MAY17 || 21-584; 319-1012; 366-490; 389-952; 406-722; 
484-909; 555-1005; 586-1040; 821-1037; 1-220; 17-98; 32-282; 33-292; 34- 
374; 36-240; 81-347; 368-742; 365-829; 363-1011; 366-785; 366-820; 366-869; 
374-982; 384-893; 384-694; 390-885; 393-712; 403-891; 403-1017; 410-1026; 
450-951; 480-1041; 484-910; 499-999; 518-781; 538-821; 542-1023; 558-1023; 
553-1022; 569-1022; 574-909; 573-740; 588-967; 591-959; 591-1036; 680-1025 
345/LI:243900.7:2001MAY17 || 838-1158; 838-1146; 838-1116; 838-1143; 840- 
1144; 839-1056; 841-1061; 875-1103; 1072-1143; 411-970; 436-712; 486-754; 
556-1157; 731-1054; 835-1079; 837-1125; 887-1155; 388-966; 402-1083; 408- 
862; 408-837; 408-942; 408-653; 408-925; 408-553; 408-952; 408-958; 408- 
1061; 408-688; 408-959; 408-917; 408-970; 408-566; 408-909; 408-953; 408- 
976; 408-866; 409-505; 412-652; 412-685; 427-720; 428-,658; 467-754; 1-330; 
467-729; 468-710; 469-728; 1-228; 113-330; 211-369; 477-696; 322-617; 387- 
641; 503-581; 506-945; 506-798; 544-1204; 634-1167; 640-1139; 709-1180; 
710-1156; 777-1177; 814-1177; 819-1167; 823-1062; 833-1177; 835-1084; 835- 
1096; 835-1087; 837-1145 

346/LI:244378.1:2001MAYl7 || 254-637; 340-561.; 421-932; 1416-1645; 1473- 
1714; 1510-2248; 1531-2027; 1554-2241; 1567-1957; 1595-2071; 1621-2216; 1- 
535; 178-744; 254-815; 254-713; 255-563; 271-763; 271-557; 313-805; 313- 
556; 328-681; 338-415; 340-524; 349-612; 366-872; 384-558; 438-905; 438- 
804; 476-689; 562-1072; 604-1017; 630-1093; 633-1180; 669-1284; 705-1047; 
771-1242; 771-982; 775-1249; 830-1343; 838-1368; 863-1094; 869-1368; 879- 
1450; 886-1381; 896-1727; 896-1458; 896-1157; 896-1439; 908-1369; 906-1186; 
913-1153; 914-1545; 949-1430; 975-1483; 1001-1579; 1001-1244; 1010-1450; 
1021-1450; 1041-1587; 1074-1704; 1030-1767; 1074-1698; 1074-1711; 1074- 
1743; 1074-1757; 1074-1236; 1074-1781; 1074-1692; 1074-1777; 1074-1747; 
1074-1738; 1076-1327; 1078-1690; 1083-1526; 1082-1752; 1108-1472; 1127- 
1638; 1126-1615; 1131-1311; 1160-1687; 1173-1740; 1173-1397; 1194-1697; 
1194-1817; 1199-1657; 1202-1458; 1216-1896; 1228-1378; 1231-1491; 1236- 
1497; 1235-1655; 1276-1750; 1278-1725; 1286-2050; 1290-1810; 1290-1809; 
1309-1902; 1314-1838; 1335-1787; 1345-1607; 1347-1991; 1365-1639; 1365- 
1970; 1363-1882; 1382-1627; 1393-1639; 1397-1905; 1405-1997; 1410-1953; 
1414-2242; 1415-2173; 1433-1980; 1430-1901; 1452-1969; 1473-1879; 1486- 
2276; 1480-1795; 1481-2001; 1508-2151; 1510-1967; 1510-1827; 1510-1730; 
1510-1623; 1529-1680; 1537-1865; 1556-2197; 1531-2249; 1535-2061; 1553- 
2281; 1570-2252; 1560-2073; 1559-2252; 1568-2249; 1565-2131; 1583-2248; 
1590-2249; 1600-2249; 1594-2207; 1618-2199; 1616-2249; 1619-1883; 1621- 
2249; 1620-2041; 1638-2252; 1628-2249; 1646-2272; 1659-2246; 1655-1811; 
1662-2249; 1675-1925; 1699-2249; 1687-2249; 1693-2224; 1707-1932; 1710- 
1964; 1742-1900; 1750-2122; 1749-1866; 1754-2191; 1754-2412; 1764-2197; 
1784-2255; 1787-2242; 1803-2073; 1805-2214; 1812-2253; 1816-2028; 1841- 
2255; 1843-2259; 1838-2248; 1848-2217; 1866-2019; 1861-2259; 1864-2254; 
1901-2126; 1904-2254; 1912-2249; 1940-2248; 1951-2206; 1957-2250; 1984- 
2239; 1973-2168; 1982-2254; 1999-2385; 2009-2148; 2058-2250; 2055-2257; 
2082-2213; 2088-2385; 2105-2259; 2088-2212; 2128-2257; 2133-2256; 2145- 
2208; 2187-2385; 2182-2254; 2281-2385; 2286-2385; 2286-2479 
347/LI:245500.3:2001MAY17 || 2482-2901; 2487-2718; 2487-2960; 2488-2790; 
2491-2905; 2494-2955; 2493-2907; 2493-2730; 2497-2789; 2498-2905; 2504- 
2899; 2508-2733; 2509-2911; 2515-2953; 2515-2844; 2515-2897; 2515-2904; 
2515-2956; 2516-2902; 2519-2905; 2519-2755; 2520-2763; 2520-2758; 2520- 
2785; 2521-2962; 2521-2707; 2522-2646; 2522-2722; 2522-2779; 2525-2906; 
2526-2752; 2526-2704; 2526-2783; 2528-2955; 2528-2774;. 2528-2953; 2529- 
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2452- 


-2908; 


2452- 


-2905; 


2455- 


-2902; 


2460- 


-2911; 


2462- 


-2639; 


2462- 


2718, 


' 2461 


-2702 


• 2465 


-2908, 


► 2466 


-2907 


; 2468 


-2708 


r 2468 


-2742, 


2477 


-2893; 


2479- 


-2688; 


2479- 


-2710; 


2481- 


-2649; 


2481- 


-2746; 


2482- 


-2902 ; 


2486- 


-2917; 


2486- 


3065, 


• 2032 


-2269 


• 2032 


-2312 


• 2034 


-2294 


; 2035 


-2176 


? 2038 


-2297 


2046 


-2328; 


2045- 


-2262; 


2046- 


-2335; 


2048- 


-2125; 


2052- 


-2291; 


2052- 


-2281; 


2061- 


-2318; 


2064- 


2411, 


> 2067 


-2310 


2071 


-2327 


• 2076 


-2334 


■ 2081 


-2259 


; 2082 


-2304 


2082 


-2676; 


2083- 


-2631; 


2090- 


-2280; 


2093- 


-2363; 


2099- 


-2312; 


2100- 


-2369; 


2110- 


-2480; 


2109- 


2356, 


2112 


-2329, 


• 2112 


-2405, 


' 2114 


-2645, 


• 2114 


-2348, 


• 2117 


-2373, 


• 2117 


-2385; 


2117- 


-2184; 


2119- 


-2386; 


2118- 


-2402; 


2120- 


-2402; 


2125- 


-2389; 


2126- 


-2374; 


2131- 


2365, 


• 2133 


-2377, 


• 2133 


-2412 


- 2136 


-2371, 


• 2140 


-2401 


? 2144 


-2402 


2145 


-2401; 


2152- 


-2684; 


2153- 


-2434; 


2155- 


-2875; 


2156- 


-2389; 


2158- 


-2395; 


2164- 


-2449; 


2169- 


2801 


• 2177 


-2402 


* 2177 


-2409 


• 2180 


-2437 


• 2180 


-2285 


? 2180 


-2432 


2180 


-2415; 


2185- 


-2337; 


2187- 


-2724; 


2190- 


-2437; 


2190- 


-2855; 


2196- 


-2390; 


2212- 


2854; 


2215- 


2411, 


2215 


-2472 


2217 


-2715 


2222 


-2476 


2225 


-2832 


r 2232 


-2498, 


2234 


-2510; 


2242- 


-2457; 


2247- 


-2868; 


2247- 


-2802 ; 


2247- 


-2867; 


2248- 


-2533 ; 


2255- 


-2324; 


2254- 


2902, 


2261 


-2528 


2261 


-2488 


2263 


-2537 


• 2267 


-2529 


; 2279 


-2584 


2304 


-2751; 


2306- 


-2571; 


2307- 


-2507 ; 


2307- 


-2583 ; 


2303- 


-2558; 


2307- 


-2598 ; 


2309- 


-2593; 


2311- 


2831, 


• 2311 


-2421 


2311 


-2867 


2311 


-2811 


* 2311 


-2574 


• 2312 


-2487 


2313 


-2851; 


2314- 


-2534; 


2317- 


-2527 ; 


2319- 


-2614; 


2320- 


-2581; 


2322- 


-2558; 


2329- 


-2599; 


2331- 


2533, 


• 2332 


-2559 


1577 


-1765 


1583 


-1817 


• 1603 


-2078 


; 1618 


-1908 


1644 


-1877; 


1655- 


-1908; 


1669- 


-1857; 


1672- 


-1903; 


1675- 


-1879; 


1678- 


-1839; 


1675- 


-1909; 


1675- 


2187, 


• 1675 


-1927 


1677 


-1940 


1685 


-2215 


• 1691 


-1971 


; 1694 


-1953 


1713 


-2016; 


1714- 


-1961; 


1715- 


-1958 ; 


1725- 


-2255; 


1728- 


-1923 ; 


1731- 


-2030; 


1731- 


-1973; 


1732- 


1984, 


• 1736 


-1977 


1736 


-2035 


1741 


-2057 


• 1748 


-2273 


; 1749 


-2008, 


1759 


-2010; 


1761- 


-2028; 


1762- 


-2305; 


1765- 


-2027; 


1767- 


-2154; 


1768- 


-1992; 


1769- 


-2007; 


1769- 


2029, 


• 1788 


-2032 


1795 


-2013 


k 1800 


-2055 


• 1807 


-2058 


; 1815 


-2014 


1826 


-2073; 


1834- 


-2268; 


1838- 


-1978; 


1859- 


-2059; 


1852- 


-1919; 


1857- 


-2298; 


1867- 


-2151; 


1867- 


2124, 


• 1871 


-2096 


1870 


-2120 


1873 


-2141, 


- 1874 


-2032 


; 1876 


-2117 


' 1885 


-2300; 


1885- 


-2095; 


1885- 


-2512; 


1890- 


-2177; 


1901- 


-2148; 


1901- 


-2164; 


1907- 


-2139; 


1911- 


2179, 


1911 


-2065, 


1912 


-2146 


1918 


-2410, 


1928 


-2208 


• 1929 


-2045, 


1936 


-2169; 


1942- 


-2200; 


1943- 


-2203; 


1948- 


-2192; 


1949- 


-2160; 


1953- 


-2171; 


1958- 


-2214; 


1979- 


2138, 


- 1982 


-2217, 


1983 


-2250, 


1985 


-2258, 


• 1986 


-2039 


• 1993 


-2212, 


► 2002 


-2232; 


2003- 


-2254; 


2003- 


-2277; 


2005- 


-2243; 


2006- 


-2258; 


2007- 


-2257; 


2009- 


-2293; 


2012- 


2406 


; 2017 


-2252 


- 2028 


-2480 


' 2028 


-2275 


• 2028 


-2291 


; 2029 


-2275 


• 2030 


-2572; 


2031- 


-2241; 


1111- 


-1268; 


1117- 


-1368; 


1116- 


-1719; 


1123- 


-1327 ; 


1123- 


-1401; 


1125- 


1278, 


• 1127 


-1362, 


1128 


-1618 


1131 


-1400, 


• 1135 


-1428 


r 1149 


-1461 


- 1149 


-1360; 


1154- 


-1368; 


1164- 


-1673; 


1171- 


-1413; 


1176- 


-1287; 


1182- 


-1418; 


1198- 


-1801; 


1196- 


1451, 


• 1210 


-1496, 


1214 


-1498 


1222 


-1621, 


• 1234 


-1507 


; 1238 


-1513 


• 1241 


-1390; 


1267- 


-1522; 


1271- 


-1503; 


1274- 


-1848; 


1272- 


-1415; 


1273- 


-1534; 


1273- 


-1412; 


1278- 


1486, 


• 1277 


-1484, 


1280 


-1465 


• 1297 


-1766, 


• 1315 


-1573 


; 1327 


-1594 


• 1347 


-1594; 


1353- 


-1606; 


1368- 


-1641; 


1372- 


-1618; 


1379- 


-1947; 


1381- 


-1954; 


1385- 


-1645; 


1389- 


1628, 


1391 


-1499, 


1414 


-1674, 


1414 


-1670, 


' 1415 


-1539 


? 1429 


-1888 


1427 


-1699; 


1433- 


-1516; 


1436- 


-1675; 


1437- 


-1772; 


1436- 


-1700; 


1438- 


-1659; 


1439- 


-1618; 


1443- 


2051, 


• 1444 


-1705, 


1454 


-1701, 


1460 


-1613, 


• 1463 


-1703 


r 1465 


-1660 


• 1469 


-1763; 


1471- 


-1686; 


1471- 


-1718; 


1475- 


-1768; 


1480- 


-1771; 


1483- 


-1736; 


1487- 


-1649; 


1489- 
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1585; 1500-1763; 1505-1776; 1507-1699; 1509-1770; 1510-1768; 1510-1745; 
1511-1664; 1512-1768; 1512-1754; 1513-1785; 1516-1780; 1528-1771; 1538- 
1735; 1538-1731; 1538-1705; 1549-1800; 1563-2131; 1576-1828; 1576-1811; 
1580-1835; 1583-1835; 1581-1842; 1587-2115; 1589-1879; 1583-2332; 1595- 
2188; 1595-2955; 1604-2174; 1607-1873; 1610-1839; 1613-1842; 1618-1882; 

1641- 2202; 1641-1872; 1641-1863; 1644-1885; 1648-1900; 1650-1922; 1653- 
1768; 1654-1932; 555-1119; 557-1162; 558-1094; 560-1138; 559-644; 563-793; 
567-939; 573-1157; 575-1004; 616-917; 619-761; 627-884; 627-875; 633-892; 
649-904; 628-1095; 633-903; 652-1252; 658-786; 656-1261; 660-837; 664-917; 
674-1314; 680-1318; 682-1331; 688-1297; 696-1321; 697-810; 704-840; 707- 
1118; 704-972; 715-1102; 717-1335; 732-1279; 718-918; 737-890; 749-989; 
750-1033; 753-1168; 755-1046; 755-1001; 756-1038; 750-883; 771-1245; 775- 
1067; 782-1344; 781-1009; 775-922; 784-1053; 807-1346; 793-1045; 793-964; 
818-1038; 823-1301; 858-965; 871-1108; 880-1337; 885-1495; 888-1154; 888- 
1108; 890-1142; 900-1139; 900-1099; 901-1145; 903-1148; 909-1156; 880-1224; 
915-1417; 917-1479; 923-1138; 923-1116; 924-1189; 925-1200; 932-1170; 933- 
1487; 932-1245; 934-1151; 935-1182; 942-1532; 948-1378; 952-1369; 953-1528; 
953-1456; 956-1211; 971-1058; 975-1266; 1012-1433; 1017-1264; 1017-1271; 
1025-1205; 1028-1277; 1040-1256; 1041-1255; 1054-1552; 1056-1269; 1080- 
1306; 1089-1346; 1110-1561; 1110-1349; 1-281; 28-621; 170-625; 196-660; 
200-429; 201-696; 212-697; 212-668; 225-784; 225-637; 233-785; 241-647; 
250-794; 250-813; 283-629; 294-840; 294-384; 345-799; 341-644; 343-707; 
375-912; 379-673; 380-877; 394-706; 395-752; 403-675; 423-747; 456-584; 
459-705; 475-712; 475-940; 475-699; 488-717; 488-752; 500-668; 506-756; 
508-1024; 520-662; 526-660; 526-1176; 535-1046; 539-782; 549-819; 2721- 
2903; 2722-2962; 2736-2955; 2738-2905; 2743-2957; 2769-2875; 2778-2885; 
2783-2907; 2784-3012; 2788-2894; 2793-2905; 2829-2955; 2839-2955; 2848- 
2907; 2853-2955; 2868-2958; 2884-3153; 2893-2955; 3037-3158; 2593-2903; 
2594-2820; 2594-2842; 2595-2955; 2596-2905; 2597-2899 ;. 2600-2846 ; 2601- 
2879; 2601-2877; 2602-2955; 2602-2905; 2603-2967; 2606-2955; 2607-2955; 
2607-2868; 2607-2913; 2607-2896; 2609-2840; 2609-2883; 2615-2862; 2616- 
2959; 2622-2952; 2620-2892; 2621-2891; 2628-2905; 2629-2887; 2630-2908;. 
2630-2754; 2630-2906; 2631-2942; 2633-2907; 2635-2955; 2634-2950; 2637- 
2899; 2644-2953; 2645-2871; 2644-2932; 2652-2905; 2650-2962; 2652-2965; 
2653-2823; 2657-2955; 2657-2911; 2658-2961; 2657-2904; 2660-2905; 2662- 
2913; 2664-2951; 2663-2905; 2663-2930; 2665-2915; 2674-2958; 2675-2957; 
2678-2926; 2683-2952; 2685-2955; 2687-2932; 2688-2962; 2694-2955; 2701- 
2947; 2701-2901; 2701-2955; 2704-2906; 2706-2955; 2721-2904; 618-888; 1136- 
1558; 927-1380; 1489-2103 

348/LI:245982.24:2001MAYl7 || 1569-2192; 1576-1734; 1578-2092; 1588-1865; 
1596-2103; 1596-1849; 1596-2043; 1602-1997; 1602-1874; 1604-1856; 1565- 
2129; 1617-2175; 1616-1733; 1627-2128; 1630-1874; 1634-1733; 1639-2168; 

1642- 1733; 1642-2164; 1642-2201; 1642-2176; 1642-2170; 1642-1881; 1642- 
1854; 1647-1931; 1647-2015; 1653-1912; 1654-2046; 1654-1908; 1656-1920; 
1656-1868; 1656-1732; 1656-1733; 1656-2097; 1657-1940; 1672-2084; 1682- 
1940; 1682-1926; 1712-2156; 484-1040; 563-1143; 571-1047; 583-842; 587- 
1095; 656-1321; 683-1188; 684-1177; 719-1290; 754-1340; 771-990; 771-1019; 
798-1340; 805-1059; 828-1448; 853-1382; 884-1439; 883-1171; 919-1331; 944- 
1659; 948-1488; 926-1518; 966-1539; 973-1436; 940-1500; 941-1501; 978-1536; 
968-1334; 990-1379; 1085-1474; 1091-1277; 1089-1722; 1119-1368; 1121-1358; 
1128-1358; 1130-1232; 1159-1447; 1190-1807; 1248-1516; 1180-1302; 1206- 
1483; 1286-1505; 1272-1900; 18-80; 12-109; 1562-1620; 1565-2095; 1-625; 
209-844; 269-807; 345-980; 1793-2193; 1793-1924; 1793-2199; 1793-2143; 
1793-1952; 1793-1847; 1793-1966; 1794-2044; 1793-2004; 1744-2196; 1747- 
1989; 1748-2193; 1749-2198; 1753-2173; 1753-2199; 1758-2201; 1793-2014; 
1795-1913; 1796-2194; 1801-1969; 1801-2042; 1801-2078; 1808-2156; 1759- 
2050; 1808-2053; 1811-2193; 1812-2193; 1817-1988; 1819-2197; 1817-1989; 
1821-2197;- 1821-2193; 1824-2081; 1825-2009; 1759-1974; 1763-2164; 1766- 
2193; 1767^2196; 1771-2074; 1769-2197; 1772-2024; 1780-2025; 1781-2153; 
1782-2197; 1783-2197; 1787-2197; 1786-2183; 1793-1955; 1793-1990; 1793- 
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2194; 1829-2193; 1834-2099; 1847-2196; 1859-2198; 1864-2193; 1864-2132; 
1866-2099; 1866-2097; 1866-2115; 1867-2197; 1867-2194; 1872-2195; 1874- 
2132; 1874-2201; 1874-2112; 1878-2137; 1879-2029; 1881-2197; 1895-2197; 
1897-2196; 1898-2201; 1905-2216; 1905-2081; 1905-2134; 1912-2196; 1919- 
2174; 1925-2199; 1923-2198; 1925-2368; 1935-2049; 1956-2193; 1959-2243; 
1960-2232; 1961-2196; 1968-2375; 2002-2196; 2054-2193; 2084-2176; 2087-2192 
349/LI:246054.1:2001MAYl7 || 489-687; 514-783; 576-851; 600-874; 658-872; 
710-916; 819-1215; 903-1200; 947-1488; 1328-1609; 1374-1630; 1420-1630; 
1500-1636; 1-256; 1-557; 2-230; 23-383; 41-230; 42-230; 235-568; 249-568; 
256-350; 258-516; 283-555; 295-546; 301-479; 280-362; 301-389; 301-414; 
301-429; 301-430; 301-433; 301-443; 301-449; 301-444; 301-537; 301-450; 
301-460; 301-519; 301-423; 301-506; 301-630; 301-461; 301-610; 301-579; 
301-428; 301-517; 305-596; 313-556; 317-630; 318-672; 321-738; 331-426; 
335-575; 337-557; 337-572; 338-880; 338-577; 338-836; 344-713; 344-585; 
344-803; 346-596; 349-714; 352-609; 361-605; 372-536; 396-868; 404-636; 
419-550; 457-876; 455-805; 467-871; 474-749; 478-653; 501-917; 505-907; 
508-915; 512-912; 512-797; 523-912; 537-781; 555-845; 562-820; 579-912; 
589-838; 590-766; 597-942; 601-869; 626-757; 629-845; 630-1077; 665-913; 
672-897; 708-907; 710-944; 710-912; 710-875; 710-873; 777-912; 799-962; 
841-1127; 856-1203; 877-1072; 879-1162; 910-1170; 930-1199; 942-1183; 947- 
1194; 958-1161; 976-1137; 977-1194; 978-1167;- 982-1162; 992-1554; 1005- 
1136; 1010-1223; 1016-1303; 1019-1267; 1020-1246; 1033-1317; 1042-1615; 
1057-1606; 1062-1588; 1133-1296; 1139-1631; 1158-1629; 1160-1296; 1170- 
1632; 1168-1630; 1170-1347; 1174-1645; 1174-1635; 1177-1631; 1182-1630; 
1189-1630; 1191-1630; 1202-1638; 1204-1630; 1206-1638; 1208-1630; 1209- 
1630; 1231-1631; 1233-1634; 1231-1357; 1250-1477; 1259-1636; 1264-1630; 
1268-1632; 1271-1618; 1276-1634; 1285-1498; 1285-1630; 1296-1623; 1299- 
1588; 1311-1630; 1327-1619; 1334-1630; 1335-1630; 1340-1631; 1354-1630; 
1374-16-23; 1380-1844; 1391-1633; 1412-1631; 1417-1630; 1429-1623; 1433- 
1630; 1441-1630; 1448-1636; 1520-1609;- 1623-1883 

350/LI:256051.229:200lMAY17 || 644-771; 656-771; 524-771; 681-771; 720-771; 
535-771; 299-694; 294-653; 1-399; 242-399 ; 294-399 ; 114-371; 1-207 
351/LI:260629.7:2001MAY17- | | 1-145; 19-145 

352/LI:272723 *1:2001MAY17 jj 1-386; 7-391; 278-795; 278-863; 279-386 
353/LI:272766.1:2001MAYl7 jj 1-662; 1-112; 441-873; 570-957 
354/LI:275726.1:2001MAYl7 jj 1-157; 1-583; 1-97; 1-554; 4-97; 33-97; 451- 
594; 456-591; 456-521 

355/LI:276815.1:2001MAY17 || 1-250; 48-455; 48-598 

356/LI:283562.5:2001MAYl7 jj 1-584; 352-807; 367-887; 584-1235; 906-1537; 
1192-1669; 1339-1548; 1540-1824; 262-667; 297-515; 313-980; 352-622; 364- 
938; 364-873; 367-975; 367-965; 367-979; 454-1036; 558-1236; 569-1230; 571- 
1227; 639-1227; 660-1234; 775-1036; 822-1319; 906-1441; 1059-1583; 1059- 
1585; 1059-1618; 1272-1498; 1274-1485; 1333-1669; 1335-1958; 1385-1510; 
1525-1968; 1525-1922; 1528-1805; 1528-1809; 1567-2204; 1595-1838; 1597- 
1753; 1675-2166; 1674-2357; 1689-2259; 1688-1915; 1758-2216; 1758-2376; 
1776-2093; 1776-2028; 1777-2080; 1782-2073; 1782-2066; 1774-2018; 1783- 
1993; 1826-2406; 1839-2097; 1839-2266; 1814-2431; 1817-2314; 1822-1974; 
1829-1970; 1894-2533; 1924-2534; 1916-2151; 1919-2585; 1976-2570; 2018- 
2564; 2049-2539; 2066-2638; 2053-2661; 2128-2742; 2128-2344; 2161-2759; 
2157-2851; 2169-2738; 2202-2576; 2222-2860; 2257-2759; 2283-2885; 2330- 
2929; 2353-2747; 2417-3003; 2471-2746; 2550-3096; 2418-2692; 2437-2640; 
2442-2653; 2445-2709; 2451-3078; 2468-2968; 2587-3217; 2593-2842; 2713- 
3314; 2751-3003; 2754-3288; 2755-3318; 2761-2994; 2765-3262; 2762-2940; 
2792-2878; 2807-3361; 2827-3375; 2841-3361; 2844-3378; 2887-3377; 2895- 
3364; 2922-3313; 2928-3361; 2935-3362; 2934-3152; 2968-3198; 2990-3364; 
2993-3361; 3081-3317; 3118-3361; 3155-3285; 3167-3361; 3265-3378; 3288-3359 
357/LI:289066.15:200lMAY17 || 2967-3112; 2107-2266; 2143-2303; 2102-2253; 
2086-2268;* 2114-2268; 2096-2268; 2098-2286; 2123-2256; 2136-2268; 2109- 
2267; 2109-2272; 2109-2266; 2109-2268; 2134-2268; 2138-2266; 2158-2272; 
2161-2254; 2169-2268; 2174-2267; 2170-2252; 2200-2265; 2164-2220; 2210- 
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2266; 2312-2962; 2378-2949; 2495-3172; 2513-2782; 2553-2803; 2585-3134; 
2586-2834; 2600-3223; 2603-3073; 2628-3233; 2643-3145; 2648-2769; 2659- 
2930; 2666-2905; 2699-2994; 2700-2939; 2700-2993; 2700-2863; 2716-3248; 
2716-2937; 2722-3251; 2728-2945; 2727-2953; 2733-3251; 2746-3150; 2757- 
3243; 2761-3025; 2774-3248; 2775-3048; 2781-3251; 2781-3248; 2785-3211; 
2785-3046; 2786-3248; 2785-3072; 2787-3050; 2790-3248; 2804-3247; 2809- 
3249; 2808-2858; 2820-3251; 2825-3068; 1712-1976; 1721-1903; 1754-2114; 
1730-2301; 1757-2031; 1735-1912; 1739-1967; 1742-1958; 1773-2047; 1754- 
1928; 1760-2267; 1774-2043; 1770-1958; 1798-2259; 1800-2011; 1801-2100; 
1814-2062; 1805-2192; 1805-2076; 1808-2300; 1827-1977; 1827-2010; 1844- 
2392; 1833-2307; 1824-2093'; 1839-2301; 1853-2132; 1826-2115; 1843-2301; 
1846-2225; 1839-2300; 1839-2261; 1856-2301; 1858-2303; 1847-2305; 1863- 
2280; 1864-2307; 1865-2301; 1866-2299; 1858-2103; 1859-2278; 1860-2296; 
1874-2307; 1890-2325; 1880-2282; 1868-2302; 1869-2312; 1885-2282; 1878- 
2303; 1891-2305; 1894-2307; 1885-2304; 1900-2299; 1893-2278; 1893-2304; 
1898-2301; 1913-2307; 1903-2308; 1930-2182; 1907-2166; 1923-2301; 1912- 
2319; 1927-2259; 1914-2250; 1938-2300; 1926-2287; 1924-2191; 1926-2306; 
1941-2210; 1929-2306; 1934-2303; 1949-2305; 1945-2314; 1945-2227; 1960- 
2301; 1950-2278; 1951-2301; 1953-2261; 1956-2119; 1959-2300; 1946-2258; 
1952-2240; 2006-2314; 2006-2263; 1987-2272; 1990-2261; 1995-2266; 2002- 
2223; 2002-2217; 2005-2245; 2040-2288; 2008-2229; 2052-2271; 2071-2284; 
2054-2295; 2060-2298; 2064-2298; 2059-2324; 2077-2270; 2111-2247; 2078- 
2256; 2113-2318; 2119-2318; 2084-2266; 2122-2321; 2097-2281; 2102-2250; 
2102-2224; 1086-1328; 1090-1332; 1094-1255; 1112-1371; 1112-1231; 1101- 
1556; 1107-1561; 1132-1380; 1137-1376; 1145-1341; 1152-1394; 1132-1538; 
1147-1483; 1154-1541; 1162-1406; 1162-1341; 1162-1691; 1163-1761; 1165- 
1316; 1168-1414; 1177-1462; 1177-1423; 1178-1432; 1180-1386; 1183-1413; 
1188-1519; 1197-1333; 1214-1511; 1215-1472; 1237-1514; 1245-1529; 1265- 
1846; 1278-1524; 1314-1958; 1294-1551; 1294-1428; 1317-1547; 1317-1566; 
1321-1782; 1320-1818; 1336-1582; 1340-1977 ; 1345-1745 ;- 1352-1603 ; 1353- 
1621; 1353-1613; 1363-1614; 1363-1609; 1369-1621; 1370-1649; 1374-1660; 
1386-1584; 1389-1722; 1431-1789 ;. 1409-2035 ; 1410-1996; 1428-1958; 1428- 
1602; 1428-2075; 1430-1929; 1440-1674; 1470-2009; 1472-1731; 1448-1735; 
1466-2019; 1500-2050; 1478-1727; 1503-1776; 1506-1797; 1485-1729; 1486- " 
1647; 1486-1583; 1494-1731; 1502-1937; 1535-1810; 1511-1717; 1537-2070; 
1514-1753; 1543-1984; 1550-1768; 1568-1816; 1568-1788; 1544-1851; 1546- 
1811; 1554-1738; 1582-1809; 1588-2220; 1564-1916; 1572-2195; 1568-2043; 
1593-1836; 1595-1774; 1606-1809; 1586-2218; 1627-1733; 1606-2108; 1633- 
1834; 1627-1899; 1634-1931; 1657-2154; 1650-1871; 1671-2154; 1644-2203; 
1664-1889; 1695-2272; 1698-2266; 1712-2237; 1703-2284; 1712-2249; 1709- 
2172; 1709-1841; 1709-1974; 1693-1950; 1712-1942; 1-555; 29-569; 107-570; 
316-564; 316-537; 416-649; 447-677; 577-1269; 591-866; 590-1000; 591-929; 
594-870; 594-936; 593-722; 595-725; 596-997; 596-816; 596-881; 596-1016; 
596-1015; 596-982; 596-772; 596-841; 596-900; 596-995; 596-807; 607-870; 
614-1009; 615-822; 615-880; 615-1084; 619-1105; 636-1113; 648-1179; 653- 
933; 655-902; 658-946; 658-889; 664-870; 672-965; 688-896; 715-1006; 719- 
984; 743-946; 765-1327; 765-1343; 810-1048; 892-1198; 893-1066; 921-1186; 
901-1168; 905-1028; 963-1117; 946-1402; 977-1247; 987-1208; 967-1531; 967- 
1501; 1004-1213; 1027-1277; 1004-1532; 1007-1158; 1043-1292; 1057-1347; 
1073-1356; 2836-3249; 2839-3248; 2847-3249; 2849-3246; 2855-3249; 2858- 
3248; 2871-3106; 2873-3091; 2896-3251; 2898-3120; 2906-3251; 2924-3174; 
2936-3160; 2941-3210; 2941-3172; 2942-3250; 2953-3251; 2953-3244; 2953- 
3248; 2956-3248; 2958-3186; 2965-3247; 2966-3246; 2970-3181; 2977-3231; 
2981-3231; 2985-3218; 2992-3246; 2997-3254; 3033-3202; 3043-3248; 3055- 
3249; 3080-3248; 3139-3248; 653-914; 670-886; 719-989; 885-1138; 946-1155; 
971-1197; 1007-1348; 1067-1292; 1569-1828; 1590-2135; 1620-1764; 1649-2099; 
1674-1949; 1709-2299; 1712-2279; 2831-3046; 2852-3256; 2895-3248; 2934- 
3159; 2944-3246; 2957-3249; 2980-3043; 3006-3218; 3134-3251; 40-465; 780- 
1118; 596-1080; 671-1239; 719-1338 
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358/LI:331040.17:2001MAY17 || 610-825; 615-835; 660-842; 602-792; 604-812; 
709-839; 728-838; 740-943; 776-838; 602-846; 1-320; 1-265; 27-606; 114-429; 
114-394; 138-508; 143-427; 151-438; 171-726; 174-604; 204-839; 193-766; 
213-517; 218-800-; 224-657; 257-784; 257-812; 258-673; 295-633; 300-550; 
300-862; 303-592; 324-585; 331-511; 341-838; 354-838; 357-615; 361-500; 
374-840; 370-651; 375-798; 374-838; 377-802; 380-838; 392-642; 407-841; 
422-841; 426-574; 441-841; 442-850; 444-841; 445-841; 449-852; 453-844; 
451-841; 456-676; 457-847; 479-841; 488-838; 493-841; 506-841; 506-732; 
505-647; 511-844; 528-848; 528-838; 549-841; 569-841; 590-827; 597-841 
359/LI:332414.5:2001MAY17 || 1-550; 1-600; 68-669; 159-429; 227-450; 228- 
657; 240-489; 253-828; 268-608; 268-516; 267-908; 281-487; 436-1056; 490- 
1073; 481-1079; 509-1090; 522-1079; 507-1100; 536-1093; 535-1040; 541-1127; 
544-1162; 548-1205; 556-1069; 595-1231; 604-1134; 615-1121; 615-1486; 655- 
1217; 679-1217; 682-1273; 701-1090; 725-1402; 713-1384; 710-1251; 721-1405; 
754-1097; 785-1312; 800-1018; 769-1642; 802-1441; 964-1527; 1093-1670; 
1160-1724; 1184-1697; 1245-1689; 1255-1723; 1270-1710; 1274-1723; 1286- 
1718; 1312-1713; 1324-1721; 1327-1712; 1329-1712; 1331-1718; 1337-1716; 
1341-1616; 1367-1658; 1367-1678; 1373-1589; 1383-1718; 1401-1719; 1414- 
1715; 1504-1718; 1621-1714 

360/LI:332730.l6:200lMAY17 )) 1338-1533; 1411-1523; 1411-1752; 1430-1774; 
1448-1621; 1504-1786; 1577-1915; 1626-1868; 1627-1841; 1767-2001; 1777- 
2030; 1788-1912; 1789-2046; 1859-2322; 1918-2353; 1931-2203; 1934-2152; 
1946-2485; 1975-2172; 1980-2216; 2020-2178; 2074-2344; 2083-2293; 2236- 
2439; 2239-2683; 2240-2682; 2246-2671; 2255-2451; 2258-2460; 2268-2362; 
2390-2642; 2396-2928; 2397-2645; 2401-2577; 2419-2680; 2578-3141; 2653- 
3003; 2720-3182; 2731-3182; 2749-3174; 2752-3352; 2755-2940; 2769-3391; 
2769-3365; 2774-3174; 2796-3067; 2796-3038; 2796-3181; 2833-3174; 2875- 
3131; 2882-3450; 2886-3088; .2895-3315; 3065-3180; 3099-3358; 3109-3356; 
3150-3425; 3151-3404; 3201-3445; 3266-3526; 3286-353Q; 3426-3858; 3476- 
3962; 3551-3771; 3551-3705; 3551-3748; 3551-r3743; 3574-3823; 3593-3792; 
3623-3794; 3645-3927; 3686-3869; 3688-3943; 3712-4077; 3728-4072; 3729- 
3992; 3729-4141; 3741-4043; .3769-4013; 3789-4069; .3789-4065; 3796-4132; 
3801-4030; 3833-4344; 3864-4081; 3864-4141; 3868-4608; 3867-4166; 3877- 
4143; 3902-4138; 3909-4283; 3944-4176; 3949-4283; 3957-4240; 3972-4105; 
3978-4236; 3980-4238; 4023-4563; 4023-4227; 4068-4342; 4071-4379; 4080- 
4356; 4113-4678; 4122-4359; 4129-4389; 4147-4523; 4165-4618; 4175-4631; 
4189-4437; 1-693; 11-242; 63-358; 229-781; 243-568; 311-494; 415-631; 443- 
844; 462-652; 538-1071; .546-886; 580-899; 677-1020; 682-1168; 714-1260; 
728-1151; 728-1270; 737-1059; 746-965; 850-1490; 891-1270; 976-1403; 1003- 
1401; 1013-1404; 1022-1608; 1025-1227; 1025-1435; 1036-1412; 1048-1256; 
1055-1404; 1066-1401; 1073-1270; 1080-1403; 1066-3181; 1083-1404; 1089- 
1366; 1092-1322; 1092-1363; 1087-1629; 1143-1412; 1181-1270; 1180-1443; 
1178-1556; 1195-1363; 1190-1397; 1286-1598; 4811-5090; 4814-4953; 4815- 
5202; 4818-5003; 4822-5065; 4823-5209; 4834-5209; 4841-5209; 4846-5210; 
4847-5127; 4848-5210; 4851-5130; 4851-5117; 4852-5202; 4853-5209; 4853- 
5210; 4852-5214; 4857-5209; 4858-5047; 4859-5209; 4862-5201; 4883-5209; 
4884-5209; 4881-5167; 4886-5211; 4892-5180; 4901-5173; 4905-5209; 4909- 
5202; 4913-5180; 4942-5211; 4943-5209; 4944-5209; 4944-5171; 4947-5209; 
4975-5172; 4978-5202; 4982-5182; 4986-5202; 4991-5126; 4190-4443; 4192- 
4428; 4195-4256; 4230-4392; 4259-4507; 4263-4521; 4286-4573; 4294-4484; 
4310-4513; 4361-4587; 4365-4585; 4364-4597; 4391-4650; 4405-4658; 4406- 
4653; 4415-4694; 4430-4684; 4465-4701; 4475-4725; 4477-4743; 4488-4941; 
4497-4757; 4501-4796; 4523-4663; 4549-4826; 4554-4850; 4566-4835; 4577- 
4802; 4582-4870; 4602-5208; 4602-4831; 4605-4800; 4606-4923; 4608-4722; 
4610-5079; 4630-4983; 4655-5172; 4655-4895; 4657-4883; 4664-5117; 4698- 
4963; 4698-5183; 4705-4929; 4710-5117; 4711-4991; 4716-4997; 4743-5209; 
4752-5212; 4754-5211; 4754-5209; 4755-5209; 4756-5209; 4757-5214; 4765- 
5215; 4765-5216; 4766-5185; 4769-5209; 4781-5172; 4788-5209; 4790-5209; 
4791-5120; 4798-5202; 4800-5209; 4804-5209; 4806-5027; 4806-5037; 4810- 
5209; 4811-5209 
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361/LI: 333849. 21 :2001MAY17 || 1-566 

362/LI:337038.15:2001MAY17 || 2690-2744; 2697-3054; 2719-3077; 2719-2965; 
2723-3281; 2723-3016; 2728-3014; 2746-3247; 2945-3050; 2954-3085; 2998- 
3134; 3013-3526; 3059-3604; 3915-4090; 3950-4157; 3963-4053; 3971-4239; 
3606-3910; 3651-4040; 3651-3915; 3678-3977; 3713-3982; 3873-4529; 2490- 
2545; 2495-2545; 4159-4676; 4201-4449; 4209-4640; 4243-4648; 4243-4494; 
4243-4640; 4265-4503; 4277-4530; 4283-4811; 4326-4867; 4343-4593; 2664- 
2832; 2673-3057; 2681-3057; 2681-3052; 2681-3028; 2681-3013; 2681-2753; 
2681-2752; 2681-3174; 2681-2984; 2686-3079; 2690-2897; 2690-2782; 3091- 
3452; 3178-3644; 3194-3644; 4042-4458; 4043-4332; 4097-4600; 4109-4393; 
4109-4511; 3566-3895; 3365-3643; 3366-3646; 3416-3643; 3444-3594; 3451- 
3633; 3453-3642; 3463-3812; 3463-3799; 3471-4016; 3474-3840; 3476-3845; 
3488-3643; 3360-3629; 1-5249; 1-546; 42-653; 56-479; 192-512; 392-891; 394- 
891; 418-891; 434-891; 439-847; 461-553; 477-614; 510-847; 515-891; 534- 
847; 535-885; 579-883; 596-650; 634-889; 674-758; 719-987; 774-863; 796- 
1035; 1205-1455; 1452-1902; 1650-1948; 1659-2077; 1718-1987; 1719-1977; 
1756-2203; 1762-1911; 1763-1974; 1780-2190; 1801-2202; 1863-2126; 1867- 
2425; 1868-2059; 1965-2271; 1991-2205; 1996-2245; 2007-2570; 2008-2419; 
2066-2269; 2134-2545; 2134-2374; 2142-2545; 2159-2415; 2174-2545; 2196- 
2545; 2247-2545; 2262-2545; 2268-2542; 2267-2498; 2271-2545; 2271-2473; 
2279-2523; 2361-2783; 2378-2545; 2453-2545; 2746-2989; 2746-2938; 2746- 
2833; 2746-2806; 2749-3307; 2830-3077; 2830-3098; 2830-3083; 2830-3051; 
2851-3077; 2856-3125; 3209-3642; 3222-3641; 3234-3644; 3273-3888; 2509- 
2579; 2606-3051; 2622-3077; 2640-2790; 2656-2806; 4355-4591; 4366-4879; 
4380-4638; 4385-4881; 4426-4708; 4433-4672; 4458-4921; 4465-4918; 4468- 
4698; 4518-4900; 4534-4928; 4546-4928; 4547-4689; 4568-4923; 4589-4887; 
4593-4919; 4602-4923; 4609-4928; 4609-4919; 4668-4923; 4735-4928; 4779- 
5205; 4806-5068; 4848-5244; 4859-4919; 4971-5244 

363/LI:337606.6:200lMAYl7 || 1-424; 234-433; 234-456; 234-631; 234-647; 
277-631; 292-631; 355-631; 468-631; 473-631 
364/Ll:338032.10:2001MAY17 || 1-394; 28-408 

365/LI:339265.16:2001MAY17 || 675-1064; 949-1207; 1142-1469; 1278-1636; 
1527-2001; 2259-2699; 277,5-3542; 2964-3271; 3400-3625; 1-255; 156-614; 178- 
879; 187-630; 207-852; 257-614; 264-596; 276-875; 281-630; 314-630; 417- 
910; 660-1064; 671-1064; 739-1064; 805-1225; 891-1471; 902-1458; 984-1172; 
1102-1469; 1102-1467; 1102-1476; 1115-1589; 1192-1438; 1200-1458; 1223- 
1664; 1248-1469; 1280-1373; 1287-1439; 1360-1916; 1486-2091; 1569-1828; 
1608-2156; 1814-2458; 1916-2435; 2076-2449; 2281-2842; 2283-2530; 2311- 
2748; 2727-3147; 2775-3149; 2780-3271; 2802-3189; 2842-3097; 3205-3473; 
3245-3384; 3248-3824; 3257-3744; 3400-3684; 3407-3548; 3452-3811 
366/LI: 344646. 4 :2001MAY17 || 1586-1767; 1597-1793; 1597-1796; 1599-1760; 
1124-1362; 1134-1363; 1149-1387; 1530-1754; 634-898; 658-925; 709-990; 725- 
960; 730-1222; 1-857; 306-541; 309-710; 320-768; 320-769; 348-756; 348-565; 
369-633; 371-768; 388-707; 399-801; 410-739; 425-719; 467-708; 488-811; 
496-811; 498-813; 509-1176; 511-1088; 553-814; 557-777; 567-856; 593-1215; 
732-1001; 730-1390; 749-1112; 790-1147; 790-983; 795-1127; 802-1146; 814- 
1292; 816-1225; 834-1059; 835-1049; 908-1149; 921-1352; 922-1181; 917-1630; 
944-1234; 944-1308; 956-1064; 960-1225; 965-1681; 986-1221; 986-1556; 1012- 
1287; 1013-1233; 1031-1141; 1038-1654; 1048-1229; 1048-1322; 1053-1318; 
1071-1374; 1075-1513; 1075-1338; 1076-1727; 1106-1578; 1230-1720; 1259- 
1448; 1261-1715; 1264-1720; 1266-1715; 1266-1723; 1272-1518; 1279-1756; 
1279-1755; 1284-1760; 1288-1760; 1295-1719; 1298-1754; 1300-1755; 1301- 
1760; 1301-1757; 1306-1761; 1310-1761; 1310-1758; 1309-1757; 1312-1759; 
1315-1759; 1317-1786; 1317-1754; 1318-1761; 1335-1760; 1337-1761; 1343- 
1760; 1341-1720; 1345-1755; 1348-1760; 1349-1629; 1352-1761; 1355-1538; 
1359-1754; 1363-1752; 1375-1760; 1378-1760; 1381-1758; 1382-1752; 1386- 
1759; 1389-1768; 1391-1723; 1394-1769; 1394-1718; 1397-1627; 1399-1759; 
1400-1661; 1412-1655; 1430-1758; 1430-1600; 1437-1758; 1438-1549; 1438- 
1760; 1446-1757; 1466-1770; 1468-1658; 1483-1761; 1487-1754; 1513-1760; 
1515-1759; 1515-1760; 1520-1764; 1520-1760 
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367/LI:347393.7:2001MAY17 || 1-380; 923-1312; 1044-1315; 103-283; 224-843; 
528-1153; 803-1010; 804-1340; 909-1315; 930-1343; 953-1349; 1022-1299; 
1029-1251; 1162-1349; 1181-1349 

368/LI:348107.36:2001MAY17 || 1-492; 1-499; 3-492; 1-219; 4-492; 3-219; 4- 
219 

369/1*1: 351120. 6 :2001MAY17 || 2875-3280; 1-245; 12-454; 12-173; 12-124; 38- 
555; 58-577; 139-426; 178-682 ;• 178-419; 186-688; 296-518; 296-426; 320-613; 
327-737; 401-810; 430-680; 430-604; 433-541; 506-742; 519-737; 531-1173; 
627-1087; 2737-3047; 2740-2941; 2749-3043; 2752-3047; 2755-3003; 2770-2935; 
2770-2863; 2792-3047; 2792-3043; 2800-3043; 2807-2972; 904-1038; 905-1374; 
911-1165; 921-1183; 896-1106; 728-1338; 730-1360; 740-1256; 761-1055; 819- 



1112, 


819- 


1122; 


820-1125; 830-1066; 834-1371; 838 


-1087; 


845- 


-1116; 


850-1100; 


860-1117; 


861-1144; 863-1490; 862-1114; 871 


-1144; 


879-996; 891-1135; 896- 


1120, 


925- 


1042; 


944-1356; 950-1042; 966-1032; 973 


-1455; 


981- 


-1249; 


994-1574; 


1122- 


-1585; 


1123- 


-1593; 


1131- 


-1339; 


1134- 


-1586; 


1133- 


1588; 


1137- 


•1407; 


1139- 


1588; 


1145 


-1592; 


1145 


-1401, 


1146 


-1451, 


1150 


-1592; 


1159- 


1588; 


1159- 


-1587; 


1159- 


-1556; 


1159- 


-1547 ; 


1161- 


-1371; 


1161- 


-1409; 


1859- 


2093; 


1862- 


-2110; 


1862- 


2076; 


1861 


-2107; 


1863 


-2090, 


1865 


-2124; 


1865 


-2162; 


1865- 


2076; 


1865 


-2073; 


1864- 


-2143; 


1866- 


-2124; 


1867- 


-2354; 


1867- 


-2017; 


1866- 


2100; 


1869- 


-2114; 
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•1803; 
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-1723 ; 


1462- 


-1588; 


1466- 


-1586; 
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1590; 


1490- 


-1587; 


1491- 
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1495 
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• 1380 
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-1590 ; 
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1998-2258; 922-1175; 973-1241; 994-1140; 1037-1165; 1075-1339; 1087-1477; 
1112-1590; 1121-1587; 1142-1587; 1159-1411; 1159-1445; 1464-1590; 2209- 
2382; 2312-2741; 2364-2600; 2571-2847; 2591-2900; 2616-3047; 2661-3045; 
1923-2492; 12-134; 2832-2968; 2657-2936; 12-303; 3-290; 2721-3041; 2544- 
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2937; 2599-3038; 2602-3046; 2291-2743; 2479-2937; 2285-2743; 2590-3041; 
2580-3047; 93-596; 2437-2997; 2065-2630; 2058-2663; 2406-3047 
370/LI:358762.41:2001MAYl7 || 668-795; 671-789; 524-762; 552-754; 481-636; 
476-574; 476-528; 1-528; 668-1054; 704-1037; 734-1037; 644-1037; 666-1018; 
483-1011; 668-967; 668-918; 1311-1684; 668-863; 1307-1655; 1087-1655; 1357- 
1643; 1004-1579; 670-798; 924-1178; 724-1126 

371/LI:363003.48:2001MAY17 || 720-1034; 758-1030; 764-1038; 770-1030; 772- 
933; 774-1033; 784-1031; 795-1033; 805-1029; 808-1015; 809-962; 815-1037; 
822-1033; 831-1031; 852-1036; 865-990; 872-1031; 872-1033; 875-1034; 892- 
1033; 894-1029; 907-1032; 913-1032; 919-1033; 918-1044; 923-1031; 983-1033; 
543-820; 558-748; 565-1033; 565-1031; 566-863; 570-1033; 572-1033; 573- 
1033; 578-790; 581-1033; 582-1036; 583-1033; 584-1030; 588-1035; 590-1036; 
592-1039; 594-1033; 587-1033; 595-1038; 595-1031; 608-816; 608-817; 608- 
860; 622-1033; 622-851; 623-1037; 625-1033; 631-914; 632-831; 634-883; 636- 
986; 643-1031; 643-1033; 643-876; 645-866; 644-896; 651-1033; 653-1035; 
654-1032; 657-1014; 658-1039; 658-937; 661-1034; 661-1030; 663-1030; 668- 
1033; 669-1036; 669-1034; 671-1033; 672-1034; 673-1030; 679-1033; 687-898; 
687-881; 688-991; 688-889; 688-886; 689-1034; 690-996; 696-960; 728-1031; 
729-1033; 734-1036; 734-1033; 734-986; 737-992; 737-1035; 737-969; 750- 
1036; 753-1033; 756-1034; 69-652; 339-700; 337-993; 342-638; 348-1023; 353- 
525; 353-817; 353-613; 353-606; 353-589; 353-419; 355-599; 356-579; 360- 
827; 360-499; 360-494; 360-415; 357-603; 360-527; 360-542; 360-522; 360- 
511; 360-469; 360-635; 360-610; 360-597; 367-612; 364-623; 364-608; 365- 
628; 366-594; 366-852; 371-995; 371-649; 371-594; 372-609; 373-556; 374- 
538; 372-521; 374-477; 371-692; 374-548; 372-641; 378-614; 380-640; 382- 
597; 385-440; 384-579; 388-567; 398-956; 405-713; 405-505; 413-1034; 414- 
969; 424-954; 434-717; 437-709; 440-957; 450-810; 475-820; 475-724; 476- 

.991; 477-991; 480-741; 5.07-687; 511-721; 523-653; 524-778; 531-1011; 534- 
1030; 1-530; 657-811; 243-333; 638-1031; 658-1031; 607-1031 
372/LI:370899.6:200lMAY17 || 2425-2623; 2434-2623; 2438-2701; 2443-2714; 
2501-3079; 2501-3073; 2529-2997; 2425-2551; 2529-3006; 2545-3002; 2553- 
2999; 2576-3153; 2603-2996; . 2639-2999 ; 2642-3183; 2696-2992; 2723-2979; 
2776-2981; 3123-3648; 3352-3639; 3352-3649; 1-494-; 18-447; 24-554; 26-661; 
27-293;. 31-567; 48-338; 49-296; 54-303; 153-770; 221-813; 267-604; 279-371; 
295-525; 316-636; 352-531; 385-786; 417-830; 462-677; 498-694; 498-891; 
507-1001; 513-919; 529-749; 539-609; 586-834; 593-1103; 641-1082; 643-1031; 

■642-995; 663-1157; 751-1145; 752-1267; 803-1084; 872-1457; 881-1085; 889- 
1141; 959-1181; 1031-1490; 1031-1492; 1036-1493; 1041-1492; 1056-1454; 
1060-1493; 1061-1495; 1062-1493; 1067-1432; 1073-1494; 2367-2616; 1075- 
1493; 1079-1493; 1081-1498; 1084-1496; 1087-1434; 1090-1497; 1090-1499; 
1093-1493; 1092-1497; 1093-1492; 1094-1493; 1097-1491; 1096-1459; 1097- 
1493; 1101-1490; 1102-1493; 1106-1495; 1108-1499; 1115-1492; 1122-1457; 
1129-1336; 1129-1346; 1129-1492; 1130-1495; 1141-1387; 1145-1375; 1156- 
1493; 1168-1498; 1188-1490; 1200-1459; 1205-1493; 1207-1494; 1235-1493; 
1256-1500; 1258-1493; 1315-1614; 1372-1692; 1376-1493; 1391-1496; 1517- 
1813; 1517-1807; 1530-1646; 1530-1649; 1528-1664; 1530-1985; 1530-1716; 
1537-1802; 1547-1976; 1547-1852; 1561-1778; 1621-1963; 1651-2422; 1857- 
2165; 1903-2149; 1907-2126; 1912-2079; 1930-2197; 1930-2203; 1990-2266; 
2007-2540; 2007-2186; 2036-2506; 2050-2608; 2128-2571; 2131-2398; 661-869; 
857-1110; 1022-1492; 1050-1490; 1072-1495; 588-1023 
373/LI:376470.1:200lMAY17 || 1-544; 1-88; 379-544 

374/LI:400961.18:200lMAY17 j) 1468-1821; 1751-1821; 1640-1807; 1152-1768; 
1185-1638; 1037-1610; 1153-1594; 1117-1550; 1192-1542; 1110-1514; 1263- 
1513; 1275-1489; 1110-1476; 1284-1473; 1260-1471; 1219-1455; 1182-1452; 
1217-1449; 1103-1443; 1202-1437; 1109-1422; 1192-1424; 1107-1417; 1112- 
1418; 1122-1417; 1163-1397; 1160-1393; 1179-1393; 1163-1382; 1134-1379; 
1106-1374; 1198-1369; 1120-1365; 1111-1362; 1106-1363; 1187-1363; 1102- 
1358; 1111-1356; 1111-1355; 1111-1352; 1108-1351; 1104-1339; 1109-1336; 
1106-1335; 1112-1334; 1111-1333; 1109-1331; 1100-1330; 1114-1329; 1123- 
1330; 1111-1326; 1111-1312; 1111-1309; 1108-1307; 1110-1282; 1110-1278; 
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906-1254; 1111-1247; 1100-1234; 1119-1217; 849-1173; 886-1170; 655-1165; 
696-1164; 757-1164; 791-1164; 732-1163; 699-1163; 663-1163; 770-1163; 763- 
1162; 863-1163; 847-1162; 739-1162; 715-1162; 707-1162; 837-1162; 989-1161; 
702-1160; 843-1160; 763-1160; 712-1159; 767-1159; 715-1159; 697-1159; 675- 
1159; 773-1157; 711-1157; 883-1157; 758-1157; 790-1158; 687-1157; 715-1157; 
871-1157; 821-1158; 804-1157; 856-1157; 729-1157; 706-1157; 1058-1157; 798- 
1157; 797-1157; 884-1157; 1064-1157; 658-1157; 1073-1157; 793-1157; 1081- 
1157; 790-1157; 787-1157; 786-1157; 784-1157; 774-1157; 762-1157; 770-1157; 
769-1157; 767-1157; 764-1157; 923-1157; 763-1157; 806-1157; 823-1157; 821- 
1157; 705-1157; 746-1157; 788-1157; 720-1157; 736-1157; 813-1157; 733-1157; 
1012-1157; 860-1156; 1074-1155; 705-1155; 714-1155; 707-1155; 853-1155; 
782-1150; 890-1148; 945-1145; 870-1142; 855-1139; 1020-1137; 772-1136; 
1011-1135; 813-1131; 698-1130; 741-1122; 603-1121; 715-1119; 701-1119; 543- 
1118; 913-1118; 619-1118; 675-1117; 715-1112; 704-1109; 546-1105; 581-1104; 
671-1096; 750-1089; 611-1090; 640-1088; 775-1084; 841-1084; 816-1084; 760- 
1079; 703-1059; 550-1058; 760-1055; 792-1054; 813-1054; 626-1052; 589-1052; 
472-1005; 756-1001; 738-993; 554-984; 813-966; 732-964; 772-960; 728-955; 
728-953; 533-948; 728-944; 691-931; 715-927; 693-922; 680-917; 658-914; 

663- 900; 685-898; 650-898; 665-876; 605-865; 608-845; 288-845; 626-792; 
231-725; 226-685; 304-566; 32-390; 27-284; 21-273; 13-272; 1-240 
375/LI:404482.20:2001MAY17 || 1874-2107; 1987-2190; 2398-2649; 2535-2773; 
2606-3094; 2627-2877; 2664-3125; 2704-2986; 2733-3131; 2754-3131; 1-609; 1- 
598; 1-754; 1-265; 5-117; 46-320; 162-426; 182-754; 187-433; 248-531; 283- 
359; 404-659; 448-818; 550-792; 603-818; 605-977; 687-947; 717-1267; 939- ' 
1393; 1059-1297; 1059-1242; 1111-1359; 1290-1753; 1290-1524; 1482-2072; 
1510-1691; 1516-2098; 1574-1877; 1578-1878; 1657-1961; 1663-2188; 1665- 
2076; 1669-1864; 1814-2121; 1874-2195; 1913-2195; 1919-2131; 1928-2141; 
1987-2397; 2098-2373; 2309-2532; 2309-2486; 2309-2399; 2420-2675; 2427- 
2909; 2477-2770; 2528-3071; 2553-3095; 2565-3120; 2565-3106; 2613-3214; 
2621-3082; 2602-2848; 2627-3028; 2609-2859; 2613-3002; 2628-3096; 2660- 
2974; 2671-3134; 2678-3131; 2687-3125; 2680-3131; 2657-3116; 2658-3031; 
2705^3131; 2710-3134; 2721-3136; 2734-3125; 2710^2852; 2737-3132; 2738- 
3132; 2738-3084; 2746-3131; 2759-3152; 2771-3022; 2773-3132; 2782-3131; 
2794-3066; 2798-2984; 2807-3093; 2828-3131; 2808-3030; 2841-3245; 2850- 
3245; 2862-3110; 2988-3131; 3012-3131; 3016-3130; 3026-3123; 3055-3125; 
3196-3604; 3203-3253; 3211-3462 

376/LI:405985.1:2001MAY17 || 94-645; 285-905; 346-831; 594-887; 597-911; 

664- 1222; 664-1018; 687-1273; 713-960; 936-1212; 1-653; 247-499; 254-557; 
267-532; 285-600; 298-598; 331-827; 334-615 

377/LI:406389.1:200lMAY17 (| 1-479; 10-577; 10-469; 390-667; 402-715; 418- 
738; 514-740; 649-910; 654-936; 697-1069; 700-967; 927-1213; 929-1464; 
1130-1515; 1146-1557; 1148-1583; 1152-1668; 1185-1561; 1224-1557; 1249- 
1867; 1249-1555; 1273-1557; 1400-1561; 1449-1516 

378/LI: 406833. 1:2001MAY1 7 || 1892-2135; 1955-2223; 1-517; 52-337; 72-616; 
76-389; 96-384; 99-632; 105-371; 181-379; 186-576; 189-358; 230-843; 372- 
737; 372-496; 449-662; 464-938; 477-957; 522-786; 540-774; 540-724; 568- 
1007; 568-765; 570-771; 630-1052; 696-905; 718-937; 743-983; 746-901; 747- 
1017; 773-1005; 773-1293; 851-1466; 854-1121; 934-1209; 1007-1318; 1028- 
1633; 1112-1633; 1120-1647; 1163-1383; 1181-1470; 1275-1671; 1272-1545; 
1277-1630; 1277-1855; 1277-1777; 1280-1367; 1282-1557; 1350-2098; 1364- 
1564; 1400-1633; 1416-2051; 1510-1971; 1513-1633; 1517-1970; 1539-1633; 
1551-2108; 1568-2033; 1646-1899; 1660-2191; 1772-2010; 1786-2226; 1786- 
2136; 1853-2113; 1863-2040; 1870-2424; 1877-2140; 1896-2452; 1910-2455; 
1945-2184; 1954-2511; 1971-2409; 1971-2222; 2033-2278; 2092-2250; 2092- 
2431; 2114-2361; 2118-2337; 2131-2340; 2134-2421; 2144-2366; 2175-2387; 
2211-2500; 2232-2909; 2267-2542; 2280-2736; 2295-2901; 2305-2880; 2324- 
2868; 2326-2870; 2327-2806; 2330-2873; 2332-2807; 2341-2493; 2353-2627; 
2357-2408; 2376-2812; 2376-2618; 2400-2573; 2409-2909; 2414-2851; 2436- 
2653; 2436-2733; 2437-2706; 2438-2865; 2441-2910; 2440-2903; 2448-2907; 
2456-2708; 2456-2912; 2462-2911; 2475-2901; 2480-2905; 2480-2912; 2480- 
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2909; 2490-2909; 2498-2927; 2501-2869; 2509-2905; 2513-2905; 2554-2905; 
2566-2912; 2579-2862; 2674-2861; 2690-2924; 2699-2927; 2702-2901; 2707- 
2859; 2724-2853; 2731-2912 

379/LI: 407921. 3 :2001MAY17 || 3156-3405; 3164-3595; 3183-3412; 3279-3881; 
3384-3920; 3415-3829; 3477-3920; 3517-3844; 3517-3747; 3540-4032; 3618- 
3885; 3683-3812; 3841-4130; 3858-4099; 3882-4375; 3882-4376; 3922-4520; 
3945-4051; 3965-4132; 3976-4349; 3999-4178; 4033-4323; 4070-4672; 4188- 
4487; 4188-4630; 4188-4778; 4188-4416; 4188-4622; 4239-4726; 4244-4493; 
4252-4532; 4259-4834; 4291-4908; 4323-4571; 4328-4755; 4328-4598; 4335- 
4572; 4371-4552; 4406-4982; 4435-4500; 4525-5044; 4575-4643; 4601-4847; 
4668-5242; 4732-5331; 4764-5168; 4765-5331; 4792-5032; 4820-5209; 4821- 
5219; 4890-5192; 4895-5149; 4949-5122; 4974-5207; 4980-5331; 4993-5254; 
5034-5173'; 5043-5306; 5048-5552; 5053-5191; 5058-5158; 5058-5208; 5088- 
5224; 5100-5547; 5101-5585; 5135-5589; 5144-5590; 5150-5593; 5163-5586; 
5181-5585; 5201-5585; 5210-5586; 5215-5586; 5215-5587; 5217-5592; 5221- 
5589; 1-539; 48-541; 271-418; 362-712; 443-832; 551-1267; 629-1189; 646- 
1242; 646-1238; 795-1450; 857-1250; 870-1284; 914-1281; 972-1289; 992-1286; 
1053-1486; 1085-1657; 1220-1675; 1221-1598; 1424-1994; 1611-2016; 1611- 
2011; 1613-1936; 1701-1921; 1744-2249; 1819-2349; 2254-2811; 2364-2587; 
2373-2825; 2373-2909; 2563-2756; 2719-2999; 2755-3216; 2841-3141; 2845- 
3512; 2942-3048; 2944-3048; 2950-3048; 2953-3048; 2960-3468; 2972-3298; 
2972-3048; 3044-3634; 3054-3304; 3130-3535; 3130-3422; 5230-5411; 5230- 
5541; 5230-5583; 5230-5318; 5240-5589; 5240-5549; 5253-5592; 5258-5585; 
5261-5583; 5268-5585; 5269-5587; 5275-5574; 5289-5585; 5294-5416; 5293- 
5592; 5296-5586; 5307-5513; 5316-5586; 5327-5576; 5331-5586; 5331-5577; 
5331-5547; 5352-5576; 5374-5586; 5383-5588; 5390-5583; 5397-5587; 5409- 
5585; 5504-5586 

380/LI:409078.54:2001MAY17 || 1-612; 375-623; 404-950; 421-621; 423-810; 
425-609; 495-1086; 613-922; 691-1013; 742-1103; 893-1137; 917-1229; 1051- 
1342; 1100-1339; 1100-1293; 1112-1404; 1114-1189; 1138-1189; 1282-1917.; 
1431-1797; 1620-2067; 1872-2070; 1930-2064; 1930-2027; 1987-2256; 2164- 
2636; 2183-2846; 2183-2706; 2183-2969; 2183-3076; 2185-2398; 2438-3031; 
2471-3075; 2493-3242; 2500-3294; 2548-3209; 2581-3449; 2597-3158; 2662- 
3495; 2662-3399; 2678-3140; 2704-3401; 2703-3496; 2713-3336; 2759-3619; 
2837-3561; 2863-3477; 2854-3603; 2846-3457; 2877-3028; 2968-3581; 3049- 
3728; 3070-3358 

381/LI:423601.6:2001MAY17 |l 691-1245; 1049-1186; 804-1181; 779-1180; 790- 
1179; 830-1179; 839-1179; 1062-1177; 934-1177; 615-1132; 823-1121; 655- 
1114; 956-1104; 768-1088; 721-1044; 582-1043; 791-987; 823-983; 666-957; 
348-777; 76-748; 1-748 

382/LI:425024.5:2001MAY17 || 709-907; 933-1141; 1058-1585; 1193-1334; 1193- 
1746; 1195-1413; 1205-1767; 1213-1461; 1217-1751; 1253-1540; 1261-1510; 
1264-1510; 1428-1746; 1-544; 40-697; 60-6.08; 279-916; 635-1151 
383/LI:427909.29:2001MAY17 || 708-942; 2330-2735; 2330-2697; 2332-2738; 
2330-2500; 2334-2738; 2335-2741; 2335-2694; 2338-2735; 2347-2735; 2347- 
2615; 2347-2535; 2352-2736; 2353-2735; 2354-2735; 2354-2703; 2359-2735; 
2359-2610; 2359-2619; 2359-2733; 2361-2605; 2362-2735; 2364-2735; 2364- 
2734; 2365-2729; 2366-2735; 2366-2618; 2367-2735; 2370-2729; 2368-2614; 
2373-2717; 2329-2378; 2329-2380; 2376-2735; 2376-2739; 2376-2738; 2379- 
2729; 2384-2651; 2385-2636; 2386-2606; 2387-2735; 2389-2692; 2393-2735; 
2394-2739; 2396-2735; 2418-2739; 2420-2685; 2427-2733; 2432-2691; 2433- 
2735; 2436-2735; 2439-2734; 2441-2901; 2445-2739; 2448-2733; 2448-2735; 
2448-2702; 2448-2670; 2448-2634; 2448-2943; 2460-2737; 2459-2733; 2460- 
2735; 2461-2741; 2462-2735; 2464-2735; 2466-2736; 2468-2730; 2469-2729; 
2489-2735; 2494-2735; 2496-2734; 2497-2735; 2499-2735; 2500-2737; 2502- 
2739; 2502-2729; 2507-2658; 2518-2729; 2523-2729; 2528-2754; 2528-2735; 
1911-2165; 1919-2351; 1923-2146; 1928-2485; 1956-2222; 1960-2174; 1961- 
2217; 1968-2247; 1975-2227; 1978-2084; 1981-2222; 1986-2246; 2005-2279; 
2022-2300; 2026-2285; 2026-2246; 2049-2591; 2051-2318; 2051-2300; 2054- 
2264; 2065-2313; 2069-2222; 2086-2191; 2100-2273; 2100-2217; 2109-2595; 
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2065; 1839-2104; 1840-2105; 1842-1974; 1866-2347; 1869-2070; 1889-2173; 
1900-2173; 1908-2155; 1908-2176; 604-860; 607-979; 617-828; 619-849; 620- 
878; 627-732; 661-1109; 660-967; 663-941; 673-737; 674-898; 694-850; 704- 
896; 664-905; 707-934; 669-1178; 709-941; 674-1316; 674-1169; 680-1207; 
693-937; 694-937; 698-823; 698-999; 698-1055; 699-985; 700-1167; 703-1266; 
773-1334; 778-1334; 868-1161; 789-1003; 861-1107; 828-1408; 840-1014; 346- 
602; 348-907; 362-629; 360-622; 871-1277; 913-1166; . 884-1281; 884-1142; 
893-1190; 954-1487; 936-1276; 948-1208; 380-793; 389-887; 389-512; 404-987; 
407-904; 413-859; 415-905; 413-689; 414-646; 414^638; 414-636; 417-670; 
440-987; 444-712; 445-732; 455-685; 461-588; 463-981; 464-640; 467-743; 
467-720; 472-753; 474-694; 487-760; 490-727; 506-983; 504-761; 508-763; 
510-769;. 513-725; 518-759; 523-976; 526-929; 527-756; 529-799; 529-628; 
533-770; 539-819; 539-755; 541-769; 542-762; 546-783; 553-938; 553-777; 
558-749.; 564-712; 566-708; 568-864; 576-727; 586-745; 586-746; 588-829; 
590-951; 590-840; 592-976; 593-834; 596-800; 1034-1197; 959-1241; 1068- 
1162; 993-1260; 1050-1370; 1013-1285; 18-237; 133-749; 159-751; 228-858; 
263-772; 262-777; 266-775; 270-635; 294-826; 295-861; 295-597; 300-542; 
301-353; 308-745; 314-803; 1-628; 316-564; 335-961 

384/LI:428198.20:2001MAYl7 || 1696-2142; 2315-2802; 2343-2538; 2556-2871; 
2702-2871; 2706-2829; 2720-2877; 2780-2871; 1-441; 4-208; 4-206; 284-507; 
292-885; 323-673; 347-630; 390-940; 393-720; 401-940; 420-947; 535-810; 
544-802; 551-828; 569-774; 570-837; 592-902; 603-915; 603-894; 638-949; 
679-922; 709-897; 725-988; 728-936; 739-1016;. 783-1121; 835-1020; 835-1070; 
870-1137; 914-1446; 922-1188; 937-1217; 938-1446; 944-1257; 945-1193; 945- 
1398; 987-1218; 999-1250; 1018-1366; 1091-1357; 1096-1357; 1096-1673; 1129- 
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1883-2142; 1888-2143; 1898-2314; 1898-2179; 1901-2140; 1903-2133; 1903- 
2070; 1919-2138; 1920-2142; 1921-2137; 1924-2134; 1925-2141; 1938-2044; 
1961-2261; 1973-2142; 1975-2142; 1986-2138; 1998-2142; 2031-2142; 2044- 
2142; 2049-2142; 2049-2119; 2049-2100; 2059-2442; 2083-2142; 2189-2541; 
2202-2408; 2266-2538; 1701-2149; 1688-2136; 121-724 

385/LI: 429738. 6 :2001MAY17 || 1-571; 16-303; 27-571; 175-604; 175-416; 217- 
766; 363-591; 558-1187; 558-1164; 756-1249 
386/LI: 449437. 1:2001MAY17 || 528-838; 1-642 

387/LI: 459269. 25 :2001MAY17 || 699-1074; 715-1078; 714-1078; 736-1078; 743- 
1076; 751-1078; 755-1075; 777-1078; 791-1078; 798-1074; 798-1078; 798-994; 
830-1069; 839-1075; 862-1078; 883-1375; 913-1078; 917-1077; 1012-1077; 
1014-1078; 1050-1400; 1060-1568; 1073-1304; 1076-1617; 1144-1401; 1150- 
1703; 1226-1690; 1299-1580; 1302-1533; 1449-1690; 1455-1690; 1517-1923; 
1760-1884; 1-621; 1-311; 20-338; 61-566; 184-338; 184-337; 263-338; 425- 
1014; 478-1073; 484-957; 483-730; 498-910; 498-591; 498-761; 501-843; 502- 
802; 502-652; 502-891; 505-759; 506-633; 509-961; 510-1070; 507-1059; 511- 
989; 532-966; 542-974; 543-1039; 564-837; 564-814; 567-884; 554-1079; 596- 
840; 599-1036; 603-1078; 610-1037; 615-1079; 620-854; 638-1078; 644-1075; 
658-891; 673-1072; 679-1084; 689-1078; 691-994 

388/LI:464206.1:2001MAY17 || 2504-2794; 2520-2796; 2606-2828; 2657-2776; 1 
286; 1-637; 30-262; 108-263; 111-541; 184-521; 116-277; 190-400; 236-757; 
246-678; 244-714; 302-480; 262-871; 271-865; 271-836; 272-837; 286-837; 
286-836; 287-838; 311-782; 311-823; 399-840; 417-850; 499-1144; 1078-1676; 
1082-1475; 1099-1667; 1104-1533; 1155-1798; 1196-1725; 1201-1734; 1219- 
1734; 1250-2033; 1264-1572; 1461-1840; 1510-1774; 1569-2025; 1857-2469; 
1946-2476; 2302-2594; 2302-2600; 2302-2503; 2503-2585 

389/LI:465821.2:200lMAYl7 || 1-126; 1-221; 1-411; 1-412; 5-412; 10-108; 14 
617; 12-412; 15-221; 16-221; 18-221; 19-221; 23-412; 20-221; 21-170; 38- 
229; 26-341; 33-221; 2.9-514; 35-221; 36-352; 34-412; 36-578; 33-355; 36- 
221; 37-221; 37-110; 38-501; 35-226; .32-515; 36-346; 39-221; 37-379; .35- 
350; 38-131; 37-416; 39-233; 36-481; 38-295; 49-221; 71-654; 125-221; 131- 
487; 157-729; 156-221; 242-334; 267-732; 267-733; 267-450; 267-443; 283- 
554; 309-551; 309-545; 322-566; 322-499; 331-864; 348-623; 371-895; 368- 
677; 390-819; 458-992; 476-860; 498-861; 500-816; 501-751; 519-781; 522- 
856; 598-807; 599-874; 661-1305; 670-860; 722-914; 732-857; 738-928; 739- 
858; 794-895; 815-895; 830-946; 838-895; 951-1401; 1188-1430; 1192-1434; 
1192-1522; 1219-1376; 1224-1300; 1228-1708; 1228-1430; 1228-1408; 1228- 
1394; 1229-1430; 1240-1430; 1263-1363; 1268-1402; 1320-1896; 1325-1430; 
1477-1944; 1551-1921; 1571-1931; 1591-1876; 1595-1802; 1601-1817; 1600- 
1715; 1601-1916; 1601-1822; 1601-1717; 1601-1654; 1610-1880; 1611-1943; 
1626-1945; 1631-1899; 1631-1872; 1644-1881; 1664-1962; 1664-1937; 1664- 
1942; 1664-1934; 1664-1921; 1678-1922; 1679-1907; 1679-1933; 1694-1943; 
1704-1932; 1751-1903; 1754-1953; 1758-1942; 1836-1942; 1855-1942 
390/LI:474414.28:2001MAY17 || 2866-3268; 2196-2695; 1-477; 3-473; 137-788; 
550-1170; 573-1079; 584-912; 593-1034; 631-1163; 641-894; 642-921; 649- 
1120; 651-922; 670-1159; 668-927; 674-1193; 679-928; 707-1329; 716-1376; 
721-1015; 743-959; 753-1337; 763-1029; 770-945; 799-1221; 798-1187; 812- 
1059; 820-1187; 839-966; 867-1300; 877-1507; 879-1158; 892-1468; 918-1187; 
921-1184; 923-1158; 926-1064; 938-1187; 939-1514; 959-1426; 969-1239; 999- 
1313; 1012-1469; 1012-1070; 1014-1270; 1032-1467; 1051-1507; 1064-1510; 
1070-1507; 1084-1506; 1092-1511; 1092-1512; 1097-1514; 1097-1511; 1098- 
1512; 1098-1406; 1101-1507; 1105-1510; 1106-1506; 1108-1367; 1117-1290; 
1132-1507; 1136-1438; 1137-1509; 1149-1502; 1146-1506; 1148-1449; 1148- 
1435; 1148-1507; 1149-1503; 1150-1505; 1150-1497; 1149-1465; 1150-1385; 
1156-1507; 1162-1507; 1165-1503; 1175-1508; 1193-1508; 1203-1505; 1204- 
1470; 1201-1401; 1223-1503; 1231-1399; 1226-1506; 1245-1506; 1247-1561; 
1247-1422; 1254-1493; 1257-1514; 1263-1487; 1264-1321; 1270-1537; 1283- 
1502; 1287-1507; 1288-1507; 1308-1834; 1319-1504; 1330-1507; 1333-1505; 
1363-1504; 1381-1908; 1400-1751; 1397-1482; 1401-1502; 1431-1507; 1460- 
1708; 1457-1741; 1474-1730; 1507-1817; 1518-1771; 1523.-1957; 1523-2030; 
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1523-1752; 1539-1780; 1532-1972; 1548-1862; 1536-2139; 1571-1757; 1594- 
2183; 1663-2136; 1687-2003; 1713-1941; 1721-2345; 1747-2044; 1759-2029; 
1792-1956; 1804-2071; 1838-2154; 1878-2125; 1952-2496; 1963-2147; 1965- 
2103; 1981-2373; 1992-2299; 2001-2553; 2001-2499; 2001-2123; 2087-2474; 
2102-2385; 2125-2393; 2136-2240; 2192-2475; 2201-2478; 2223-2523; 2257- 
2853; 2293-2557; 2298-2493; 2301-2533; 2313-2474; 2335-2597; 2344-2590; 
2347-2719; 2356-2607; 2371-3546; 2372-2761; 2389-2760; 2394-2696; 2404- 
2598; 2405-2561; 2417-2696; 2446-2695; 2449-2988; 2490-2627; 2521-2744; 
2523-2825; 2526-2752; 2534-2818; 2570-2815; 2580-2841; 2613-2856; 2659- 
3237; 2705-2942; 2727-2994; 2834-3382; 2835-3086; 2841-3139; 2880-3518; 
2890-3451; 2890-3153; 2891-3095; 2911-3014; 2925-3476; 2924-3297; 2966- 
3170; 2976-3413; 2978-3261; 2978-3251; 2979-3182; 3037-3427; 3038-3271; 
3044-3297; 3045-3501; 3051-3142; 3058-3438; 3060-3337; 3061-3327; 3067- 
3337; 3070-3338; 3072-3552; 3077-3339; 3078-3380; 3084-3549; 3102-3346; 
3108-3563; 3108-3269; 3111-3553; 3115-3549; 3116-3553; 3121-3546; 3123- 
3552; 3124-3346; 3131-3549; 3135-3548; 3137-3387; 3141-3549; 3151-3553; 
3159-3449; 3158-3455; 3166-3544; 3174-3547; 3176-3546; 3179-3546; 3177- 
3439; 3182-3551; 3181-3284; 3182-3546; 3184-3546; 3184-3641; 3184-3642; 
3184-3601; 732-1331; 792-1012; 863-1142; 905-1480; 938-1447; 991-1238; 
1032-1468; 3112-3359; 3129-3549; 3145-3546; 3171-3552; 3180-3538; 3183- 
3553; 3184-3395; 3184-3369; 3186-3548; 3184-3388; 3189-3645; 3188-3448; 
3189-3549; 3198-3546; 3198-3427; 3204-3444; 3226-3731; 3229-3626; 3234- 
3494; 3241-3549; 3242-3554; 3248-3544; 3246-3543; 3243-3551; 3246-3549; 
3248-3558; 3250-3553; 3264-3519; 3271-3549; 3274-3817; 3286-3784; 3297- 
3577; 3304-3544; 3308-3556; 3327-3546; 3337-3595; 3338-3506; 3341-3549; 
3351-3546; 3366-3882; 3428-3564; 3442-3651; 3452-3550; 3479-3694; 3487- 
3547; 3658-4217; 2917-3464; 1079-1505; 2342-2809; 1020-1536; 2658-3225; 
2328-2892; 1676-1767; 1676-2017; 2235-2849 

391/LI:474435.14:2001MAY17 || 1387-2006; 1394-1653; 1402-1642; 1413-1645; 
1427-1630; 1432-1645; 1434-1645; 1437-1608; 1455-1736; 1457-1672; 1461- . 
1756; 1475-1953; 1475-1645; 1489-2033; 1505-1792; 1510-1748; 1513-1728; 
1525-1781; 1533-2198; 1547-2101 ;• 1551-2084 ; 1557-2073; 1590-2085; 1642- 
2159; 1662-2084; 1663-2072; 1666-2083; 1666-2085; 1667-2084; 1667-2089; 
1667-2078; 1667-2051; 1667-1913; .1667-1867; 1667-1851; 1667-1886; 1670- 
2084; 1673-2082; 1677-2090; 1676-2087; 1680-2080; 1683-2081; 1686-2087; 
1686-2085; 1710-1855; 1715-1863; 1715-1997; 1725-2024; 1744-2081; 1745- 
1967; 1747-2090; 1750-2088; 1755-2009; 1762-2065; 1763-1896; 1777-2089; 
1782-2048; 1788-2238; 1789-1984; 1794-2093; 1794-2081; 1795-2086; 1798- 
1934; 1800-2059; 1800-2020; 1803-2084; 1802-2084; 237-739; 238-398; 241- 
629; 242-637; 243-637; 255-632; 261-457; 264-835; 271-478; 275-637; 284- 
634; 284-637; 290-723; 305-637; 306-626; 318-626; 328-636; 329-632; 337- 
629; 369-616; 373-629; 414-634; 447-615; 453-636; 460-623; 472-731; 563- 
731; 612-1186; 718-815; 718-833; 740-828; 763-823; 1096-1558; 1099-1794; 
1116-1645; 1116-1544; 1116-1466; 1116-1372; 1119-1354; 1131-1404; 1131- 
1380; 1131-1334; 1131-1320; 1131-1294; 1131-1285; 1131-1271; 1131-1237; 
1131-1217; 1131-1252; 1134-1312; 1157-1505; 1148-1746; 1161-1745; 1183- 
1395; 1164-1742; 1198-1772; 1215-1414; 1224-1477; 1257-1621; 1276-1557; 
1299-1878; 1325-1880; 1324-1812; 1324-1545; 1324-1532; 1365-1578; 1372- 
1661; 1372-1706; 1-223; 19-289; 43-491; 45-621; 51-584; 51-574; 51-566; 51- 
534; 51-522; 51-505; 51-456; 51-412; 51-396; 51-220; 51-213; 51-207; 51- 
128; 51-603; 51-601; 51-607; 51-527; 51-447; 51-309; 51-288; 51-268; 51- 
241; 51-546; 51-489; 60-349; 73-446; 82-2087; 82-390; 82-339; 83-617; 84- 
638; 90-448; 89-416; 92-533; 95-350; 95-348; 96-348; 100-695; 99-355; 99- 
415; 100-356; 103-161; 108-339; 104-349; 104-326; 110-683; 106-337; 107- 
189; 107-425; 109-462; 112-638; 112-180; 113-374; 114-669; 117-212; 117- 
315; 124-382; 131-434; 133-360; 146-376; 161-639; 180-439; 183-639; 185- 
704; 187-739; 185-411; 194-639; 196-639; 224-629; 233-629; 1811-2084; 1818- 
2084; 1821-2085; 1843-1902; 1844-2084; 1846-2119; 1847-2120; 1851-2084; 
1872-2084; 1905-2082; 1907-2084; 1916-2435; 1935-2076; 1947-2087; 1951- 
2087; 1952-2091; 1976-2100; 1999-2596; 2035-2091; 2058-2472; 2060-2303; 
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2060-2301; 2070-2538; 2071-2476; 2072-2535; 2073-2334; 2124-2542; 2129- 
2535; 2146-2544; 2181-2538; 2182-2604; 2185-2542; 2185-2551; 2185-2441; 
2185-2346; 2186-2629; 2186-2331; 2186-2255; 2186-3483; 2191-2545; 2192- 
2509; 2299-2507; 2501-2804; 2612-3053; 2613-3053; 2628-3191; 2720-3066; 
2933-3249; 2945-3186; 2988-3347; 3066-3419; 3072-3363; 3080-3483; 3092- 
3271; 3123-3364; 3138-3461; 3208-3483; 3225-3469; 3232-3469; 3242-3483; 
3309-3436; 3326-3443; 3373-3483; 3379-3483; 3403-3483; 3415-3483; 1950- 
2040; 1133-1414; 1736-2287; 2768-3335; 1764-2342 ' 

392/LI:474458.11:2001MAY17 || 2214-2323; 2214-2322; 2214-2300; 2214-2504; 
2216-2546; 1452-1872; 1453-1875; 1454-1872; 1456-1873; 1467-1863; 1467- 
1752; 1473-1856; 1474-1873; 1480-1719; 1487-1876; 1487-1870; 1492-1872; 
1492-1775; 1496-1823; 1506-1875'; 1512-1874; 1515-1871; 1515-1744; 1517- 
1815; 1517-1740; 1537-1870; 1536-1872; 1541-1856; 1550-1869; 1549-1832; 
1552-1854; 1551-1829; 1555-1872; 1556-1877; 1556-1822; 1560-1870; 1559- 
1793; 1568-1814; 1573-1874; 1580-1874; 1579-1825; 1581-2033; 1581-1844; 
1582-1853; 1584-1868; 1584-1864; 1586-1872; 1587-1873; 1591-1862; 1595- 
1872; 1609-1872; 1619-1872; 1617-1872; 1617-1845; 1617-2071; 1625-1871; 
1631-1872; 1632-1870; 1632-1868; 1649-2027; 1649-1840; 1649-1836; 1656- 
1989; 1664-2029; 1666-1939; 1666-1937; 1666-1877; 1670-1876; 1671-1875; 
1683-1873; 1685-1872; 1701-1904; 1706-1843; 1707-1962; 1714-2289; 1715- 
1872; 1723-1994; 1739-1974; 1739-1864; 1744-2307; 1750-1973; 1754-2029; 
1754-2036; 1759-2035; 1765-1864; 1772-2024; 1774-2275; 1781-1910; 1784- 
1869; 1789-2019; 1794-2042; 1794-1872; 1796-2045; 1799-2030; 1812-2255; 
1813-2299; 1819-2030; 1818-1930; 1823-2034; 1831-2030; 1832-2040; 1840- 
2364; 1842-2360; 1842-2326; 1869-2030; 1883-1961; 1884-2029; 1889-2029; 
1892-2030; 1898-2034; 1917-2030; 1919-2332; 1919-2029; 1922-2029; 1923- 
2374; 1928-2384; 1931-2540; 1933-2412; 1936-2504; 1943-2029; 1951-2505; 
1962-2029; 1975-2404; 2075-2401; 2111-2524; 2117-2543; 2130-2538; 2137- 
2405; 2144-2558; 2151-2404; 2155-2549; 2154-2538; 2157-2405; 2160-2538; 
2159-2404; 2164-2538; 2166-2412; 2167-2363; 2173-2388; 2175-2374; 2177- 
2549; 2181-2543; 2181-2404; 2185-2542; 2187-227.4; 2191-2564; 2202-2542; 
2205-2513; 2204-2413; 2214-2545; 2214-2542; 2214-2540; 2214-2538; 2214- 
2410; 2214-2407; 2214-2404; 2214-2403; 2214-2402; 2214-2393; 2214-2374; 
2214-2373; 2214-2357; 2214-2330; 1015-1254; 1017-1251; 1018-1406; 1020- 
1261; 1022-1266; 1021-1251; 1022-1369; 1023-1617; 1030-1194; 1035-1251; 
1039-1251; 1041-1536; 1054-1404; 1070-1561; 1070-1470; 1070-1251; 1076- 
1251; 1077-1264; 1079-1539; 1082-1623; 1082-1251; 1086-1344; 1086-1262; 
1089-1482; 1096-1251; 1106-1251; 1114-1577; 1114-1221; 1117-1673; 1117- 
1663; 1118-1395; 1125-1341; 1125-1406; 1127-1605; 1139-1439; 1145-1589; 
1148-1686; 1164-1689; 1163-1557; 1165-1367; 1172-1447; 1173-1413; 1187- 
1421; 1192-1251; 1195-1468; 1201-1468; 1201-1398; 1278-1772; 1281-1626; 
1281-1836; 1281-1490; 1281-1483; 1281-1442; 1281-1441; 1302-1827; 1304- 
1832; 1309-1792; 1309-1478; 1311-1580; 1312-1798; 1330-1831; 1336-1638; 
1335-1534; 1336-1600; 1341-1836; 1346-1762; 1349-1689; 1357-1627; 1370- 
1454; 1371-1653; 1376-1927; 1376-1582; 1378-1872; 1400-1874; 1405-1777; 
1407-1873; 1409-1864; 1410-1870; 1412-1877; 1422-1693; 1423-1871; 1434- 
1864; 1433-1691; 1437-1906; 1438-1715; 1446-1870; 1447-1528; 1450-1869; 
1449-1753; 428-972; 431-642; 432-659; 466-667; 468-1009; 492-1022; 496- 
1068; 523-813; 525-832; 539-1100; 547-683; 549-650; 552-763; 554-1012; 560- 
1125; 563-1119; 565-1110; 574-1007; 577-1183; 586-856; 592-1136; 600-1118; 
600-1111; 601-975; 606-850; 609-766; 625-724; 625-892; 626-859; 648-803; 
648-723; 658-921; 668-1024; 679-934; 682-859; 686-927; 693-1193; 693-935; 
696-847; 705-977; 706-925; 729-846; 730-842; 736-1182; 738-1182; 746-1251; 
746-980; 752-1242; 765-1000; 782-904; 809-1030; 818-1152; 829-1172; 839- 
935; 847-1103; 848-1082; 855-927; 894-1238; 905-1152; 911-1091; 910-1411; 
924-1179; 925-1443; 929-1134; 931-2552; 957-1200; 964-1490; 981-1513; 983- 
1221; 988-1246; 993-1535; 993-1158; 996-1237; 999-1510; 1000-1271; 999- 
1240; 1000-1179; 1009-1322; 1011-1220; 1-574; 22-302; 108-455; 213-913; 
225-904; 223-773; 319-888; 320-871; 329-645; 336-746; 342-643; 355-578; 
380-624; 2231-2545; 2237-2546; 2241-2538; 2253-2540; 2251-2538; 2255-2404; 
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2262-2545; 2266-2376; 2267-2549; 2269-2499; 2273-2529; 2309-2545; 2315- 
2551; 2347-2404; 2426-2542 

393/LI:477127.18:200lMAY17 || 1660-2087; 1688-2086; 1709-1885; 1725-2084; 
1732-2050; 1738-2081; 1734-2081; 1765-2084; 1767-2050; 1775-2081; 1784- 
1994; 1783-2081; 1787-2079; 1795-2081; 1805-2050; 1831-2018; 1930-2081; 
1933-2079; 1937-2081; 1938-2084; 1939-2081; 1939-2086; 1939-2087; 1939- 
2078; 1960-2081; 1986-2268; 2032-2526; 2032-2544; 2032-2473; 2032-2465; 
2032-2522; 2032-2347; 2032-2285; 2074-2577; 2142-2358; 2150-2626; 2150- 
2371; 2166-2460; 2228-2812; 2258-2827; 2260-2868; 2275-2966; 2288-2736; 
2290-2826; 2303-2547; 2304-2826; 2314-2861; 2315-2894; 2329-2570; 2336- 
2911; 2338-2780; 2338-2558; 2339-2496; 2365-2737; 2404-2872; 2404-2772; 
2407-2650; 2422-2688; 2444-2671; 2468-2751; 2468-2744; 2470-2659; 2491- 
2716; 2544-2732; 2580-3171; 3158-3295; 3170-3302; 3239-3302; 3083-3302; 
3146-3300; 3056-3302; 2779-3367; 2811-3056; 2815-3265; 2823-3259; 2826- 
3300; 2832-3263; 2838-3308; 2838-3303; 2841-3300; 2842-3136; 2842-3127; 
2842-3119; 2842-3140; 2842-3164; 2843-3136; 2843-3121; 2845-3150; 2845- 
3145; 2845-3139; 2845-3131; 2845-3129; 2845-3302; 2858-3305; 2868-3300; 
2872-3302; 2881-3305; 2883-3303; 2890-3300; 2724-3202; 2724-2988; 2728- 
3260; 1-284; 27-342; 77-649; 107-585; 142-590; 178-757; 208-355; 245-835; 
271-781; 293-850; 308-821; 320-531; 329-593; 332-606; 343-453; 359-616; 
365-630; 372-834; 385-852; 392-847; 410-853; 440-850; 468-854; 476-854; 
492-841; 491-689; 508-661; 505-837; 505-617; 507-850; 519-673; 527-788; 
536-851; 536-630; 538-851; 553-814; 552-852; 592-856; 621-850; 636-850; 
650-853; 652-851; 676-854; 700-1084; 735-1009; 735-850; 748-850; 755-1066; 
796-1219; 871-1202; 872-1216; 870-1520; 878-1362; 902-1184; 902-1148; 895- 
1523; 907-1508; 1036-1589; 1095-1482; 1090-1330; 1103-1614; 1132-1410; 
1205-1520; 1212-1450; 1211-1694; 1213-1446; 1217-1625; 1217-1330; 1218- 
1531; 1237-1511; 1239-1447; 1239-1685; 1297-1780; 1354-1601; 1375-1667; 
1385-1769; 1410-1872; 1418-1681; 1443-1885; 1458-1782; 1464-1567; 1473- 
1687; 1489-1772; 1492-1779; 1501-1773; 1562-1765; 1562-1736; 1571-1752; 
1581-1843; 1583-2054; 1583-1813; 1596-1885; 1612-2042; 1636-2086; 1639- 
1862; 1641-2087; 1647-1786; 1654-1873; 1654-1850; 2889-33.04; 2933-3302; 
2935-3302; 2942-3215; 2942-3370; 2970-3302; 2982-3302; 3012-3227; 3040- 
3302; 3040-3262; 945-1559; 2438-2993; 1350-1585; 2859-3307; 2438-2704; 
1164-1672 

394/LI:480375.55:200lMAYl7 || 1142-1601; 1161-1348; 1180-1394; 1184-1646; 
1200-1537; 1277-1640; 1281-1336; 1316-1640; 1341-1696; 1374-1640; 1404- 
1542; 1416-1532; 1430-1640; 1430-1643; 1436-1628; 1440-1659; 1441-1560; 
1444-1607; 1457-1696; 1457-1530; 1471-1640; 1471-1628; 1471-1596; 1471- 
1582; 1503-1664; 1526-1717; 1535-2021; 1539-2131; 1539-1735; 1539-1791; 
1566-1751; 1593-1836; 1606-2156; 1653-1866; 1673-1928; 1707-2156; 1720- 
2172; 1767-1993; 1771-2052; 1771-2050; 1792-2156; 1820-2418; 1862-2143; 
1885-2158; 1894-2097; 1917-2156; 1979-2128; 2012-2156; 2056-2156; 2074- 
2156; 2083-2156; 2086-2156; 2088-2156; 183-652; 193-366; 230-617; 288-566; 
289-591; 307-764; 320-782; 320-718; 396-891; 407-603; 462-1036; 521-809; 
539-738; 598-849; 619-779; 635-912; 658-917; 672-945; 704-1330; 758-988; 
782-1037; 832-1077; 866-1084; 891-1532; 891-1163; 898-1147; 910-1538; 919- 
1160; 929-1202; 933-1532; 962-1530; 965-1532; 978-1568; 978-1439; 978-1221; 
982-1532; 1007-1531; 1006-1308; 1030-1585; 1034-1318; 1069-1298; 1080-1532; 
1078-1600; 1082-1175; 1094-1333; 1095-1335; 1105-1593; 1-255; 13-293; 17- 
289; 19-326; 23-283; 29-369; 42-523; 72-266; 68-347; 120-417; 121-638; 122- 
369; 121-366; 138-366; 145-369 

395/LI:480467.24:2001MAY17 || 12-318; 12-394; 12-273; 12-266; 27-289; 73- 
307; 130-393; 206-438; 265-565; 358-633; 505-617; 914-1375; 1022-1375; 
1265-1333; 12-614; 18-310; 26-503; 39-435; 55-311; 58-528; 71-382; 90-642; 
109-373; 118-565; 128-570; 137-635; 139-568; 151-396; 166-321; 182-461; 
216-532; 235-565; 258-521; 264-726; 267-566; 291-567; 296-423; 355-645; 
359-635; 382-553; 416-729; 450-700; 471-572; 596-654; 631-1296; 902-1215; 
902-1338; 929-1214; 956-1210; 959-1351; 1018-1370; 1063-1320; 1106-1348; 
1118-1231; 1138-1372; 1272-1374; 1-481; 12-481; 3-524; 12-521; 12-615; 12- 
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572; 12-559; 12-264; 12-631; 12-494; 12-557; 12-505; 12-458; 12-207; 12- 
173; 12-261; 12-560; 12-338; 12-206; 12-324; 12-213; 12-312; 12-608; 12- 
309; 12-575; 12-267; 12-237; 12-306; 12-304; 12-269; 12-296; 12-298; 12- 
292; 12-286; 12-289; 12-288; 12-250; 12-254; 12-290; 12-285; 12-255; 12- 
272; 12-257; 12-282; 12-271; 12-268; 12-311; 1127-1213; 1161-1213; 12-493; 
687-1301 

396/LI:480587.1:2001MAY17 || 903-1488; 991-1538; 2528-2995; 2916-3232; 
3323-3695; 1-620; 185-304; 186-405; 196-869; 271-788; 271-857; 272-670; 
325-867; 325-778; 325-848; 325-879; 326-903; 325-893; 325-825; 325-852; 
325-891; 326-879; 326-942; 356-640; 363-879; 375-1056; 402-887; 400-961; 
400-687; 411-887; 414-887; 423-1055; 448-821; 450-878; 451-879; 485-737; 
534-887; 563-863; 634-1520; 604-983; 604-879; 604-1080; 604-887; 612-879; 
614-794; 629-903; 640-1244; 711-929; 725-1245; 749-1259; 788-1552; 765- 
1249; 825-1544; 853-1274; 862-1484; 868-1542; 880-1357; 883-1566; 874-1491; 
888-1406; 888-1503; 893-1384; 901-1438; 941-1314; 955-1314; 977-1544; 981- 
1235; 1008-1314; 1006-1406; 984-1495; 1002-1458; 1006-1505; 1036-1692; 
1025-1694; 1014-1312; 1034-1658; 1022-1458; 1027-1555; 1057-1672; 1073- 
1318; 1063-1220; 1050-1659; 1076-1317; 1117-1373; 1113-1538; 1141-1869; 
1131-1652; 1134-1669; 1134-1584; 1134-1427; 1134-1436; 1134-1671; 1148- 
1812; 1172-1682; 1176-1765; 1163-1538; 1207-1747; 1195-1777; 1214-1813; 
1221-1934; 1209-1422; 1212-1703; 1220-1428; 1243-1802; 1245-1827; 1246- 
1743; 1262-1493; 1272-1971; 1295-1841; 1316-1637; 1319-1924; 1329-1506; 
1333-1982; 1363-1958; 1401-1937; 1404-1889; 1407-1795; 1407-1825; 1423- 
1658; 1421-1801; 1422-1931; 1462-1538; 1471-1753; 1481-1738; 1476-2080; 
1487-1910; 1487-1965; 1521-1767; 1511-1970; 1521-2169; 1549-2070; 1562- 
1655; 1560-2137; 1562-1960; 1562-2113; 1562-2020; 1565-1842; 1569-2204; 
1575-1975; 1579-2073; 1587-2053; 1626-2235; 1626-2192; 1632-1876; 1636- 
2141; 1652-1919; 1658-2147; 1670-2148; 1730-1964; 1762-1960; 1784-2183; 
1795-2220; 1801-1995; 1803-2388; 1809-2148; 1822-2140; 1837-2189; 1855- 
2192; 1877-2175; 1876-2148; 1893-2142 ;, 1895-2190 ; 1894-2179 ;. 1925-2190 ; 
1928-2176; 1935-2190; 1937-2152; 1961-2175; 1970-2186; 1978-2190; 1995- 
2190; 2016-2190; 2075-2175; 2071-2688; 2075-2189; 2114-2189; 2129-2190; 
2494-2616; 2499-2691; 2499-2583; 2499-2650; 2499-2646; 2499-2752; 2502- 
2714; 2504-2649; 2504-2658; 2504-2689; 2504-2628; 2538-2682; 2769-2848; 
2835-3231; 2884-3400; 2988-3182; 3126-3421; 3122-3348; 3297-3421; 3352- 
3421; 3355-3421; 3368-3418; 3467-3708 

397/LI:480798.13:200lMAYl7 || 1-328; 2-180; 2-462; 2-369; 2-324; 2-250; 3- 
490; 2-367; 12-512; 1-362; 1-321; 2-473; 2-421; 2-470; 2-466; 2-329; 2-465; 
2-225; 3-572; 2-499; 2-432; 2-512; 2-418; 11-289; 3-453; 8-410; 12-376; 26- 
292; 20-407; 27-514; 25-483; 25-455; 25-464; 30-436; 42-471; 31-495; 44- 
462; 26-493; 33-453; 33-447; 46-626; 62-531; 82-312; 96-514; 106-329; 158- 
457; 180-470; 204-444; 220-510; 207-453; 233-493; 257-525; 261-452; 306- 
866; 313-855; 324-789; 336-628; 330-623; 331-581; 355-866; 339-433; 355- 
613; 360-558; 365-528; 33-417; 1415-1636; 1419-1638; 1422-1699; 1425-1942; 
1425-2000; 1427-1816; 1431-1630; 1433-1721; 1447-1675; 1465-1544; 1474- 
1754; 1478-1895; 1481-1697; 1511-1964; 1511-1718; 1517-1654; 1519-1990; . 
1522-1718; 1534-1673; 1539-1715; 1682-1844; 1682-1802; 1545-1799; 1549- 
1834; 1554-1797; 1565-1735; 1603-1912; 1613-1849; 1628-2184; 1646-1859; 
1647-1818; 1777-2219; 1717-2224; 1900-2460; 1902-2121; 1921-2297; 1938- 
2456; 1968-2567; 1987-2429; 1991-2592; 1992-2652; 2051-2501; 2054-2584; 
2135-2441; 2105-2379; 2152-2262; 2107-2392; 2096-2289; 2118-2403; 2163- 
2433; 2162-2362; 2187-2549; 2163-2580; 2188-2492; 2188-2708; 2197-2715; 
2197-2471; 38-537; 47-471; 2183-2681; 1-448; 1-239; 1-472; 1-227; 1-213; 1- 
402; 1-258; 1-442; 1-407; 2-258; 1-431; 1-248; 18-258; 20-438; 1-242; 2- 
426; 5-435; 6-382; 1-379; 1-343; 1-364; 21-413; 1-141; 1-346; 1-356; 1-222; 
1-296; 39-295; 18-312; 14-330; 42-292; 1144-1228; 1151-1678; 1156-1441; 
1158-1448; 1163-1463; 1164-1402; 1167-1279; 1177-1452; 1183-1718; 1183- 
1409; 1182-1415; 1186-1432; 1186-1399; 1190-1432; 1216-1603; 1203-1704; 
1200-1659; 1201-1441; 1201-1448; 1202-1448; 1201-1434; 1202-1329; 1204- 
1674; 1202-1562; 1208-1405; 1213-1708; 1234-1602; 1233-1394; 1233-1330; 
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1233- 


1294; 


1215- 


1446; 


1213- 


1466; 


1213- 


1448; 


1222- 


1448; 
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-1409; 
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-1448; 


1234 


-1448; 


1234 


-1402; 


1256 


-1655; 


1260 


-1545; 


1238- 


1427; 


1239- 


1447; 


1241- 


1448; 


1241- 


1447; 


1244- 


1405; 


1248- 


1745; 


1247- 


1409; 


1275 


-1767; 


1253 


-1448; 


1255 


-1448; 


1266 


-1446; 


1267 


-1448; 


1267 


-1452; 


1293- 


1561; 


1271- 


1501; 


1272- 


1546; 


1272- 


1455; 


1274- 


1448; 


1275- 


1449; 


1274- 


1409; 


1277 


-1638; 


1278 


-1544; 


1280 


-1448; 


1285 


-1445; 


1291 


-1448; 


1296 


-1402; 


1297- 


1535; 


1298- 


1553; 


1300- 


1448; 


1301- 


1448; 


1306- 


1854; 


1309- 


1586; 


1312- 


1530; 


1311 


-1448; 


1312 


-1411; 


1314 


-1514; 


1320 


-1711; 


1326 


-1483; 


1324 


-1451; 


1351- 


1538; 


1334- 


1448; 


1334- 


1626; 


1336- 


1558; 


1341- 


1612; 


1341- 


1443; 


1343- 


1571; 


1343 


-1561; 


1343 


-1625; 


1349 


-1701; 


1350 


-1450; 


1351 


-1448; 


1351 


-1829; 


1365- 


1718; 


1365- 


1738; 


1372- 


1635; 


1374- 


1448; 


1380- 


1623; 


1389- 


1448; 


1391- 


1448; 


1391 


-1642; 


1536 


-1765; 


1399 


-1448; 


977- 


1513; 


977-1448; 978-1414; 979- 



1451; 977-1410; 989-1408; 990-1384; 1026-1406; 993-1280; 994-1117; 996- 
1204; 998-1448; 1000-1448; 1002-1599; 1003-1409; 1004-1412; 1006-1261; 
1019-1279; 1025-1386; 1025-1253; 1030-1448; 1031-1448; 1030-1450; 1032- 
1117; 1034-1450; 1034-1276; 1034-1270; 1034-1252; 1034-1240; 1036-1469; 
1038-1451; 1039-1303; 1039-1256; 1040-1408; 1042-1597; 1043-1303; 1044- 
1450; 1046-1296; 1055-1321; 1053-1333; 1056-1412; 1057-1277; 1060-1375; 
1059-1310; 1063-1448; 1066-1448; 1066-1409; 1067-1692; 1067-1453; 1070- 
1455; 1077-1409; 1101-1408; 1130-1568; 1121-1413; 1126-1691; 1137-1448; 
1140-1448; 1140-1385; 1144-1551; 1144-1448; 1144-1451; 1144-1295; 1144- 
1280; 1144-1360; 369-557; 378-582; 378-537; 382-598; 397-663; 409-692; 409- 
872; 428-832; 431-688; 434-832; 435-821; 434-754; 434-772; 442-706; 434- 
574; 451-691; 442-620; 494-744; 494-673; 505-759; 516-699; 526-792; 527- 
800; 528-789; 536-810; 538-837; 545-790; 549-912; 549-609; 551-803; 557- 
867; 557-809; 973-1333; 559-867; 559-705; 567-835; 566-723; 579-825; 593- 
839; 600-880; 614-887; 609-812; 612-842; .647-910; 663-890; 676-804; 689- 
939; 678-1117; 682-1117; 729-811; 748-1009; 835-995; 861-1404; 850-1386; 
946-1213; 933-1425; 957-1448; 939-1410; 942-1477; 949-1410; 959-1411; 973- 
.1386; 326-615; 351-849; 378-904; 2175-2526; 2194-2462; 329-661; 2-363; 11- 
412;. 3-411;. 7-416; 20-48S; 11-493; 16-506; 11-531 

398/LI:481203.14:2001MAY17 || 1502-1776; 1511-2084; 1517-1801; 1524-1800; 
1556-2376; 1561-2454; 1565-1895; 1564-1768; 1570-1784; 1578-2361; 1600- 
1879; 1635-1877; 1649-1930; 1641-2458; 1647-1774; 1656-1859; 1663-2216; 
1679-2285; 1674-1877; 1680-1896; 1684-2536; 1679-1877; 1747-2026; 1757- 
2536; 1765-2604; 1763-2110; 1771-2199; 1780-1988; 1782-2020; 1783-2069; 
1786-2058; 1789-2373; 1790-2029; 1784-2482; 1791-2114; 1791-2022; 1798- 
2179; 1807-2485; 1811-2513; 1814-2080; 1814-2100; 1827-2444; 1827-2412; 
1837-2562; 1833-2114; 1834-2106; 1836-2385; 1837-2325; 1837-2518; 1837- 
2475; 1837-2544; 1837-2073; 1839-2106; 1841-2097; 1843-2124; 1843-2120; 
1843-2092; 1852-2465; 1854-2357; 1854-2122; 1866-2146; 1879-2658; 1879- 
2682; 1910-2410; 1922-2387; 1924-2457; 1926-2524; 1-565; 1-491; 1-597; 18- 
586; 24-575; 55-560; 68-565; 289-540; 294-691; 533-1101; 543-735; 744-1314; 
754-1121; 850-1152; 956-1242; 976-1471; 975-1877; 1000-1815; 1018-1253; 
1045-1908; 1094-1703; 1188-2008; 1191-2064; 1262-2029; 1267-2160; 1289- 
2121; 1306-2150; 1309-1968; 1313-2040; 1334-2162; 1374-2039; 1375-2249; 
1387-2058; 1390-1985; 1442-2378; 1455-2186; 1471-2334; 1476-2018; 1476- 
2027; 1479-2203; 1487-1715; 1488-2010; 1493-2028; 1493-1720; 1493-2223; 
1496-1847; 1496-1692; 1506-2090; 2275-2888; 2276-2466; 2281-2880; 2284- 
2805; 2296-2578; 2300-2859; 2300-2626; 2319-2500; 2307-2834; 2307-2645; 
2313-2676; 2316-2846; 2319-2595; 2320-2838; 2329-2630; 2332-2585; 2333- 
2600; 2364-2619; 2355-2740; 2359-2640; 2381-2933; 2385-2679; 2389-2656; 
2392-2678; 2396-2496; 2424-2702? 2427-2708; 2434-2677; 2434-2612; 2449- 
2643; 2474-2910; 2489-2760; 2488-2668; 2498-2835; 2498-2748; 2501-2735; 
2501-2737; 2514-3152; 2540-3248; 2538-2793; 2547-2792; 2547-2828; 2556- 
2759; 2584-2777; 2606-3248; 2629-3238; 2619-2767; 2626-2746; 2716-3238; 
2783-3231; 2930-3254; 2929-3252; 3042-3247; 3102-3238; 3180-3247; 3195- 
3247; 1931-2440; 1933-2537; 1971-2222; 1976-2388; 1980-2225; 2000-2524; 
2004-2888; 2010-2226; 2015-2281; 2015-2226; 2017-2175; 2020-2626; 2022- 
2651; 2037-2257; 2033-2346; 2033-2231; 2055-2660; 2058-2320; 2104-2691; 
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2093-2384; 2098-2636; 2103-2344; 2125-2835; 2117-2373; 2117-2362; 2135- 
2757; 2135-2651; 2150-2830; 2163-2401; 2162-2496; 2164-2815; 2160-2499; 
2164-2683; 2166-2362; 2182-2393; 2186-2386; 2186-2361; 2189-2238; 2181- 
2695; 2182-2705; 2182-2563; 2206-2403; 2194-2882; 2212-2498; 2212-2423; 
2199-3000; 2199-2741; 2202-2663; 2215-2461; 2209-2475; 2212-2741; 2215- 
2774; 2213-2465; 2218-2464; 2219-2465; 2222-2471; 2223-2527; 2225-2464; 
2226-2490; 2228-2472; 2231-2489; 2231-2484; 2238-2882; 2259-2539; 2261- 
2512; 2274-2540; 2268-2500; 2269-2502; 857-1132 



399/LI:481237.11:2001MAYl7 || 2075-2224; 2126-2235; 2146-2509; 2154-2224; 



2154- 
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2330- 


2535; 


2331- 


2525; 
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1520- 
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1544- 


2080; 


1542- 


2105; 


.1544 


-1859; 


1544 


-2037; 


1551 


-1775; 


1549 


-1738; 


1551 


-1790; 


1572 


-1821? 


1585- 


1849; 


1602- 


1877; 


1606- 


2015; 


1606- 


1832; 


1613- 


1954; 


1621- 


1821; 


1626- 


1927; 


1626 


-1883; 


1642 


-1791; 


1665 


-2183; 


1670 


-2186; 


1673 
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1677 


-2231; 


1680- 


1930; 


1690- 


1943; 


1694- 


2244; 


1697- 


2187; 


1715- 


1940; 


1719- 


2006; 


1731- 


1899; 


1732 


-2021; 


1738 


-2210; 


1764 


-2033; 


1767 


-2232; 


1773 


-1940; 


1775 


-2213; 


1778- 


2217; 


1780- 


2044; 


1782- 


2226; 


1784- 


2228; 


1785- 


2225; 


1785- 


2228; 


1787- 


2233; 


1793 


-2224; 


1795 


-2227; 


1809 


-2226; 


1816 


-2243; 


1820 


-2226; 
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-2057; 
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2213; 


1835- 
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1836- 


2100; 
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2232; 
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2225; 
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2031 


-2212; 


2036 


-2225; 



2073-2217; 609-712; 617-895; 627-1072? 637-692? 651-1076? 655-954; 659-904; 
659-1123; 659-900; 665-892; 665-867; 665-821; 666-936; 676-994; 685-931; 
701-893; 702-937; 720-1100; 735-1018; 736-910; 763-1178; 763-911; 763-910; 
763-912; 763-1120; 763-875; 761-876; 765-1092; 778-946; 777-1016; 779-1110; 
780-1072; 834-1072; 834-931; 852-1209; 868-1379? 875-1172; 879-1171; 881- 
1025; 941-1464; 946-1211; 947-1353; 962-1380; 956-1278; 959-1379; 962-1379; 
967-1381; 992-1379; 994-1439; 994-1401; 994-1368; 994-1195; 994-1165; 994- 
1379? 997-1189; 996-1379; 1001-1253; 1022-1589; 1029-1588; 1031-1335; 1031- 
1597; 1034-1274; 1047-1326; 1063-1379; 1065-1146; 1067-1348; 1076-1383; 
1076-1315; 1083-1356; 1095-1327; 1115-1227; 1122-1350; 1123-1218; 1126- 
1381; 1796-2217; 1825-2092; 1849-2186; 1875-2217; 1894-2071; 1924-2162; 
2004-2217; 2044-2185; 1-271; 20-243; 21-243; 161-643; 176-643; 184-643; 
228-733; 374-633; 396-732; 432-692; 460-851; 480-904; 482-783? 486-577? 
494-731; 506-653; 519-795; 520-618; 522-918; 525-613; 526-734; 526-731; 
526-653; 526-642; 526-735; 526-732; 526-733; 528-731; 528-645; 528-620; 
528-653; 528-590; 528-738; 528-646; 538-879; 541-727; 541-738; 541-645; 
541-629; 541-1047; 543-880; 543-641; 543-645; 543-652; 557-740; 565-643; 
576-738; 577-731; 586-834 

400/LI:481368.12:200lMAY17 || 909-1346; 908-1532; 2312-2678; 2315-2479; 
2317-2725; 2294-2703; 2298-2703; 2331-2726; 2338-2726; 2332-2734; 2339- 
2731; 2349-2716; 2355-2526; 2370-2734; 2399-2725; 2389-2631; 2395-2725; . 
2436-2698; 2450-2725; 2430-2725; 2445-2734; 2454-2733? 2493-2725? 2522- 
2725? 2495-2724? 2551-2720; 2566-2734; 906-1502; 906-1594; 919-1504; 2164- 
2462; 2170-2726; 2181-2511; 2159-2729; 2164-2726; 2196-2725; 2183-2726; 
2204-2725; 2194-2726; 2201-2726; 2237-2514; 920-1465; 930-1414; 77-223; 77- 
142; 225-571; 263-680; 279-998; 287-776; 316-801; 321-747; 308-979; 313- 
768; 324-919; 328-903; 346-686; 346-758; 346-916; 346-747; 372-730; 355- 
1040; 373-842; 377-971; 391-840; 386-956; 394-1035; 393-923; 415-743; 439- 
1110; 454-1082; 1-665; 11-472; 27-579; 451-1069; 27-595; 36-577; 456-1162; 
36-616; 493-1098; 536-1092; 536-1125; 36-460; 36-605; 36-556; 36-565; 36- 
480; 540-1093; 549-1132; 549-1151; 574-1207; 588-1160; 588-1182? 611-1233? 
597-1132; 601-1148; 600-1130; 630-1286; 653-1261; 676-1381; 664-1272; 671- 
1346; 668-1360; 669-1390; 680-1275; 690-1328; 703-1141;. 706-1334; 710-1245; 
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36-220; 723-990; 746-1319; 749-1425; 798-1274; 763-1356; 766-1370; 770- 
1391; 772-1440; 781-1475; 36-198; 36-270; 36-619; 127-910; 1814-2439; 1217- 
1906; 1223-1728; 1226-1866; 1228-1898; 1256-1795; 1229-1906; 1233-1905; 
1248-1868; 1260-1947; 1272-1938; 1299-1755; 1285-1835; 1291-1831; 1310- 
1978; 1330-1713; 1339-1866; 1818-2444; 1826-2469; 1842-2094; 1857-2079; 
1404-1927; 1392-2134; 1413-1908; 1415-1472; 1414-2056; 1424-2070; 1450- 
1706; 1434-2107; 1442-2091; 1460-1976; 1450-1847; 1450-2092; 1450-2089; 
1466-2149; 1467-2043; 1469-2113; 1471-2113; 1477-2080; 1478-2095; 1485- 
2160; 1487-2150; 1502-2114; 1506-2081; 1519-2132; 1534-2102; 1541-1928; 
1549-2104; 1552-2183; 1554-2202; 1559-2090; 946-1318; 938-1198; 1193-1823; 
950-1601; 950-1559; 955-1641; 955-1499; 957-1562; 965-1627; 970-1654; 1001- 
1629; 1004-1508; 969-1588; 1005-1385; 1036-1571; 1043-1739; 1049-1577; 
1063-1564; 1047-1691; 1082-1747; 1112-1618; 1123-1778; 1124-1634; 1129- 
1780; 1138-1732; 1115-1818; 1214-1660; 1158-1719; 1157-1844; 1169-1719; 
1168-1837; 1172-1748; 1179-1741; 1179-1655; 1189-1741; 1171-1777; 1192- 
1948; 1880-2078; 1867-2442; 1866-2579; 1876-2483; 1884-2640; 1886-2554; 
1897-2156; 1902-2727; 1933-2449; 1936-2280; 1941-2629; 1949-2335; 1986- 
2505; 1986-2188; 1855-2350; 1983-2725; 1986-2351; 2041-2637; 2066-2726; 
2079-2597; 2081-2646; 2091-2726; 2097-2726; 2109-2726; 2142-2687; 2140- 
2393; 2130-2726; 2156-2424; 1563-1734; 1567-2096; 1569-2170; 1576-1803; 
1602-2070; 1592-2143; 1592-2134; 1602-1828; 1608-2184; 1614-2241; 1629- 
2200; 1639-2164; 1642-2338; 1654-2214; 1665-2287; 1671-2312; 1674.-2327; 
1694-2478; 1706-2227; 1722-2157; 1721-2297; 1722-2259; 1736-2382; 1743- 
2374; 1787-2502; 1762-2455; 1801-2453; 1839-2042; 2263-2521; 2246-2726; 
2269-2533; 2252-2869; 2277-2749; 2277-2546; 2277-2545; 2253-2716; 2259- 
2725; 2286-2735; 2287-2733; 2301-2644; 2307-2725; 2305-2726; 2312-2725; 
2312-2606; 1364-1617; 1364-1595; 1349-2058; 1363-1800; 1352-2067; 1367- 
1990; 1357-2093; 1359-1873 ;. 1368-2008 ; 1406-1889; 785-1340; 787-1263; 791- 
1512; 790-1270; 813-1236; 810-1415; 816-1296; 825-1440; 829-1333; 834-1436; 
839-1402; 850-1459; 874-1448; 879-1419; 887-1578; 891-1564; 905-1581; 1328- 
1989; 1347-1999; 1377-2005; 1358-2126; 2263-2517; 2239-2377; 2251-2725; 
2251-2417; 2157-2412; 2159-2386; 2159-2384; 2165-2725; 2138-2726; 2162- 
2726; 445-1096; 513-1126; 565-1046; 600-1042; 631-1183; 674-1328; 704-1287; 
749-1281; 778-1321 

401/LI: 482301. 8 :2001MAY17 || 85-519; 213-848; 392-524; 392-590; 407-516; 
426-1137; 433-1063; 444-876; 444-1025; 460-1056; 490-975; 499-1148; 554- 
850; 577-1147; 592-774; 635-753; 645-1167; 645-1186; 660-1121; 701-1269; 
741-957; 754-1341; 798-1167; 834-1445; 879-1377; 904-1174; 917-1514; 975- 
1617; 999-1553; 1029-1270; 1034-1087; 1113-1361; 1168-1845; 1180-1526; 
1188-1711; 1225-1846; 1237-1678; 1496-1878; 1511-1821; 1525-1789; 1540- 
1863; 1570-1838; 1583-1824; 1602-1861; 1651-1868; 1722-1865; 1-559; 1-101; 
1-598; 176-448; 182-909; 162-770; 209-896; 306-845; 392-754; 392-635; 411- 
1014; 365-1104; 408-1017; 392-947; 392-1031; 433-1017; 432-607; 392-885; 
432-498; 392-455; 433-978; 444-1002; 444-565; 402-760; 444-803; 392-984; 
434-1018; 407-1001; 407-1085; 416-1156; 425-1018; 464-1095; 441-1017; 444- 
733; 444-912; 444-972; 434-1038; 445-665; 434-1164; 449-756; 444-951; 469- 
1018; 478-1178; 495-804; 495-803; 487-1152; 485-1191; 504-844; 511-950; 
543-1111; 508-1107; 515-1008; 527-773; 523-750; 530-1149; 554-762; 529-865; 
568-713; 558-1144; 575-825; 578-1325; 600-964; 590-822; 582-1226; 589-1137; 
602-1189; 621-1238; 603-1336; 634-848; 635-890; 637-1041; 639-1174; 642- 
1214; 661-1193; 650-1172; 650-1160; 660-938; 660-1258; 680-1344; 690-1255; 
695-1302; 707-1174; 722-1292; 728-1393; 739-1250; 740-1378; 745-1224; 748- 
1333; 752-1122; 765-993; 766-1288; 786-1349; 794-1041; 848-1117; 835-1531; 
845-1390; 827-1098; 849-1342; 853-1561; 862-1417; 875-1458; 875-1408; 858- 
1184; 858-1029; 880-1581; 891-1239; 916-1628; 875-1099; 909-1094; 890-1145; 
891-1102; 913-1301; 906-1152; 936-1515; 931-1118; 938-1202; 954-1194; 976- 
1213; 963-1227; 986-1468; 991-1271; 993-1585; 1005-1568; 1003-1667; 1018- 
1542; 1041-1704; 1032-1484; 1028-1570; 1049-1328; 1051-1624; 1054-1616; 
1097-1584; 1110-1784; 1101-1375; 1105-1530; 1104-1579; 1124-1809; 1108- 
1322; 1113-1639; 1136-1696; 1136-1814; 1162-1778; 1186-1870; 1198-1763; 
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1171-1535; 1179-1530; 1181-1413; 1210-1751; 1190-1331; 1203-1556; 1192- 
1401; 1212-1759; 1213-1468; 1214-1807; 1234-1823; 1225-1882; 1230-1846; 
1236-1858; 1237-1412; 1217-1847; 1263-1812; 1251-1846; 1260-1823; 1246- 
1714; 1283-1713; 1286-1839; 1295-1859; 1281-1836; 1293-1850; 1274-1871; 
1270-1714; 1298-1850; 1331-1478; 1332-1861; 1345-1745; 1323-1851; 1319- 
1916; 1340-1875; 1362-1645; 1373-1597; 1375-1847; 1358-1857; 1381-1626; 
1382-1619; 1364-1865; 1366-1861; 1371-1861; 1392-1867; 1353-1471; 1394- 
1857; 1397-1867; 1374-1813; 1399-1851; 1402-1860; 1364-1616; 1413-1859; 
1425-1851; 1406-1859; 1407-1861; 1409-1863; 1431-1851; 1413-1851; 1432- 
1645; 1413-1861; 1434-1697; 1418-1815; 1439-1813; 1426-1859; 1447-1861; 
1448-1866; 1451-1851; 1432-1861; 1453-1851; 1440-1831; 1446-1859; 1452- 
1854; 1470-1864; 1451-1858; 1454-1862; 1475-1851; 1456-1863; 1460-1858; 
1481-1857; 1480-1793; 1504-1851; 1496-1861; 1518-1754; 1503-1860; 1506- 
1824; 1512-1851; 1536-1759; 1523-1862; 1540-1783; 1525-1822; 1545-1835; 
1532-1857; 1552-1859; 1535-1789; 1524-1667; 1549-1857; 1571-1850; 1571- 
1857; 1574-1624; 1575-1859; 1596-1852; 1597-1864; 1586-1859; 1596-1862; 
1620-1861; 1625-1861; 1639-1905; 1655-1864; 1644-1740; 1659-1861; 1689- 
1862; 1720-1859; 1733-1843; 1760-1861; 1790-1865; 1787-1857 
402 /LI : 482482 . 29 : 2001MAY17 || 1-590; 326-792; 394-902; 527-739; 541-1099; 
542-703; 394-633; 445-726; 500-908; 579-870; 649-1159; 693-964; 711-1067; 
735-989; 737-976; 776-1008; 807-1095 

403/LI:758877.26:2001MAY17 | | 1954-2115; 1-675; 90-341; 90-346; 90-262; 
483-1018; 483-711; 483-1046; 483-972; 483-1117; 483-1052; 533-1026; 598- 
1151; 651-1211; 694-888; 748-1258; 755-1274; 815-1226; 838-1226; 892-1230; 
904-1484; 907-1548; 918-1230; 941-1230; 965-1562; 972-1554; 1006-1608; 
1027-1564; 1070-1735; 1075-1588; 1108-1196; 1116-1639; 1120-1230; 1135- 
1652; 1138-1823; 1164-1858; 1178-1673; 1178-1830; 1207-1833; 1432-1652; 
1433-1652; 1433-1580; 1433-1892; 1712.-2128; 1734-1986; 1740-2128; 1747- 
2128; 1774-2131; 1830-2134 

404/LI:791042.1:200lMAYl7 || 1-114; 1-468; 184-431; 190-454; 190-512; 194- 
534; 198-622; 198-504; 198-339; 198-338; 198-350; 198-609; 198-612; 198- 
608; 198-611; 198-566; 198.-534; 199-534; 198-670; 201-321; 201-534; 205- 
534; 208-534; 210-458; 251-534; 255-321; 264-534; 286-812; 343-856; 354- 
788; 415-865; 434-916; 440-913; 499-608; 624-913; 696-836; 701-913; 738- 
929; 778-1029; 778-836; 778-856; 782-1036; 785-836; 823-1286; 894-1284; 
946-1281; 958-1283; 1154-1653; 1154-1256 

405/LI:808999.26:200lMAY17 || 4581-5217; 4638-5181; 4686-5110; 4736-5205; 
4862-5266; 4941-5482; 5251-5537; 5254-5541; 4530-5274; 4573-5186; 3432- 
3881; 3432-3678; 3507-3742; 3548-3976; 3706-3925; 3708-3923; 3711-3912; 
3713-3821; 3713-3973; 3713-3923; 3713-3918; 3713-3915; 3715-3880; 3759- 
3858; 3761-3930; 3814-4328; 3859-4393; 3919-4393; 4076-4325; 4129-4634; 
4153-4555; 4197-4768; 4395-4923; 4446-4923; 4455-4697; 3223-3777; 3228- 
3727; 3228-3293; 3251-3426; 3267-3500; 3269-3591; 3300-3742; 3306-3407; 
3352-3742; 3352-3620; 3363-3742; 2186-2361; 2193-2365; 2206-2291; 2218- 
2686; 2233-2461; 2244-2722; 2244-2575; 2244-2486; 2244-2461; 2245-2615; 
2247-2541; 2262-2860; 2260-2371; 2280-2451; 2285-2453; 2313-2512; 2324- 
2829; 2324-2576; 2328-2550; 2374-2859; 2372-2611; 2375-2828; 2469-2962; 
2483-2828; 2488-2941; 2495-2964; 2500-2962; 2501-2963; 2502-2960; 2508- 
2966; 2513-2949; 2516-2966; 2516-2781; 2522-2931; 2520-2958; 2544-2951; 
2546-2950; 2555-2631; 2562-2838; 2586-2961; 2592-2928; 2599-2965; 2603- 
2958; 2600-2962; 2613-2863; 2613-2876; 2625-2767; 2633-2936; 2653-2962; 
2670-2922; 2681-2962; 2684-2960; 2709-2963; 2726-2961; 2752-2964; 2756- 
2962; 2757-2959; 2768-2962; 2796-2962; 2802-2962; 2905-3478; 2905-3448; 
2913-3151; 3012-3591; 3030-3638; 3064-3636; 1784-2028; 1803-2418; 1814- 
2087; 1815-2304; 1819-2211; 1796-2396; 1816-1969; 1825-2329; 1849-2095; 
1894-2290; 1882-2360; 1897-2156; 1899-2183; 1889-2470; 1889-2479; 1892- 
2321; 1895-2472; 1897-2209; 1901-2033; 1922-2168; 1914-2563; 1914-2337; 
1917-2329; 1920-2121; 1936-2201; 1936-2402; 1939-2584; 1949-2016; 1950- 
2439; 1947-2577; 1951-2236; 1958-2244; 1962-2245; 1966-2221; 1982-2573; 
2007-2253; 1991-2414; 1991-2278; 2007-2222; 2008-2403; 2017-2292; 2017- 
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2245; 


2021 


-2322; 


2024 


-2236; 


2029 


-2324; 


2042 


-2318; 


2042 


-2310; 


2046- 


-2686; 


2046- 


2352 ; 


2055- 


2673; 


2060- 


2.583; 


2060- 


2587; 


2083- 


2580; 


2098- 


2452;* 


2111- 


2368; 


2121 


-2513; 


2121 


-2330; 


2130 


-2504; 


2132 


-2380; 


2132 


-2373; 


2132- 


•2422; 


2135- 


2380 ; 


2146- 


2276; 


2149- 


2417 ; 


2152- 


2412; 


2154- 


2289; 


2156- 


2409; 


2179- 


2500 ; 


2176 


-2605; 


1271 


-1869; 


1274 


-1869; 


1284 


-1829; 


1319 


-1557; 


1333- 


-1587; 


1342- 


1951; 


1344- 


1613 ; 


1364- 


1538; 


1351- 


1941; 


1351- 


1602; 


1377- 


2039; 


1382- 


1972 ; 


1387 


-2015 ; 


1391 


-1927 ; 


1391 


-1933; 


1391 


-1654; 


1394 


-1778; 


1394- 


^1719; 


1411- 


1991; 


1412- 


1743 ; 


1417- 


1692 ; 


1418- 


1685; 


1447- 


2086; 


1450- 


1741; 


1434- 


1505; 


1487 


-1945; 


1486 


-1954; 


1489 


-1772; 


1491 


-1780; 


1508 


-1970; 


1498- 


-2051; 


1499- 


2022; 


1528- 


1746; 


1532- 


1770; 


1555- 


1801; 


1566- 


1905; 


1572- 


2082; 


1574- 


2110; 


1589 


-2174; 


1583 


-1872; 


1583 


-1769; 


1583 


-1822; 


1610 


-2112; 


1598- 


♦1903; 


1606- 


1749; 


1614- 


1719; 


1635- 


2232; 


1667- 


2038; 


1653- 


1932; 


1657- 


1828; 


1657- 


1954; 


1672 


-1916; 


1696 


-2120; 


1698 


-2205; 


1725 


-2367; 


1712 


-1891; 


1741- 


-2046; 


1745- 


1810; 


1746- 


2022; 


1746- 


2011; 


1747- 


1970; 


1747- 


1894; 


1749- 


2040; 


1770- 


2175; 


1780 


-2020; 


1800 


-2307; 


1799 


-1925; 


791- 


1146; 


801-1042; 807-1437; 785- 



1397; 813-1297; 844-1141; 881-1055; 894-1168; 897-1298; 920-1188; 924-1213; 
925-1157; 927-1556; 939-1251; 945-1275; 946-1208; 955-1482; 956-1130; 957- 
1302; 952-1506; 970-1595; 975-1587; 981-1569; 989-1147; 1004-1561; 990- 
1436; 990-1218; 1031-1541; 1040-1402; 1047-1441; 1047-1636; 1047-1572; 
1049-1400; 1054-1484; 1060-1355; 1040-1247; 1040-1245; 1062-1505; 1047- 
1260; 1087-1584; 1098-1357; 1105-1333; 1119-1350; 1143-1389; 1146-1511; 
1146-1459; 1147-1562; 1146-1308; 1129-1603; 1146-1735; 1169-1398; 1182- 
1586; 1183-1822; 1172-1790; 1215-1912; 1214-1749; 1198-1645; 1205-1681; 
1236-1470; 1236-1873; 1249-1881; 1263-1902; 1266-1710; 1268-1768; 1-144; 3- 
507; 42-608; 146-587; 146-566; 147-598; 753-1316; 146-543; 147-587; 149- 
538; 147-512; 155-705; 156-788; 174-767; 183-649; 184-649; 186-569; 186- 
457; 198-647; 203-717; 214-527; 287-540; 301-770; 334-600; 346-777; 357- 
836; 358-539; 360-600; 369-915; 369-927; 377-842; 386-600; 412-653; 433- 
1112; 457-755; 489-841; 606-1038; 608-812; 608-1148; 615-1162; 626-778; 
616-844; 651-1212; 667-1076; 687-1191; 689-1248; 690-1106; 698-1118; 704^ 
982; 721-1024; 726-939; 727-1197; 742-1331; 763-1209; 756-1004; 784-946; 
4643-4977; 3509-3742; 3509-4008 

406/LI:815715.10:200lMAYl7 || 690-1152; 716-1133; 732-1150; 1-537; 1-516; 
1-507; 3-216; 129-577; 163-577; 221-577; 256-577; 256-573; 267-577; 273- 
590; 273-616; 273-587; 280-428; 280-411; 309-809; 344-657; 353-576; 367- 
596; 379-637; 401-498; 410-970; 418-938; 431-584; 493-1065; 502-1139; 527- 
791; 520-577; 545-1024; 561-674; 579-1047; 576-1116; 554-654; 573-878; 606- 
1114; 609-1119; 609-795; 603-1115; 611-937; 615-889; 638-856; 641-914; 641- 
899; 641-1158; 698-1149; 698-1157; 709-1093; 717-897; 719-1062; 699-938; 
726-1151; 730-1045; 714-938; 736-1151; 736-1047; 736-847; 735-1152; 736- 
1077; 736-1169; 736-1132; 736-1154; 736-1153; 736-1045; 736-1150; 736-920; 
736-1109; 736-1115; 736-846; 736-795; 736-934; 736-1075; 736-1046; 738-897; 
736-1080; 736-835; 736-897; 741-897; 744-1150; 725-897; 757-1139; 750-1157; 
736-905; 756-1161; 736-877; 754-1037; 736-868; 740-871; 762-1080; 766-1169; 
766-1110; 773-1153; 773-1152; 778-938; 778-1022; 780-938; 792-1152; 813- 
1149; 822-1082; 834-1047; 835-1067; 853-1150; 855-1153; 862-1092; 846-1054; 
877-1150; 948-1153; 949-1148; 972-1139; 972-1107; 972-1151; 972-1082; 972- 
1112; 972-1150; 972-1155; 981-1134; 965-1149; 968-1152; 1009-1082 
407/LiI:902980.16:2001MAYl7 || 1-401; 1-160; 22-267; 22-414; 267-1069; 426- 
1099; 671-1137; 804-1192; 831-1352; 875-1311; 1091-1521; 1100-1357; 1159- 
1491; 1159-1388; 1165-1451; 1172-1622; 1180-1430; 1359-1656; 1396-1557; 
1422-1912; 1422-1678; 1429-1748; 1473-1677; 1575-1991; 1627-1922; 1751- 
2306; 1760-2174; 1762-2018; 1769-2183; 1779-2241; 1783-2241; 1821-2042; 
1837-2217; 1865-2129; 1904-2221; 1917-2244; 1930-2244; 1976-2238; 1995- 
2245; 2022-2339; 2027-2292; 2049-2564; 2060-2345; 2061-2301; 2080-2572; 
2088-2576; 2094-2168; 2097-2249; 2105-2320; 2117-2248; 2172-2513; 2191- 
2303; 2331-2874; 2335-2843; 2335-2438; 2335-2777; 2335-2614; 2335-2703; 
2335-2688; 3137-3411; 3171-3382; 3212-3426; 3219-3406; 3240-3573; 3240- 
3477; 3446-3590; 2449-2736; 2455-2773; 2474-2905; 2475-2683; 2482-2874; 
2503-2784; 2509-2982; 2527-3006; 2529-2810; 2548-3017; 2551-2793; 2562- 
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3026; 2574-2868; 2582-3076; 2612-3074; 2446-2726; 2446-2716; 2448-2719; 
2449-2705; 2448-2759; 2448-2717; 2335-2536; 2335-2538; 2335-2533; 2335- 
2499; 2335-2475; 2335-2528; 2335-2417; 2335-2401; 2343-2604; 2343-2580; 
2346-2848; 2349-2488; 2354-2772; 2358-2821; 2335-2701; 2335-2659; 2335- 
2660; 2335-2618; 2335-2623; 2335-2612; 2335-2606; 2335-2602; 2335-2573; 
2335-2577; 2335-2509; 2335-2453; 2361-2756; 2362-2913; 2361-2598; 2363- 
2945; 2363-2934; 2360-2629; 2366-2912; 2386-2660; 2401-2502; 2415-2909; 
2419-2919; 2357-2597; 2428-2981; 2430-2649; 2432-2899; 2615-2915; 2633- 
3211; 2636-3240; 2639-3182; 2646-3055; 2646-3079; 2647-3094; 2648-3087; 
2649-3198; 2651-3058; 2658-3080; 2664-3080; 2668-3082; 2673-3001; 2673- 
2936; 2673-2910; 2678-3165; 2678-3065; 2684-3101; 2703-3248; 2742-2936; 
2746-2992; 2763-3032; 2763-3006; 2817-3086; 2816-3175; 2856-3249; 2874- 
3218; 2883.-3082; 2889-3372; 2903-3082; 2908-3378; 2934-3309; 2935-3190; 
2943-3425; 2960-3419; 2966-3420; 3001-3295; 3007-3423; 3012-3379; 3016- 
3420; 3022-3420; 3092-3402; 3098-3353; 3121-3420; 3126-3406; 3126-3419 
408/LI: 903196. 25 :2001MAY17 || 1-201; 7-605; 11-296; 13-587; 18-668; 20-266; 
29-260; 33-270; 82-677; 81-285; 108-364; 127-336; 155-300; 157-411; 159- 
415; 206-455; 240-841; 375-458; 458-1068; 606-809; 621-1085; 745-1312; 776- 
1391; 803-1142; 804-1199; 803-1111; 887-1437; 919-1577; 987-1562; 1000- 
1562; 1002-1257; 1018-1252; 1043-1548; 1084-1337; 1121-1322; 1142-1396; 
1200-1419; 1224-1786; 1335-1435; 1337-1643; 1388-1965; 1467-1744; 1487- 
1783; 2781-3012; 2792-3230; 2791-3218; 2799-3012; 2827-2995; 2834-2966; 
2861-3162; 2986-3258; 3074-3642; 3087-3613; 3087-3559; 3087-3256; 3300- 
3667; 3354-3673; 3354-3631; 3404-3657; 3516-3664; 1488-1655; 1489-2147; 
1559-1829; 1566-2124; 1598-1857; 1646-2106; 1646-1899; 1646-1885; 1675- 
2184; 1676-1950; 1697-1964; 1706-1935; 1725-2120; 1732-1986; 1732-2301; 
1732-1976; 1831-2192; 1857-1975; 1875-2362; 2743-2972; 2750-3006; 2752- 
2901; 2770-3009; 1910-2206; 1910-2129; 1939-2114; 1947-2308; 1950-2200; 
1955-2195; 1992-2245; 2006-2523; 2022-2693; 2094-2478; 2108-2728; 2116- 
2573; 2116-2394; 2154-2441; 2162-2574; 2172-2395; 2175-2590; 2180-2426; 
2179-2378; 2182-2465; 2185-2576; 2214-2394; 2242^2459; 2265-2801; 2294- 
2475; 2294-2465; 2294-2855; 2294-2529; 2294-2525; 2319-2591; 2342-2589; 
2348-2589; 2349-2589; 2361-2972; 2371-2590; 2377-2661; 2394-2887; 2434- 
3011; 2440-2681; 2498-2983; 2517-3012; 2519-3004; 2524-3013; 2524-3028; 
.2527-2898; 2532-2974; 2560-2968; 2565-2973; 2578-3004; 2577-2820; 2591- 
3004; 2594-3004; 2595-3004; 2594-2883; 2604-3007; 2603-3013; 2608-3012; 
2609-2987; 2617-3013; 2617-2839; 2618-2972; 2622-2863; 2624-2992; 2639- 
2885; 2650-3003; 2664-2863; 2670-3005; 2677-3009; 2682-2996; 2691-3009; 
2696-2963; 2712-3012; 2714-2958; 2730-2975; 2738-2985 

409/LI: 903914. 10 :2001MAY17 || 2784-3328; 2785-3382; 2843-3494; 2830-3357; 
2869-3227; 2878-3483; 2875-3088; 2887-3157; 2905-3175; 2905-3148; 2920- 
3212; 2920-3214; 2952-3205; 2966-3472; 2966-3261; 2993-3262; 3001-3635; 
3022-3241; 3039-3505; 3062-3612; 3067-3248; 3067-3390; 3091-3329; 3157- 
3467; 3157-3459; 3157-3422; 3158-3462; 3159-3469; 3227-3392; 3260-3424; 
3262-3510; 3538-4132; 3541-4211; 3591-4008; 3633-4206; 3942-4174; 3946- 
4186; 3952-4191; 3958-4216; 3958-4184; 3958-4181; 3958-4140; 3958-4103; 
3958-4088; 3958-4092; 3958-4076; 3958-4064; 3958-4057; 3958-4044; 3958- 
4028; 3958-4077; 3994-4250; 4136-4310; 4157-4351; 4186-4370; 4187-4439; 
4206-4354; 4328-4586; 4387-4778; 4456-4803; 4647-4988; 982-1304; 983-1322; 
983-1320; 983-1381; 983-1294; 983-1301; 984-1301; 983-1293; 983-1303; 986- 
1227; 1041-1313; 1031-1321; 1053-1322; 1079-1304; 1101-1614; 1103-1351; 
1116-1325; 1128-1325; 1207-1635; 1267-1541; 1319-1757; 1446-1909; 1467- 
2026; 1476-1969; 1548-1925; 1656-1724; 1693-2235; 1752-2347; 1752-2196; 
1842-2229; 1849-2236; 1965-2435; 1965-2537; 1970-2451; 1965-2380; 1977- 
2166; 1994-2280; 2073-2701; 2075-2327; 2109-2679; 2186-2418; 2186-2616; 
2202-2545; 2211-2496; 2227-2425; 2290-2831; 2307-2568; 2349-2677; 2358- 
2791; 2410-2674; 2410-2927; 2419-2989; 2445-2728; 2450-2709; 2471-2904; 
2457-3110; 2468-2756; 2486-2656; 2498-2833; 2515-3073; 2515-2763; 2517- 
2614; 2546-3170; 2557-3114; 2573-2835; 2609-2863; 2643-3225; 2645-3060; 
2651-3142; 2654-2935; 2640-3234; 2662-3191; 2662-2822; 2671-3240; 2689- 
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3231; 2724-3262; 2729-3234; 2752-3329; 2775-3235; 2776-3289; 1-249; 116- 
440; 309-859; 365-871; 394-859; 455-820; 473-859; 489-734; 492-846; 496- 
766; 496-745; 523-859; 524-783; 530-804; 555-859; 572-1221; 587-1182; 611- 
864; 612-886; 612-859; 614-859; 617-1239; 638-906; 665-859; 667-859; 672- 
859; 673-859; 677-859; 699-859; 703-859; 713-859; 726-859; 729-859; 730- 
859; 755-859; 771-859; 778-859; 795-1291; 806-1316; 920-1304; 912-1319; 
915-1322; 926-1322; 916-1322; 932-1304; 937-1322; 945-1322; 952-1301; 949- 
1322; 963-1322; 964-1301; 966-1304; 972-1298; 982-1290; 982-1301; 979-1305; 
979-1322; 982-1322; 983-1304 

410/LG: 006764. 2 :2001JUN22 || 1-290; 138-447; 197-590; 199-440; 237-435; 
441-582; 452-716; 488-710; 488-912; 530-803; 554-804; 712-954; 712-1116; 
748-1062; 836-1031; 896-1154; 919-1308; 942-1579; 1097-1516; 1162-1353; 
1170-1353; 1266-1617; 1255-1577; 1339-1610; 1382-1610 

411/LG:014704.8:2001JUN22 || 1-743; 81-239; 442-550; 486-912; 527-815; 527- 
793; 602-898; 659-961; 814-1064; 840-1408; 851-1398; 873-1135; 949-1433; 
949-1182; 997-1180; 1007-1323; 1007-1185; 1081-1394; 1097-1360; 1097-1356; 
1097-1354; 1124-1358; 1161-1410; 1172-1559; 1172-1562; 1172-1382; 1187- 
1539; 1187-1420; 1329-1625; 1463-1912; 1467-1672; 1481-1735; 1485-1646; 
1493-1592; 1495-1810; 1496-1905; 1501-1912; 1506-1908; 1518-1796; 1519- 
1896; 1519-1723; 1532-1698; 1538-1796; 1545-1911; 1548-1855; 1560-1907; 
1569-1905; 1571-1842; 1605-1906; 1624-1885; 1685-1930; 1729-1924; 1734- 
1925; 1748-1844; 1772-1930; 1790-1930; 1790-1907; 1799-1907; 1804-1907; 
1813-1907; 1813-1891; 1813-1863; 1813-1930; 1817-1941 

412/LG:1447607.7:2001JUN22 || 1-542; 1-529; 1-523; 1-367; 75-504; 75-540; 
153-418; 160-606; 196-390; 282-520; 282-493; 282-472; 299-892; 459-718; 
469-539; 486-723; 495-1008; 539-1084; 540-777; 544-769; 555-816; 587-761; 
626-847; 694-1008; 696-991; 696-976; 696-977; 696-954; 696-920; 702-954; 
730-955; 769-1146; 769-998; 775-945; 813-1092; 857-1219; 934-1112; 944- 
1196; 1041-1447; 1069-1286; 1077-1231; 1081-1232; 1140-1604; 1140-1309; 
1232-1690; 1235-1668; 1235-1654; 1236-1687; 1236-1449; 1238-1587; 1245- 
1861; 1247-1366; 1247-1328; 1247-1379; 1266-1499; 1298-1870; 1304-1573; 
1318-1573; 1328-1527; 1340-1577; 1348-1657; 1357-1604; 1360-1849; 1360- 
1763; 1385-1910; 1385-1567; 1404-1728; 1415-1708; 1415-1676; 1419-1711.; . 
1427-1701; 1434-1995; 1435-1655; 1437-1712; 1448-1875; 1448-1695; 1450- 
1868; 1450-1719; 1450-1716; 1473-1645; 1500-1756; 1530-1745; 1532-1872; 
1539-2128; 1581-2227; 1587-1809; 1592-1865; 1599-1875; 1613-2238; 1639- 
1901; 1695-1953; 1705-1978; 1711-1961; 1734-2000; 1761-2041; 1761-2160; 
1772-2036; 1786-2223; 1790-2240; 1795-2234; 1806-2060; 1811-2280; 1818- 
2239; 1822-2266; 1822-2105; 1824-2238; 1826-2277; 1833-2275; 1833-2283; 
1837-2241; 1842-2135; 1859-2238; 1870-2041; 1909-2277; 1913-2277; 1914- 
2277; 1917-2171; 1917-2164; 1918-2275; 1953-2277; 1977-2278; 1979-2236; 
1985-2277; 2002-2279; 2015-2280; 2063-2277; 2065-2275; 2072-2172; 2087- 
2274; 2098-2265; 2103-2277; 2134-2275; 2164-2279; 2189-2265 
413/LG: 1455032. 3 :2001JUN22 || 1-473; 1-590; 1-306; 98-306; 146-589; 186- 
382; 230-725; 248-648; 333-625; 336-635; 347-609; 308-549; 354-648; 365- 
656; 325-557; 367-648; 338-521; 352-540; 433-648; 439-825; 453-699; 459- 
697; 471-725; 499-589; 480-723; 482-653; 484-648; 486-649; 498-648; 501- 
622; 505-745; 541-642; 557-990; 567-824; 567-794; 575-868; 576-910; 581- 
809; 584-884; 586-861; 587-1061; 588-648; 589-648; 591-739; 592-806; 594- 
1076; 594-1120; 596-1026; 596-831; 597-846; 599-856; 598-1143; 602-897; 
600-1005; 601-835; 602-1105; 603-805; 603-868; 603-889; 603-846; 603-840; 
603-829; 603-826; 603-820; 603-947; 604-898; 604-900; 604-838; 605-1036; 
605-841; 605-815; 605-894; 606-908; 606-861; 606-858; 607-870; 607-852; 
607-846; 607-780; 606-866; 607-905; 609-862; 609-793; 610-869; 610-849; 
610-829; 612-832; 607-720; 607-726; 611-895; 612-857; 612-858; 608-817; 
612-1160; 612-1137; 612-1108; 611-1003; 612-931; 612-887; 612-883; 612-894; 
612-875; 612-863; 612-851; 612-859; 612-848; 612-846; 612-836; 612-823; 

612- 820; 612-814; 614-1072; 614-828; 612-805; 612-736; 612-980; 612-893; 

613- 854; 613-849; 613-841; 612-879; 613-870; 614-943; 614-902; 614-854; 

614- 824; 615-896; 615-870; 614-889; 616-870; 613-863; 614-861; 618-867; 
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617-1180; 620-904; 621-897; 623-868; 621-1043; 622-1026; 623-778; 624-860; 
626-803; 627-936; 624-712; 628-1182; 629-738; 634-744; 635-1145; 635-898; 
635-969; 640-892; 640-878; 641-854; 643-950; 643-745; 644-849; 645-803; 
648-1181; 648-928; 648-888; 649-1127; 648-1148; 651-909; 653-931; 654-938; 
664-1059; 664-884; 667-1056; 675-932; 677-889; 678-906; 689-935; 689-890; 
696-748; 708-899; 703-994; 703-1189; 705-991; 706-1132; 706-912; 708-1181; 
714-1169; 717-1172; 717-1018; 718-1072; 720-1182; 722-1182; 724-976; 727- 
852; 729-909; 729-1187; 739-1186; 742-1066; 744-945; 744-1188; 744-1181; 
745-1184; 745-1181; 746-1188; 747-1189; 748-828; 749-1181; 755-1181; 757- 
1180; 757-1183; 758-997; 767-1086; 771-1188; 772-1186; 774-1113; 775-1031; 
775-1181; 776-1027; 777-1181; 778-1183; 781-1180; 784-1180; 782-1054; 784- 
1181; 782-950; 786-1038; 786-1069; 784-1007; 789-1181; 788-997; 789-1060; 
791-1181; 791-1166; 794-1183; 793-1183; 795-1181; 802-998; 803-1165; 802- 
1187; 803-1093; 806-1182; 806-972; 810-1057; 810-1183; 811-1039; 811-1183; 
811-1180; 812-1022; 812-1182; 813-1140; 814-1106; 814-1181; 817-1181; 818- 
1181; 824-1109; 828-968; 829-1146; 832-1165; 834-1086; 836-1181; 837-1172; 
838-1119; 842-1057; 850-1183; 851-1181; 861-1181; 864-1086; 865-1185; 870- 
1070; 880-1125; 881-1159; 885-1182; 887-1199; 888-1181; 895-1184; 895-1171; 
901-1168; 898-1043; 899-1180; 902-1130; 911-1159; 915-1090; 918-1175; 919- 
1172; 919-1119; 919-1144; 921-1187; 927-1184; 927-1172; 927-1078; 940-1181; 
941-1172; 943-1183; 943-1172; 952-1181; 954-1185; 954-1184; 961-1188; 963- 
1129; 967-1185; 971-1172; 977-1183; 983-1183; 982-1052; 996-1180; 1000- 
1183; 1009-1183; 1017-1181; 1023-1181; 1030-1175; 1057-1183; 1061-1201; 
1082-1183; 1085-1181; 1105-1184; 1118-1172; 1123-1183 
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552; 46-547; 15-529; 188-524; 128-531; 258-516; 264-513; 258-508; 310-504; 
20-497; 158-485; 15-484; 210-472; 15-471; 350-442; 154-434; 15-418; 15-377; 
227-359; 15-357; 15-209; 1-175; 15-173; 77-160; 15-155; 15-153; 15-152; 15- 
149; 15-148; 15-142; 15-137; 15-126; 15-120; 15-113; 15-104; 15-96; 15-71 
415/LG:1502692.5:2001JUN22 || 1-548; 1-615; 135-489; 160-798; 175-444; 187- 
630; 187-473; 244-487; 247-409; 248-539; 248-457; 259-756; 259-593; 270- 
385; 274-991; 274-992; 277-783; 329-844; 298-772; 308-882; 337-593; 353- 
977; 383-658; 395-789; 418-675; 443-685; 447-666; 466-974; 476-1065; 481- 
710; 491-738; 491-683; 524-1041; 533-1060? 550-923; 550-765; 572-977; 573- 
1038; 548-1068; 581-960; 584-1040; 600-1079; 605-1039; 616-1032; 581-1068; 
621-1081; 579-804; 580-828; 626-1080; 637-886; 638-846; 640-705; 641-1078; 
644-1082; 647-1078; 615-841; 680-1076; 684-1078; 691-1019; 695-945; 699- 
999; 708-910; 711-1078; 741-895; 737-1080; 752-1076; 755-1078; 757-1052; 
761-1076; 760-1067; 766-1038; 773-1073; 773-999; 781-1076; 791-1006; 760- 
1076; 797-1080; 811-1078; 816-1076; 823-1078; 858-1078; 866-1078; 878-1078; 
904-1072; 906-1078; 931-1083; 974-1078 

416/LG:208949.8:2001JUN22 || 1-482; 38-482; 117-484; 124-452; 125-482; 136- 
488; 272-482; 272-458; 322-484; 322-482; 446-760 

417/LG:240501.10:2001JUN22 || 494-1240; 912-1170; 891-1111; 705-1110; 891- 
1064; 508-1063; 487-881; 341-747; 1-710; 149-419; 341-414; 1171-1238; 603- 
1157; 1171-1235 
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418/LG:329228.27:2001JUN22 || 1-524; 83-296; 85-486; 181-420; 243-808; 295- 
667; 295-549; 295-513; 399-659; 429-839; 440-836; 440-530; 533-967; 603- 
1033; 613-897; 704-942; 794-1179; 855-1528; 887-1232 
419/LG:337056.11:2001JUN22 || 1-603; 1-684 

420/LG:346663.9:2001JUN22 || 1-277; 20-567; 383-943; 383-526; 383-1081; 
434-1006; 454-906; 560-974; 729-1333; 758-1014; 785-1013; 1092-1337 
421/LG:7685586.2:2001JUN22 || 1-367; 1-583; 12-585; 80-585; 100-585 
422/LG:407730.13:2001JUN22 jj 1-489 

423/LG:025465.5:200lJUN22 |j 1-142; 41-816; 141-395; 153-712; 160-412; 161- 
417; 165-411; 163-408; 165-293; 177-411; 182-366; 201-649; 201-416; 206- 
676; 417-1016; 636-1125; 636-885; 636-869; 654-1007; 782-1213; 807-1263; 
917-1355; 920-1206; 921-1058; 931-1311; 933-1230; 991-1608; 997-1231; 1052- 
1571; 1059-1264; 1058-1619; 1060-1845; 1157-1625; 1171-1622; 1189-1440; 
1211-1630; 1260-1619; 1285-1752; 1398-1707; 1453-1693; 1524-1892; 1537- 
1854; 1604-1795; 1604-1786; 1614-2078; 1615-1798; 1660-2075; 1662-2175; 
1822-2111; 1881-2126; 1952-2023; 1960-2085; 1976-2062 

424/LG:054509.14:2001JUN22 || 1-279; 100-673; 200-446; 358-671; 408-876; 
508-2210; 451-661; 615-836; 618-1158; 816-1066; 825-1071; 877-1054; 896- 
1162; 912-1515; 922-1146; 922-1175; 925-1171; 971-1058; 1040-1550; 1058- 
1612; 1113-1777; 1132-1630; 1148-1420; 1149-1771; 1176-1630; 1199-1739; 
1207-1778? 1219-1638; 1295-1547; 1332-2127; 1334-1874; 1346-1920; 1355- 
2133; 1360-2122; 1372-1571; 1391-1678; 1402-2130; 1437-1890; 1439-1910; 
1439-1697; 1440-1981; 1441-1550; 1452-1605; 1455-2131; 1459-1715; 1465- 
1762; 1483-2134; 1488-1764; 1489-1963; 1496-2121; 1513-1820; 1513-1772; 
1513-1751; 1513-2102; 1542-2132; 1541-1786; 1553-1841; 1588-2129; 1595- 
1833; 1597-1845; 1597-1800; 1600-1797; 1614-1812; 1617-2162; 1621-1855; 
1625-1856; 1644-1923; 1649-2072; 1657-2202; 1656-1855; 1661-2147; 1676- 
1932; 1678-2027; 1678-1783; 1681-2250; 1695-2043; 1699-1876; 1691-2157; 
1702-1923; 1702-2169; 1724-2168; 1730-2080; 1732-2159; 1732-1977; 1733- 
2167; 1741-2213; 1742-2167; 1770-2104; 1775-1968; 1776-2206; 1783-2205; 
1790-2188; 1798-2207; 1807-2047; 1809-2206; 1819-2210; 1821-2310; 1823- 
2097; 1824-2307; 1835-2204; 1852-2201; 1864-2189; 1872-2165; 1872-2206; 
1872-2207; 1891-2101; 1908-2206; 1908-2129; 1908-2160; 1924-2204; 1919- 
2167; 1921-2126; 1949-2203; 1961-2228; 1964-2235; 1973-2210; 1975-2189; 
1980-2141; 1979-2210; 1981-2164; 1980-2164; 1997-2207; 2000-2206; 2031- 
2306; 2031-2426; 2051-2206; 2056-2206; 2061-2198; 2068-2159; 2073-2204; 
2088-2330; 2142-2206; 2149-2592; 2161-2399; 2197-2429; 2197-2656; 2197- 
2727; 2197-2456; 2298-2877; 2321-2557; 2321-2567; 2322-2607; 2323-2597; 
2342-2617; 2345-2609; 2445-2655; 2472-2612; 2545-2989; 2545-2787; 2547- 
2865; 2586-3085; 2597-3085; 2600-3088; 2638-3174; 2637-2844; 2685-3176; 
2688-3164; 2814-3214; 2900-3215; 3015-3201; 3155-3403 
425/LG:1067876.1:2001JtJN22 || 1-287; 5-247; 151-524; 185-647 
426/1X3:1327699. 55:2001JUN22 || 1-272 

427/IiG:1482904.10:2001JUN22 jj 1-618; 151-794; 186-747; 189-536; 249-747; 
270-747; 471-1077; 1037-1606; 1106-1624; 1106-1359; 1109-1447; 1185-1438; 



1215- 


1657; 


1223- 


1464; 


1331- 


1579; 


1335- 


1881; 


1333- 


1624; 


1341- 


1485; 


1360- 


1908; 


1369 


-1643; 


1384 


-1761; 


1384 


-1588; 


1387 


-1640; 


1425 


-1537; 


1465 


-1714; 


1467- 


1679; 


1473- 


1905; 


1546- 


1793; 


1587- 


1816; 


1597- 


2105; 


1633- 


1894; 


1657- 


1760; 


1663 


-1922; 


1673 


-2039; 


1686 


-1957; 


1717 


-1989; 


1721 


-1990; 


1787 


-2248; 


1829- 


2070; 


1829- 


1943; 


1831- 


2069; 


1832- 


2073; 


1836- 


2368; 


1853- 


2146; 


1854- 


2088; 


1855 


-2085; 


1862 


-2134; 


1865 


-2087; 


1915 


-2474; 


1922 


-2073; 


1947 


-2218; 


1952- 


2188; 


1969- 


2221; 


2020- 


2219; 


2067- 


2325; 


2089- 


2304; 


2131- 


2299; 


2147- 


2425; 


2147 


-2333; 


2149 


-2320; 


2168 


-2580; 


2178 


-2406; 


2198 


-2381; 


2226 


-2381; 


2255- 


2519; 


2256- 


2695; 


2264- 


2960; 


2284- 


2381; 


2286- 


2381; 


2291- 


2381; 


2299- 


2552; 


2299 


-2522; 


2304 


-2537; 


2319 


-2761; 


2319 


-2637; 


2354 


-2641; 


2362 


-2913; 


2375- 


2942; 


2372- 


2436; 


2374- 


2950; 


2372- 


3003; 


2379- 


2621; 


2384- 


2674; 


2390- 


2633; 


2417 


-3003; 


2416 


-3004; 


2412 


-2652; 


2412 


-2649; 


2440 


-2852; 


2455 


-3027; 


2459- 


2996; 


2472- 


2939; 


2516- 


3039; 


2571- 


3042; 


2573- 


2990; 


2573- 


3030; 


2573- 


2819; 


2576 


-3003; 


2584 


-2942; 


2595 


-3045; 


2595 


-3000; 


2598 


-3042; 


2606 


-3047; 


2607- 


3043; 


2607- 


2885; 


2607- 


3047; 


2609- 


2856; 


2611- 


2891; 


2611- 


2687; 


2611- 
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2691; 2611-2669; 2611-2974; 2612-2879; 2626-3045; 2626-3042; 2628-2892; 
2632-3044; 2632-3042; 2634-3042; 2635-3046; 2639-3038; 2641-3042; 2648- 
2909; 2655-3038; 2657-2875; 2673-3047; 2674-2977; 2685-3042; 2685-3047; 
2693-3042; 2696-3038; 2699-2934; 2701-3038; 2715-3044; 2716-3042; 2721- 
3042; 2758-3042; 2761-3048; 2774-3043; 2805-3042; 2805-3023; 2805-2988; 
2805-2970; 2808-3035; 2810-3043; 2812-3038; 2828-3042; 2834-3043; 2860- 
3042; 2862-3045; 2862-3042; 2864-2960; 2871-3038; 2909-3042; 2938-2987; 
2959-3036 

428/LG:222317.4:2001JUN22 || 1-256; 1-252 

429/LG:332701.3:2001JUN22 jj 1-368; 184-566; 260-572; 277-532; 277-741; 
282-740; 290-477 ;• 290-391 ; 290-395; 290-698; 290-702; 290-716; 290-351; 
298-567; 335-565; 349-700; 354-572; 602-1197; 730-964; 730-1073; 747-833; 
787-984; 787-1054; 797-1059; 921-1369; 936-1180; 950-1208; 958-1216; 1016- 
1519; 1018-1270; 1043-1277; 1062-1325; 1062-1310; 1101-1490; 1120-1330; 
1134-1352; 1134-1415; 1135-1480; 1134-1477; 1135-1378; 1135-1425; 1144- 
1674; 1134-1492; 1135-1431; 1134-1527; 1135-1471; 1176-1611; 1219-1388; 
1241-1485; 1297-1571; 1294-1612; 1333-1760; 1378-1961; 1434-1628; 1497- 
2105; 1497-2024; 1530-1838; 1550-1787; 1575-2103; 1575-1808; 1755-2019; 
1755-2366; 1741-2138; 1800-2041; 1807-2095; 1858-2246; 1859-2056; 1946- 
2201; 1971-2109; 1988-2485; 1988-2214; 2045-2619; 2073-2310; 2086-2713; 
2092-2603; 2101-2370; 2101-2550; 2110-2649; 2110-2726; 2155-2431; 2159- 
2592; 2160-2353; 2204-2818; 2213-2709; 2213-2439; 2275-2504; 2277-2568; 
2287-2811; 2304-2583; 2308-2762; 2312-2510; 2319-2932; 2337-2872; 2337- 
2601; 2363-2806; 2364-2608; 2370-2894; 2370-2881; 2376-2920; 2378-2843; 
2387-2639; 2437-2916; 2440-2663; 2444-2697; 2444-2909; 2450-2919; 2457- 
2908; 2458-2921; 2460-2916; 2464-2916; 2468-2918; 2472-2935; 2473-2919; 
2474-2932; 2476-2922; 2480-2885; 2484-2935; 2485-2911; 2488-2915; 2486- 
2910; 2490-2893; 2504-2911; 2512-2944; 2515-2920; 2525-2936; 2536-2838; 
2539-2945; 2554-2911; 2594-2915; 2598-2920; 2595-291X; 2602-2769; 2600- 
2922; 2601-2936; 2605-2918; 2608-2932; 2612-2959; 2612-2894 ;. 2612-2834 ; 
2615-2918; 2621-2906; 2619-2910; 2621-2882; 2621-2924; . 2621-2879; 2629- 
2918; 2631-2911; 2640-2911; 2650-2911; 2649-2816; 2653-2911.; 2663-2918; 
2678-2920; 2686-2906; 2692-2873; 2721-2906; 2731-2876.; 2741-2940; 2754- 
2911; 2758-2936; 2759-2926; 2761-2920; 2767-3396; 2767-3254; 2777-2906; 
2793-3212; 2794-3176; 2796-2918; 2839-3217; 2853-2921; 2936-3396; 2^77- 
3208; 2977-3209; 2979-3597; 3067-3412; 3138-3538; 3246-3583; 3284-3471; 
3287-4626; 3287-3650; 3300-3782; 3304-3999; 3323-3821; 3336-3415; 3355- 
3583; 3415-3821; 3424-4202; 3424-3583; 3529-3821; 3560-3837; 3605-3973; 
3620-3802; 3648-4275; 3653-4291; 3962-4220 

430/LG: 369881. 5:2001JUN22 || 1009-1307; 903-1306; 920-1305; 892-1305; 1013- 
1305; 1068-1305; 1127-1305; 691-1261; 777-1247; 778-1199; 556-1200; 563- 
1197; 706-1175; 595-1139; 377-1089; 549-1052; 488-963; 667-959; 263-912; 
592-849; 549-791; 380-688; 449-679; 408-631; 392-573; 273-570; 1-550; 1- 
488; 1-463 

431/LG:404381.2:2001JUN22 || 1-175; 5-616; 233-818; 233-409; 234-475; 406- 
690; 426-653; 500-750; 568-983; 676-912; 761-1201; 765-974; 807-1375; 907- 
1120; 909-1360; 946-1399; 952-1399; 1007-1256; 1102-1399; 1216-1399; 1221- 
1284 

432/LG:405709.2:2001JUN22 || 2-151; 1-284; 7-144; 26-294; 137-341; 139-341; 
157-341; 210-341; 219-341 
433/LG:406664.17:2001JUN22 || 1-220 
434/LG:7670681.1:2001JUN22 jj 1-649 

435/LG:7687404.1:2001JUN22 jj 1-589; 345-684; 453-864; 533-1112 
436/LG:7690030.24:200lJUN22 j| 1-387 

437/LG:7690229.3 :2001JUN22 || 1-506; 183-671; 183-409 

438/LG:7690533.16:200lJUN22 j| 1-378; 239-840; 240-488; 392-944; 657-905; 
661-849; 844-1156; 855-1114; 889-1182; 1004-1186 

439/LG:7691131.2:2001JUN22 || 1-555; 1-281; 172-500; 337-555; 438-899; 440- 
900; 472-733; 473-899; 481-897; 579-899; 583-994; 692-902 
440/LG:7692559.6:2001JUN22 || 1-717; 220-462; 392-476 
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441/LG:7684866.10:2001JUN22 || 14-230; 1-239; 1-513 

442/LG:002106.5:200lJUN22 || 1-322; 7-258; 23-82; 24-564; 32-572; 43-297; 
68-293; 367-628; 367-653; 601-872; 601-948; 637-1117; 642-1104; 690-1111; 
955-1102; 963-1527; 979-1647; 988-1221 

443/LG:004064.1:200lJUN22 || 1-582; 464-885; 496-1007; 547-970; 554-938; 
556-813; 622-1007; 622-889; 622-888; 752-966 

444/LG:007916.8:200lJUN22 || 945-1497; 989-1464; 694-1266; 646-1265; 642- 
1252; 871-1214; 858-1140; 832-1139; 832-1118; 193-792; 227-764; 439-623; 
105-593; 233-463; 1-346 

445/LG:014719.14:2001JUN22 || 1-244; 1-444; 72-590; 73-308; 103-582; 111- 
340; 480-1013; 548-884; 573-1192; 638-906; 658-1284; 727-1291; 747-992; 
1014-1534; 1040-1526; 1182-1462; 1218-1813; 1273-1689; 1265-1836; 1273- 
1614; 1273-1819; 1279-1836; 1288-1453; 1315-1836; 1344-1913; 1396-1927; 
1443-1992; 1443-1695; 1457-2004; 1465-1756; 1470-2021; 1494-1943; 1535- 
1883; 1586-1852; 1600-1705; 1628-2242; 1672-2163; 1745-2316; 1813-2328; 

1843- 2356; 1837-2357;- 1839-2115; 1843-2207; 1843-2425; 1843-2426; 1843- 
2453; 1843-2400; 1843-2401; 1843-2276; 1843-2458; 1843-2433; 1843-2366; 

1844- 2311; 1845-2390; 1931-2329; 1936-2328; 2125-2439; 2163-2768; 2223- 
2440; 2234-2741; 2418-2859; 2418-2750; 2418-2668; 2494-2858; 2498-2859; 
2543-2853; 2572-2812; 2592-2872; 2598-2814; 2608-2672; 2633-2858; 2665- 
2900; 2762-2903; 2759-2853; 2766-2881; 2774-2858; 2787-2858 
446/LG:021763.31:2001JUN22 || 1-466; 2-497; 1-591; 11-391; 11-248; 12-216; 

' 12-517; 12-324; 19-268; 21-255; 21-229; 32-122; 33-302; 34-331; 34-221; 49- 
382; 50-260; 50-244; 55-301; 57-301; 60-339; 60-564; 62-517; 63-280; 121- ' 
553; 140-624; 140-374; 140-349; 140-343; 140-302; 140-293; 140-281; 147- 
761; 174-438; 176-638; 208-526; 215-666; 223-330; 236-517; 240-63?; 257- 
702; 269-458; 269-670; 281-517; 279-641; 284-496; 292-517; 291-517; 308- 
499; 333-517 

447/LG:025397.1:2001JUN22 || 1-737; 4-249; 23-680; 65-571; 120-607; 124- 
=445; 392-459; 421-609; 426-684; 451-575; 594-943 ; 602-984 ; 673-799; 720- 
969; 797-1221; 846-1029; 855-1070; 890-1097; 890-1359; 1102-1339; 1102- 
1272; 1107-1319; 1109-1296;- 1145-1296; 1154-1340; 1173-1319; 1207-1319; 
1226-1319.; 1226-1710; 1632-1866; 1631-1905; 1632-2071; 1632-1830; 1632- 
1761; 1632-1697; 1659-2112; 1677-1872; 1677-1788; 1687-1944; 1692-1989; 
1755-2297; 1755-2369; 1755-2291; 1766-2328; 1775-2074; 1795-2095; 1827- 
2126; 1831-2399; 1838-2088; 1863-2353; 1939-2102; 1945-2199; 1956-2468; 
1961-2130; 1981-2080; 1986-2262; 2080-2218; 2158-2608; 2093-2589; 2107- 
2592; 2107-2547; 2107-2378; 2110-2387; 2116-2617; 2156-2624; 2174-2632; 
2184-2349; 2186-2632; 2197-2628; 2201-2632; 2274-2597; 2274-2513; 2256- 
2632; 2261-2641; 2273-2628; 2273-2555; 2294-2632; 2303-2617; 2305-2633; 
2312-2628; 2314-2632; 2317-2628; 2344-2795; 2356-2623; 2378-2628; 2386- 
2637; 2503-2639 

448/LG:029880.20:2001JUN22 || 1-609; 360-1090; 523-1088; 965-1532; 1347- 
1933; 1459-1792; 1572-1958; 1610-2111; 1708-1893; 2034-2536; 2046-2427; 
2076-2333; 2123-2633; 2163-2696; 2180-2645; 2187-2474; 2188-2440; 2228- 
2808; 2228-2755; 2254-2510; 2271-2561; 2275-2756; 2275-2794; 2276-2874; 
2276-2520; 2286-2538; 2303-2569; 2302-2540; 2321-2876; 2324-2606; 2338- 
2578; 2350-2856; 2350-2630; 2383-2694; 2444-2881; 2442-2845; 2445-2705; 
2450-2987; 2453-2673; 2497-2778; 2526-2672; 2529-2847; 2539-3191; 2537- 
2729; 2539-2821; 2559-2849; 2605-3052; 2605-2685; 2681-2828; 2692-2882; 
2705-2845; 2803-3049; 2818-3095; 2818-2935; 2857-3131; 2980-3229 
449/LG:040422.37:2001JUN22 || 1-2729; 712-974; 987-1079; 988-1504; 988- 
1394; 997-1545; 995-1663; 997-1527; 1004-1459; 1006-1475; 1006-1427; 1006- 
1457; 1008-1496; 1023-1288; 1016-1477; 1015-1453; 1026-1428; 1033-1333; 
1036-1405; 1046-1318; 1046-1486; 1046-1479; 1046-1478; 1046-1477; 1046- 
1476; 1046-1473; 1046-1467; 1046-1459; 1046-1458; 1046-1456; 1046-1453; 
1046-1452; 1046-1485; 1046-1432; 1046-1429; 1046-1428; 1046-1427; 1046- 
1404; 1046-1399; 1046-1354; 1046-1305; 1046-1303; 1046-1286; 1046-1287; 
1046-1279; 1053-1416; 1054-1514; 1063-1495; 1070-1249; 1082-1304; 1107- 
1276; 1098-1336; 1098-1530; 1098-1490; 1098-1484; 1118-1388; 1140-1625; 
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1128-1329; 1144-1465; 1151-1420; 1155-1538; 1201-1560; 1230-1455; 1235- 
1482; 1249-1432; 1262-1738; 1267-1380; 1349-1552; 1357-1574; 1420-1919; 
1454-1537; 1488-1884; 1501-2247; 1551-2217; 1566-2243; 1566-2230; 1571- 
2262; 1586-2109; 1589-1842; 1603-1881; 1605-2242; 1606-1881; 1617-1901; 
1631-2166; 1644-2148; 1660-2208; 1653-2241; 1674-2222; 1701-2208; 1705- 
2211; 1776-2329; 1797-2319; 1801-1897; 1814-2309; 1822-2320; 1831-2219; 
1831-2123; 1833-2130; 1834-2090; 1836-2088; 1861-2122; 1843-2086; 1856- 
2319; 1863-2321; 1866-2321; 1872-2327; 1880-2305; 1897-2304; 1900-2314; 
1913-2323; 1931-2274; 1935-2303; 1935-2295; 1937-2327; 1945-2172; 1950- 
2319; 1965-2322; 1966-2309; 1985-2224; 1987-2215; 1988-2312; 1987-2250; 
1989-2219; 2002-2319; 2011-2312; 2014-2271; 2017-2280; 2018-2163; 2019- 
2277; 2020-2303; 2027-2306; 2023-2319; 2028-2325; 2028-2317; 2041-2328; 
2038-2319; 2043-2141; 2043-2315; 2050-2317; 2055-2300; 2056-2312; 2058- 
2476; 2058-2309; 2059-2329; 2058-2317; 2070-2319; 2071-2314; 2081-2314; 
2114-2654; 2117-2318; 2119-2328; 2118-2309; 2120-2316; 2159-2299; 2159- 
2312; 2160-2245; 2166-2313; 2230-2312; 2230-2471; 2274-2471; 2299-2459; 
2322-2559; 2395-2813; 2400-2675; 2428-2685; 2668-3196 

450/LG: 065935. 11 :2001JUN22 || 1-557; 127-707; 127-257; 528-1090; 774-1356; 
882-1480; 894-1448; 894-1572; 910-1271; 1033-1571; 1071-1628; 1436-2080; 
1497-1572; 1595-1834; 1596-2047; 1596-1828; 1687-1945; 1954-2550; 1972- 
2550; 2000-2445; 2038-2473; 2338-2896; 2450-2752; 2509-3079; 2533-2700; 
2592-2899; 2627-3001; 2672-2929; 2702-2951; 2732-2899; 2748-2971; 2754- • 
2900; 2757-3051; 2821-3258; 2824-3080; 2834-3275; 2834-3090; 2873-3455; 
2895-3084; 2931-3164; 2964-3426; 3002-3217; 3058-3326; 3108-3340; 3115- 
3318; 3125-3362; 3152-3547; 3200-3468; 3231-3412; 3269-3497; 3275-3542; 
3282-3530; 3321-3547; 3333-3708; 3333-3545; 3352-3547; 3358-3641; 3415- 
3725; 3427-3602; 3455-3740; 3456-3802; 3456-3763; 3475-3976; 3551-3804; 
3558-4020; 3559-4014; 3561-4014; 3570-4014; 3569-4014; 3571-3786; 3571- 
3787; 3572-4019; 3572-3778; 3573-4018; 3575-4018; 3575-4000; 3575-3863; 
3576-3974; 3575-3797; 3575-3775; 3577-4018; 3580-4138; 3580-3766; 3586- 
4014; 3597-4014; 3601-4019; 3607-4017; 3611-4018; 3614-4014; 3614-4017; 
3614-4015; 3618-4019; 3619-4015; 3697-4022; 3706-4014; 3711-3999; 3732r 
3947; 3738-4015; 3740-4020; 3742-4020; 3787-4014; 3796-4021; 3815-3993; 
3828-4014; 3871-3993; 3878-4347; 3891-4347; 3897-4352; 3905-4293; 3938- 
4014; 3987-4351; 3994-4347; 4035-4353; 4093-4347 

451/LG: 074381. 1:2001JUN22 || 866-1265; 878-1265; 815-1265; 842-1263; 1102- 
1262; 1187-1262; 852-1262; 856-1261; 955-1260; 1016-1260; 837-1260; 835- 
1260; 885-1260; 888-1260; 846-1260; 980-1260; 1088-1260; 951-1260; 860- 
1260; 788-1256; 1065-1256; 791-1254; 892-1252; 995-1252; 819-1247; 760- 
1223; 790-1220; 759-1220; 612-1177; 597-1161; 871-1107; 799-1062; 802-1045; 
819-1044; 744-1023; 803-1017; 723-988; 610-969; 812-965; 727-961; 689-943; 
678-935; 800-909; 634-907; 678-902; 638-854; 618-838; 610-836; 618-822; 
610-815; 245-767; 610-741; 610-732; 610-699; 255-455; 300-456; 1-433; 1-252 
452/LG: 083814. 6 :2001JUN22 || 1-383; 1-241; 16-247; 16-530; 20-117; 59-299; 
117-781; 230-500; 297-537; 319-555; 344-580; 346-866; 555-824; 558-1040; 
668-1004; 766-1313; 774-859; 835-1075; 855-1291; 880-1210; 884-1554; 890- 
1119; 894-1210; 895-1399; 895-1129; 903-1203; 909-1034; 961-1384; 966-1250; 
984-1227; 1017-1272; 1041-1288; 1052-1416; 1143-1657; 1161-1438; 1182-1320; 
1207-1593; 1207-1454; 1250-1525; 1298-1690; 1309-1561; 1372-1889; 1357- 
1689; 1383-1652; 1383-1695; 1383-1674; 1383-1617; 1419-1609; 1425-1756; 
1427-1656; 1428-1634; 1444-1706; 1445-1765; 1489-1730; 1494-1760; 1516- 
1889; 1534-1808; 1578-1889; 1613-1855; 1620-1889; 1645-2337; 1691-1889; 
1703-2391; 1701-1902; 1734-1902; 1735-1889; 1743-1889; 1768-1889; 1798- 
1889; 1812-1889; 1814-1889; 1842-1901; 2164-2422; 2170-2408; 2173-2406; 
2180-2447; 2180-2441; 2191-2377; 2201-2432; 2201-2421; 2207-2411; 2208- 
2427; 2208-2271; 2208-2452; 2209-2428; 2211-2427; 2213-2430; 2213-2407; 
2214-2412; 2213-2437; 2274-2435; 2279-2447 
453/LG:090985.1:200lJUN22 || 1-616; 1-508; 14-114 

454/LG: 093750.2 :2001JUN22 || 1-438; 1-565; 9-406; 11-406; 431-668; 524-811; 
623-845; 633-829; 636-885; 670-1111; 689-1110; 772-1024; 896-1234 
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1176-1675; 1164-1620; 857-1344; 888-1050; 
825-1046; 869-1045; 864-1045; 928-1045; 745- 
•1045; 865-1045; 742-1045; 665-1045; 744-1043; 
829-1040; 744-1039; 634-1039; 743-1036; 747- 
1035; 752-1022; 662-942; 652-837; 525-734; 415-685; 221-495; 148-493; 149- 



455/LG:1013708.26:2001JUN22 | 
709-1048; 593-1046; 839-1045; 
1045; 705-1045; 867-1045; 642 
580-1043; 640-1042; 879-1042; 



476; 40-449; 121-412; 170-316; 11-196 



456/LG:1022283.8 



1592 
1615 
2147 
2125 
2532 
3351 
3989 
3498 
4056 
3596 
4090 
3632 
4096 
3667 
4090 
3686 
4090 
3715 
4049 
3736 
4189 
3766 
4093 
3789 
4026 
3806 
4050 
3894 
4093 
3931 
4234 
4112 
4719 
4207 
4487 
4312 
4565 
4440 
4891 
4698 
5039 
4886 
5152 
4976 
5252 
5129 
5369 
5214 
5723 
5289 
5494 
5359 
5836 



1505-2283 
2157; 1752 

1880-2169 
2685; 2189 

2442-2888 
3875; 3366 

3462-4084 
4053; 3522 

3580-4053 
3836; 3604 

3614-3976 
4092; 3638 

3651-4080 
4080; 3667 

3683-4090 
3919; 3689 

3697-4090 
4090; 3718 

3730-4090 
4081; 3733 

3756-4041 
4090; 3770 

3777-4090 
4090; 3792 

3797-4050 
4084; 3805 

3824-4000 
4090; 3901 

3910-4090 
4090; 3934 

4100-4337 
4492; .4112 

4122-4558 
4651; 4217 

4256-4775 
4896; 4316 

4414-4477 
4902; 4506 

4633-5207 
5268; 4732 

4814-5087 
5106; 4889 

4941-5537 
5579; 4993 

5041-5702 
5624; 5129 

5135-5391 
5339; 5221 

5266-5514 
5679; 5297 

5344-5608 
5632; 5389 

5420-5708 



2001JUN22 

1522-1804 
2079; 1761 

1933-2225 
2369; 2180 

3295-3519 
3996; 3375 

3466-4019 
3981; 3580 

3580-4051 
4090; 3600 

3614-3860 
4093; 3639 

3653-4052 
4091; 3668 

3683-4042 
4092; 3685 

3701-4090 
3970; 3719 

3728-4050 
3993; 3739 

3757-4087 
4019; 3771 

3780-4090 
4058; 3793 

3799-4090 
4051; 3806 

3822-4191 
4038; 3902 

3921-4090 
4094; 3949 

4100-4473 
4332; 4112 

4120-4641 
4481; 4217 

4264-4510 
4742; 4336 

4415-4920 
4965; 4551 

4636-4860 
4962; 4741 

4822-5451 
5137; 4893 

4947-5438 
5251; 5015 

5054-5533 
5691; 5121 

5181-5417 
5443; 5219 

5269-5540 
5828; 5344 

5362-5572 
6031; 5372 

5473-5708 



| I 1-4090; 

1566-2048 
1828; 1695 

1967-2150 
2832; 2201 

3318-3868 
3915; 3378 

3470-3965 
4086; 3580 

3580-3689 
3865; 3600 

3615-3833 
4090; 3639 

3660-4090 
4052; 3669 

3682-4040 
4047; 3688 

3706-4051 
4046; 3724 

3731-4090 
4091; 3739 

3757-3861 
4090; 3772 

3782-3897 
4051; 3793 

3799-4081 
4093; 3806 

3847-4090 
4030; 3902 

3926-4553 
4089; 3954 

4105-4390 
4334; 4112 

4140-4396 
4470; 4222 

4275-4590 
4867; 4360 

4426-4915 
4968; 4569 

4637-4869 
5328; 4759 

4827-5067 
5246; 4894 

4953-5603 
5559; 5013 

5063-5314 
5405; 5123 

5194-5814 
5328; 5258 

5271-5558 
5895; 5332 

5352-5604 
6087; 5389 

5469-5623 



1-178 
503-1073; 

1562-2157 
2264; 1678 

2054-2403 



930-1489; 1138-1690; 1316- 



2836 



3344-3863 



3905 
3477 

4039 
3580 

4090 



3625-4090 



3952 



3663-4096 



3914 
3686 

3858 
3711 

4090 



3732-4093 



4087 
3764 

4050 
3781 

4052 
3801 

4090 



4080 

3925 
4082 



4293 



4421 



4652 

4427 
4828 



5057 



5205 



5224 

5088 
5236 



5796 



5539 



2263 



3422 
-3843 

3580 
-4080 

3608 



3644 



3668 
-4090 

3693 
-4090 

3724 



3742 
4090 
3773 
-3982 
3793 
4090 
3807 



3852-4089 



3903 
-4030 
3991 



4106-4611 



4112 



4177-4667 



4230 



4288-4802 



4393 
-4940 
4580 



4645-4856 



4759 



4828-5066 



4902 



4965-5539 



5022 
-5627 
5125 



5194-5617 



5236 



5271-5637 



5334 



5352-5600 
5828; 5390 
5473-5632 



1576-2155 
2060; 1747 

2048-2688 
2403; 2263 

3345-3785 
3991; 3446 

3478-3682 
4059; 3580 

3580-3853 
4090; 3609 

3626-4090 
4083; 3647 

3664-4087 
4089; 3673 

3685-3911 
4090; 3695 

3713-4093 
4091; 3728 

3733-4090 
3957; 3752 

3765-3990 
4088; 3776 

3785-4090 
4049; 3793 

3803-4052 
4051; 3808 

3878-4080 
4090; 3906 

3926-4090 
4163; 4082 

4108-4674 
4289; 4112 

4204-4790 
4660; 4245 

4296-4518 
4671; 4402 

4439-4677 
4846; 4603 

4682-4957 
4991; 4771 

4830-5102 
5105; 4908 

4963-5171 
5259; 5025 

5089-5533 
5361; 5129 

5195-5473 
5464; 5255 

5276-5549 
5588; 5350 

5352-5594 
5618; 5403 

5475-5746 



1604-2157 
2500; 1883 

2030-2265 
2472; 2332 

3345-3805 
3909; 3455 

3483-3902 
4054; 3580 

3593-3685 
3868; 3614 

3625-4077 
3878; 3650 

3662-4056 
4054; 3677 

3687-4089 
4089; 3696 

3713-4090 
4090; 3727 

3732-4052 
4089; 3756 

3765-4091 
4047; 3777 

3788-4090 
4045; 3793 

3804-4089 
4090; 3818 

3886-4080 
4090; 3910 

3931-4058 
4380; 4096 

4112-4536 
4283; 4119 

4204-4667 
4526; 4252 

4301-4558 
4798; 4402 

4440-4653 
4848; 4629 

4691-4925 
4872; 4803 

4860-5278 
5454; 4928 

4964-5246 
5429; 5025 

5106-5370 
5374; 5129 

5214-5595 
5511; 5266 

5277-5494 
5547; 5350 

5359-5911 
5633; 5418 

5477-5719 
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5476- 


-5958; 


5484- 


-5722; 


5488- 


-5708; 


5497- 


-5708; 


5489- 


-6056; 


5488- 


-6141; 


5504- 


5714; 


5496- 


-6029; 


5519 


-5683; 


5531 


-5708, 


5538 


-5708, 


5563 


-5708, 


5561 


-5830; 


5581- 


-5816; 


5601- 


-5846; 


5601- 


-5848; 


5606- 


-5851; 


5618- 


-5871; 


5621- 


-5848; 


5630- 


5873; 


5630- 


-5822; 


5636 


-5963; 


5641 


-5889, 


5644 


-5900, 


5737 


-6018, 


5742 


-6141; 


5742- 


•5892; 


5748- 


-5990; 


5748- 


-5929; 


5752- 


-6163; 


5754- 


-6225; 


5754- 


-5971; 


5754- 


5933; 


5754 


-5926; 


5754 


-5915; 


5755 


-6196, 


5755 


-6019, 


5755 


-6027, 


5755 


-5993; 


5755- 


-5958; 


5757- 


-5965; 


5762- 


-5997; 


5762- 


-5942; 


5762- 


-6052; 


5766- 


-6206; 


5766- 


6024; 


5768 


-6013; 


5769 


-6031, 


5769 


-6020, 


5771 


-5974, 


5775 


-6002, 


5780 


-6038; 


5785- 


-6016; 


5796- 


-6206; 


5796- 


-6015; 


5797- 


-6033; 


5785- 


-6073; 


5799- 


-6059; 


5801- 


6013; 


5805 


-6063; 


5853 


-6349; 


5827 


-6083, 


5830 


-6011, 


5859 


-6248, 


5860 


-6169; 


5861- 


-6122; 


5863- 


-6143; 


5864- 


-6098; 


5865- 


-6115; 


5879- 


-6131; 


5904- 


-6362; 


5907- 


6187; 


5911 


-6357; 


5913 


-6479, 


5909 


-6180, 


5912 


-6171, 


5912 


-6111; 


5913 


-6184; 


5921- 


-6348; 


5926- 


-6037; 


5939- 


-6211; 


5941- 


-6214; 


5943- 


-6208; 


5946- 


-6110; 


5953- 


6012; 


5962 


-6206; 


5971 


-6245, 


'5972 


-6206, 


5974 


-6193, 


5981 


-6206; 


5983 


-6209; 


5983- 


-6200; 


5983- 


-6193; 


5988- 


-6204; 


5984- 


-6206; 


5984- 


-6203; 


5997- 


-6468; 


5988- 


6213, 


5988 


-6206; 


5986 


-6137, 


5993 


-6164, 


6002 


-6566, 


6002 


-6206; 


6004 


-6211; 


6006- 


-6206; 


6006- 


-6205; 


6012- 


-6440; 


6009- 


-6210; 


6011- 


-6206; 


6028- 


-6205; 


6036- 


6586, 


6036 


-6298; 


6048 


-6224, 


6086 


-6289, 


6055 


-6223, 


6068 


-6353, 


6071 


-6666; 


6071- 


-6324; 


6071- 


-6313; 


6082- 


-6487; 


6074- 


-6205; 


6074- 


-6438; 


6079- 


-6431; 


6085- 


6342, 


6086 


-6322; 


6098 


-6222, 


6096 


-6347, 


6100 


-6512, 


• 6113 


-6195, 


6111 


-6424; 


6112- 


-6347; 


6132- 


-6677; 


6219- 


-6669; 


6197- 


-6520; 


6231- 


-6596; 


6221- 


-6673; 


6222- 


6695, 


6225 


-6627, 


6224 


-6712, 


6224 


-6636, 


► 6224 


-6464 


6225 


-6755, 


6225 


-6775; 


6225- 


-6673; 


6225- 


-6660; 


6225- 


-6535; 


6227- 


-6753; 


6227- 


-6603; 


6228- 


-6656; 


6228- 


6427, 


6231 


-6678; 


6228 


-6355, 


6225 


-6579, 


6231 


-6346 


• 6249 


-6310, 


6256 


-6738; 


6249- 


-6793; 


6262- 


-6795; 


6260- 


-6531; 


6260- 


-6528; 


6262- 


-6754; 


6261- 


-6510; 


6261- 


6507, 


6262 


-6557, 


6262 


-6473, 


6266 


-6540, 


6253 


-6649 


• 6278 


-6451, 


6280 


-6451; 


6281- 


-6909; 


6281- 


-6541; 


6282- 


-6498; 


6288- 


-6753; 


6340- 


-6899; 


6300- 


-6561; 


6307- 


6469, 


6304 


-6749, 


6306 


-6415 


6316 


-6785 


6322 


-6511 


• 6323 


-6624 


6325 


-6793; 


6330- 


-6758; 


6335- 


-6790; 


6334- 


-6608; 


6337- 


-6790; 


6325- 


-6398; 


6342- 


-6731; 


6342- 


6599 


6342 


-6593, 


6343 


-6750 


6345 


-6632 


■6346 


-.6649- 


• 6334 


-6499 


6348 


-6790; 


6350- 


-6793; 


6354- 


-6792; 


6354- 


-6758; 


6360- 


-6610; 


6309- 


-6601; 


6368- 


-6792; 


6368- 


6791 


; 6373 


-6593 


• 6374 


-6796 


• 6378 


-6792 


• 6377 


-6668 


; 6377 


-6626 


• 6380 


-6800; 


6379- 


-6792; 


6381- 


-6658; 


6367- 


-6601; 


6381- 


-6792; 


6386- 


-6602; 


6376- 


-6587; 


6376- 


6476 


• 6392 


-6789 


• 6392 


-6653 


• 6392 


-6625 


; -6391 


-6622 


; 6393 


-6792 


• 6392 


-6683; 


6394- 


-6792; 


6394- 


-6747; 


6394- 


-6609; 


6396- 


-6753; 


6398- 


-6518; 


6402- 


-6756; 


6387- 


6489 


• ' 6405 


-6793 


• 6407 


-6792 


• 6407 


-6660 


► 6410 


-6792 


; 6413 


-6791 


• 6414 


-6743; 


6416- 


-6665; 


6416- 


-6796; 


6416- 


-6808; 


6418- 


-6793; 


6422- 


-6792; 


6426- 


-6709; 


6427- 


6792 


• 6427 


-6794 


• 6429 


-6743 


• 6437 


-6792 


• 6439 


-6793 


; 6439 


-6695 


6453 


-7019; 


6452- 


-6793; 


6452- 


-6792; 


6463- 


-6792; 


6462- 


-6754; 


6462- 


-6706; 


6463- 


-6756; 


6465- 


6755 


• 6468 


-6797 


• 6475 


-6756 


• 6476 


-6720 


• 6477 


-6708 


; 6478 


-6798 


6478 


-6782; 


6480- 


-6785; 


6481- 


-6792; 


6481- 


-6758; 


6482- 


-6757; 


6482- 


-6735; 


6483- 


-6787; 


6483- 


6734 


• 6486 


-6707 


• 6487 


-6792 


• 6487 


-6790 


; 6488 


-6707 


? 6494 


-6792 


6495 


-6792; 


6496- 


-6792; 


6496- 


-6757; 


6497- 


-6797; 


6497- 


-6782; 


6501- 


-6757; 


6502- 


-6760; 


6501- 


6782 


• 6509 


-6798 


• 6522 


-6792 


• 6539 


-6792 


• 6540 


-6793 


; 6541 


-6792 


• 6545 


-6767; 


6553- 


-6792; 


6571- 


-6792; 


6571- 


-6790; 


6579- 


-7171; 


6591- 


-6710; 


6595- 


-6769; 


6596- 


6796 


• 6596 


-6792 


? 6606 


-6792 


• 6610 


-6798 


• 6611 


-6792 


; 6611 


-6743 


? 6617 


-6792; 


6624- 


-6785; 


6624- 


-6792; 


6634- 


-6799; 


6635- 


-6795; 


6638- 


-6798; 


6643- 


-6792; 


6647- 


6796 


• 6656 


-6758 


? 6667 


-6796 


• 6671 


-6785 


? 6689 


-6792 


; 6696 


-6793 


• 6704 


-6792; 


6715- 


-6785; 


6721- 


-6785; 


6722- 


-6785; 


6730- 


-6785; 


6780- 


-7171; 


6723- 


-6793 





457/LG: 1034386. 1:2001JUN22 || 872-1037; 617-967; 254-958; 254-348; 1-326 
458/LG:1045617.36:2001JUN22 || 1-287; 2-204; 4-668; 190-753; 319-826; 434- 
729; 515-1167 

459/LG:1063303.1:2001JUN22 || 1-280; 54-636; 145-368; 202-758; 306-798; 
321-580; 323-799; 392-669; 410-651; 509-1329; 707-790; 1065-1296; 1065- 
1285; 1065-1210; 1065-1212; 1065-1158; 1065-1146; 1065-1143; 1065-1142; 
1065-1135; 1065-1134; 1065-1126; 1065-1116; 1067-1347; 1068-1290; 1068- 
1278; 1071-1307; 1076-1587; 1076-1322; 1090-1373; 1093-1359; 1094-1333; 
1094-1235; 1097-1586; 1097-1279; 1097-1248; 1097-1246; 1097-1151; 1097- 
1250; 1099-1336; 1099-1292; 1101-1355; 1102-1342; 1104-1201; 1120-1288; 
1120-1282; 1120-1237; 1120-1204; 1125-1488; 1152-1397 ;. 1158-1385 ; 1177- 
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1456; 1218-1305; 1390-1560; 1423-1624; 1451-1708; 1499-1727; 1087-1165; 
1083-1162; 1453-1569; 1312-1556; 1420-1665; 1244-1541; 1435-1718; 1260- 
1582; 459-798; 1373-1727; 1274-1727; 1161-1703; 1072-1709 

460/LG:1094200.1:2001JUN22 || 1-706; 28-242; 43-222; 36-339; 37-255; 43- 
590; 43-577; 43-542; 43-317; 43-303; 43-253; 43-238; 43-223; 43-114; 47- 
590; 49-621; 52-307; 54-311; 57-303; 59-303; 62-303; 65-279; 80-532; 81- 
267; 82-285; 82-352; 84-382; 88-386; 99-319; 171-740; 195-795; 202-481; 
211-766; 211-390; 211-441; 219-609; 219-586; 252-567; 261-426; 320-803; 
352-805; 360-806; 360-811; 373-959; 389-831; 398-831; 401-694; 412-787; 
416-807; 417-656; 429-932; 438-806; 445-803; 445-733; 453-833; 463-878; 
462-679; 464-829; 506-1156; 506-759; 529-1038; 529-806; 529-984; 545-829; 
556-830; 566-1042; 587-1229; 589-1074; 598-806; 601-833; 607-914; 608-873; 
611-1074; 615-1074; 621-1119; 621-896; 634-1079; 639-1073; 649-1095; 664- 
784; 733-1117; 752-1100; 778-1051; 784-1059; 797-1091; 809-1053; 818-1037; 
818-1221; 842-1093; 857-1060; 860-1073; 860-1120; 865-1113; 873-1124; 885- 
1264; 895-1148; 905-1160; 937-1074; 947-1031; 969-1093; 976-1150; 979-1224; 
990-1127; 995-1093; 1025-1234; 1062-1141; 1071-1141; 1090-1506; 1176-1334; 



1174- 


1644; 


1215- 


1746; 


1212- 


1628; 


1217- 


1484; 


1217- 


1478; 


1226- 


1413; 


1236- 


1370; 


1237 


-1781; 


1237 


-1746; 


1237 


-1692; 


1237 


-1609; 


1237 


-1602; 


1237 


-1592; 


1237- 


1506; 


1237- 


1456; 


1237- 


1461; 


1237- 


1382; 


1237- 


1360; 


1237- 


1359; 


1237- 


1334; 


1237 


-1297; 


1237 


-1291; 


1242 


-1554; 


1256 


-1506; 


1268 


-1761; 


1268 


-1645; 


1300- 


1733; 


1289- 


1592; 


1296- 


1546; 


1342- 


1510; 


1350- 


1640; 


1372- 


1658; 


1379- 


1969; 


1384 


-1670; 


1384 


-1909; 


1392 


-1686; 


1408 


-1814; 


1412 


-1547; 


1438 


-1668; 


1445- 


1711; 


1446- 


1706; 


1449- 


1570; 


1457- 


1657; 


1459- 


1671; 


1459- 


1582; 


1466- 


1730; 


1470 


-1710; 


1471 


-1645; 


1476 


-1760; 


1476 


-1736; 


1476 


-1732; 


1476 


-1729; 


1476- 


1719; 


1476- 


1710; 


1479- 


1721; 


1485- 


1619; 


1491- 


1677; 


1502- 


1704; 


1506- 


1705; 


1525 


-1656; 


1526 


-1804; 


1539 


-1844; 


1539 


-1834; 


1539 


-1799; 


1541 


-2147; 


1541- 


1851; 


1541- 


1830; 


1579- 


1794; 


1579- 


2175; 


1581- 


180.2; 


1623- 


1853; 


1624- 


1905; 


1636 


-1821; 


1655 


-2212; 


1661 


-2168; 


1660 


-1882; 


1680" 


-2110; 


1662 


-1916; 


1678- 


2205; 


1678- 


2174; 


1676- 


^093; 


1682- 


1903; 


1704- 


1970; 


1712- 


2167; 


1715- 


2024; 


1719 


-1923; 


1721 


-1971; 


1724 


-1969; 


1725 


-2011; 


1729 


-1982; 


1746 


-2198; 


1746- 


2014; 


1747- 


2093; 


1752- 


2209; 


1754- 


2212; 


1760- 


2212; 


1763- 


2212; 


17.63- 


2215; 


1766 


-2214; 


1769 


-2206; 


1776 


-2205; 


1776 


-1884; 


1777 


-2215; 


1784 


-2206;- 


1789- 


2215; 


1791- 


2093; 


1794- 


2093; 


1796- 


1988; 


1796- 


1944;' 


1802- 


2093; 


1821- 


2159; 


1821 


-2205; 


1817 


-2093; 


1821 


-2075; 


1835 


-2217; 


1838 


-2085; 


1839 


-2063; 


1844- 


2104; 


1846- 


2093; 


1851- 


2093; 


1851- 


2085; 


1865- 


2116; 


1874- 


2209; 


1878- 


2085; 


1896 


-2147; 


1917 


-2093; 


1919 


-2093; 


1925 


-2216; 


1940 


-2093; 


1944 


-2093; 


1946- 


2093; 


1967- 


2093; 


1977- 


2109; 


1975- 


2093; 


1976- 


2093; 


1996- 


2085; 


1998- 


2093; 


2031 


-2085; 


2031 


-2093; 


2036 


-2197; 


2042 


-2093; 


2044 


-2093; 


2063 


-2160; 


2063- 


2212; 


2076- 


2164; 


2098- 


2147; 


2105- 


2212; 


2107- 


2683; 


2167- 


2341; 


2167- 


2520; 


2602 


-3185; 


2707 


-2823; 


2758 


-3142; 


2760 


-3017; 


2911 


-3177 







461/LG:1099249.19:2001JUN22 || 1-544; 1-265; 290-540; 290-535; 397-598; 
535-783; 612-881; 699-964; 706-964; 833-1450; 839-1095; 861-1413; 1022- 
1306; 1194-1353; 1205-1368; 1255-1738; 1280-1777; 1281-1778; 1281-1724; 
1283-1534; 1307-1736; 1319-1778; 1319-1535; 1327-1778; 1343-1778; 1389- 
1624; 1392-1845; 1425-1839; 1430-1738; 1435-1541; 1432-1777; 1467-1727; 
1565-1842; 1568-1840; 1602-1797; 1602-1672; 1615-1843 

462/LG:110667.1:2001JUN22 || 1-592; 225-785; 495-1121; 753-810; 948-1590; 
1427-1933; 1427-1893; 1530-2069; 1698-2091; 1721-2054; 1721-2066; 1814- 
2069; 1853-2054; 1930-2581; 2016-2573; 2496-2567 

463/LG:1132386.20:2001JUN22 || 1-365; 1-476; 14-256; 89-588; 215-797; 290- 
793; 290-729; 292-538; 445-738; 538-1195; 620-803; 721-1334; 929-1420; 929- 
1506; 929-1271; 954-1543; 1134-1550; 1154-1550; 1197-1467; 1216-1766; 1395- 
1663; 1512-1881; 1536-2021; 1567-1804; 1567-1711; 1586-2084; 1592-2138; 
1628-1892; 1639-2064; 1639-1845; 1639-2026; 1639-2138; 1652-2140; 1744- 
2033; 1767-2057; 1768-1856; 1798-2061; 1817-2363; 1853-2114; 1856-2149; 
1853-2132; 1856-2151; 1879-2156; 1879-2145; 1885-2154; 1905-2168; 1949- 
2160; 1954-2676; 2007-2286; 2020-2122; 2028-2287; 2034-2692; 2036-2311; 
2059-2323; 2080-2653; 2095-2345; 2098-2304; 2127-2411; 2142-2467; 2158- 
2422; 2170-2279; 2170-2337; 2182-2916; 2193-2812; 2204-2706; 2206-2418; 
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2216-2627; 2216-2470; 2246-2531; 2262-2470; 2299-2532; 2301-2548; 2301- 
2531; 2303-2552; 2303-2734; 2305-2555; 2309-2573; 2309-2528; 2310-2632; 
2325-2818; 2327-2641; 2332-2645; 2357-2600; 2364-2901; 2375-3016; 2373- 
2596; 2378-2620; 2377-2617; 2392-2661; 2393-2954; 2393-2657; 2399-2641; 
2420-2715; 2424-2732; 2429-2854; 2447-3013; 2454-2717; 2481-2734; 2484- 
2729; 2497-2759; 2523-3015; 2522-2960; 2551-3014; 2553-2719; 2556-2812; 
2556-2778; 2560-3081; 2572-2820; 2575-2829; 2576-3010; 2585-2847; 2594- 
2916; 2611-3040; 2623-2827; 2629-2908; 2630-3137;" 2630-2965; 2633-2896; 
2634-2868; 2634-2864; 2634-3040; 2636-2884; 2650-2927; 2659-2969; 2670- 
2944; 2670-2887; 2670-2889; 2672-2951; 2681-2943; 2683-2917; 2730-2872; 
2734-2894; 2750-3030; 2752-3046; 2763-3299; 2771-3299; 2774-2958; 2770- 
3302; 2776-3037; 2775-3014; 2775-2960; 2776-3025; 2797-3018; 2820-2984; 
2821-3107; 2824-3115; 2826-3101; 2828-3598; 2833-3103; 2837-3263; 2839- 
3162; 2855-3362; 2855-3065; 2865-3129; 2867-3128; 2879-3063; 2883-3411; 
2885-3133; 2887-3159; 2887-3139; 2897-3474; 2896-3118; 2910-3187; 2923- 
3198; 2924-3204; 2941-3497; 2938-3193; 2951-3491; 2951-3208; 2968-3234; 
2969-3175; 2971-3200; 2979-3223; 2989-3461; 2983-3519; 2987-3517; 2990- 
3291; 2990-3301; 2991-3286; 2993-3430; 2993-3242; 2993-3239; 2994-3250; 
2998-3546; 2999-3187; 2999-3185; 3005-3231; 3010-3224; 3015-3538; 3015- 
3219; 3015-3134; 3017-3228; 3027-3504; 3033-3454; 3037-3518; 3038-3440; 
3043-3558; 3043-3492; 3041-3293; 3062-3518; 3079-3529; 3068-3285; 3068- 
3290; 3179-3438; 3068-3286; 3183-3560; 3068-3273; 3188-3563; 3193-3482; 
3075-3349; 3085-3315; 3198-3459; 3088-3519; 3089-3558; 3087-329.8; 3199- 
3560; 3101-3561; 3202-3561; 3203-3557; 3103-3510; 3206-3487; 3210-3454; 
3104-3567; 3108-3563; 3124-3555; 3214-3541; 3160-3570; 3222-3543; 3228- 
3498; 3136-3558; 3251-3563; 3142-3443; 3142-3568; 3255-3536; 3142-3560; 
3257-3447; 3142-3553; 3142-3524; 3260-3516; 3148-3455; 3266-3535; 3146- 
3512; 3270-3560; 3148-3557; 3289-3516; 3290-3558; 3305-3561; 3148-3518; 
3309-3568; 3148-3413; 3322-3556; 3149-3407; 3330-3562; 3350-3566; 3361- 
3561; 3383-3561; 3152-3357; 3386-3563; 3171-3406; 3388-3561; 3391-3558; 
3177-3320; 3418-3568; 3435-3559; 3444-3561; 3446-3558; 3454-3558; 3459- 
3566; .3459-3558; 3459-3561; 3462-3568; 3464-3561; 3441-3558; 3466-3558; 
3470-3561; 3496-3568; 3502-3561 

464/LG:116015.2:200lJUN22 j | 1-119; 1-535; 27-264; 27-228; 42-409; 59-131; 
60-204; 87-362; 91-264 ;. 94-399 ; 139-247; 195-685; 210-445; 210-441; 217- 
396; 229-517; 240-469; 242-514; 330-542; 335-561; 335-546; 431-874; 431- 
643; 505-1287; 508-741; 527-774; 530-660; 563-881; 564-744; 567-685; 568- 
1023; 587-748; 604-1045; 628-1095; 631-1095; 645-1099; 646-1098; 648-718; 
657-1095; 667-1098; 669-1092; 689-1096; 707-1097; 721-1092; 739-1092; 744- 
1475; 753-1065; 755-1083; 775-1093; 777-1035; 785-1075; 806-1092; 824-1099; 
828-1095; 837-1095; 837-1061; 848-1091; 866-1447; 866-1008; 873-1053; 889- 
1098; 900-1160; 907-1096; 913-1302; 965-1233; 1031-1105; 1049-1118; 1049- 
1177; 1206-1528; 1206-1562; 1215-1455; 1218-1724; 1232-1496; 1305-1556; 
1411-1962; 1414-1650; 1425-1697; 1432-1972; 1504-1766; 1597-1889; 1604- 
1860; 1652-1890; 1654-1948; 1651-1972; 1670-1972; 1681-2135; 1683-1940; 
1704-1959; 1706-1997; 1708-2136; 1745-2028; 1773-2134; 1775-1972; 1847- 
2134; 1855-2134; 1891-2115; 1893-2134; 1902-2464; 1913-2118; 1967-2126; 
1995-2703; 2011-2520; 2029-2126; 2374-2763; 2376-2795; 2402-2484; 2404- 
2643; 2421-2865; 2428-2827; 2442-2723; 2455-3042; 2473-2990; 2513-2774; 
2545-2799; 2545-2800; 25.72-3066; 2575-2714; 2579-2804; 2643-2893; 2671- 
2909; 2711-3057; 2711-2952; 2717-3332; 2718-2962; 2725-3057; 2736-2951; 
2738-2959; 2756-3057; 2763-3319; 2759-3057; 2790-3057; 2825-3041; 2826- 
3315; 2832-3057; 2839-2908; 2839-3089; 2840-3057; 2850-3188; 2887-3057; 
2907-3057; 2928-3057; 2933-3057; 2944-3310; 2964-3057; 2967-3057; 2970- 
3057; 2980-3058; 1-162; 6-77 

465/LG:1173104.l5:200lJUN22 || 1-448; 81-473; 149-450; 156-536; 159-444; 
164-477; 176-401; 199-406; 198-461; 198-433; 199-348; 199-392; 200-422; 
201-428; 205-470; 208-632; 209-424; 211-292; 221-368; 223-632; 224-282; 
229-631; 232-625; 238-599; 238-457; 241-538; 259-675; 257-615; 260-502; 
260-493; 273-625; 279-544; 282-627; 283-715; 291-632; 298-820; 300-810; 
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310-476; 312-498; 313-610; 323-547; 331-540; 345-608; 369-513; 377-542; 
497-582; 537-1106; 575-1187; 1096-1557; 1096-1380; 1096-1367; 1323-1550; 
1047-1255 

466/LG:1285109.14:2001JUN22 || 1-212; 6-497; 97-676; 284-899; 297-777; 438- 
726; 466-661; 471-735; 492-1081; 496-972; 503-694; 503-594; 503-593; 503- 
910; 503-720; 504-724; 503-675; 503-621; 504-732; 505-614; 505-851; 505- 
922; 505-658; 505-643; 505-567; 505-617; 505-641; 518-830; 517-727; 517- 
673; 517-576; 517-620; 518-610; 518-907; 520-792; 523-1048; 524-764; 524- 
766; 524-1045; 534-1121; 535-837; 534-822; 545-638; 550-843; 559-1115; 563- 
813; 562-804; 562-803; 572-819; 612-881; 614-855; 613-879; 617-850; 641- 
1209; 641-914; 658-1200; 689-979; 709-1337; 716-937; 718-1042; 737-1010; 
738-1346; 787-1037; 788-1111; 789-1077; 806-968; 819-956; 821-1180; 822- 
1081; 830-1400; 826-1122; 831-1073; 843-1081; 873-1080; 877-1409; 887-1417; 
889-1147; 896-1324; 892-1452; 910-1171; 935-1446; 939-1168; 955-1440; 998- 
1318; 1004-1437; 1023-1438; 1023-1439; 1035-1280; 1039-1437; 1044-1441; 
1066-1276; 1075-1438; 1075-1333; 1077-1440; 1081-1451; 1094-1367; 1094- 
1289; 1095-1451; 1101-1188; 1102-1411; 1102-1362; 1101-1353; 1101-1260; 
1103-1285; 1105-1438; 1120-1374; 1126-1437; 1146-1327; 1156-1422; 1160- 
1440; 1160-1439; 1163-1345; 1186-1442; 1222-1449; 1234-1437; 1237-1438; 
1257-1336; 1259-1336; 1264-1445; 1275-1437; 1304-1449; 1332-1451 
467/LG:131477.11:2001JUN22 || 1-550; 211-715; 428-1164; 512-1148; 539-1065; 
674-1285; 678-1167; 712-1172; 724-1263; 727-1263; 801-1107; 1012-1263; 
1090-1370; 1192-1425; 1192-1638; 1212-1717; 1249-1512; 1280-4394; 1357- 
1923; 1460-1692; 1566-1719; 1580-1832; 1686-2266; 1721-2178; 1737-2245; 
1765-1984; 1934-2305; 1955-2304; 1966-2225; 2094-2304; 2114-2394; 2255- 
2756; 2255-2789; 2281-2774; 2351-2618; 2439-2698; 2509-2623; 2511-3100; 
2525-2975; 2533-2984; 2540-2754; 2565-3029; 2567-2769; 2572-2799; 2648- 
3299; 2659-2797; 2661-2897; 2729-2996; 2785-3091; 2796-3078; 2796-3040; 
2833-3064; 2847-3060; 2888-3163; 2911-3122; 2960-3302;" 2963-3302; 2996- 
3238; 3031-3302; 3036-3277; 3045-3555; 3081-3334; 3091-3333; 3092-3557; 
3098-3368; 3143-3329; 3147-3249; 3153-3691; 3161-3759 ;' 3188-3756 ; 3207- 
3472; 3244-3698; 3294-3764; 3298-3761; 3301-3763; 3300-3717; 3319-3760; 
3319-3700; 3319-3763; 3321-3732; 3324-3763; 3324-3475; 3324-3685; 3324- 
3760; 3328-3760; 3337-3740; 3345-3560; 3354-3760; 3381-3761; 3381-3760; 
3395-3741; 3397-3655; 3401-4010; 3407-3549; 3411-3760; 3415-3765; 3417- 
3689; 3417-3760; 3417-3763; 3424-3720; 3432-3761; 3451-3757; 3450-3657; 
3471-3762; 3539-3738; 3541-3721; 3541-3760; 3564-3731; 3565-4204; 3567- 
3760; 3578-3761; 3596-3760; 3711-3760; 3774-4008; 3786-4039; 3866-4081; 
3890-4456; 3970-4296; 3971-4521; 4033-4283; 4058-4351; 4141-4413; 4159- 
4781; 4182-4423; 4182-4553; 4259-4501; 4271-4425; 4331-4806; 4676-4923; 
4708-4982; 4718-4802; 4728-4960; 4735-4990; 4779-4996; 4782-4996; 4804- 
4996; 4813-5260; 4815-4996; 4848-4996; 4904-4996; 5192-5510; 5196-5380; 
5196-5415; 5197-5283; 5197-5392; 5197-5411; 5197-5471; 5216-5703; 5216- 
5460; 5222-5517; 5224-5633; 5260-5599; 5266-5744; 5298-5425; 5397-5660; 
5561-5750 

468/LG:1333618.1:2001JUN22 || 489-1081; 1-670 

469/LG:1347760.16:200lJUN22 j| 1-648; 359-927; 539-907; 873-1491; 906-1382; 
950-1582; 969-1469; 972-1570; 975-1570; 985-1530; 1052-1642; 1052-1303; 
1083-1673; 1092-1628; 1092-1634; 1113-1444; 1119-1700; 1151-1442; 1151- 
1762; 1188-1646; 1187-1655; 1209-1671; 1190-1473; 1192-1481; 1199-1752; 
1200-1723; 1256-1502; 1246-1862; 1267-1606; 1273-1783; 1275-1811; 1284- 
1573; 1307-1450; 1358-1655; 1358-1529; 1365-1793; 1373-1617; 1413-1592; 
1446-1511; 1447-1723; 1447-1712; 1448-1671; 1448-1595; 1450-1741; 1485- 
1729; 1517-1670; 1550-1796; 1583-2061; 1598-1857; 1600-1884; 1600-1777; 
1650-1717; 1851-2447; 1851-2463; 2161-2420; 2172-2472; 2304-2468; 2319- 
2439; 2111-2462 

470/LG:1383039.369:2001JUN22 || 1-593; 1-586; 1-489; 112-481; 112-620; 112- 
625; 294-635; 419-1151; 684-938 

471/LG:1383313.3:2001JUN22 || 1-564; 250-701; 251-515; 371-922; 474-1070; 
555-1218; 572-1153; 592-1084; 669-1077; 697-1004; 719-1270; 721-1031; 722- 
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1031; 743-1010; 767-1118; 793-1050; 806-1105; 813-1106; 815-1347; 836-1388; 
858-1294; 954-1165; 993-1478; 1028-1487; 1028-1266; 1037-1232; 1053-1259; 
1075-1639; 1086-1172; 1089-1295; 1136-1418; 1152-1300; 1159-1590; 1160- 
1445; 1191-1453; 1197-1766; 1292-1779; 1382-1610; 1385-1997; 1389-1864; 
1391-1633; 1394-1997; 1409-1610; 1419-1997; 1427-1858; 1440-1780; 1509- 
1997; 1533-3316; 1560-1896; 1572-1870; 1577-1730; 1580-2182; 1595-1995; 
1595-1856; 1645-2165; 1644-1868; 1660-2124; 1670-1730; 1756-1977; 1774- 
2026; 1776-2012; 1777-1835; 1792-2186; 1792-2154; 1792-1991; 1792-1972; 
1792-1889; 1792-1863; 1792-1854; 1793-2013; 1836-2322; 1839-2457; 1839- 
2333; 1839-2206; 1840-2456; 1840-2332; 1840-2334; 1848-2339; 1849-2333; 
1862-2336; 1886-2437; 1903-2192; 1920-2003; 1923-2372; 1922-2017; 1924- 
2301; 1924-2158; 1931-3311; 1937-2146; 1940-2421; 1945-2221; 1946-2226; 
1946-2162; 2009-2571; 2013-2265; 2014-2261; 2031-2542; 2040-2323; 2057- 
2550; 2069-2200; 2076-2399; 2076-2272; 2082-2311; 2090-2334; 2094-2220; 
2121-2698; 2122-2424; 2122-2391; 2125-2385; 2139-2361; 2159-2429; 2161- 
2423; 2166-2400; 2169-2492; 2170-2441; 2198-2453; 2202-2588; 2219-2631; 
2253-2723; 2255-2740; 2282-2547; 2304-2609; 2353-2618; 2364-2609; 2365- 
2592; 2367-2914; 2397-2659; 2412-2654; 2413-2526; 2423-2819; 2427-2486; 
2436-2722; 2438-2710; 2439-2673; 2440-2595; 2441-2687; 2459-2760; 2466- 
2708; 2467-3018; 2469-2760; 2472-2800; 2485-2666; 2488-2946; 2488-2751; 
2491-3009; 2525-2743; 2533-2654; 2557-2824; 2560-3054; 2570-2830; 2579- 
3136; 2587-3242; 2589-2743; 2591-3176; 2594-2914; 2597-2743; 2599-2743; 
2607-2678; 2623-3127; 2628-2854; 2629-2861; 2657-3351; 2667-3256; 2685- 
3060; 2687-2944; 2687-3273; 2687-2923; 2689-3274; 2694-3232; 2752-3271; 
2754-2985; 2762-3197; 2766-3148; 2766-2995; 2766-2992; 2766-2972; 2766- 
2930; 2766-2982; 2780-3307; 2780-3020; 2789-3275; 2789-3271; 2792-3055; 
2799-3045; 2821-3271; 2821-3069; 2822-3307; 2821-3307; 2837-3101; 2843- 
3080; 2843-2959; 2857-3319; 2858-3278; 2858-3307; 2860-3317; 2864-3319; 
2863-3307; 2865-3314; 2866-3314; 2866-3308; 2866-3123; 2866-3003; 2869- 
3315; 2872-3311; 2877-3316; 2880-3316; 2888-3003; 2888-3330; 2899-3307; 
2897-3319; 2904-3311; 2906-3311; 2907-3314; 2909-3317; 2909-3273; 2910- 
3176; 2919-3278; 2916-3315; 2928-3314; 2938-3083; 2940-3306; 2943-3317; 
2942-3311; 2945-3200; 2962-3071; 2962-3307; 2961-3237; 2970-3311; 2974- 
3206; 2975-3311; 2984-3253; 2988-3311; 2997-3312; 2999-3314; 3005-3311; 
3008-3308; 3008-3315; 3015-3316; 3015-3311; 3020-3311; 3021-3274; 3026- 
3297; 3036-3311; 3042-3150; 3047-3244; 3065-3292; 3065-3317; 3069-3271; 
3069-3311; 3072-3312; 3075-3275; 3077-3299; 3084-3307; 3089-3315; 3093- 
3316; 3095-3307; 3117-3316; 3150-3318; 3165-3263; 3174-3320; 3180-3310; 
3192-3261; 3204-3316; 3230-3311 

472/LG:1384075.8:200lJTJN22 || 1-500; 1-486; 1-388; 3-586; 2-424; 6-464; 10- 
347; 19-451; 28-484; 28-452; 28-446; 28-485; 28-488; 28-490; 28-361; 41- 
441; 60-407; 64-496; 71-646; 75-510; 240-688; 240-863; 250-863; 331-780; 
575-1099; 858-1260; 986-1224; 1034-1759; 1051-1687; 1052-1668; 1206-1762; 
1378-1608; 1396-1918; 1415-1918; 1701-2003; 1730-2360; 1854-2316; 1928- 
2395; 1932-2436; 1932-2202; 1946-2199; 1949-2180; 1948-2145; 1951-2399; 
1954-2105; 1954-2175; 1954-2181; 1954-2161; 1954-2439; 1954-2213; 1954- 
2045; 1954-2263; 1954-2231; 1954-2335; 1954-2295; 1955-2285; 1954-2123; 
1954-2005; 1954-2111; 1954-2104; 1954-2435; 1954-2318; 1954-2094; 1954- 
2400; 1954-2004; 1955-2434; 1955-2372; 1962-2417; 1964-2231; 1972-2429; 
1976-2403; 1980-2430; 1981-2432; 1982-2435; 1981-2186; 1984-2435; 1985- 
2435; 1986-2386; 1988-2435; 1989-2359; 1995-2435; 1997-2435; 1997-2431; 
2009-2439; 2003-2437; 2006-2436; 2009-2360; 2009-2431; 2012-2217; 2031- 
2432; 2034-2435; 2043-2426; 2051-2390; 2053-2439; 2061-2305; 2080-2435; 
2107-2428; 2127-2437; 2150-2440; 2154-2392; 2166-2427; 2245-2359; 2262- 
2428; 2268-2419; 2289-2428; 2315-2428; 2339-2432; 2355-2436 

473/LG:1384155.1:200lJUN22 || 1-124; 1-339; 25-470; 27-173; 38-333; 40-147; 
40-218; 40-139; 40-175; 40-375; 40-125; 40-377; 40-475; 40-415; 63-426; 64- 
518; 64-523; 92-349; 106-269; 133-383; 137-389; 145-410; 217-591; 217-429; 
221-479; 228-489; 236-620; 243-445; 248-422; 249-437; 272-366; 292-567; 
294-882; 294-514; 314-866; 317-560; 320-562; 324-863; 323-651; 368-644; 
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380-865; 391-844; 405-892; 455-907; 456-903; 461-907; 477-909; 492-904; 
494-905; 500-904; 503-904; 504-910; 505-907; 506-916; 508-904; 511-905; . 
535-876; 562-884; 585-904; 595-907; 601-904; 607-866; 615-858; 641-848; 
669-855; 671-904; 677-904; 692-909; 719-879; 719-904; 726-879; 730-904; 
741-902; 804-1386; 835-904 

474/LG: 1385280. 12 :2001JUN22 || 507-838; 545-834; 486-824; 614-819; 497-821; 
393-820; 404-820; 419-820; 487-820; 743-820; 295-819; 365-819; 395-819; 
422-819; 419-819; 424-819; 594-819; 505-815; 373-818; 486-818; 517-817; 
602-817; 271-817; 366-817; 368-816; 373-817; 501-817; 622-817; 645-817; 
398-816; 399-816; 393-816; 421-816; 435-816; 451-816; 463-816; 472-816; 
474-816; 492-816; 501-816; 527-816; 542-816; 524-816; 570-816; 658-816; 
709-816; 722-816; 416-816; 363-816; 455-812; 389-812; 405-812; 524-812; 
535-810; 620-810; 287-808; 493-803; 631-791; 271-789; 581-789; 325-778; 
489-779; 433-776; 391-768; 303-734; 355-716; 271-712; 543-698; 139-628; 
352-621; 331-610; 276-561; 18-565; 272-551; 287-545; 271-523; 278-522; 314- 
500- 22-472; 60-465; 73-457; 126-420; 134-410; 147-408; 272-402; 266-398; 
173-393; 126-376; 274-372; 121-375; 121-373; 4-269; 60-279; 1-257; 9-240 
475/LG:1390535.25:2001JUN22 || 1-130; 45-137; 49-349; 54-333; 56-393; 54- 
268; 84-168; 185-423; 214-456; 390-452; 396-452; 364-456; 56-200; 54-189; 
46-186; 51-212; 46-218; 46-229; 78-284; 196-420; 310-359; 47-284; 49-297 
476/LG:1397047.1:200lJUN22 || 1-586; 66-408; 145-723; 145-575; 407-1147; 
458-1146; 629-1143; 1060-1525 

477/LG:1398646.15:2001JUN22 || 1606-2246; 1606-2092; 1527-1972; 1335-1886; 
1100-1644; 1036-1589; 1055-1589; 1073-1582; 1275-1498; 1269-1495; 1075- 
1493; 1271-1492; 1302-1492; 1364-1492; 1054-1504; 1036-1500; 1273-1497; 
1149-1497; 1166-1497; 1170-1497; 1132-1496; 1178-1495; 1087-1492; 1273- 
1492; 1069-1492; 1167-1492; 1216-1492; 1385-1492; 1289-1492; 1075-1489; 
1123-1489; 1030-1486; 1194-1486; 1111-1479; 902-1476; 1190-1472; 1306-1441; 
928-1467; 1357-1454; 956-1452; 1039-1451; 952-1449; 1030-1449; 1197-1449; 
1034-1445; 1050-1442; 813-1433; 1142-1428; 662-1417; 620-14.01; 890-1395; 
842-1399; 1125-1400; 891-1384; 883-1396; 886-1389; 757-1379; 1028-1390; 
.1181-1384; 1125-1381; 1199-1378; 1125-1353; 1118.-1364 ;. 1071-1357 ; .1119- 
1357- 877-1348; 1030-1317; 1046-1301; 1033-1293; 1046-1289; 1033-1269; 
1031-1266; 837-1208; 618-1207; 927-1172; 751-1155; 900-1136; 889-1123; 831- 
1117- 877-1116; 840-1116; 795-1102; 1030-1101; 1037-1101; 676-1101; 1037- 
1096- 858-1101; 786-1019; 793-1019; 866-1009; 881-1030; 798-1019; 790-1019; 
807-997; 729-992; 847-978; 652-974; 562-974; 697-971; 737-964; 723-971; 
737-971; 761-971; 781-971; 833-970; 721-965; 720-933; 788-925; 545-804; 
717-805; 506-791; 519-734; 159-633; 385-625; 297-591; 43-589; 1-589; 362- 
583; 339-576; 300-574; 363-564; 401-559; 306-532; 300-527; 291-514; 1-506; 
306-416; 291-397; 10-233; 10-163 

478/LG: 1446193. 10 :2001JUN22 || 1-619; 300-808; 740-1277; 832-1221; 832- 
1102; 936-1277; 959-1487; 959-1433; 987-1207; 1011-1166; 1067-1270; 1180- 
1762; 1187-1586; 1205-1505; 1219-1745; 1219-1475; 1289-1780; 1302-1535; 
1318-1606; 1361-1724; 1361-1646; 1367-1547; 1370-1648; 1385-1587; 1397- 
1566; 1397-1561; 1397-1692; 1399-1645; 1402-1602; 1402-1577; 1405-1924; 
1407-1798; 1406-1600; 1406-1561; 1406-1893; 1406-1676; 1418-1675; 1419- 
1670; 1441-1779; 1445-1825; 1468-1916; 1492-1888; 1549-1849; 1614-1917; 
1623-1916; 1623-1906; 1646-1870; 1724-2112; 1741-2040; 1749-2003; 1749- 
1965; 1817-2227; 1826-2489; 1848-1916; 1921-2251; 1922-2199; 1943-2193; 
1998-2496; 2143-2514; 2143-2341; 2150-2587; 2161-2441; 2178-2913; 2200- 
2464; 2229-2668; 2244-2469; 2244-2468; 2244-2467; 2262-2841; 2262-2419; 
2269-2467; 2284-2957; 2288-2457; 2306-2520; 2309-2570; 2333-2434; 2368- 
2538; 2369-2519; 2373-2563; 2373-2610; 2400-2876; 2404-2621; 2434-2687; 
2440-2898; 2442-2683; 2444-2834; 2465-2685; 2466-3014; 2466-2734; 2493- 
2970; 2510-3021; 2520-3025; 2520-2739; 2520-2976; 2525-2755; 2541-2733; 
2548-3049; 2548-2788; 2571-3025; 2587-3059; 2602-3063; 2640-2849; 2640- 
2848; 2646-3065; 2651-3065; 2660-3061; 2660-3053; 2664-2953; 2667-2862; 
2699-3062; 2705-3062; 2705-3059; 2708-3062; 2711-3059; 2713-3061; 2731- 
2960; 2734-3060; 2738-3062; 2737-3059; 2758-2986; 2780-3062; 2788-3037; 
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2792-3023; 2799-3051; 2822-3065; 2839-3065; 2839-3047; 2851-3062; 2859- 
2936; 2894-3015; 2900-3061; 2910-3054; 2914-3279; 2964-3279; 3052-3318; 
3076-3361; 3099-3319; 3115-3279; 3165-3279; 3199-3685; 3201-3482; 3363- 
3836; 3363-3545; 3383-3472; 3389-3905; 3389-3545; 3484-3913; 3495-3913; 
3608-4027; 3616-3901; 3648-4115; 3659-4115; 3814-4050 

479/LG: 1446405. 14 ;2001JUN22 || 1-450; 61-213; 82-413; 84-208; 204-303; 211- 
477; 213-673; 245-562; 248-540; 289-809; 294-825; 304-840; 318-595; 335- 
618; 354-590; 373-622; 376-660; 397-870; 397-638; 458-905; 481-920; 487- 
913; 487-650; 524-857; 533-1134; 536-776; 564-774; 620-794; 679-867; 722- 
1006; 727-906; 755-1050; 814-909; 912-1546; 911-1427; 930-1422; 932-1229; 
930-1206; 930-1195; 930-1192; 930-1181; 932-1293; 933-1221; 948-1096; 1008- 
1622; 1030-1319; 1040-1281; 1050-1527; 1079-1590; 1091-1589; 1116-1592; 
1117-1567; 1208-1565; 1208-1457; 1208-1447; 1208-1442; 1209-1590; 1267- 
1545; 1279-1630; 1288-1633; 1292-1564; 1301-1565; 1300-1630; 1300-1599; 
1313-1597; 1313-1544; 1405-1855; 1518-1801; 1554-1633; 1657-1929; 1743- 
2336; 1783-2272; 1783-2338; 1783-2348; 1783-2264; 1783-2009; 1783-2008; 
1783-1972; 1786-2020; 1965-2372; 1980-2550; 1981-2273; 2165-2412; 2247- 
2477; 2319-2901; 2323-2832; 2336-2866; 2372-2489; 2372-2454; 2464-2740; 
2541-3006; 2546-2822; 2584-2998; 2708-3179; 2982-3353; 2982-3233; 3162- 
3725; 3246-3468; 3257-3750; 3257-3501; 3465-3702; 3533-4101; 3753-3859; 
3801-4039; 3886-4108; 4052-4641; 4057-4273; 4060-4308; 4158-4834; 4558- 
5010; 4567-5027; 4730-5266; 4842-5029; 4847-5312; 4986-5533; 4988-5221; 
5040-5597; 5052-5494; 5046-5804; 5068-5296; 5078-5348; 5133-10336; 5491- 
6116; 5785-6234; 5785-6150; 5794-6365; 5797-5986; 5802-6344; 5935-6475; 
5950-6299; 5952-6248; 6000-6567; 6019-6606; 6068-6293; 6091-6682; 6219- 
6669; 6282-6568; 6282-6508; 6376-6666; 6424-6793; 6425-6716; 6434-6573; 
6468-7022; 6524-6757; 6534-6793; 6558-7090; 6565-6790; 6576-7168; 6628- 
6871; 6706-7073; 6807-7074; 6812-7084; 6857-7220; 6937-7193; 6993-7508; 
6993-7261; 7066-7180; 7070-7326; 7097-7692; 7099-7373; 7189-7385; 7198- 
7682; 7259-7512; 7345-7622; 7389-7855; 7391-7676; 7489-7917; 7564-8135; 
7568-7861; 7585-7740; 7588-7825; 7617-7845; 7663-8046; 7804-8527; 7939- 
8477; 7956-8479; 8092-8526; 8092-8241; 8106-8345; 8124-8314; 8156-8479; 
8164-8508; 8210-8482; 8227-8671; 8266-8718; 8286-8451; 8342-8588; 8358- 
8793; 8358-8591; 8429-8699; 8429-8647; 8446-8558; .8.531-8719; 8537-8780; 
8537-8699; 8659-9150; 8664-8907; 8700-8969; 8703-9099; 8719-9012; 8743- 
9010; 8749-9015; 8820-8937; 8821-9376; 8861-9097; 8887-9110; 8931-9491; 
8943-8997; 8955-9261; 8963-9514; 8980-9369; 8980-9228; 8993-9541; 9005- 
9473; 9005-9453; 9027-9410; 9026-9125; 9027-9267; 9046-9485; 9063-9322; 
9067-9305; 9071-9533; 9070-9323; 9119-9414; 9123-9423; 9159-9341; 9161- 
9402; 9194-9444; 9196-9426; 9235-9475; 9257-9525; 9257-9517; 9277-9530; 
9306-9533; 9321-9800; 9321-9694; 9321-9533; 9334-9541; 9347-9635; 9349- 
9649; 9373-9726; 9373-9651; 9424-9545; 9424-9526; 9427-9522; 9429-9531; 
9464-9683; 9467-9687; 9470-9737; 9475-9707; 9477-9721; 9555-9805; 9556- 
9809; 9560-9869; 9563-9680; 9567-9797; 9567-9786; 9567-9741; 9567-9821; 
9567-9729; 9567-9764; 9575-9911; 9581-9971; 9579-9865; 9586-9841; 9589- 
9844; 9596-9867; 9596-9843; 9597-9847; 9601-9777; 9634-9773; 9640-9899; 
9642-9944; 9642-9896; 9643-9917; 9649-10056; 9652-9940; 9681-9881; 9689- 
9986; 9696-10122; 9693-9951; 9699-10169; 9698-9921; 9699-9963; 9716-10252; 
9719-9973; 9724-10148; 9741-9964; 9745-9977; 9750-10311; 9752-10030; 9754- 
10126; 9758-10293; 9760-9991; 9761-10298; 9761-10189; 9769-10234; 9769- 
9777-10296; 9790-10037; 9795-10293; 9797-10254; 9805-10021; 9806- 
9852-10336; 9853-10231; 

9880-10336; 



10308; 
10231; 9817-10001; 

9870-10339; 



10275; 9870-10339; 9871-10292; 

10336; 9897-10343; 9900-10333; 9906-10342; 

10338; 9922-10085; 9927-10339; 9934-10219; 

10336; 9947-10341; 9953-10337; 

10170; 9975-10336; 9976-10248; 

10341; 9985-10336; 9995-10233; 



9859-10336; 9861-10336; 
9886-10337; 9895-10122; 



9911-10340; 9913-10300; 

9931-10339; 9936-10336; 

9954-10336; 9959-10336; 9960-10333; 

9978-10232; 9982-10342; 9982-10333; 



9862- 
9897- 
9919- 
9939- 
9964- 
9984- 



10005-10336; 10004-10336; 10011-10299; 
10011-10336; 10011-10237; 10023-10336; 10029-10336; 10040-10336; 10048- 
10336; 10055-10333; 10061-10337; 10065-10336; 10069-10224; 10079-10325; 
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10086-10336; 10090-10303; 10098-10336; 10100-10316; 10100-10336; 10107- 
10264; 10111-10336; 10118-10229; 10135-10212; 10139-10336; 10147,-10336; 
10151-10336; 10155-10336; 10200-10335; 10212-10340; 10254-10338; 10256- 
10332; 10257-10339 

480/LG:1448148.1:2001JUN22 || 1-417; 39-440; 60-289; 255-505; 436-998; 436- 
701; 549-780; 754-961; 799-1053; 834-1410; 1108-1733; 1127-1593; 1127-1590; 
1129-1584; 1215-1538; 1250-1379; 1256-1575; 1281-1584; 1315-1583; 1420- 
1585; 1420-1583 

481/LG:1452619.13:2001JUN22 [| 1-167; 4-484; 310-576; 350-563; 350-584; 
350-790; 672-1040; 820-1091; 858-1082 

482/LG:1452783.22:2001JUN22 || 1-7068; 1-6434; 44-482; 188-3168; 514-847; 
697-1324; 702-1344; 706-913; 721-1175; 873-1331; 1168-1798; 1193-1798; 
1261-1797; 1293-1798; 1413-1676; 1740-2349; 1744-2165; 1915-2545; 2211- 
2724; 2239-2867; 2601-3129; 2849-2997; 3192-3426; 3207-3926; 3261-3834; 
3261-3735; 3261-4006; 3537-3967; 3742-4106; 3742-3941; 3748-4265; 3763- 
4156; 3752-4161; 3886-4319; 4043-4422; 4284-4584; 4400-4669; 4626-4884; 
4682-5232; 4692-4844; 4744-5335; 4783-5136; 4783-5050; 4789-5380; 4961- 
5355; 4965-5364; 5024-5358; 5034-5174; 5046-5281; 5154-5376; 5208-5364; 
5238-5355; 5246-5826; 5249-5364; 5274-5364; 5615-5793; 5634-5845; 5637- 
5980; 5637-5989; 5637-5748; 5659-6146; 5687-6109; 5687-6123; 5766-6045; 
5776-6261; 5773-6390; 5805-6367; 5810-5970; 5838-6238; 5876-6146; 5918- 
6380; 5945-6218; 5978-6434; 6054-6512; 6054-6315; 6064-6596; 6234-6690; 
6295-6357; 6316-6619; 6416-6658; 6475-6804; 6480-6968; 6483-6982; 6445- 
6963; 6462-6960; 6524-7042; 6469-6901; 6508-7069; 6486-6921; 6491-6979; 
6497-6739; 6487-6966; 6517-6785; 6550-7030; 6550-6962; 6557-6974; 6557- 
6835; 6576-6990; 6587-6991; 6593-6931; 6596-7032; 6607-7034; 6617-6997; 
6617-7040; 6620-6873; 6637-7041; 6638-7034; 6638-7032; 6642-7026; 6643- 
6991; 6703-6926; 6717-6940; 6791-7073; 6795-7045; 6808-7258; 6820-7054; 
6826-7032; 6839-7077; 6857-7095; 6864-7087; 6871-7013; 6917-6987; 6883- 
7093; . 69.05-7093;, 6904-7066; 6919-6997; 6927-7042; 6938-7030; 6938-7042; 
6938-7002; 6941-7042; 34-500 
« 483/LG: 1453417. 5 :2001JUN22 || 1-503; 1-630; 167-775; .228-773; 745-1291;. 
1219-1673; 1230-1599; 1230-1702; 1423-1670; 1461-1656; 1492-1772; 1522- 
1702; 1522-1759; 1522-1932; 1744-1928; 1761-2015; 1780-2037; 1787-2121; 
1848-2120; 1908-2531; 2072-2640; 2105-2356; 2110-2401; 2148-2386; 2176- 
2735; 2197-2363; 2243-2529; 2245-2441; 2286-2620; 2361-2579; 2378-2991; 
2454-2587; 2577-2858; 2587-2908; 2871-3120; 2975-3252; 2978-3254; 3003- 
3458; 3003-3254; 3004-3268; 3075-3612; 3078-3310; 3262-3585; 3307-3588; 
3323-3620; 3330-3588; 3330-3557; 3339-3588; 3339-3592; 3357-3588; 3460-3588 
484/LG:1455222.23:2001JUN22 || 1-449; 1-286; 223-741; 223-511; 606-837; 
606-1117; 610-840; 666-937; 1053-1316; 1066-1338; 1195-1485; 1202-1741; 
1213-1749; 1240-1750; 1256-1415; 1260-1493; 1260-1790; 1405-1728; 1466- 
1773; 1537-1790; 1571-1790; 1636-1711 
. 485/L.G: 149121. 8 :2001JUN22 || 1-769; 120-337; 120-269; 184-798; 296-773; 
321-822; 357-771; 381-780; 415-732; 417-642; 422-516; 422-773; 466-1014; 
496-739; 505-858; 508-779; 562-854; 587-741; 636-861; 643-864; 665-998; 
679-1306; 709-766; 735-1103; 787-1025; 838-1388; 887-1007; 887-1014; 1218- 
1672; 1218-1601; 1228-1402; 1248-1751; 1248-1627; 1248-1349; 1255-1517; 
1255-1513; 1257-1537; 1257-1607; 1257-1562; 1257-1437; 1257-1432; 1257- 
1409; 1257-1403; 1257-1399; 1257-1396; 1257-1345; 1257-1326; 1257-1321; 
1257-1314; 1260-1525; 1260-1482; 1260-1450; 1262-1514; 1267-1629; 1267- 
1625; 1274-1841; 1278-1523; 1278-1478; 1278-1463; 1282-1488; 1286-1431; 
1290-1675; 1300-1577; 1325-1842; 1329-1699; 1336-1829; 1338-1586; 1357- 
1920; 1366-1534; 1386-1554; 140.1-1661; 1411-1624; 1414-1740; 1416-1607; 
1450-1854; 1451-1755; 1473-1846; 1473-1727; 1477-1775; 1484-1936; 1487- 
1755; 1493-2063; 1507-1817; 1509-1885; 1522-2152; 1525-1735; 1551-1730; 
1556-1770; 1558-1862; 1561-2143; 1574-1956; 1591-2149; 1593-1841; 1596- 
2118; 1603-1767; 1610-2229; 1611-1874; 1619-1977; 1623-1984; 1629-2093; 
1637-1899; 1657-1749; 1672-1935; 1674-2046; 1674-2074; 1680-1933; 1680- 
1839; 1681-1967; 1683-1941; 1684-2130; 1684-1764; 1684-1967; 1707-2095; 
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1708-2095; 1710-1989; 1710-2265; 1716-1963; 1721-1976; 1721-1992; 1734- 
1942; 1745-2309; 1757-2026; 1761-2006; 1764-2157; 1767-2222; 1767-2164; 
1777-2324; 1787-2009; 1789-1981; 1792-2091; 1792-2349; 1794-2108; 1802- 
2012; 1812-2091; 1828-2055; 1830-1994; 1838-2322; 1837-2174; 1853-2142; 
1853-2146; 1858-2113; 1862-2114; 1909-2035; 1914-2202; 1939-2193; 1941- 
2075; 1941-2221; 1953-2199; 1955-2161; 1958-2239; 1958-2207; 1959-2403; 
1969-2254; 1977-2199; 1984-2443; 1984-2408; 1985-2301; 1984-2195; 1984- 
2208; 1986-2214; 1988-2262; 1989-2294; 1990-2260; 1994-2523; 2002-2441; 
1998-2146; 2001-2390; 2006-2421; 2010-2104; 2013-2117; 2014-2254; 2014- 
2240; 2013-2391; 2027-2518; 2028-2182; 2040-2511; 2040-2369; 2040-2295; 
2040-2293; 2040-2291; 2040-2283; 2040-2282; 2040-2273; 2040-2270; 2040- 
2184; 2040-2179; 2040-2257; 2040-2250; 2040-2244; 2040-2256; 2040-2290; 
2040-2328; 2056-2308; 2064-2551; 2064-2317; 2079-2444; 2089-2295; 2090- 
2340; 2116-2552; 2116-2458; 2133-2670; 2141-2345; 2155-2431; 2157-2405; 
2162-2267; 2165-2486; 2171-2418; 2186-2645; 2181-2392; 2185-2718; 2185- 
2496; 2188-2644; 2189-2730; 2189-2789; 2189-2739; 2208-2801; 2208-2439; 
2211-2463; 2213-2437; 2217-2489; 2235-3003; 2234-2709; 2241-2456; 2261- 
2536; 2266-2858; 2268-2577; 2268-2561; 2270-2506; 2276-2561; 2278-2551; 
2286-2929; 2281-2822; 2282-2486; 2284-2835; 2291-2854; 2292-2590; 2299- 
2890; 2305-2874; 2305-2538; 2321-2868; 2332-2777; 2352-2904; 2356-2929; 
2358-2769; 2366-2883; 2368-2463; 2369-2835; 2373-2665; 2385-2689; 2395- 
2678; 2406-2615; 2408-2617; 2415-2931; 2414-2916; 2418-2914; 2429-2905; 
2436-2915; 2441-2889; 2441-2732; 2442-2749; 2443-2732; 2444-2690; 2446- 
2580; 2451-2929; 2458-2918; 2459-2929; 2462-2927; 2467-2925; 2470-2932; 
2475-2931; 2475-2897; 2474-2567; 2476-2929; 2477-2929; 2478-2890; 2481- 
2929; 2483-2936; 2486-2933; 2490-2933; 2503-2929; 2504-2930; 2504-2925; 
2505-2925; 2509-2691; 2511-2764; 2511-2760; 2513-2802; 2515-2933; 2517- 
2928; 2516-2929; 2520-2935; 2526-2942; 2530-2929; 2534-2922; 2536-2929; 
2545-2936; 2546-2933; 2547-2925; 2547-2852; 2547-2784; 2550-2933; 2550- 
2820; .2550-2781; 2564-2931 ;* 2554-2845 ; 2558-2929; 2560-2929; 2562-2870; 
2562-2832; 2573-2784; 2575-.2930; 2576-2918; 2577-2929; 2578-2998; 2583- 
2825; 2584-2890; 2583-2848; 2587-2843; 2588-2838; 2591-2934; 2598-2932; 
2600-2927; 2603-2934; 2604-2929; 2607-2926; 2609-2927; 2610-2929; 2611- 
2936; 2613-2929; 2613-2823; 2614-2929; 2614-2936; 2628-2933; 2642-2929; 
2639-2929; 2671-2928; 2669-2911; 2673-2929; 2676-2925; 2684-2933; 2684- 
2902; 2685-2947; 2688-2936; 2728-2936; 2667-2812; 2737-2929; 2740-2929; 
2685-2812; 2761-2935; 2765-2888; 2771-2870; 2771-2929; 2772-2929; 2778- 
2918; 2786-3385; 2815-2929; 2827-2936; 2837-2928; 3021-3756; 3021-3596; 
3124-3733; 3127-3431; 3342-3885; 3380-3631; 3484-3878; 3534-3997; 3760- 
3968; 3810-3997 

486/LG:1500175.18:200lJUN22 || 1-228; 17-247; 25-345; 27-221; 29-576; 29- 
275; 35-616; 34-290; 35-292; 39-286; 40-260; 35-251; 40-652; 42-285; 51- 
777; 53-338; 53-309; 53-220; 55-268; 61-369; 60-304; 62-323; 65-227; 69- 
523; 69-298; 70-305; 69-314; 69-316; 70-389; 79-396; 88-361; 94-337; 95- 
565; 94-282; 95-312; 96-360; 99-689; 120-432; 129-498; 131-242; 207-660; 
207-288; 209-618; 249-470; 248-1912; 248-514; 257-514; 258-545; 259-544; 
261-524; 262-507; 264-488; 265-562; 265-835; 267-349; 266-620; 267-523; 
268-429; 270-628; 272-523; 272-510; 275-826; 276-763; 277-508; 279-740; 
279-700; 280-590; 281-513; 282-571; 283-561; 283-544; 297-671; 306-466; 
308-755; 308-564; 319-796; 321-834; 358-605; 363-605; 369-640; 380-657; 
397-955; 421-739; 448-567; 452-905; 452-690; 452-710; 453-738; 452-582; 
464-906; 477-730; 476-622; 515-730; 516-761; 521-745; 542-1022; 547-1162; 
557-821; 567-906; 596-1050; 609-931; 616-877; 621-918; 635-907; 636-847; 
639-918; 645-869; 651-959; 681-883; 690-778; 701-1137; 729-1005; 742-1296; 
749-966; 826-1087; 844-1299; 844-1088; 848-1153; 849-1111; 859-1126; 869- 
1388; 868-1297; 895-1177; 907-1147; 915-1174; 928-1212; 937-1440; 958-1263; 
965-1202; 967-1507; 986-1231; 992-1240; 992-1426; 1000-1417; 1007-1267; 
1013-1244; 1015-1543; 1013-1480; 1015-1236; 1016-1296; 1037-1567; 1038- 
1304; 1043-1294; 1050-1296; 1064-1332; 1063-1307; 1066-1267; 1066-1308; 
1068-1349; 1073-1207; 1073-1287; 1081-1567; 1092-1323; 1099-1543; 1105- 
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1351; 


1102 


-1261; 


1118 


-1317; 


1124 


-1256; 


1131- 


1374; 


1151 


-1453; 


1153 


-1500; 


1153- 


1533; 


1198- 


1818; 


1212- 


1436; 


1224- 


1794; 


1222- 


1505; 


1236- 


1513; 


1237- 


1419; 


1239 


-1572; 


1266 


-1806; 


1270 


-1856; 


1271- 


1531; 


1295 


-1588; 


1299 


-1527; 


1282- 


1823; 


1282- 


1503; 


1313- 


1876; 


1317- 


1874; 


1317- 


1868; 


1317- 


1671; 


1318- 


1912; 


1319 


-1542; 


1329 


-1873; 


1329 


-1869; 


1328- 


•1653; 


1335 


-1866; 


1347 


-1864; 


1352- 


1792; 


1371- 


1500; 


1389- 


1543; 


1396- 


1543; 


1402- 


1543; 


1406- 


1909; 


1426- 


1543; 


1427 


-1912; 


1432 


-1805; 


1438 


-1912; 


1438- 


1914; 


1440 


-1912; 


1441 


-1912; 


1442- 


1911; 


1441- 


1871; 


1441- 


1688; 


1441- 


1543; 


1448- 


1909; 


1451- 


1917; 


1454- 


1917; 


1457 


-1912; 


1459 


-1911; 


1486 


-1915; 


1487- 


1906; 


1487 


-1841; 


1490 


-1913; 


1579- 


1911; 


1585- 


1804; 


1593- 


1911; 


1597- 


1671; 


1603- 


1909; 


1603- 


1910; 


1605- 


1868; 


1616 


-1908; 


1722 


-1920; 


1722 


-1912; 


1722- 


1913; 


1722 


-1917; 


1722 


-1846; 


1722- 


1916; 


1722- 


1915; 


1722- 


1909;- 


1722- 


1897; 


1722- 


1860; 


1722- 


1853; 


1722- 


1927; 


1726 


-1910; 


1751 


-1884; 


1756 


-1815; 


1762- 


1914; 


1766 


-1877; 


1771 


-1868; 


1786- 


1912; 


1799- 


1864 




















487/LG:1500434.6 


:2001JUN22 


II 1- 


519; 41-388; 


71-404; 106-450; 176 


-904; 182- 



519; 359-831; 359-895; 456-890; 502-617; 505-751; 752-1097; 865-1435; 865- 
1256; 868-1150; 903-1359; 952-1397; 953-1418; 966-1233; 1007-1415; 1112- 
1398; 1131-1367; 1158-1387; 1160-1420; 1224-1476; 1332-1456; 1352-1732; 
1354-1583; 1369-1640; 1382-1962; 1595-2060; 1614-1878; 1616-1973; 1655- 
1858; 1698-1922; 1723-2302; 1776-2280; 1779-2000; 1779-1999; 1827-2068; 
1835-2346; 1835-2057; 1867-2139; 1968-2250; 1984-2458; 2018-2296; 2042- 
2291; 2076-2455; 2081-2404; 2104-2411; 2129-2407; 2140-2404; 2147-2354; 
2167-2431; 2190-2449; 2245-2682; 2254-2682; 2353-2864; 2396-2603; 2414- 
2593; 2434-2708; 2440-3052; 2502-2743; 2502-2647; 2572-2825; 2572-2965; 
2572-2776; 2589-2871; 2627-2921; 2628-2836; 2639-2742; 2679-2907; 2741- 
2970; 2749-3320; 2764-3276; 2766-2995; 2801-3057; 2876-3151; 2923-3160; 
2923-3270; 2928-3214; 2951-3146; 2985-3270; 2986-3258; 3016-3269; 3024- 
3344; 3024-3261; 3024-3273; 3033-3589; 3051-3292; 3084-3307; 3102-3349; 
3111-3362; 3114-3411; 3119-3592; 3119-3472; 3122-3565; 3134-3706; 3140- 
3327; 3141-3351; 3141-3522; 3141-3327; 3143-3375; 3160-3471; 3188-3419; 
3208-3792; 3208-3733; 3212-3467; 3232-3468; 3233-3787; 3291-3775; 3305- 
3509; 3345-3573; 3345-3769; 3348-3811; 3349-3812; 3360-3811; 3363-3819; 
3364-3775; 3366-3812; 3392-3805; 3392-3622; 3392-3845; 3393-3785; 3411- 
3749; 3433-3816; 3443-3811; 3450-3811; 3452-3831; 3460-3811; 3466-3627; 
3469-3680; 3480-3776; 3489-3811; 3496-3811; 3497-3805; 3506-3809; 3534- 
3812; 3548-3848; 3552-3805; 3552-3811; 3555-3708; 3573-3806; 3574-3782; 
3588-3808; 3600-3812; 3609-3771; 3622-3815; 3688-3771; 3695-3811; 3695- 
3805; 3704-3803; 3714-3796; 3725-3809; 3728-3811 

488/LG: 1501550.19 :2001JUN22 || 4601-4881; 4617-4869; 4551-4846; 4571-4846; 
4520-4845; 4694-4845; 4242-4839; 4245-4839; 4605-4811; 4570-4808; 4069- 
4685; 4144-4623; 4494-4623; 4149-4568; 4041-4565; 4161-4562; 4181-4559; 
4301-4559; 4066-4530; 4183-4388; 3897-4384; 3857-4377; 4138-4364; 3883- 
4325; 4148-4282; 3881-4259; 3650-4206; 3725-4174; 3726-4165; 3857-4159; 
3607-4110; 3845-4094; 3629-4039; 3864-3964; 3866-3964; 3837-3938; 3333- 
3778; 3280-3651; 3157-3651; 3295-3645; 3314-3644; 3184-3620; 3191-3646; 
3243-3644; 3203-3643; 3255-3641; 3136-3595; 3297-3580; 2938-3544; 2957- 
3504; 3255-3502; 3248-3497; 2956-3486; 2640-3257; 2792-3226; 2728-3152; 
2578-3114; 2728-3010; 2798-3008; 2235-2816; 2582-2798; 2300-2779; 2468- 
2705; 2302-2571; 2305-2554; 1951-2524; 2120-2421; 2164-2421; 2165-2421; 
2130-2363; 2130-2308; 1650-2202; 1625-2057; 1485-2018; 1481-2018; 1606- 
1895; 1108-1697; 1220-1532; 1253-1386; 911-1380; 1220-1348; 926-1329; 686- 
1180; 594-1091; 719-1091; 722-1091; 846-1091; 903-1091; 1030-1091; 1031- 
1091; 691-1091; 539-1074; 540-1072; 463-1072; 588-1050; 562-1045; 635-1029; 
747-955; 688-851; 560-832; 449-705; 1-559; 403-558; 235-540; 352-542 
489/LG:1501923.26:200lJUN22 || 262-612; 1-421; 1-414; 1-412; 1-392; 1-344; 
1-308; 1-283 

490/LG: 150960. 9 :2001JUN22 || 1-525; 47-546; 96-346; 125-255; 246-498; 274- 
622; 275-478; 275-409; 275-376; 290-556; 293-395; 298-542; 299-574; 303- 
555; 304-672; 315-745; 315-630; 317-619; 335-923; 334-568; 335-931; 360- 
596; 368-613; 408-620; 435-706; 442-1021; 485-794; 487-751; 490-710; 493- 
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676; 493-1021; 493-715; 523-901; 552-753; 581-648; 583-896; 580-789; 603- 
1162; 611-786; 630-1001; 651-896; 678-958; 709-969; 728-1169; 735-1209; 
735-987; 741-1014; 804-1074; 807-1012; 835-1014; 844-1023; 847-962; 951- 
1358; 951-1144; 968-1121; 977-1193; 1039-1144; 1071-1163; 1073-1163; 1076- 
1490; 1098-1433; 1099-1163; 1107-1570; 1225-1489; 1233-1522; 1280-1685; 
1278-1736; 1287-1593; 1289-1593; 1294-1684; 1295-1594; 1298-1594; 1299- 
1691; 1304-1590; 1307-1593; 1308-1684; 1308-1644; 1311-1457; 1311-1418; 
1311-1409; 1311-1374; 1311-1672; 1311-1681; 1311-1623; 1311-1596; 1311- 
1594; 1311-1591; 1311-1590; 1311-1585; 1311-1575; 1311-1567; 1311-1497; 
1311-1450; 1315-1542; 1312-1998; 1328-1627; 1329-1597; 1329-1592; 1341- 
1609; 1344-1762; 1349-1596; 1349-1595; 1349-1556; 1357-1672; 1362-1751; 
1363-1766; 1363-1724; 1363-1556; 1364-1593; 1365-1734; 1368-1556; 1386- 
1556; 1388-1653; 1393-1556; 1400-1759; 1402-1902; 1430-1724; 1444-1590; 
1457-1651; 1460-1685; 1474-1712; 1478-1758; 1484-2006; 1484-1703; 1509- 
1599; 1529-1748; 1545-2247; 1563-2018; 1567-1993; 1578-1753; 1581-2149; 
1585-1758; 1602-2012; 1602-1851; 1639-1756; 1639-1716; 1649-1900; 1655- 
2005; 1688-2136; 1687-1843; 1697-1953; 1704-1936; 1710-1990; 1713-2231; 
1718-2212; 1727-1974; 1734-2017; 1745-1932; 1751-1971; 1751-1961; 1775- 
2020; 1795-2026; 1795-2088; 1807-2055; 1814-2036; 1816-2270; 1818-2267; 
1820-2270; 1823-2022; 1836-2078; 1839-2228; 1844-2266; 1850-2267; 1852- 
2039; 1853-2267; 1856-2289; 1857-2289; 1876-2267; 1880-2266; 1892-2272; 
1903-2272; 1952-2264; 2034-2280; 2208-2260 

491/LG:182744.29:2001JUN22 || 1-543; 1-577; 5-272; 5-273; 28-566; 386-842; 
386-626; 386-565; 386-546; 386-437; 425-641; 431-810; 431-728; 502-956; 
534-956; 598-1062; 611-1056; 612-1059; 618-1267; 618-1059; 684-1059; 802- 
1019; 908-1457; 1061-1555; 1063-1294; 1107-1284; 1227-1705; 1291-1908; 
1461-2077; 1927-2158 
492/LG:197166.1:2001JUN22 || 1-256 

493/LG:197455.5:200lJUN22 || 3-490; 3-399; 1-410; 28-220; 34-526; 48-796.; - 
77-293; . 80-362; 95-612; 311-582; 507-1141; 533-1176; 682-1034 
494/LG: 198251. 8 :2001JUN22 || 1-558; 86-619; 104-623; 104-608; 105-383; 108- 
368; 113-661; 120-277; 125-519; 136-594; 147-681; 160-514; 170-689; 181- . 
459; 191-250; 240-538; 310-605; 310-593; 312-431; 312-444; 322-484; 343- 
•681'; 343-576; 357-503; 416-671; 416-674; 475-664; 558-1146; 564-816;- 576- 
825; 618-922; 679-935; 788-931; 993-1519; 1010-1608; 1023-1283; 1023-1678; 
1042-1292; 1046-1301; 1051-1549; 1052-1324; 1052-1337; 1053-1323; 1059- 
1680; 1071-1610; 1070-1706; 1069-1706; 1076-1312; 1083-1678; 1081-1317; 
1101-1364; 1100-1531; 1112-1681; 1111-1343; 1114-1420; 1124-1393; 1129- 
1708; 1143-1425; 1145-1712; 1145-1753; 1156-1420; 1159-1435; 1175-1443; 
1179-1751; 1179-1442; 1182-1746; 1187-1620; 1191-1769; 1197-1765; 1200- 
1441; 1202-1531; 1203-1454; 1206-1514; 1209-1492; 1211-1425; 1209-1493; 
1213-1425; 1220-1743; 1224-1463; 1227-1702; 1231-1504; 1235-1753; 1238- 
1785; 1243-1427; 1244-1495; 1264-1562; 1268-1520; 1274-1476; 1276-1526; 
1281-1486; 1295-1523; 1301-1733; 1309-1750; 1315-1538; 1320-1595; 1321- 
1784; 1326-1784; 1332-1784; 1333-1789; 1333-1551; 1337-1791; 1344-1791; 
1345-1739; 1355-1710; 1354-1770; 1354-1614; 1356-1784; 1357-1607; 1358- 
1784; 1364-1784; 1365-1606; 1367-1784; 1374-1787; 1376-1784; 1377-1787; 
1382-1628; 1386-1785; 1386-1639; 1394-1784; 1415-1784; 1420-1784; 1440- 
1786; 1439-1686; 1440-1697; 1448-1790; 1452-1746; 1455-1757; 1465-1784; 
1465-1739; 1465-1692; 1465-1691; 1468-1784; 1469-1713; 1475-1789; 1485- 
1789; 1485-1738; 1485-1723; 1488-1740; 1488-1703; 1492-1734; 1494-1762; 
1496-1789; 1497-1790; 1497-1784; 1513-1758; 1521-1782; 1534-1774; 1549- 
1774; 1549-1765; 1553-1784; 1562-1787; 1567-1790; 1589-1789; 1592-1784; 
1592-1776 

495/LG:200149.3:2001JUN22 || 1-581; 172-279; 205-760; 212-423; 231-811; 
233-838; 232-950; 233-535; 236-475; 234-562; 241-809; 246-514; 255-403; 
687-942; 882-1368; 884-1185; 887-1081; 906-1098; 1019-1493; 1024-1202; 
1112-1370; 1209-1503; 1209-1518; 1247-1612; 1263-1520; 1302-1773; 1320- 
1860; 1344-1767; 1342-1923; 1371-3563; 1376-1618; 1467-1728; 1471-1553; 
1472-1730; 1480-1766; 1482-1586; 1483-1879; 1489-1586; 1502-1877; 1573- 
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2137; 1639-1833; 1642-1826; 1856-2196; 1891-2174; 2051-2283; 2051-2246; 
2058-2409; 2058-2303; 2064-2306; 2107-2480; 2115-2372; 2127-2700; 2146- 
2409; 2205-2438; 2379-2937; 2532-2757; 2562-2824; 2564-3071; 2598-2901; 
2603-2857; 2610-3221; 2612-3047; 2612-2819; 2621-2805; 2627-2938; 2656- 
3037; 2662-3077; 2667-3034; 2667-2876; 2693-2944; 2719-3198; 2745-2959; 
2781-3015; 2815-3245; 2816-3074; 2847-3448; 2849-3101; 2864-3300; 2864- 
3090; 2890-3059; 2890-2977; 2894-3217; 2902-3183; 2902-3477; 2902-3497; 
2902-3148; 2912-3233; 2917-3087; 2926-3477; 2956-3292; 2974-3206; 2975- 
3074; 2982-3248; 2985-3505; 2987-3163; 2995-3101; 2994-3448; 2994-3347; 
2994-3333; 3007-3269; 3024-3431; 3024-3281; 3052-3307; 3066-3524; 3063- 
3563; 3118-3377; 3120-3296; 3124-3320; 3134-3376; 3135-3362; 3139-3614; 
3139-3360; 3148-3619; 3154-3601; 3161-3427; 3179-3563; 3183-3762; 3210- 
3578; 3229-3372; 3232-3563; 3240-3563; 3240-3468; 3267-3738; 3288-3563; 
3292-3777; 3297-3780; 3299-3563; 3308-3779; 3309-3778; 3310-3784; 3315- 
3587; 3321-3563; 3323-3784; 3323-3783; 3327-3784; 3332-3600; 3343-3783; 
3344-3777; 3347-3781; 3347-3785; 3355-3713; 3358-3782; 3358-3733; 3362- 
3563; 3368-3781; 3367-3784; 3391-3780; 3389-3781; 3399-3781; 3410-3740; 
3427-3699; 3429-3782; 3446-3781; 3446-3782; 3462-3563; 3479-3779; 3478- 
3781; 3491-4117; 3494-3779; 3505-3781; 3506-3781; 3512-3796; 3656-3782; 
3663-3777; 3663-3781; 3663-3783; 3681-3733; 3686-3779; 3852-4117 
496/LG:203483.3:2001JUN22 || 1-505; 87-799; 245-719; 316-726; 361-596; 598- 
1159; 686-1341; 718-1252; 723-1005; 884-1570; 977-1470; 981-1491; 1052- 
1578; 1163-1492; 1273-1865; 1397-1869; 1486-1621; 1602-1884; 1602-1969; 
1650-1904; 1726-1908; 1726-1905; 1834-1892; 1834-1889; 1834-1905 
497/LG:209701.7:2001JUN22 || 1-254; 20-305; 42-601; 339-902; 511-1000; 550- 
753; 578-850; 586-1025; 678-1042; 723-1186; 723-983; 778-924; 907-1211; 
938-1387; 956-1337; 979-1512; 1316-1533; 1316-1488 

498/LG:210614.1:200lJUN22 || 1-262; 1-422; 14-258; 21-435; 190-869; 769- 
1177;' 771-876; 782-1188; 914-1177; 966-1177 

499/LG: 210672. 1:2001JUN22 || 1-266; 16-487 ;< 16-305 ; 16-309; 16-228; 16-212; 
27-214;* 123-645; 125-395; 154-788; 154-320; 191-359; 338-877; 391-919; 464- 
893; 566-1102; 588-836; 606-855; 1047-1194; 1145-1650; 1145-1253; 1462- 
1645; 1486-2160; 1489-1758; 1526-1994; 1638-2339; 1931-2384; 2325-2424 
500/LG: 215051. 10 :2001JUN22 || 1-538; 1-640; 472-757; 500-701; 502-733; 504- 
697; 515-784; 632-938; 638-1072; 687-858; 752-1298; 780-1240; 781-1240; 
783-1240; 798-1222; 825-1071; 830-1127; 842-1087; 904-1156; 921-1240; 930- 
1408; 964-1241; 964-1195; 966-1570; 1040-1536; 1042-1463; 1040-1470; 1098- 
1652; 1182-1343; 1197-1836; 1198-1641; 1217-1613; 1222-1605; 1270-1725; 
1271-1530; 1293-1534; 1314-1578; 1315-1587; 1324-1537; 1341-1952; 1342- 
1584; 1354-1555; 1358-1494; 1381-2107; 1376-1610; 1397-2100; 1496-1583; 
1562-2189; 1573-1860; 1588-2016; 1612-2147; 1618-2152; 1626-2148; 1684- 
1913; 1703-1874; 1709-2125; 1732-1931; 1739-2185; 1738-2185; 1747-2191; 
1754-2185; 1789-2185; 1793-2189; 1795-2189; 1835-2087; 1886-2185; 1895- 
2183; 2000-2188; 2043-2185; 2069-2185; 1653-2189; 1743-2185; 1691-2035; 
2010-2170; 1655-2189; 1185-1470 

501/LG:218989.3:2001JUN22 || 1-96; 1-520; 4-515; 5.-593; 17-402; 75-641; 75- 
655; 179-716; 230-768; 289-520; 292-578; 423-716; 502-568; 503-568; 497- 
583; 504-595; 504-583; 504-617; 504-561; 504-560; 504-559; 504-557; 465- 
712; 517-574; 519-590 

502/LG:228107.11:2001JUN22 || 1-482; 1-355; 1-455; 1-277; 1-138; 7-233; 20- 
397; 20-292; 134-350; 149-471; 221-451; 390-843; 410-923; 538-1101'; 659- 
1151; 684-937; 770-892; 889-1047; 998-1593; 1000-1181; 1060-1506; 1269- 
1863; 1274-1657; 1403-1966; 1589-2241; 1655-2134; 2002-2293; 2042-2242; 
2096-2292; 2096-2428; 2162-2336; 2327-2966; 2454-2854; 2500-2770; 2673- 
2852; 2733-3282; 2860-3085; 2969-3087; 2975-3085; 3032-3087 

503/1X5:231016. 1:2001JUN22 || 1-619; 1-145; 439-913; 450-570; 455-735; 468- 
907; 572-911 

504/LG: 235943. 60 :2001JUN22 || 1-438; 16-383; 285-422; 306-848; 313-549; 
334-608; 334-833; 445-700; 449-918; 465-758; 468-603; 477-771; 478-762; 
494-613; 518-782; 543-1050; 545-784; 571-823; 572-838; 579-1090; 594-1046; 
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612-852; 620-887; 650-862; 650-791; 666-1088; 667-1088; 675-1091; 705-1090; 
748-1089; 796-955; 799-1087; 817-1088; 817-1080; 833-1083; 854-1089; 861- 
1080; 860-1081; 975-1081 

505/LG:235970.14:2001JUN22 || 1648-2041; 1648-2039; 1598-2038; 1594-2035; 
1940-1993; 1629-1939; 1594-1925; 1429-1671; 948-1547; 1409-1485; 1134-1443; 
1221-1439; 983-1433? 986-1436; 1125-1436; 1218-1436; 1056-1434; 1323-1433; 
1202-1429; 985-1429; 978-1429; 997-1429; 1011-1429; 1051-1429; 1059-1429; 
1045-1429; 1100-1429; 1124-1429; 1163-1429; 1221-1429; 1253-1429; 1273- 
1429; 1274-1429; 1109-1429; 1245-1429; 1314-1429; 1086-1427; 1074-1427; 

1173- 1427; 1264-1424; 1220-1420; 964-1417; 975-1415; 1167-1415; 942-1402; 
1221-1404; 1218-1402; 809-1385; 724-1404; 844-1394; 826-1390; 964-1388; 
861-1386; 876-1386; 775-1386; 884-1383; 882-1381; 816-1379; 1286-1380; 945- 
1378; 838-1377; 1100-1372; 784-1358; 818-1357; 945-1344; 992-1340; 875- 
1336; 957-1323; 762-1317; 1087-1322; 665-1300; 1047-1285; 1048-1276; 988- 
1279; 1020-1274; 988-1272; 997-1258; 990-1246; 960-1236; 951-1227; 972- 
1224; 952-1213; 1132-1210; 1038-1174; 629-1154; 871-11547 913-1148; 909- 
1142; 637-1134; 544-1118; 881-1113; 859-1094; 589-1088; 836-1091; 602-1086; 
913-1085; 568-1082; 807-1071; 495-1066; 497-1066; 837-1067; 632-1059; 803- 
1058; 653-1042; 496-1034; 470-1023; 495-1014; 752-1004; 419-987; 416-986; 
727-962; 503-970; 706-955; 428-944; 817-941; 661-924; 589-913; 386-906; 
436-902; 437-863; 286-849; 370-831; . 624-810; 310-803; 614-799; 582-795; 
547-792; 542-789; 560-786; 617-774; 339-771; 512-756; 547-748; 468-746; 
544-744; 497-744; 456-704; 1-549 

506/LG:236697.15:2001JUN22 || 1901-2047; 1646-1996; 1908-1999; 1527-1998; 
1648-1998; 1795-1998; 1575-1997; 1664-1997; 1545-1995; 1656-1995; 1699- 
1994; 1889-1995; 1638-1994; 1763-1993; 1527-1993; 1550-1993; 1575-1992; 
1643-1991; 1627-1992; 1699-1992; 1900-1992; 1546-1992; 1534-1990; 1538- 
1990; 1646-1990; 1693-1990; 1570-1992; 1585-1991; 1661-1990; 1886-1990; 
1513-1990; 1546-1990 ;' 1699-1990 ; 1646-1989; 1612-1985; 1539-1985; 1647- 
1985; 1574-1985; 1616-1985; 1554-1985; 1905-1983; 1646-1984; 1652-1981; 
1692-1981; 1368-1978; 1704-1975; 1761-1975; 1635-1973; 1893-1973; 1575- 
1965; 1615-1959; 1467-1951; 1309-1951; 1425-1952; 1886-1952; 1730-1950; 
1631-1920; 1657-1904; 1449-1891; 1223-1889; 1646-189'2; 1375-1887; 1657- 
1888; 1339-1865; 1349-1855; 1586-1858; 1608-1849; 1430-1845; 1589-1816; 

1429- 1815; 1392-1818; 1430-1812; 1503-1748; 1419-1793; 1496-1792; 1178- 
1750; 1276-1743; 1245-1737; 1264-1737; 1621-1736; 1305-1736; 1227-1736; 

1293- 1736; 1405-1736; 1255-1735; 1263-1735; 1282-1734; 1450-1736; 1490- 
1731; 1344-1730; 1356-1730; 1363-1730; 1365-1730; 1412-1730; 1351-1730; 
1616-1730; 1188-1730; 1318-1730; 1328-1730; 1320-1730; 1424-1730; 1557- 
1730; 1474-1728; 1492-1721; 1446-1717; 11Q6-1716; 1168-1701; 1345-1697; 
1433-1694; 1084-1688; 1368-1674; 1317-1672; 1378-1670; 1364-1657; 1368- 
1656; 1085-1639; 1386-1639; 1367-1635; 1334-1634; 1365-1626; 1070-1628; 

1430- 1614; 1383-1611; 1392-1610; 1507-1600; 1345-1590; 1338-1572; 1328- 
1565; 1364-1573; 1483-1567; 1281-1522; 1292-1551; 1292-1540; 1247-1512; 

1294- 1511; 1397-1527; 1410-1536; 1347-1546; 909-1547; 1298-1511; 1277-1498; 
1006-1521; 1108-1455; 1213-1455; 1277-1455; 1209-1452; 1197-1441; 976-1440; 
1133-1433; 1186-1426; 949-1426; 1185-1425; 1166-1424; 1091-1419; 1151-1419; 

1174- 1418; 1170-1418; 1155-1411; 1089-1464; 1224-1406; 905-1443; 1362-1426; 
1054-1401; 961-1439; 1229-1400; 1231-1397; 1151-1395; 1093-1393; 1118-1390; 
1022-1379; 887-1379; 1018-1425; 1216-1375; 1010-1363; 1163-1355; 1230-1352; 
1176-1351; 1191-1328; 1164-1327; 715-1348; 1167-1312; 1092-1340; 1071-1335; 
1278-1354; 1029-1326; 1019-1324; 657-1322; 1016-1312; 1035-1303; 1011-1289; 
705-1274; 990-1273; 1050-1273;' 1010-1276; 1032-1276; 1036-1272; 1040-1273; 
942-1258; 1017-1264; 727-1237; 982-1228; 996-1235; 936-1200; 1067-1194; 
720-1187; 704-1187; 941-1168; 962-1164; 982-1142; 1025-1142; 870-1143; 574- 
1129; 802-1082; 793-1065; 824-1064; 805-1060; 765-1039; 626-1036; 791-1036; 
817-1036; 738-1034; 538-1013; 738-985; 469-981; 727-975; 786-1047; 671-945; 
503-928; 367-896; 763-893; 594-873; 586-867; 587-867; 503-852; 323-851; 
466-851; 535-818; 485-817; 566-816; 366-799; 496-772; 495-735; 379-724; 
574-708; 464-698; 470-694; 451-693; 432-693; 395-691; 433-686; 383-681; 
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393-673; 419-652; 458-629; 387-628; 61-490; 22-473; 1-433; 128-386; 156- 
385; 102-379; 156-234; 156-228 
507/LG:238576.3:2001JUN22 || 1-455; 190-452 

508/LG:238602.2:2001JUN22 jj 1-187; 1-559; 2-289; 2-270; 13-390; 15-283; 
16-269; 16-166; 17-282; 17-108; 21-1294; 21-207; 23-278; 45-542; 33-276; 
34-583; 34-293; 34-276; 34-273; 36-271; 34-263; 34-243; 35-304; 38-579; 36- 



321; 
290; 
283; 
204; 
519; 
170; 
461; 
343; 
295; 
307; 



36- 310; 

37- 260; 

38- 294; 39-342; 

42- 143; 41-321; 

43- 280; 40-288; 

44- 286; 45-601; 
49-305; 47-276; 



36- 307; 36-298; 36-294; 36-288 

37- 243; 37-154; 38-345; 38-314 



39-304; 39-310; 39-284 

41-617; 41-339; 41-283 
43-432; 43-398; 
45-297; 45-288; 

49-332; 



50-339; 
53-283; 
67-692; 
157-676; 157-361; 
273-546; 280-512; 



49-338; 
50-326; 50-320; 50-269; 
54-260; 54-321; 54-296; 



43-310 
45-280 
49-306 
51 T 560 
58-249 



363-605; 371-485; 
435-541; 440-766; 



514-785; 535-723; 
548-796; 548-776; 
617-836; 622-902; 



69-581; 71-311; 73-249; 88-632 
169-680; 181-437; 180-358 
280-776; 280-548; 298-540 
387-608; 394-687; 
477-674; 490-931; 
525-773; 525-725; 



400-609 
490-741 
535-819 



36-291; 
38-296;' 



36-151; 
38-297; 



36- 
38- 



39-272; 39-263; 

41- 308; 41-276; 
43-273; 43-249; 

42- 302; 46-301; 



49-312; 
51-359; 
60-272; 



37- 356; 

38- 289; 

39- 241; 39- 
44-572; 45- 
43-214; 43- 
46-298; 48- 
49-247; 50- 
52-298; 
62-314; 



54- 
62- 



49-248; 
52-357; 
62-376; 
104-293; 112-410; 132-320; 
192-568; 232-830; 271-795; 
355-600; 356-617; 358-617; 
412-639; 426-603; 433-641; 
504-1062; 508-636; 513-655; 
548-956; 545-877; 547-812; 
572-1081; 566-768; 567-821; 608-844; 611-855; 626-1187; 
641-925; 646-856; 651-880; 666-1264; 660-875; 683-955; 
685-937; 703-1264; 692-946; 708-1290; 699-858; 703-960; 723-1292; 734-1262 
739-1262; 748-1041; 759-1019; 770-1078; 771-1069; 773-1019; 774-1264; 774- 
1002; 774-1071; 774-1064; 774-1044; 774-1015; 774-1014; 775-1261; 775-1043 
775-1042; 775-1029; 775-1022; 776-1058; 777-1048; 778-1271; 779-1262; 779- 
1016; 780-1317; 781-1278; .780-1051; 781-1046; 781-1047; 781-1025; 787-1056 
777-910; 789-1208; 789-1064; 795-1275; 796-1086; 796-1032; 796-1026; 803- 
1208; 804-1194; 807-1005; 807-1056; 848-1293; 848-1210; 851-1300; 850-1294 
855-1295; 853-1300; 856-1302; 858-1309; 859-1287; 863-1316; 865-1300; 877- 
1185; 885-1294; 895-1300; 897-1302; 910-1300; 912-1300; 918-1263; 918-1180 
923-1303; 925-1300; 926-1295; 928-1294; 934-1303; 938-1244; 945-1163; 951- 
1233; 964-1238; 974-1303; 974-1228; 977-1279; 998-1266; 1001-1294; 1011- 
1252; 1034-1311; 1032-1285; 1033-1200; 1040-1252; 1045-1300; 1045-1470 
1072-1285; 1079-1300; 1092-1294; 1100-1300; 1118-1412; 1121-1295; 1124 
1306; 1137-1300; 1144-1241; 1155-1266; 1168-1450; 1180-1300; 1190-1303 
1194-1301; 1199-1454; 1206-1288; 1207-1495; 1212-1394; 1226-1486; 1233 
1300; 1233-1294; 1257-1306; 1312-1486; 1380-1892; 1772-1962; 1778-2265 
1778-2016; 1780-1951; 1792-2309; 1792-2215; 1792-2034; 1793-1970; 1792 
1960; 1792-1897; 1799-2210; 1800-2124; 1800-1936; 1801-2207; 1801-2060 
1803-2036; 1808-2001; 1808-1943; 1828-2076; 1828-2075; 1836-2106; 1853 
1943; 1863-2090; 1876-:2130; 1876-2075; 1900-2011; 1900-2139; 1905-2198 
1910-2147; 1941-2213; 1982-2221; 2001-2249; 2010-2304; 2023-2287; 2057 
2525; 2060-2528; 2061-2530; 2062-2316; 2065-2529; 2073-2539; 2076-2525 
2076-2313; 2077-2535; 2081-2529; 2081-2539; 2085-2523; 2100-2525; 2104 
2532; 2107-2525; 2108-2528; 2114-2528; 2113-2532; 2119-2525; 2121-2521 
2123-2528; 2134-2532; 2146-2222; 2150-2557; 2151-2525; 2151-2332; 2162 
2544; 2164-2528; 2172-2525; 2175-2525; 2179-2624; 2187-2630; 2188-2582 
2237-2525; 2252-2544; 2263-2533; 2271-2521; 2271-2529; 2316-2677; 2329- 
2525; 2336-2624; 2349-2532; 2371-2525; 2448-2847 

509/LG:241291.46:2001JUN22 || 1-147; 94-641; 190-508; 203-354; 221-287; 
262-392; 311-622; 477-932; 539-1821; 545-1102; 589-1101; 596-1233; 603- 
1133; 614-1207; 615-1204; 625-1190; 631-1231; 647-1157; 659-1282; 666-1289 
674-1287; 679-1254; 681-1199; 682-1208; 682-1048; 682-1163; 695-1495; 702- 
1316; 700-1195; 703-1320; 703-1196; 722-1286; 731-1358; 733-1285; 737-1286 
739-1353; 733-1353; 739-1003; 761-1287; 763-1411; 769-1226; 768-1319; 773- 
1402; 773-1220; 790-1231; 796-1445; 806-1353; 808-1427; 812-1418; 814-1137 
818-1216; 826-1395; 844-1376; 856-1474; 859-1341; 861-1398; 871-1491; 877- 
1302; 878-1294; 880-1338; 881-1497; 881-1452; 886-1352; 887-1452; 887-1354 
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890-1467; 893-1173; 895-1353; 896-1429; 897-1473; 899-1397; 902-1479; 908- 
1161; 896-1508; 910-1424; 911-1517; 908-1176; 911-1475; 912-1437; 913-1424; 
918-1180; 918-1166; 919-1031; 918-996; 918-1174; 920-1521; 924-1176; 925- 
1083; 931-1227; 934-1476; 938-1507; 941-1611; 941-1548; 942-1454; 941-1316; 
947t1235; 948-1195; 950-1473; 962-1513; 958-1429; 957-1352; 961-1435; 963- 
1479; 964-1559; 964-1414; 977-1483; 984-1517; 987-1377; 985-1219; 989-1231; 
989-1269; 991-1235; 993-1255; 991-1251; 1004-1126; 997-1554; 990-1597; 992- 



1597; 


1007- 


-1524; 


1015- 


-1216; 


1006- 


-1258; 


1016- 


-1293; 


1003- 


-1581; 


1016- 


-1256; 


1010- 


1584; 


1006- 


1424; 


1010- 


•1475; 


1028- 


•1521; 


1030- 


-1314; 


1022- 


1621; 


1035- 


1288; 


1037- 


-1565; 


1038- 


-1521; 


1039- 


-1431; 


1060- 


-1448; 


1059- 


-1475; 


1048- 


-1613; 


1061- 


1475; 


1048- 


1611; 


1047- 


♦1727; 


1046- 


-1613; 


1051- 


•1471; 


1067- 


1200; 


1055- 


1655 ; 


1076- 


-1367 ; 


1065- 


-1629; 


1084- 


-1281; 


1074- 


-1667; 


1075- 


-1654; 


1078- 


-1601; 


1078- 


1714 ; 


1079- 


1586; 


1092- 


•1295; 


-1082- 


•1598; 


1095- 


-1474; 


1083- 


1662; 


1110- 


1596 ; 


1092- 


-1595 ; 


1111- 


-1236; 


1101- 


-1634; 


1101- 


-1708; 


1101- 


-1655; 


1113- 


-1390; 
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1117- 


1416; 


1130- 


-1507 ; 


1116- 


•1285; 


1124- 


•1474; 


1118- 


1611; 


1124- 


1653 ; 


1124- 


-1635 ; 


1123- 


-1764; 


1129- 


-1577; 


1132- 


-1594; 


1139- 


-1666; 


1143- 


-1766; 


1155- 


1703 ; 


1144- 


1691; 


1146- 


-1437; 


1152- 


-1274; 


1155- 


-1761; 
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2031-2252; 2033-2298; 2048-2197; 2049-2291; 2050-2286; 2031-2632; 2050- 
2373; 2050-2250; 2050-2303; 2050-2271; 2049-2214; 2050-2295; 2032-2277; 

2050- 2293; 2051-2202; 2051-2299; 2051-2324; 2050-2309; 2051-2294; 2036- 
2291; 2053-2224; 2037-2361; 2053-2304; 2053-2145; 2038-2284; 2038-2296; 

2040- 2292; 2052-2480; 2055-2117; 2041-2293; 2041-2262; 2039-2290; 2041- 
2269; 2041-2264; 2042-2621; 2042-2209; 2042-2287; 2057-2253; 2042-2271; 

2041- 2297; 2042-2291; 2042-2593; 2043-2239; 2042-2267; 2043-2274; 2042- 
2298; 2047-15476; 2044-2337; 2044-2300; 2044-2288; 2042-2288; 2042-2279; 

2042- 2270; 2044-2309; 2045-2302; 2048-2286; 2045-2313; 2045-2265; 2045- 
2493; 2046-2299; 2048-2493; 2047-2301; 2048-2662; 2047-2272; 2047-2252; 
2048-2296; 2048-2269; 2048-2300; 2047-2298; 2048-2306; 2048-2512; 2048- 
2302; 2048-2268; 2048-2304; 2048-2278; 2048-2253; 2048-2259; 2048-2297; 
2048-2313; 2048-2498; 2049-2311; 2049-2615; 2050-2324; 2066-2300; 2048- 
2287; 2048-2256; 2066-2301; 2051-2325; 2051-2307; 2051-2337; 2051-2289; 

2051- 2311; 2052-2284; 2052-2118; 2069-2340; 2052-2568; 2052-2308; 2052- 
2299; 2052-2291; 2053-2263; 2051-2304; 2055-2196; 2052-2274; 2053-2338; 
2055-2609; 2053-2325; 2055-2337; 2057-2209; 2055-2290; 2070-2297; 2056- 
2604; 2053-2337; 2060-2647; 2060-2330; 2062-2673; 2062-2307; 2062-2303; 
2063-2131; 2080-2163; 2067-2305; 2067-2195; 2067-2316; 2069-2343; 2069- 
2329; 2068-2311; 2069-2579; 2070-2326; 2069-2272; 2069-2295; 2070-2373; 
2069-2327; 2069-2326; 2078-2595; 2069-2328; 2069-2256; 2072-2373; 2071- 
2346; 2087-2294; 2073-2727; 2072-2553; 2072-2326; 2073-2563; 2072-2363; 
2072-2414; 2071-2255; 2072-2356; 2074-2360; 2074-2290; 2091-2322; 2076- 
2346; 2077-2421; 2077-2326; 2079-2399; 2077-2318; 2077-2255; 2079-2328; 
2080-2339; 2081-2338; 2081-2571; 2083-2304; 2082-2426; 2098-2154; 2085- 
2270; 2087-2190; 2087-2308; 2087-2306; 2088-2199; 2090-2393; 2092-2636; 
2091-2347; 2092-2677; 2094-2349; 2092-2248; 2093-2304; 2094-2278; 2094- 
2341; 2096-2326; 2098-2382; 2098-2383; 2101-2576; 2101-2423; 2103-2380; 
2121-2220; 2121-2346; 2112-2345; 2127-2346; 2114-2384; 2114-2366; 2130- 
2264; 2120-2265; 2120-2343; 2120-2333; 2121-2364; 2123-2406; 2126-2755.; 
2127-2361; 2129-2378; 2129-2362; 2161-2241; 2145-2347; 2150-2345; 2152- 
2398; 2158-2441; 2154-2398; 2157-2332; 2157-2360; 2163-2375; 2159-2440; 
2162-2735; 2160-2418; 2168-2613; 2167-2611; 2183-2317; 2185-2655; 2174- 
2698; 2174-2422; 2175-2683; 2188-2594; 2183-2440; 2182-2353; 2184-2476; 
2188-2706; 2188-2382; 2188-2656; 2192-2466; 2199-2456; 2205-2769; 2205- 
2636; 2207-2325; 2204-2458; 2205-2483; 2206-2481; 2206-2442; 2211-2742; 
2209-2457; 2215-2483; 2215-2455; 2217-2476; 2218-2419; 2215-2290; 2227- 
2523; 2227-2421; 2245-2484; 2248-2824; 2247-2564; 2250-2896; 2251-2394; 
2248-2430; 2247-2512; 2248-2431; 2252-2736; 2253-2521; 2254-2607; 2255- 
2514; 2256-2415; 2257-2792; 2254-2458; 2256-2492; 2256-2500;" 2263-2842; 
2270-2802; 2271-2758; 2270-2829; 2268-2562; 2278-2337; 2279-2483; 2278- 
2493; 2282-2590; 2282-2535; 2283-2537; 2301-2457; 2285-2723; 2285-2549; 
2282-2609; 2282-2542; 2285-2558; 2288-2639; 2288-2399; 2293-2531; 2295- 
2392; 2295-2477; 2296-2533; 2295-2525; 2297-2545; 2300-2457; 2300-2506; 
2305-2399; 2307-2730; 2305-2535; 2307-2592; 2314-2556; 2310-2464; 2312- 
2554; 2313-2755; 2314-2558; 2312-2553; 2315-2556; 2321-2880; 2320-2600; 
2322-2550; 2323-2466; 2323-2555; 2324-2862; 2322-2563; 2327-2424; 2333- 
2449; 2329-2560; 2336-2870; 2337-2477; 2339-2578; 2344-2720; 2345-2713; 
2346-2602; 2345-2468; 2345-2578; 2353-2756; 2353-2612; 2354-2863; 2354- 
2864; 2354-2591; 2352-2579; 2352-2576; 2352-2544; 2357-2627; 2358-2440; 
2359-2843; 2358-2573; 2362-2602; 2362-2612; 2372-2858; 2363-2615; 2361- 
2469; 2369-2570; 2369-2464; 2371-2545; 2368-2569; 2370-2579; 2372-2971; 
2376-2539; 2375-2623; 2376-2620; 2377-2505; 2377-2509; 2376-2583; 2375- 
2594; 2377-2605; 2375-2598; 2377-2607; 2379-2932; 2380-2620; 2377-2532; 
2382-2637; 2387-2911; 2388-2616; 2389-2585; 2390-2633; 2390-2791; 2390- 
2888; 2390-2840; 2390-2598; 2406-2515; 2377-3005; 2407-2515; 2394-2626; 
2401-2610; 2403-2622; 2406-2692; 2406-2613; 2415-2796; 2419-2633; 2419- 
2621; 2418-2561; 2419-2661; 2420-2667; 2419-2589; 2421-2680; 2424-2554; 
2429-2646; 2429-2636; 2429-2706; 2429-2642; 2430-2660; 2437-2645; 2441- 
2693; 2442-2664; 2440-2586; 2450-2522; 2452-2679; 2453-2626; 2454-2592; 
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2457-2770; 2457-2708; 2461-2681; 2461-2731; 2467-2864; 2471-2639; 2476- 
2572; 2479-2567; 2479-2626; 2481-2673; 2481-2698; 2486-2608; 2494-2738; 
2498-2879; 2528-2832; 2524-2724; 2524-2681; 2528-2635; 2517-2851; 2537- 
2647; 2539-2772; 2539-2777; 2542-2647; 2547-2796; 2559-2835; 2560-2617; 
2568-2701; 2572-2818; 2580-2663; 2590-2788; 2603-2840; 2605-2713; 2605- 
2837; 2610-2856; 2612-2865; 2615-2832; 2616-2821; 2616-2754; 2616-2822; 
2634-2815; 2636-2852; 2628-2975; 2646-2756; 2657-3048; 2783-3016; 2799- 
3370; 2799-3074; 2839-3089; 2843-3029; 2853-3071; 2854-3216; 2858-3102; 
2858-3076; 2865-3019; 2866-3120; 2866-3019; 2868-3018; 2885-3052; 2884- 
3123; 2889-3129; 2900-3044; 2922-3164; 2922-3161; 2934-3198; 2925-3162; 
2948-3158; 2953-3077; 2961-3100; 3024-3528; 3017-3207; 3020-3190; 3035- 
3255; 3048-3677; 3034-3107; 3051-3277; 3054-3352; 3055-3520; 3055-3588; 
3057-3616; 3057-3530; 3063-3531; 3064-3231; 3068-3452; 3069-3655; 3055- 
3352; 3068-3629; 3064-3152; 3079-3587; 3081-3207; 3082-3333; 3085-3466; 
3085-3529; 3086-3560; 3089-3354; 3103-3414; 3090-3531; 3096-3518; 3085- 
3405; 3100-3436; 3112-3378; 3116-3370; 3121-3503; 3127-3532; 3132-3381; 
3141-3377; 3120-3400; 3146-3528; 3157-3518; 3157-3489; 3163-3529; 3165- 
3526; 3152-3263; 3171-3398; 3174-3425; 3174-3520; 3173-3433; 3177-3468; 
3178-3440; 3178-3418; 3182-3282; 3183-3526; 3190-3405; 3190-3520; 3179- 
3520; 3192-3348; 3210-3414; 3208-3427; 3209-3529; 3209-3525; 3211-3313; 
3213-3526; 3189-3489; 3215-3432; 3215-3449; 3217-3495; 3216-3520; 3218- 
3526; 3218-3450; 3218-3445; 3194-3399; 3219-3532; 3224-3494; 3228-3469; 
3232-3519; 3233-3498; 3225-3485; 3237-3528; 3239-3526; 3219-3417; 3233- 
3395; 3244-3530; 3266-3514; 3268-3526; 3268-3533; 3271-3527; 3259-3479; 
3286-3526; 3268-3433; 3295-3916; 3296-3520; 3301-3535; 3306-3528; 3305- 
3540; 3309-3575; 3309-3529; 3308-3528; 3316-3522; 3319-3528; 3326-3526; 
3326-3520; 3307-3527; 3332-3525; 3334-3530; 3337-3501; 3339-3520; 3340- 
3524; 3343-3535; 3347-3521; 3349-3526; 3349-3430; 3349-3533; 3340-3467; 
3341-3620; 3355-3532; 3357-3530; 3355-3526; 3356-3526; 3356-3533; 3358- 
3520; 3358-3531; 3366-3841; 3359-3531; 3361-3492;' 3361-3526; 3363-3520; 
3366-3838; 3367-3508; 3366-3533; 3366^3526; 3368-3531; 3366-3528; 3368- 
3535; 3368-3543; 3368-3513; 3377-3520; 3368-3478; 3383-3526; 3361-3496; 
3384-3519; 3386-3523; 3393-3458; 3400-3526; 3409-3526; 3416-3526; 3418- 
3641; 3418-3529; 3419-3524; 3396-3527; 3418-3526; 3425-3520; 3432-3590; 
3438-3526; 3440-3528; 3442-3526; 3441-3610; 3444-3529; 3446-3525; 3438- 
3529; 3453-3535; 3454-3520; 3454-3525; 3455-3526; 3460-3526; 3463-3526; 
3465-3712; 3470-3520; 3470-3531; 3482-4005; 3513-4172; 3513-3816; 3526- 
3808; 3544-4158; 3578-4114; 3586-3849; 3627-4111; 3642-4040; 3688-3889; 
3693-3792; 3694-3970; 3706-4167; 3706-3959; 3748-4295; 3762-4279; 3775- 
3881; 3813-4412; 3828-3913; 3845-4153; 3848-4122; 3847-4001; 3858-3989; 
3864-4493; 3869-4462; 3880-4314; 3887-4416; 3890-4151; 3896-4361; 3913- 
4463; 3925-4435; 3927-4228; 3932-4007; 3940-4363; 3968-4453; 3990-4647; 
4005-4281; 4023-4243; 4031-4119; 4036-4283; 4050-4468; 4066-4691; 4105- 
4380; 4108-4158; 4118-4634; 4118-4398; 4159-4707; 4161-4453; 4158-4788; 
4176-4457; 4184-4683; 4221-4797; 4224-4775; 4233-4816; 4236-4528; 4238- 
4521; 4238-4459; 4238-4385; 4294-4781; 4301-4491; 4303-4574; 4316-4647; 
4322-4537; 4326-4587; 4331-4582; 4344-4583; 4344-4609; 4378-4651; 4390- 
4664; 4410-4935; 4408-4478; 4410-4634; 4409-4944; 4410-4931; 4428-4625; 
4428-4662; 4429-4707; 4493-4768; 4493-4766; 4501-4746; 4535-4904; 4549- 
4780; 4552-5142; 4553-5024; 4555-5000; 4558-4773; 4571-4712; 4574-4819; 
4596-5160; 4603-4766; 4602-4845; 4610-4829; 4620-4893; 4623-4969; 4631- 
5114; 4631-4840; 4632-4883; 4632-5104; 4640-5005; 4662-4903; 4686-4957; 
4697-4890; 4736-5233; 4785-5048; 4790-5025; 4800-5023; 4809-5246; 4805- 
5438; 4820-5088; 4829-5087; 4829-5059; 4836-5331; 4856-4996; 4889-5082; 
4891-5040; 4891-5035; 4894-5478; 4904-5263; 4904-5122; 4909-5028; 4922- 
5090; 4940-5545; 4936-5355; 4943-5143; 4945-5177; 4958-5200; 4958-5196; 
4968-5275; 4974-5272; 4975-5463; 4981-5322; 4995-5286; 4995-5285; 5033- 
5263; 5060-5213; 5059-5196; 5061-5719; 5072-5306; 5076-5308; 5085-5175; 
5086-5341; 5097-5283; 5098-5426; 5104-5315; 5098-5365; 5128-5297; 5135- 
5488; 5148-5508; 5158-5762; 5165-5428; 5174-5431; 5193-5474; 5198-5411; 
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5200-5426; 5200-5516; 5201-5505; 5206-5542; 5209-5468; 5216-5452; 5210- 
5487; 5242-5485; 5243-5499; 5248-5460; 5263-5927; 5283-5749; 5278-5543; 
5283-5676; 5289-5771; 5308-5852; 5309-5835; 5323-5797; 5323-5635; 5323- 
5834; 5326-5621; 5331-5834; 5350-5692; 5362-5728; 5354-5794; 5357-5835; 
5355-5851; 5365-5736; 5369-5835; 5376-5834; 5377-5632; 5395-5834; 5400- 
5790; 5408-5834; 5407-5934; 5414-5835; 5425-5836; 5424-5837; 5428-5680; 
5429-5836; 5430-5839; 5434-5834; 5435-5704; 5439-5835; 5439-5790; 5440- 
5711; 5441-5918; 5484-5835? 5490-5834; 5493-5836; 5496-6049; 5498-5749; 
5507-5836; 5514-5840; 5524-5836; 5545-6065; 5547-5805; 5554-5708; 5564- 
6050; 5564-5789; 5573-5840; 5591-5835; 5594-5872; 5597-6074; 5602-6085; 
5605-5834; 5620-6051; 5649-5823; 5653-5904; 5654-5854; 5670-5935; 5673- 
5935; 5670-6190; 5671-6162; 5690-6237; 5694-5757; 5697-5936; 5700-5835; 
5722-5980; 5731-5938; 5749-5835; 5770-5841; 5771-6332; 5804-6224; 5823- 
6028; 5847-5924; 5884-6239; 5906-6471; 5915-6220; 5936-6482; 5956-6311; 
5972-6177; 5981-6200; 5992-6238; 6004-6482; 6007-6261; 6042-6601; 6053- 
6298; 6054-6240; 6104-6482; 6105-6283; 6105-6574; 6152-6482; 6211-6711; 
6211-6462; 6212-6457; 6215-6480; 6229-6826; 6242-6401; 6244-6765; 6247- 
6813; 6272-6745; 6277-6356; 6298-6581; 6326-6867; 6330-6826; 6330-6786; 
6340-6395; 6345-6482; 6347-6780; 6361-6482; 6377-6482; 6385-6782; 6397- 
6469; 6427-6482; 6524-6803; 6522-6779; 6524-7074; 6525-6736; 6526-6806; 
6526-6749; 6524-7138; 6531-6584; 6531-6726; 6642-6862; 6642-6997; 6660- 
6924; 6660-7194; 6660-6886; 6660-7063; 6661-6816; 6665-7061; 6697-7137; 
6704-6879; 6712-6931; 6715-7231; 6722-7305; 6727-7270; 6737-7262; 6737- 
7233; 6739-7087; 6750-6998; 6776-7210; 6823-7253; 6840-7094; 6915-7449; 
6919-7509; 6914-7273; 6973-7206; 7010-7509; 7000-7061; 7151-7373; 7297- 
7725; 7317-7542; 7314-7959; 7346-7916; 7388-7825; 7481-7916; 7485-7870; 
7495-7916; 7503-7949; 7596-7802; 7596-8026; 7628-7868; 7650-7916; 7732- 
7916; 7769-7949; 7848-8141; 2107-2350; 2017-2302; 2387-2610; 2010-2069; 
3458-3526; 2048-2293; 3460-3529; 7848-7916; 3461-3526; 3466-3529; 3466- 
3528; 2397-2457; 3469-3528; 3467-3523; 3470-3526 ;. 3461-3514 ; 3473-3526; 
2033-2127; 3471-3520; 2674-2767; 3428-3520; 7827-7916; 2816-2903; 3433- 
3520; 3443-3529; 2215-2300; 1832-1917; 3446-3529; 7319-7375; 2048-2126; 
3447-3525; 2671-2748; 7841-7916; 3433-3510; 3453-3526; 2002-2076; 2697- 
2756; 2038-2147; 1898-1969; 2167-2272; 3419-3525; 2978-3083; 2028-2120; 
3425-3526; 7814-7916; 1995-2096; 3429-3527; 3415-3514; 3428-3526; 3429- 
3526; 2840-2935; 3430-3526; 3309-3405; 960-1055; 3428-3522; 3284-3409; 571- 
696; 2059-2182; 3179-3301; 3407-3529; 3431-3530; 3408-3529; 2543-2663; 
3408-3526; 3084-3203; 2898-3012; 2876-2989; 7596-7709; 2692-2804; 2059- 
2172; 2910-3021; 3130-3256; 2831-2943; 2517-2635; 3397-3507; 3299-3412; 
2042-2158-; 2048-2185; 3386-3524; 3121-3258; 2994-3130; 1378-1513; 2884- 
3018; 3394-3526; 2723-2856; 3271-3403; 3398-3529; 7784-7916; 3397-3527; 
2757-2884; 3117-3246; 2207-2336; 3260-3389; 3394-3523; 2356-2483; 3124- 
3251; 2573-2722; 2856-3005; 3362-3509; 3378-3526; 7795-7943; 888-1035; 
3383-3529; 2958-3104; 3383-3527; 2310-2453; 3384-3529; 2069-2212; 3268- 
3411; 3385-3529; 2956-3095; 3383-3525; 2865-3005; 2050-2189; 2351-2490; 
3387-3526; 3193-3332; 2800-2958; 3085-3242; 3201-3358; 3194-3351; 3371- 
3526; 3364-3520; 1963-2098; 3109-3264; 2540-2693; 2889-3032; 2848-3000; 
3325-3477; 3369-3520; 3375-3526; 2868-3019? 2094-2244; 3373-3520; 2885- 
3054; 3355-3523? 3359-3529; 3358-3526; 3357-3526; 1518-1684; 3359-3526; 
3358-3524? 2842-3008? 3361-3529; 1988-2154; 2353-2517; 3092-3258; 3020- 
3185; 2955-3120; 3032-3196; 3275-3436; 2843-3006; 2855-3018; 3362-3523; 
3156-3317; 3359-3520; 3365-3520; 3352-3529; 2279-2455; 1863-2039; 2501- 
2677; 3351-3526; 3357-3531; 2557-2731; 3355-3527; 2051-2224; 3266-3439; 
2018-2190; 2282-2454; 2025-2196; 2147-2318; 2312-2483; 2844-3014; 7630- 
7800; 2891-3062; 3359-3527; 2025-2195; 2371-2540; 3343-3526; 2739-2921; 
3352-3526; 1988-2170; 2697-2878; 2279-2459; 2059-2239; 2209-2389; 3366- 
3529; 2780-2959; 3226-3405; 2050-2228; 2247-2424; 2033-2211; 3222-3399; 
2480-2671; 2023-2214; 2959-3149; 3336-3526; 2063-2253; 2734-2924; 2024- 
2199; 2812-3001; 3337-3526; 3338-3526; 2777-2966; 3330-3520; 2978-3165; 
3339-3526; 3333-3519; 3334-3520; 2364-2549; 3341-3526; 2464-2648; 3327- 
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3523; 3346-3531; 2820-3015; 1680-1866; 2815-3009; 7755-7948; 3196-3390; 
2138-2332; 2048-2242; 3189-3376; 2147-2341; 2442-2635; 7870-7959; 3336- 
3529; 1988-2180; 3346-3526; 2054-2246; 2184-2375; 2974-3175; 3157-3359; 
2598-2799; 2280-2480; 2161-2361; 2963-3163; 3329-3529; 3045-3245; 2146- 
2345; 3321-3520; 2959-3155; 3212-3411; 3183-3382; 3060-3259; 2537-2736; 
2011-2209; 2225-2422; 2068-2265; 1994-2190; 2219-2415; 3329-3526; 3224- 
3420; 2130-2326; 2068-2259; 3321-3526; 2842-3047; 7762-7959; 3324-3529; 
3107-3311; 2028-2233; 1940-2144; 3222-3425; 3329-3528; 2131-2324; 2564- 
2767; 2977-3180; 3324-3526; 2254-2456; 1997-2199; 3328-3529; 7139-7340; 
2404-2605; 7618-7819; 1980-2181; 3325-3530; 2424-2633; 2772-2981; 2778- 
2987; 3311-3520; 2042-2254; 3064-3273; 2360-2568; 2001-2209; 2048-2258; 
2431-2639; 3152-3360; 2045-2251; 3313-3520; 2048-2254; 2086-2293; 2165- 
2372; 2811-3017; 2141-2347; 7137-7205; 3107-3320; 2038-2251; 3229-3430; 
1921-2134; 2050-2263; 2053-2265; 3309-3520; 1654-1857; 2049-2261; 7769- 
7959; 2993-3205; 3291-3502; 2188-2399; 3318-3529; 3308-3519; 1879-2089; 
2131-2341; 3063-3273; 2703-2913; 2677-2887; 2390-2600; 2417-2626; 3198- 
3415; 3027-3244; 3310-3526; 2801-3017; 3109-3325; 2751-2965; 2125-2336; 
3149-3364; 3305-3520; 2253-2468; 1989-2203; 3190-3403; 7351-7571; 2139- 
2359; 3307-3526; 2048-2267; 2158-2376; 2052-2270; 2051-2269; 2288-2506; 
3308-3526; 2126-2344; 2139-2356; 2001-2219; 3244-3461; 3222-3445; 2161- 
2384; 2969-3191; 2114-2337; 2418-2640; 2736-2958; 3356-3528; 2865-3087; 
3189-3406; 2218-2440; 2279-2500; 2323-2544; 3059-3270; 2254-2475; 2786- 
3007; 3306-3526; 3104-3324; 3197-3422; 1951-2176; 2721-2947; 2690-2915; 
2104-2329; 3167-3392; 2084-2309; 2129-2354; 2045-2269; 3167-3391; 2888- 
3112; 2001-2225; 3301-3525; 2080-2304; 2215-2439; 2033-2256; 2025-2248; 
1986-2210; 3229-3451; 1912-2141; 3304-3532; 3296-3524; 1926-2154; 3009- 
3237; 2955-3181; 2000-2227; 789-1017; 3276-3503; 2023-2250; 1659-1871; 
2557-2783; 2048-2274; 2117-2348; 3274-3505; 2041-2272; 2057-2287; 2039- 
2269; 3188-3417; 2904-3134; 2137-2367; 2040-2269; 2452-2681; 3005-3234; 
2116-2345; 2923-3152; 2559-2788; 3295-3524; 2106-2335; 2557-2786; 3095- 
3328; 2157-2390; 2570-2801; 1636-1857; 2522-2755; 2050-2283; 2902-3135; 
2130-2363; 2712-2947; 2131-2363; 2258-2490; 2947-3179; 2045-2277; 2961- 
3193; 2361-2592; 3085-3316; 2033-2264; 2327-2562; 2048-2283; 2295-2530; 
2732-2967; 2733-2968; 2248-2483; 2923-3158; 1910-2145; 2077-2311; 3295- 
3529; 3065-3299; 3286-3520; 1653-1871; 2778-3012; 3291-3525; 2635-2869; 
2527-2761; 2385-2612; 2418-2652; 3292-3526; 1679-1901; 2091-2325; 2255- 
2489; 3218-3453; 2872-3102; 2031-2265; 2077-2310; 7418-7657; 3086-3323; 
2744-2981; 2455-2693; 3236-3473; 2539-2776; 2016-2253; 2253-2490; 2420- 
2657; 2044-2281; 3118-3354; 1949-2185; 2457-2693; 2496-2733; 2665-2901; 
3552-3788; 2462-2698; 2376-2612; 2068-2304; 2098-2331; 3055-3294; 2918- 
3157; 2749-2988; 2028-2267; 2050-2289; 2463-2702; 1994-2233; 2127-2365; 
2085-2323; 3079-3317; 2157-2395; 2561-2799; 2985-3223; 2780-3018; 3033- 
3271; 2476-2714; 3288-3526; 2051-2290; 2013-2251; 2642-2883; 2625-2867; 
2167-2408; 3105-3346; 2678-2919; 2888-3129; 2247-2488; 894-1107; 2098-2339; 
2616-2857; 2958-3199; 3288-3527; 2956-3196; 2991-3227; 2865-3108; 2052- 
2294; 1631-1859; 2138-2381; 3283-3526; 2303-2546; 2027-2269; 2280-2522; 
698-936; 2048-2290; 2979-3221; 2023-2266; 2042-2283; 1630-1859; 2126-2371; 
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2315; 2069-2319; 3279-3529; 2154-2404; 2024-2274; 2058-2311; 2699-2953; 
3245-3499; 2561-2814; 3089-3343; 2948-3201; 2833-3085; 3273-3526; 1979- 
2232; 3222-3475; 2041-2294; 1998-2250; 2044-2296; 2070-2322; 2094-2346; 
2989-3241; 2069-2321; 2050-2302; 3279-3527; 2076-2328; 2450-2702; 3019- 
3271; 2279-2529; 3250-3502; 3010-3266; 2143-2398; 2734-2980; 2006-2261; 
2042-2297; 3176-3422; 3259-3511; 2621-2876; 2819-3074; 2987-3242; 1987- 
2242; 2749-3000; 2009-2264; 2526-2780; 2563-2817; 2051-2305; 3079-3333; 
3278-3527; 2098-2352; 2164-2418; 2104-2362; 3006-3264; 2103-2357; 2951- 
3209; 2199-2452; 2169-2426; 2141-2398; 2139-2396; 2251-2508; 2152-2409; 
7596-7743; 2059-2315; 2085-2341; 1956-2212; 2099-2355; 506-762; 2365-2621; 
2776-3023; 2153-2412; 2268-2523; 2139-2398; 2249-2501; 2058-2318; 2084- 
2343; 2973-3232; 2053-2313; 2045-2304; 2911-3170; 2328-2587; 2253-2512; 
2052-2311; 3182-3440; 2070-2329; 2041-2299; 2041-2273; 2757-3018; 1615- 
1863; 1987-2248; 3265-3526; 2582-2843; 2063-2323; 3134-3380; 1897-2136; 
2049-2310; 2442-2702; 1965-2225; 458-721; 2537-2796; 2041-2304; 2886-3149; 
2207-2470; 2478-2741; 2098-2361; 2080-2342; 2140-2391; 2756-3018; 3263- 
3525; 2282-2544; 2681-2939; 3058-3320; 2087-2349; 2888-3149; 2036-2298; 
2792-3039; 3153-3414; 2980-3241; 2096-2361; 2377-2642; 1920-2185; 2744- 
3008; 1942-2207; 2027-2291; 2373-2636; 2251-2515; 1980-2245; 7137-7261; 
2207-2469; 2665-2928; 2981-3248; 2395-2662; 2098-2365; 2122-2388; 2451- 
2718; 2032-2298; 2885-3151; 2329-2595; 2751-3017; 2459-2725; 2072-2338; 

2024- 2290; 2050-2315; 2025-2290; 2099-2364; 2072-2337; 2268-2533; 2079- 
2344; 2052-2321; 2295-2564; 2350-2620; 2419-2688; 2695-2963; 2743-3011; 
1949-2217; 2427-2695; 2057-2325; 2153-2421; 3106-3374; 2077-2345; 2371- 
2638; 1988-2255; 2384-2651; 7297-7564; 2106-2373; 2612-2879; 1619-1872; 
2824-3091; 2025-2292; 2039-2310; 2069-2339; 2138-2409; 1978-2249; 2260- 
2530; 2104-2374; 2087-2357; 2039-2309; 1978-2248; 2050-2320; 2044-2314; 

.2048-2318; 2954-3224; 2028-2297; 3264-3526; 2211-2480; 2152-2420; 1598- 
1861; 2330-2600; 1982-2251; 2438-2711; 2054-2327; 2374-2635; 2217-2489; 
2743-3015; 2064-2334; 2461-2733; 2775-3047; 2025-2296; 7755-7860; 1427- 
1697; 3266-3526; 2139-2410; 2962-3233; 3145-3416; 2437-2708; 2049-2320; 

2048- 2319; 3143-3416; 1992-2267; 2050-2325; 2351-2626; 3252-3526; 2051- 
2326; 2457-2731; 115-389; 3184-3458; 1991-2265.; 2852-3126; 2248-2522; 3167- 
3441; 2377-2651; 2294-2566; 2045-2318; 1979-2252; 2421-2694; 3260-3526; 
1988-2265; 2098-2375; 2071-2348; 3001-3278; 2183-2453; 2120-2397; 2255- 
2531; 2359-2636; 2559-2836; 2062-2338; 2324-2600; 2049-2325; 2038-2314; 

2025- 2301; 2736-3012; 2297-2573; 2086-2359; 1988-2263; 2051-2327; 2048- 
2328; 2217-2496; 2953-3233; 2321-2599; 3240-3514; 3093-3372 ;. 2482-2761 ; 

2049- 2328; 2048-2327; 2050-2329; 2052-2331; 2145-2424; 2918-3198; 3179- 
3458; 2525-2803; 2103-2381; 1983-2261; 2323-2601; 2073-2351; 2841-3118; 
3242-3520; 1987-2265; 2026-2303; 2903-3180; 3107-3386; 2052-2329; 3251- 
3526; 3255-3531; 2042-2324; 2016-2298; 2737-3019; 3244-3526; 2055-2336; 
3245-3526; 2417-2698; 3181-3462; 1621-1889; 2040-2321; 2051-2332; 3155- 
3437; 3183-3464; 2037-2322; 2374-2659; 3149-3434; 3028-3313; 2080-2364; 
3240-3521; 2016-2300; 2526-2810; 3026-3310; 2052-2336; 2071-2354; 3151- 
3434; 3243-3526; 2145-2428; 2033-2315; 2053-2336; 2064-2352; 2204-2492; 
2016-2304; 3086-3372; 2070-2357; 2097-2384; 2008-2295; 3240-3526; 2171- 
2457; 3156-3442; 2053-2339; 7595-7870; 1588-1861; 2910-3196; 2097-2383; 
2984-3270; 3243-3529; 2050-2336; 3089-3375; 2733-3019; 2089-2375; 2134- 
2426; 1978-2269; 3060-3351; 2050-2342; 2099-2391; 1979-2270; 2860-3151; 
2379-2670; 2099-2392; 3037-3327; 2756-3046; 3085-3375; 2956-3245; 3237- 
3526; 2222-2512; 3238-3524; 2067-2356; 2815-3104; 2053-2350; 2515-2812; 
2833-3128; 2044-2340; 3228-3521; 2006-2302; 2049-2345; 1579-1860; 2663- 
2959; 2321-2613; 2050-2345; 3233-3528; 3231-3526; 3142-3437; 2050-2346; 
2042-2337; 2342-2636; 2114-2408; 3180-3474; 2074-2368; 2312-2605; 1610- 
1851; 1999-2286; 3231-3524; 3231-3523; 2374-2667; 3130-3423; 1946-2239; 
7389-7694; 2024-2328; 2328-2630; 2122-2424; 2564-2865; 2279-2579; 1988- 
2289; 3066-3366; 2733-3032; 2479-2777; 3183-3481; 7619-7916; 2025-2322; 
3216-3526; 3159-3468; 3090-3399; 1977-2286; 2049-2357; 2044-2352; 2220- 
2490; 3222-3529; 2050-2355; 2154-2458; 2129-2432; 3223-3526; 2778-3081; 
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1759- 


2173; 


1759- 


1887; 


1790- 


1937; 


1791- 


1949; 


1781- 


2176; 


1764- 


1888; 


1801- 


1888; 


1801 


-1887; 


1803 


-1888; 


1778 


-2047; 


1783 


-1991; 


1783 


-2339; 


1804 


-2243; 


1821- 


2073; 


1796- 


1888; 


1799- 


2073; 


1821- 


2308; 


1835- 


2374; 


1820- 


2064; 


1820- 


1888; 


1822 


-1989; 


1822 


-1919; 


1832 


-2090; 


1832 


-2118; 


1832 


-2081; 


1867 


-2264; 


1908- 


1993; 


1876- 


2235; 


1882- 


2114; 


1902- 


2181; 


1888- 


2387; 


1907- 


2355; 


1913- 


2151; 


1906 


-2465; 


1906 


-2129; 


1907 


-2187; 


1907 


-2153; 


1907 


-2117; 


1913 


-2121; 


1913- 


2096; 


1942- 


2175; 


1927- 


2116; 


1945- 


2182; 


1952- 


2239; 


1958- 


2312; 


1956- 


2187; 


1960 


-2233; 


1966 


-2382; 


1982 


-2478; 


1958 


-2195; 


1964 


-2570; 


1982 


-2370; 


1971- 


2186; 


1990- 


2211; 


1991- 


2214; 


1993- 


2186; 


1978- 


2238; 


1997- 


2333; 


1996- 


2234; 


1997 


-2238; 


1997 


-2119; 


1998 


-2669; 


1994 


-2600; 


1997 


-2592; 


2016 


-2417; 


2016- 


2295; 


2036- 


2572; 


2027- 


2669; 


2017- 


2187; 


2041- 


2642; 


2049- 


2301; 


2049- 


2334; 


2049 


-2328; 


.2075 


-2665; 


2075 


-2593; 


2075 


-2208; 


2093 


-2350; 


2095 


-2364; 


2099- 


2327; 


2100- 


2327; 


2090- 


2567; 


2090- 


2304; 


2090- 


2570; 


2118- 


2322; 


2120- 


2658; 


2123 


-2672; 


2148 


-2640; 


2138 


-2662; 


2160 


-2402; 


2143 


-2671; 


2164 


-2392; 


2165- 


2381; 


2157- 


2700; 


2174- 


2706; 


2175- 


2421; 


2203- 


2665; 


2204- 


2486; 


2207- 


2342; 


2218 


-2703; 


2232 


-2706; 


2236 


-2698; 


2222 


-2424; 


2222 


-2439; 


2239 


-2563; 


2224- 


2594; 


2244- 


2333; 


2248- 


2696; 


2249- 


2696; 


2257- 


2706; 


2258- 


2437; 


2245- 


2703; 


2245 


-2709; 


2264 


-2707; 


2251 


-2698; 


2252 


-2703; 


2253 


-2464; 


2254 


-2703; 


2272- 


2698; 


2272- 


2707; 


2257- 


2703; 


2274- 


2703; 


2259- 


2502; 


2280- 


2698; 


2282- 


2696; 


2283 


-2698; 


2288 


-2696; 


2284 


-2514; 


2295 


-2696; 


2297 


-2368; 


2298 


-2707; 


2284- 


2511; 


2301- 


2698; 


2285- 


2704; 


2286- 


2703; 


2303- 


2707; 


2288- 


2653; 


2305- 
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2698; 2307-2698; 2309-2698; 2311-2703; 2296-2703; 2329-2703; 2333-2706; 
2335-2619; 2336-2698; 2341-2706; 2342-2427; 2347-2703; 2349-2688; 2352- 
2706; 2356-2693; 2359-2707; 2361-2669; 2361-2635; 2362-2703; 2346-2604; 
2364-2611; 2365-2492; 2353-2587; 2376-2701; 2377-2710; 2365-2703; 2382- 
2704; 2385-2703; 2387-2704; 2403-2703; 2410-2703; 2403-2701; 2413-2703; 
2413-2605; 2417-2696; 2431-2682; 2433-2663; 2417-2661; 2475-2698; 2498- 
2701; 2499-2703; 2515-2703; 2567-2703; 2571-2707; 2561-2678; 2586-2707; 
2602-2703; 2619-2704; 2203-2409; 2201-2362; 1758-1864; 2003-2601; 1938- 
2600; 693-1162; 662-1125; 685-1157; 2249-2703; 699-1154; 707-1162; 859- 
1166; 713-1166; 2368-2691; 2309-2701; 2314-2708; 749-1161; 2285-2694; 2246- 
2704; 625-1147 

519/LG:331499.8:200UUN22 || 1-257; 11-342; 11-411; 11-268; 14-291; 30-735; 
29-646; 30-286; 31-531; 33-356; 36-471; 35-418; 35-240; 36-333; 39-278; 41- 
206; 47-289; 54-319; 56-324; 63-304; 71-484; 68-324; 68-278; 70-245; 70- 
679; 74-327; 89-332; 91-513; 94-339; 111-307; 166-229; 250-695; 293-741; 
308-877; 382-715; 383-646; 492-690; 517-787; 573-941; 633-1226; 641-1031; 
641-857; 721-969; 726-860; 733-980; 739-1217; 759-1211; 790-1136; 864-1165; 
865-1458; 865-1450; 865-1424; 875-1141; 979-1609; 1000-1211; 1022-1182; 
1040-1628; 1038-1628; 1057-1314; 1089-1521; 1099-1628; 1099-1617; 1109- 
1531; 1126-1535; 1136-1389; 1137-1461; 1137-1231; 1143-1843; 1226-1466; 
1528-2127; 1789-2303; 1827-2081; 1844-2169; 2069-2317; 2161-2405; 2188- 
2551; 2259-2423; 2296-2404; 2326-2404; 2328-2437 

520/IiG:331582.12:2001JUN22 || 1-568; 1-544; 34-543; 41-261; 42-275; 96-588; 
111-391; 134-453; 133-582; 183-586; 228-528; 279-583; 294-542; 294-558; 
301-519; 301-501; 301-582; 306-502; 317-583; 317-596; 355-582; 451-583; 
530-797; 530-581; 593-1158; 613-854; 615-888; 660-911; 694-1128; 710-1130; 
743-1023; 773-1060; 775-1066; 799-1084; 802-997; 802-995; 821-903; 830- 
1081; 839-1016; 908-1324;' 1041-1609; 1048-1557; 1048-1553; 1073-1396; 1117- 
1619; 1224-1497; 1230-1724; 1247-1680; 1247-1527; 1247-1487; 1247-1441; 
1250-1651; 1305-1587; 1308-1874; 1351-1635 ;; 1369-2151 ; 1554-1862; 1554- 
1701; 1547-1898; 1573-2354; 1576-1857; 1587-2044; 1614-1784; 1617-1943; 
1627-1889; 1638-2174; 1638-2091; 1638-1843; 1638-1832; 1638-1810; 1656- 
1949; 1679-2111; 1678-1879; 1690-1816; 1706-2095; 1707-1924; 1710-2052; 
1739-1983; 1741-1974; 1745-2010; 1763-2286; 1823-2069; 1825-2445; 1827- 
2504; 1833-2441; 1836-2462; 1860-2026; 1868-2437; 1870-2418; 1881-2485; 
1891-2524; 1918-2152; 1919-2489; 1923-2140; 1928-2203; 1940-2262; 1946- 
2069; 1957-2304; 1988-2134; 2021-2297; 2055-2249; 2068-2536; 2077-2524; 
2089-2522; 2102-2524; 2103-2530; 2113-2527; 2114-2423; 2114-2367; 2115- 
2480; 2121-2452; 2126-2360; 2138-2529; 2142-2518; 2143-2445; 2161-2368; 
2165-2426; 2166-2524; 2166-2416; 2171-2524; 2188-2533; 2188-2518; 2197- 
2536; 2207-2516; 2215-2519; 2215-2516; 2234-2530; 2241-2476; 2252-2524; 
2267-2524; 2269-2523; 2325-2518; 2330-2522; 2330-2515; 2333-2524; 2334- 
2531; 2356-2525; 2358-2545; 2395-2554; 2447-2522 

521/I*G:333017.12:2001JUN22 || 76-559; 102-555; 100-555; 184-553; 237-552; 
247-552; 357-552; 75-552; 326-552; 351-552; 1-547; 92-547; 113-547; 220- 
547; 262-547; 249-544; 235-542; 263-542; 177-536; 255-501; 262-488; 1-466; 
150-387; 51-342 

522/LG:334438.8:2001JUN22 || 1-596; 158-348; 214-735; 214-686; 242-604; 
320-506; 321-592; 396-770; 431-700; 478-741; 496-701; 503-739; 505-737; 
506-739; 579-864; 625-750; 637-890; 645-747; 715-1276; 778-833; 1067-1538; 
1214-1646; 1282-1646; 1284-1549; 1378-1647; 1429-1646; 1445-1566; 1486- 
1686; 1544-1649 

523/LG:337835.7:2001JUN22 || 1-435; 15-132; 24-221; 24-284; 31-273; 36-456; 
36-259; 41-149; 44-321; 64-669; 81-168; 83-613; 92-323; 124-353; 133-359; 
177-455; 177-457; 189-457; 371-1046; 380-965; 380-629; 380-458; 497-1081; 
548-772; 595-1079; 625-1002; 652-1120; 654-1116; 659-1116; 668-1116; 683- 
1118; 691-1078; 694-1119; 719-1121; 721-1118; 722-1116; 726-850; 730-1119; 
792-1113; 836-1123; 847-1116; 930-1112; 1011-1114 

524/LG:346536.12:2001JUN22 || 1-635; 3-129; 7-249; 20-269; 21-589; 20-659; 
24-524; 31-374; 34-284; 48-580; 48-284; 53-106; 58-284; 55-530; 85-465; 85- 
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330; 86-341; 114-331; 147-423; 159-431; 189-409; 201-824; 245-459; 284-733; 
295-888; 340-731; 368-953; 456-789; 484-969; 610-1085; 659-1179; 860-1024; 
960-1576; 975-1190; 981-1569; 987-1355; 1018-1630; 1028-1578; 1066-1397; 
1088-1387; 1253-1476; 1265-1483; 1419-1968; 1444-1924; 1447-1712; 1479- 
1764; 1526-1794; 1564-1798; 1564-2093; 1603-1922; 1603-1875; 1612-1815; 
1687-2260; 1832-2372; 1840-2110; 1924-2412; 1942-2412; 1956-2183; 1958- 
2198; 2002-2517; 2024-2627; 2025-2721; 2033-2336; 2033-2237; 2036-2299; 
2059-2294; 2061-2667; 2063-2341; 2068-2513; 2073-2707; 2074-2441; 2091- 
2417; 2093-2417; 2095-2411; 2095-2231; 2099-2313; 2107-2665; 2106-2674; 
2142-2507; 2158-2722; 2232-2487; 2255-2772; 2282-2572; 2286-2571; 2305- 
2363; 2338-2441; 2340-2561; 2378-2740; 2381-2523; 2413-3030; 2437-2724; 
2447-2786; 2455-2724; 2468-2945; 2486-2900; 2495-2680; 2555-2719; 2571- 
2840; 2577-3085; 2584-2760; 2614-2875; 2622-2821; 2649-2943; 2671-2939; 
2671-2902; 2696-2889; 2697-2995; 2723-3084; 2724-3147; 2725-3146; 2757- 
3003; 2760-3288; 2777-3146; 2780-3146; 2803-3070; 2810-3146; 2814-3146; 
2832-3427; 2861-3114; 2871-3145; 2876-3139; 2892-3167; 2916-3165; 2943- 
3188; 2947-3286; 2953-3453; 2957-3084; 2957-3037; 2972-3447; 2997-3245; 
2997-3164; 3018-3258; 3028-3298; 3046-3281; 3078-3317; 3084-3316; 3085- 
3171; 3099-3316; 3111-3316; 3115-3316; 3124-3566; 3131-3316; 3134-3316; 
3135-3316; 3136-3321; 3159-3316; 3163-3316; 3165-3316; 3199-3314 
525/LG:348117.5:2001JUN22 || 1-260; 100-491; 98-494; 121-265; 160-708; 348- 
878; 453-630; 458-893; 489-781; 510-809; 510-830; 510-778; 525-897; 527- 
705; 528-777; 532-881; 549-814; 585-783; 624-885; 636-902; 648-912; 669- 
896; 689-896; 691-1174; 713-893; 715-896; 747-896; 765-895; 772-896; 780- 
896; 805-896; 838-896; 1046-1182; 1048-1182; 1082-1182; 1084-1218; 1089- 
1499; 1089-1203; 1091-1182; 1109-1182; 1111-1182; 1385-1828; 1388-1828; 
1389-1643; 1389-1885; 1411-1642; 1420-1540; 1420-1879; 1420-1727; 1420- 
1655; 1420-1530; 1421-1474; 1421-1565; 1423-1849; 1424-1917; 1424-1825; 
1425-1644; 1429-1831; 1438-1644; 1440-1644; 1447-1913; 1447-1810; 1447- 
1828; 1447-1794; 1447-1825;. 1447-1644; 1457-1781; 1457-1644; 1464-1898; 
1483-1878; 1484-1926; 1486-1566; 1519-1828; 1526-1644; 1532-1957; 1538- 
1956; 1536-1644; 1539-1644; 1544-1958; 1548-1962; 1553-1957; 1558-1821; 
1588-1644; 1636-1934; 1651-1746; 1686-1954; 1684-1746;. 1688-1957; 1804- 
1955; 1836-1953; 1885-1958 • 

526/LG:350407.22:2001JUN22 || 143-434; 164-434; 182-434; 8-433; 154-428; 
170-428; 266-428; 303-42B; 170-423; 218-429; 154-415; 170-411; 1-410; 146- 
403; 103-403; 177-403; 170-398; 159-394; 1-393; 299-393; 170-389; 191-384; 
114-375; 170-373; 170-370; 203-364; 170-331; 154-330; 8-328; 154-322; 1- 
318; 170-289; 170-286; 170-260; 8-224 

527/LG: 373219. 13 :2001JUN22 || 1-547; 26-383; 70-605; 72-247; 95-264; 131- 
692; 197-449; 229-384; 321-573; 366-622; 384-826; 384-656; 413-728; 446- 
925; 467-622; 467-924; 467-885; 475-1002; 482-650; 484-945; 486-750; 538- 
874; 564-711; 706-1279; 715-970; 730-1274; 741-1389; 744-1147; 788-989; 
890-1068; 902-1082; 925-1116; 939-1375; 961-1407; 1027-1290; 1032-1342; 
1032-1558; 1060-1340; 1062-1114; 1143-1407; 1197-1407; 1246-1407; 1273- 
1677; 1273-1532; 1430-1698; 1437-1609; 1446-1749; 1486-2104; 1536-1754; 
1562-1824; 1561-2263; 1573-1821; 1578-1820; 1579-1828; 1605-1791; 1608- 
1856; 1614-1918; 1617-1844; 1638-1818; 1642-2191; 1642-1860; 1650-2193; 
1661-1904; 1664-1893; 1699-1979; 1699-1972; 1727-1997; 1727-2197; 1739- 
2140; 1739-1994; 1741-1995; 1742-2003; 1742-2001; 1743-1822; 1781-1999; 
1835-1905; 1840-2076; 1850-2271; 1881-2123; 1883-2394; 1903-2156; 1913- 
2084; 1915-2195; 1923-2156; 1939-2187; 1998-2275; 2001-2222; 2007-2193; 
2014-2305; 2035-2556; 2045-2311; 2047-2303; 2053-2325; 2058-2456; 2066- 
2312; 2066-2304; 2099-2369; 2112-2316; 2140-2374; 2142-2648; 2147-2400; 
2150-2433; 2152-2423; 2165-2395; 2199-2736; 2199-2308; 2204-2463; 2206- 
2446; 2225-2463; 2253-2959; 2247-2647; 2247-2463; 2250-2463; 2252-2650; 
2253-2647; 2253-2724; 2285-2647; 2285-2575; 2323-2464; 2325-2568; 2368- 
2463; 2368-2643; 2381-2586; 2397-2628; 2411-2658; 2414-2463; 2422-2742; 
2481-2645; 2481-2650; 2481-2647; 2481-2897; 2484-2893; 2484-2897; 2503- 
2896; 2508-2896; 2509-2647; 2511-2636; 2521-2754; 2523-2890; 2531-2639; 
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2540-2761; 2550-2647; 2555-2850; 2560-2645; 2570-2891; 2589-2897; 2590- 
2871; 2664-2896; 2667-2896; 2667-2886; 2667-2736; 2667-2834; 2670-2896; 
2675-2896; 2672-2893; 2699-2895; 2704-2891; 2710-2798; 2712-2857; 2711- 
2891; 2712-2886; 2754-2896; 2751-2902; 2776-2886; 2777-2877; 2786-2893 
528/LG:375048.15:2001JUN22 || 1-207; 25-778; 240-511; 274-645; 274-826; 
276-603; 277-550; 283-480; 298-571; 302-547; 335-516; 338-623; 518-1032; 
529-848; 529-804; 531-835; 531-802; 531-771; 532-803; 536-802; 536-785; 
651-1168; 651-890; 711-961; 723-1343; 734-1224; 734-977; 820-1056; 823- 
1275; 841-1244; 897-1351; 904-1387; 912-1355; 942-1325; 946-1385; 999-1388; 
1021-1389; 1061-1387; 1080-1384; 1151-1414; 1183-1387; 1185-1350; 1276- 
1728; 1316-1478; 1413-2081; 1505-1804; 1756-2215; 1877-2202; 1880-2160; 
2060-2771; 2115-2499; 2158-2727; 2162-2728; 2395-2499; 2395-2456; 2395- 
2549; 2430-2499; 2495-2821; 2495-2636; 2527-2668; 2536-2793; 2536-2816; 
2645-2845; 2755-3010; 2940-3178; 3004-3217; 3183-3414; 3313-3401; 3346- 
3756; 3349-3584; 3411-3767; 3441-3847; 3458-3932; 3587-3933; 3608-3929; 
3613-3876; 3626-3929; 3717-3933; 3718-3886; 3727-3930; 3727-3872; 3728- 
3892; 3753-3921 

529/LG:400114.3:2001JUN22 || 1-577; 1-511; 1-429; 286-708; 412-964; 901- 
1312; 1115-1724; 1613-1672; 1620-1899; 1620-1738; 1624-1959; 1624-1960; 
1627-1943; 1627-1787; 1813-2325; 1950-2565; 1989-2565; 2016-2558; 2043- 
2632; 2344-2604; 2529-3124; 2528-3199; 2634-3189; 2632-2888; 2739-3244; 
2748-3249 

530/LG:400652.1:2001JUN22 || 1-713; 5-428; 38-411; 38-261; 76-739; 79-324; 
640-1214; 961-1384; 961-1586; 1105-1363; 1108-1479; 1349-2088; 1376-2051; 
1421-1586; 1480-1653; 1560-2145; 1709-2412; 1752-2163; 1794-2123; 1818- 
2163; 1920-2145; 1923-2226; 1936-2516; 1936-2223; 1936-2119; 1949-2159; 
1949-2516; 2273-2518; 2281-2749; 2362-2900; 2511-3117; 2527-2989; 2527- 
2720; 2571-2740; 2751-2901; 2848-3168; 2873-3132; 2902-3411; 2902-3146; 
2923-3019; 2945-3185; 3041-3176; 3135-3384; 3218-3632; 3218-3479; 3218- 
3420; 3353-3506; 3396-3539; 3409-3632; 3409-3664; 3448-4010; 3526-3966; 
3555-3812; 3557-3786; 3568-3828; 3577-4009; 3611-4004; 3644-4048; 3661- . 
3757; 3667-3946; 3670-4053; 3682-4048; 3689-3959; 3714-4034; 3721-3831; 
3721-4056; 3724-3989; 3768-3932; 3844-4010; 3844-3999; 3881-4048; 3881- 
4044; 3881-3943; 3909-4048 

531/LG:401313.10:2001JUN22 || 1-532; 272-750; 272-765; 474-1014; 474-749; 
545-697; 666-934; 691-908; 772-1348; 869-1364; 904-1164; 923-1333; 985- 
1422; 992-1425; 1101-1425; 1120-1425; 1215-1425; 1215-1419 

532/LG:406389.1:200lJUN22 || 1-479; 10-577; 10-469; 390-667; 402-715; 418- 
738; 514-740; 649-910; 654-936; 697-1068; 700-967; 927-1213; 929-1464; 
1146-1557; 1148-1583; 1152-1668; 1158-1495; 1185-1561; 1224-1557; 1249- 
1865; 1249-1555; 1273-1557; 1400-1561; 1449-1516; 1684-2152; 1785-2219; 
1830-2335; 1897-2308; 1897-2219; 1937-2316; 2051-2305 

533/LG:406595.2:2001JUN22 || 1-549; 1-496; 192-658; 192-543; 192-433; 208- 
495; 208-388; 294-953; 617-1189; 976-1238; 976-1125; 976-1160; 980-1240; 
980-1382; 983-1267; 1189-1760; 1277-1731; 1277-1694; 1277-1464; 1277-1415; 
1338-1764; 1452-1570; 1469-2016; 1501-1734; 1549-1810; 1557-2057; 1593- 
2254; 1592-2057; 1646-2184; 1659-1945; 1680-2069; 1689-2057; 1690-2064; 
1771-2070; 1789-2046; 1789-2066; 1789-2016; 1791-2057; 1834-2112; 1904- 
2062; 1907-2270; 1915-2398; 1915-2253; 1956-2057; 2008-2564; 1980-2266; 
1981-2270; 2036-2267; 2084-2207; 2107-2740; 2160-2736; 2203-2784; 2239- 
2871; 2378-2627; 2378-2536; 2381-2578; 2381-2594; 2471-2966; 2593-2851; 
2603-2880; 2752-3029; 2761-3035; 2852-3038; 2892-3024; 2896-3029; 2926- 
3393; 2961-3437; 2962-3029; 3160-3413; 3181-3428; 3185-3611; 3188-3398; 
3200-3466; 3210-3441; 3216-3491; 3236-3474; 3245-3548; 3265-3521; 3344- 
3626; 3356-3746; 3356-3727; 3356-3597; 3411-3634; 3427-3826; 3427-3580; 
3520-3775; 3674-3788; 3710-4024; 3713-3991; 3728-3924 

534/LG:410628.21:2001JUN22 || 1-277; 88-346; 102-609; 145-596; 145-369; 
249-346; 400-595; 504-588 

535/LG:413583.15:200lJUN22 || 1-209; 20-488; 18-572; 35-262; 35-296; 44- 
509; 42-470; 52-543; 168-574; 178-643; 205-411; 274-519; 298-662; 348-663; 
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Table 3 

350-656; 351-667; 362-555; 385-769; 411-789; 621-898; 751-1253; 805-1115; 
805-1119; 821-1064; 1047-1515; 1050-1302; 1050-1490; 1075-1625; 1169-1438; 
1175-1673; 1205-1694; 1205-1611; 1294-1987; 1391-1764; 1396-1963; 1416- 
1946; 1436-1878; 1436-1660; 1453-1844; 1458-1629; 1458-1835; 1465-1579; 
1490-1767; 1533-1806; 1564-2128; 1581-1682; 1581-1824; 1617-1764; 1628- 
1764; 1657-1898; 1657-1895; 1783-1922; 1797-2586; 1849-2483; 1876-2473; 
1890-2483; 2015-2483; 2022-2130; 2024-2289; 2041-2431; 2048-2518; 2058- 
2522; 2059-2518; 2063-2519; 2065-2522; 2062-2516; 2071-2508; 2076-2520; 
2087-2516; 2101-2527; 2157-2528; 2210-2516; 2214-2510; 2232-2444; 2330- 
2395; 2421-3105; 2428-3019; 2513-3132; 2554-3041; 2583-3132; 2663-3224; 
2666-2762; 2665-3183; 2665-3250; 2715-3289; 2813-2989; 2813-3357; 2824- 
3437; 2981-3118; 3026-3238; 3&38-3291; 3107-3304; 3208-3360; 1917-2504 
536/LG:419641.35:2001JUN22 || 1-110; 1-345; 3-706; 16-587; 40-133; 61-611; 
347-958; 647-909; 653-1332; 669-802; 683-888; 718-1365; 733-1039; 775-1361; 
837-1031; 965-1532; 989-1096; 989-1058; 1001-1291; 1007-1074; 1061-1318; 



1074- 


1540; 


1086- 


13 07; 


1087- 


1285; 


1108- 


1405; 


1137- 


1421; 


1151- 


1634; 


1180- 


1847; 


1225 


-1321; 


1230- 


-1464; 


1238- 


-1529; 


1327- 


-1486; 


1375- 


-1850; 


1485- 


-2082; 


1557- 


1839; 


1564- 


1786; 


1564- 


1817; 


1564- 


2106; 


1566- 


1773; 


1564- 


1801; 


1571- 


1647; 


1583 


-1845; 


1637 


-1828; 


1664- 


-1920; 


1812 


-2112; 


1847- 


-2044; 


1950- 


-2464; 


1954- 


2575; 


1998- 


2566; 


2092- 


2288; 


2156- 


2626; 


2167- 


2500; 


2168- 


2396; 


2171- 


2450; 


2172 


-2300; 


2201 


-2520; 


2297- 


-2947; 


2350 


-2923; 


2380- 


-2620; 


2383 


-2831; 


2383- 


2846; 


2426- 


2626; 


2451- 


2992; 


2455- 


2975; 


2455- 


2872; 


2467- 


3085; 


2469- 


3048; 


2484 


-2919; 


2495 


-3067; 


2497 


-2940; 


2512 


-2771; 


2524- 


-3007; 


2528 


-2839; 


2533- 


3041; 


2560- 


3019; 


2568- 


3019; 


2573- 


3017; 


2578- 


2867; 


2582- 


3021; 


2583- 


3023; 


2588 


-2875; 


2590 


-2960; 


2603 


-3094; 


2605 


-3017; 


2609- 


-3083; 


2610 


-3091; 


2617- 


2884; 


2620- 


3090; 


2621- 


3089; 


2623- 


3017; 


2632- 


3086; 


2634- 


3091; 


2635- 


3090; 


2636 


-3064; 


2637 


-3042; 


2643 


-3097; 


2642 


-2896; 


2653- 


-2841; 


2666 


-3083; 


.2669- 


3092; 


2677- 


3024; 


2678- 


3091; 


2691- 


2851;- 


2697- 


3035; 


2698- 


3085; 


2708- 


3093; 


2710 


-3084; 


2710 


-3099; 


2712 


-2964; 


2712 


-3086; 


2717- 


-3085; 


.2721 


-3096; 


2723- 


2957; 


2736- 


3085; 


2739- 


3089; 


2741- 


3046; 


2745- 


2844; 


2750- 


3034; 


.2750^ 


3049; 


2766 


-3018; 


2769 


-3087; 


2771 


-3086; 


2774 


-3090; 


2774- 


-3120; 


2778 


-3016.; 


•2790- 


3088; 


2790- 


3118; 


2808- 


3085; 


2811- 


3093; 


2811- 


3070; 


2815- 


3093; 


2817- 


3087; 


2823 


-3089; 


2825 


-3087; 


2829 


-3291; 


2836 


-3098; 


2836- 


-3041; 


2838 


-3127; 


2839- 


3088; 


2863- 


3086; 


2877- 


3301; 


2895- 


2974; 


2927- 


3088; 


2930- 


3096; 


2963- 



3083; 2990-3099 

537/LG:420759.4:2001JUN22 || 1-221; 1-377 

538/LG:425448.18:2001JUN22 || 3962-4500; 4164-4488; 4103-4461; 3905-4330; 
4030-4330; 3710-4324; 3820-4187; 3903-4184; 3507-4036; 3233-3674; 3403- 
3640; 3195-3628; 3298-3541; 3049-3387; 3034-3373; 3033-3347; 3036-3235; 
2750-3224; 3036-3198; 3081-3197; 2917-3181; 2816-3150; 2910-3143; 2917- 
3143; 2752-3137; 2613-3135; 2767-3136; 2825-3113; 2835-3113; 2877-3113; 
2809-3111; 2657-3008; 2711-3004; 2424-2978; 2497-2934; 2320-2872; 2323- 
2845; 2576-2831; 2267-2745; 2366-2639; 2147-2561; 2303-2542; 2284-2498; 
2168-2477; 2214-2475; 1791-2425; 2139-2411; 2053-2406; 1947-2364; 1996- 
2308; 2095-2308; 1834-2292; 2005-2267; 1833-2221; 2018-2210; 1935-2190; 
1970-2123; 1833-2077; 1668-2064; 1735-2052; 1789-2049; 1814-2010; 1660- 
1956; 1747-1948; 1752-1948; 1627-1906; 1634-1873; 1413-1851; 1629-1837; 
1726-1832; 1664-1827; 1493-1804; 1582-1802; 1538-1781; 1490-1768; 1488- 
1747; 1124-1701; 1408-1690; 1396-1682; 1144-1660; 1116-1656; 1424-1608; 
1080-1605; 1327-1548; 1081-1539; 1064-1509; 1114-1507; 1105-1503; 1079- 
1494; 1075-1481; 1189-1473; 1077-1470; 1187-1471; 1081-1465; 1327-1463; 
1070-1445; 1079-1442; 1075-1441; 1079-1441; 1079-1432; 1074-1429; 1157- 
1413; 1093-1412; 1078-1411; 1132-1401; 1094-1398; 1079-1386; 1326-1383; 
1093-1369; 1098-1367; 1208-1364;. 1079-1358; 1277-1355; 1102-1347; 1085- 
1262; 774-1157; 1070-1150; 741-966; 637-963; 714-962; 722-962; 716-962; 
723-962; 736-962; 788-961; 774-960; 579-959; 773-959; 659-958; 737-958; 
503-957; 533-957; 604-957; 641-957; 571-957; 530-955; 575-956; 600-956; 
643-956; 647-956; 653-956; 619-956; 668-956; 721-956; 727-956; 766-955; 
825-955; 629-956; 477-956; 568-954; 569-954; 612-954; 625-954; 642-954; 
689-956; 805-954; 807-954; 506-953; 531-952; 543-952; 553-956; 559-954; 
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579 


-954; 


646 


-954; 


506 


-952; 


545- 


-952; 


719 


-953; 


615- 


-952; 


586 


-952, 




599 


-951; 


661 


-950; 


723 


-951; 


753 


-950; 


499 


-948; 


574 


-948; 


661 


-948, 




730 


-948; 


776 


-948; 


629 


-947; 


542 


-948; 


719 


-947; 


731 


-945; 


544 


-946, 




445 


-935; 


542 


-930; 


275 


-92 6; 


275 


-915; 


553 


-909; 


677 


-906; 


603 


-903 




505 


-887; 


676 


-890; 


317 


-886; 


583 


-885; 


188 


-881; 


328 


-881; 


468 


-879 




596 


-880; 


334 


-878; 


562 


-874; 


274 


-872; 


400 


-869; 


567 


-870; 


445 


-869 




632 


-860; 


305 


-857; 


619 


-858; 


398 


-849; 


273 


-854; 


324 


-852; 


552 


-848 




531 


-804; 


552 


-793; 


541 


-787; 


509 


-782; 


607 


-703; 


404 


-699; 


428 


-692 




413 


-683; 


247 


-682; 


434 


-679; 


399 


-657; 


380 


-644; 


506 


-634; 


358 


-614 




333 


-589; 


222 


-542; 


241 


-481; 


309 


-448; 


134 


-403; 


265 


-386;. 


1-345; 77 



Table 3 

564- 953; 
641-950; 
680-948; 
705-940; 
626-902; 
629-880; 
635-865; 
613-828; 
429-687; 
389-609; 
295; 86-190 

539/LG:435717.5:2001JUN22 || 1-144; 7-374; 7-372; 7-126; 7-83; 18-380; 27- 
528; 27-332; 59-572; 70-353; 82-589; 179-435; 212-637; 230-611; 236-456; 
240-615; 322-620; 340-600; 408-607; 422-614; 422-607; 465-1089; 469-1072; 
526-595; 892-1328; 914-1194; 918-1368; 917-1458; 919-1087; 924-1003; 924- 
1337; 924-1226; 924-1305; 927-1150; 950-1246; 954-1240; 960-1301; 967-1458; 
976-1278; 976-1201; 976-1199; 977-1458; 977-1174; 983-1458; 1011-1180; 
1020-1291; 1045-1458; 1051-1438; 1051-1298; 1087-1458; 1088-1347; 1088- 
1314; 1088-1291; 1088-1277; 1088-1240; 1089-1290; 1095-1343; 1095-1332; 
1118-1458; 1123-1251; 1129-1297; 1134-1306; 1140-1350; 1140-1458; 1141- 
1410; 1159-1398; 1174-1387; 1176-1458; 1189-1414; 1199-1458; 1199-1431; 
1221-1834; 1258-1431; 1259-1458; 1265-1429; 1297-1458; 1298-1458; 1321- 
1954; 1322-1458; 1334-1458; 1338-1458 ;• 1369-1458 ; 1372-1458; 1382-1458; 
1387-1458; 1388-1458; 1404-1458; 1724-2252; 1718-2264; 1716-2231; 1721- 
2250; 1720-2316; 1724-2242; 1726-2080; 1716-1957; 1726-1979; 1726-2051; 
1726-1885; 1726-1828; 1726-1818; 1726-1778; 1729-1844; 1744-2315; 1735- 
1973; 1737-1841; 1738-2003; 1755-1888; 1755-2290; 1755-2259; 1755-2229; 
1755-2169; 1743-1930; 1755-2280; 1745-1996; 1762-2339; 1755-2021; 1755- 
2005; 1755-1990; 1755-1808; 1760-1961; 1760-1890; 1763-2040; 1775-2059; 
1796-2322; 1785-2078; 1785-2073; 1799-2344; 1805-2365; 1790-2085; 1792- 
2013; 1811-1997; 1809-2183; 1812-2268; 1828-2320; 1827-2254; 1816-2073; 
1816-2042; 1821-2066; 1821-1950; 1846-2121; 1848-2329; 1849-2152; 1866- 
2324; 1867-2338; 1883-2332; 1893-2389; 1901-2139; 1888-2116; 1931-2364; 
1943-2207; 1947-2363; 1953-2365; 1958-2369; 1977-2365; 1981-2367; 1992- 
2364; 1993-2289; 1995-2368; 1997-2368; 1998-2363; 2001-2364; 2003-2368; 
2003-2365; 2006-2204; 2020-2368; 2021-2357; 2025-2363; 2026-2301; 2027- 
2284; 2031-2273; 2041-2365; 2049-2368; 2050-2369; 2050-2366; 2060-2179; 
2064-2366; 2063-2287; 2069-2365; 2073-2217; 2110-2365; 2118-2365; 2123- 
2370; 2123-2368; 2123-2332; 2145-2368; 2147-2366; 2154-2365; 2159-2370; 
2168-2363; 2186-2369; 2189-2364; 2216-2336; 2229-2365; 2233-2365; 2243- 
2368; 2255-2365 

540/LG:441159.31:2001JUN22 || 1-453; 384-956; 384-667; 512-765; 546-774; 

565- 765; 565-892; 565-774; 565-762; 572-905; 602-759; 621-863; 629-956; 
632-759; 665-754; 665-716; 686-929; 746-979; 789-1022; 799-1062; 810-1216; 
831-1205; 831-1194; 846-1075; 863-1034; 899-1151; 899-1130; 921-1174; 936- 
1169; 941-1161; 942-1149; 978-1097; 981-1206; 1018-1246; 1041-1636; 1091- 
1343; 1109-1604; 1100-1516; 1100-1262; 1141-1390; 1168-1467; 1174-1468; 
1174-1458; 1194-1418; 1194-1629; 1266-1600; 1284-1680; 1284-1399; 1307- 
1455; 1320-1559; 1349-1566; 1404-1597; 1450-2031; 1450-1730; 1451-1530; 
1451-1772; 1478-1938; 1505-1666; 1603-1829; 1618-1844; 1623-2142; 1626- 
2164; 1667-2062; 1667-1968; 1718-2276; 1722-1938; 1750-2269; 1761-2044; 
1794-2312; 1805-2050; 1807-2088; 1807-2073; 1825-2287; 1831-2292; 1833- 
2287; 1833-2313; 1833-2247; 1862-2316; 1871-2314; 1874-2227; 1878-2310; 
1882-2312; 1883-2310; 1901-2043; 1903-2292; 1912-2310; 1917-2312; 1922- 
2288; 1920-2306; 1923-2312; 1922-2260; 1932-2311; 1939-2317; 1953-2270; 
1967-2310; 1986-2312; 1991-2315; 1991-2308; 1993-2315; 2015-2310; 2041- 
2312; 2074-2308; 2089-2314; 2090-2310; 2100-2310; 2122-2260; 2122-2229; 
2195-2310; 2214-2268; 2239-2505; 2072-2200; 1948-2287; 1847-2287; 668- 
541/LG:461375.2:2001JUN22 || 1-635; 115-586; 107-506; 123-400; 151-261; 
137-791; 143-326; 246-938; 354-972; 496-631; 612-1166; 708-1202; 822-1050; 
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825-1341; 1020-1271; 1256-1668; 1259-1394; 1346-1580; 1464-1748; 1478-2009; 
1547-1993; 1575-1764; 1608-1818; 1615-1870; 1615-1896; 1617-2081; 1620- 
2083; 1682-1990; 1689-4242; 1708-2221; 1744-2179; 1815-2256; 1866-2119; 
1888-3431; 1900-2332? 1993-2590; 2028-2301; 2101-2239; 2102-2704; 2108- 
2315; 2109-2529; 2110-2363; 2126-2677; 2157-2420; 2168-2464; 2200-2769; 
2207-2756; 2254-2571; 2284-2567; 2298-2850; 2312-2808; 2391-2743; 2424- 
2895; 2440-3033; 2524-3246; 2617-2877; 2653-3039; 2662-3215; 2673-2896; 
2687-2902; 2706-2902; 2706-3259; 2720-2962; 2737-3045; 2778-2949; 2785- 
3026; 2853-3036; 2882-3165; 2911-3172; 2915-3205; 2960-3157; 2960-3243; 
2960-3234; 2965-3328; 2982-3422; 3022-3100; 3088-3634; 3116-3599; 3117- 
3627; 3119-3300; 3124-3216; 3146-3663; 3146-3404; 3151-3392; 3155-3446; 
3167-3676; 3172-3612; 3183-3244; 3185-3451; 3187-3733; 3187-3853; 3217- 
3694; 3216-3609; 3234-3723; 3234-3477; 3246-3516; 3291-3657; 3325-3535; 
3492-3774; 3514-3731; 3528-3579; 3542-3815; 3557-4005; 3564-4166; 3566- 
3853; 3579-3818; 3593-4143; 3594-4147; 3604-4136; 3608-4198; 3635-4150; 
3738-4171; 3752-3907; 3784-4242; 3784-3860; 3802-4060; 3818-4059; 3830- 
4234; 3834-4188; 3837-4293; 3849-4242; 3858-4236; 3864-4242; 3862-4232; 
3863-4242; 3884-4248; 3917-4286; 3949-4227; 3962-4286; 3966-4242; 3970- 
4291; 3975-4217; 3993-4157; 4015-4252; 4078-4286; 4089-4525; 4099-4214; 
4098-4284; 4102-4243; 4118-4242; 4143-4303; 4144-4507; 4187-4528; 4344- 
4727; 4382-4841; 4380-4842; 4612-4842; 4747-5226; 4747-4836 
542/LG:474674.34:2001JUN22 || 537-853; 386-852; 585-850; 508-851; 606-848; 
496-848; 503-848; 505-848; 531-848; 572-848; 523-848; 601-848; 619-847; 
493-844; 536-844; 535-844; 658-815; 599-809; 592-803; 543-787; 506-768; 
506-765; 528-764; 535-761; 493-752; 506-749; 507-737; 556-708; 102-519; 1- 
443; 36-311; 46-309 

543/LG:481414.8:2001JUN22 || 2528-2946; 2754-2944; 2555-2944; 2621-2944; 
2400-2889; 2643-2875; 2645-2875; 2440-2866; 2644-2862; 2645-2862; 2757- 
2862; 2542-2818; 2520-2785; 2461-2723; 2283-2663; 2356-2632; 2410-2631; 
2275-2533; 1881-2501; 2183-2492; 2098-2443; 2174-2435; 2044-2435; 2102- 
2357; 2008-2355; 1810-2255; 1809-2241; 1809-2243; 1811-2249; 1816-2223; 
1809-2202;. 1810-2142; 1812-2077; 1749-1993; 1392-1955; 1811-1946; 1667- 
1925; 1451-1925; 1825-1903; 1394-1851; 1382-1818; 1467-1747; 1472-1745; 
1159-1650; 1536-1638; 1062-1636; 1392-1630; 996-1586; 1282-1581; 1303-1564; 
961-1461; 1256-1448; 1073-1446; 977-1444; 1085-1444; 1127-1444; 967-1443; 
1034-1443; 991-1443; 1120-1443; 1202-1441; 996-1441; 1385-1441; 994-1432; 
1039-1413; 1000-1406; 1131-1405; 4-143-1405; 1116-1404; 1079-1402; 881-1394; 
1002-1387; 1151-1387; 994-1386; 850-1376; 804-1354; 1110-1347; 1056-1326; 
1118-1286; 854-1273; 1047-1269; 990-1256; 810-1243; 1005-1219; 843-1218; 
969-1185; 999-1171; 788-1136; 813-1111; 820-1038; 816-1022; 775-981; 655- 
.885; 81-811; 373-746; 360-746; 652-745; 372-745; 452-744; 317-744; 389-744; 
354-744; 389-738; 300-732; 354-706; 257-705; 170-705; 275-702; 412-669; 
235-667; 41-645; 174-640; 448-616; 1-609; 348-608; 354-596; 236-527; 1-521; 
382-514; 366-501 

544/LG: 7669276. 1:2001JUN22 || 1-607 
545/LG: 7677848. 1:2001JUN22 || 1-329 

546/LG:7684981.3:2001JUN22 jj 1-386; 3-140; 6-387; 6-243; 262-511; 290-533; 
308-386; 437-738; 448-738; 444-612; 481-755; 493-738; 541-727; 587-1087; 
603-985; 646-1165; 697-968; 798-988; 945-1472; 990-1518; 1022-1206; 1136- 
1457; 1199-1510; 1203-1814; 1387-1699; 1424-1669; 1492-1779; 1507-1951; 
1515-1805; 1544-1602; 1718-2133; 1761-2160; 1764-2138; 1764-2135; 2036-2155 
547/LG:7685048.6:2001JUN22 || 1-541; 133-369; 133-380 

548/LG:7688302.1:2001JUN22 jj 1-359; 57-325; 115-324; 133-357; 133-323; 
133-364; 144-323; 147-323; 155-363; 155-341; 155-323; 155-282; 169-763; 
207-773; 210-323; 265-323; 269-325; 542-927; 542-828; 542-683; 558-810; 
558-904; 582-854; 652-917; 729-931 

549/LG:7690463 . 3 : 2001JUN22 || 1-593; 36-570; 115-361; 292-559; 294-592; 
306-469; 306-559; 330-559; 339-559; 425-559; 455-575; 516-1013; 676-1000; 
711-962; 791-1089; 809-1050; 813-1198; 815-1189; 836-1170; 836-1199; 836- 
1155; 836-1084; 836-1055; 836-1013; 836-974; 836-918; 855-1132; 860-1114; 
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864-990; 886-1158; 891-1202; 892-1194; 898-1010; 914-1130; 916-1200; 942- 
1196; 942-1194; 942-1158; 1026-1203; 1026-1090; 1085-1186; 1096-1198; 1116- 
1198 



550/LG:7691479.5:2001JUN22 
551/LG: 7691527. 4 :2001JUN22 



I 1-599 

| 1-261; 48-129; 50-328; 51-136; 57-293; 58- 
310; 58-577; 58-764; 58-551; 58-272; 66-364; 66-357; 68-318; 68-310; 73- 
340; 77-344; 120-376; 129-327; 165-388; 202-662; 408-649 

552/LG:7691663.1:200lJUN22 || 1-680; 38-172; 61-172; 461-666; 468-665; 477- 
613; 495-730; 521-713; 619-782; 621-782; 621-759; 628-782; 637-782; 655- 
782; 658-782; 688-797; 689-782; 691-775; 695-782; 706-782; 716-795; 721- 
782 * 722-782 

553/LG:7691854.1:200lJUN22 || 602-896; 620-896; 646-896; 756-832; 529-755; 
1-606; 244-472; 1-111 

554/LG:7692235.2:2001JUN22 || 1-629; 276-779 

555/LG:7692239.1:2001JUN22 jj 1-598; 33-533; 70-338; 136-407; 181-715; 204- 
411; 205-411; 207-520; 209-508; 212-757; 212-411; 214-411; 216-554; 228- 
411; 229-411; 243-765; 474-761; 508-744; 644-706; 663-852; 683-1077; 692- 
843; 804-1153; 804-1050; 926-1229; 1106-1597; 1185-1661; 1330-1661; 1428- 
1657; 1475-1654; 1481-1648 

556/LG:7692575.1:2001JUN22 || 1-247; 97-594; 168-390; 168-331; 168-766; 
181-331; 262-331; 262-391; 355-530; 364-492; 381-974; 422-858; 549-848; 
649-956; 802-1035; 851-1366; 881-1447; 881-1147; 948-1120; 1059-1466; 1211- 
1373; 1237-1625; 1452-1748; 1452-1512; 1452-1975; 1465-1582 
557/LG:7692742.1:2001JUN22 || 1-262; 1-601; 35-239; 35-244; 189-280; 228- 
285; 504-682; 526-718 

558/LG:7693942.1:2001JUN22 || 1-545; 9-315; 122-245; 126-393; 312-557; 379- 
1027; 401-563; 42 0-1078 ;. 421-545 ; 474-924; 474-557; 636-1080; 656-1050; 
664-1151; 829-1123; 832-1124; 836-1103; 840-1167; 840-1125; 857-1169; 858- 
1020; 857-951; 858-907; 858-1270; 858-1172; 858-1124; 858-1067; 858-1037; 
858-996; 858-964; 859-1163; 887-1158; 893^1168; 979-1167; 979-1128; 992- 
1156; 1062-1140; 1077-1511; 1097-1359; 1334-1909; 1334-1897; 1337-1603; 
1349-1889; 1354-1469; 1711-r2256; 1815-2255; 1924-2148; 1932-2236; 1972- 
2362; 2008-2358; 2038-2358 ' 

5S9/LG:899248.22:2001JUN22- || 1-597 ;* 1-542 ; 106-701; 109-645; 106-643; 292- 
576; 400-861; 405-658; 487-633; 487-929; 487-1249; 524-820; 526-820; 756- 
814; 854-1425; 863-1249; 1720-1944; 1042-1249; 1371-1855; 1432-1940; 1537- 
2138; 1657-1890; 1674-2199; 1740-2021; 1825-1908; 1909-2324; 1910-2199; 
1908-2418; 1934-2518; 1948-2477; 2148-2381; 2178-2686; 2178-2417; 2180- 
2583; 2180-2426; 2242-2778; 2336-2958; 2358-2917; 2368-2668; 2412-2658; 
2412-2626; 2412-2625; 2493-2733 

560/LG:979051.25:2001JUN22 || 1-747; 11-337; 229-764; 341-768; 345-575; 
472-922; 477-1110; 497-1049; 506-763; 542-824; 542-838; 542-827; 545-827; 
577-839; 631-898; 671-1193; 680-866; 722-1018; 757-1046; 757-1045; 760- 
1026; 765-1172; 765-991; 770-1246; 781-1284; 805-1338; 812-1089; 842-1006; 
845-1335; 863-1315; 879-1398; 880-1137; 903-1315; 926-1470; 930-1344; 931- 
1145; 932-1201; 943-1545; 948-1475; 1031-1329; 1035-1316; 1020-1370; 1072- 
1320; 1100-1377; 1112-1239; 1117-1306; 1119-1408; 1121-1345; 1121-1339; 
1129-1347; 1129-1232; 1126-1778; 1153-1440; 1159-1395; 1161-1459; 1168- 
1669; 1187-1807; 1183-1721; 1183-1415; 1190-1516; 1188-1306; 1207-1387; 
1214-1435; 1218-1466; 1220-1485; 1221-1369; 1224-1792; 1235-1557; 1257- 
1470; 1264-1817; 1289-1724; 1297-1677; 1297-1586; 1329-1673; 1345-1586; 
1346-1514; 1365-1478; 1355-1526; 1369-1589; 1370-1677; 1388-1565; 1405- 
1732; 1421-1840; 1423-1986; 1447-1942; 1451-1628; 1467-1639; 1481-1958; 
1498-1767; 1504-2020; 1507-1951; 1513-1779; 1513-1768; 1530-1966; 1568- 
1780; 1569-1968; 1580-1958; 1588-1886; 1595-1974; 1615-1888; 1619-1985; 
1619-1860; 1625-1874; 1626-2130; 1634-1960; 1652-1806; 1658-2125; 1664- 
1748; 1673-2283; 1675-1754; 1689-1970; 1711-1843; 1726-2025; 1727-1995; 
1729-1953; 1740-2027; 1749-2004; 1772-1986; 1774-1938; 1797-2322; 1798- 
2047; 1809-2201; 1810-2038; 1810-2030; 1812-2359; 1815-2075; 1833-2185; 
1840-2387; 1839-2128; 1840-2078; 1841-2452; 1849-2085; 1856-2448; 1870- 
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2093; 1885-2151; 1886-2149; 1895-2175; 1895-1997; 1897-2466; 1912-2337; 
1912-2216; 1916-2167; 1932-2476; 1951-2500; 1967-2551; 1986-2247; 1989- 
2131; 1999-2183; 2006-2260; 2045-2312; 2049-2272; 2051-2266; 2055-2367; 
2056-2289; 2061-2217; 2062-2296; 2064-2482; 2064-2319; 2076-2366; 2078- 
2227; 2083-2316; 2085-2363; 2093-2569; 2093-2290; 2109-2383; 2114-2212; 
2120-2227; 2142-2580; 2142-2407; 2147-2227; 2154-2403; 2154-2492; 2187- 
2421; 2201-2454; 2204-2442; 2205-2331; 2217-2405; 2240-2609; 2275-2645; 
2276-2738; 2278-2702; 2287-2703; 2292-2737; 2292-2568; 2299-2732; 2299- 
2557; 2300-2731; 2322-2731; 2326-2643; 2344-2730; 2348-2713; 2355-2681; 
2374-2645; 2377-2585; 2404-2672; 2428-2702; 2469-2713; 2480-2832; 2482- 
2731; 2499-2732; 2548-2827; 2548-2765; 2564-2730; 2564-2797; 2567-2695; 
2583-2829; 2583-2880; 2583-2823; 2583-2721; 2585-2641; 2585-2821; 2592- 
2826; 2598-3270; 2601-2832; 2606-3017; 2607-2713; 2644-2882; 2649-2829; 
2667-2878; 2690-2825; 2699-2825; 2703-3228; 2723-2963; 2766-2825; 2768- 
2826; 2768-2825; 2940-3457; 3024-3643; 3082-3698; 3094-3699; 3096-3420; 
3108-3461; 3110-3633; 3112-3461; 3119-3446; 3120-3461; 3120-3343; 3130- 
3543; 3130-3340; 3141-3235; 3137-3231; 3142-3638; 3142-3426; 3141-3396; 
3142-3520; 3142-3469; 3142-3422; 3142-3444; 3142-3358; 3142-3352; 3142- 
3349; 3142-3346; 3142-3326; 3142-3317; 3142-3318; 3142-3305; 3142-3303; 
3142-3285; 3142-3284; 3142-3282; 3142-3273; 3142-3254; 3142-3251; 3142- 
3244; 3142-3242; 3142-3234; 3142-3235; 3142-3228; 3142-3231; 3142-3224; 
3142-3222; 3142-3245; 3142-3209; 3142-3197; 3143-3347; 3148-3414; 3149- 
3417; 3151-3384; 3169-3450; 3170-3731; 3170-3410; 3180-3411; 3183-3762; 
3187-3436; 3197-3378; 3200-3424; 3201-3433; 3225-3474; 3237-3506; 3242- 
3797; 3243-3443; 3243-3467; 3244-3453; 3244-3590; 3251-3453; 3256-3453; 
3260-3868; 3270-3420; 3271-3496; 3284-3503; 3285-3594; 3285-3513; 3322- 
3783; 3339-3801; 3340-3801; 3349-3593; 3349-3554; 3353-3801; 3357-3801; 
3362-3728; 3363-3595; 336.4-3808; .3368-3801; 3380-3466; 3385-3808; 3390- 
3456; 3405-3716; 3408-3801; 3415-3801; 3418-3681: 3420-3719; 3430-3697; 
3450-3800; 3497-3737; 3497-3779; 3512-3801; 3527-3803; 3562-3797; 3578- 
3787; 3581-4011; 3588-3716; 3602-3805; 3718-3801; 3782-3941; 3872-4132; 
3947-4198; 3998-4435; 4118-4723; 4259-4776; 4258-4435; 4494-4981; 4499- 
4981; 4526-5111 

561/LG:979054.18:2001JUN22 || 1-453; 1-227; 21-340; 31-650; 34-280; 67-341; 
136-341; 195-723; 199-460; 240-715; 242-766; 262-452; 288-559; 290-731; 
306-579; 310-774; 340-661; 340-535; 355-729; 366-638; 388-546; 394-774; 
462-778; 463-775; 467-1061; 536-780; 541-771; 574-770; 674-1258; 714-1241; 
749-1250; 787-1087; 787-1000; 788-1137; 820-1265; 820-1419; 832-1241; 834- 
1220; 836-1265; 846-1268; 851-1097; 881-1090; 885-1268; 900-1087; 900-1263; 
907-1456; 913-1264; 911-1263; 961-1248; 966-1263; 981-1147; 1017-1270; 
1030-1184; 1030-1455; 1020-1202; 1032-1174; 1055-1193; 1067-1315; 1099- 
1267; 1100-1204; 1120-1360; 1109-1356; 1109-1256; 1109-1236; 1129-1263; 
1143-1263; 1149-1252; 1204-1482; 1288-1675; 1359-1915; 1430-1672; 1449- 
1920; 1507-2049; 1526-1783; 1592-1820; 1683-1838; 1695-1956; 1726-2214; 
1727-1942; 1760-2017; 1761-2020; 1863-1940; 1947-2127; 1953-2503; 1965- 
2454; 1979-2396; 2004-2263; 2034-2264; 2042-2311; 2042-2256; 2079-2397; 
2094-2670; 2118-2281; 2134-2312; 2143-2747; 2150-2477; 2168-2727; 2208- 
2709; 2208-2449; 2227-2712; 2241-2488; 2300-2667; 2331-2450; 2367-2982; 
2367-2884; 2374-2601; 2374-2840; 2378-2602; 2379-2732; 2394-2732; 2395- 
2575; 2407-3070; 2405-2602; 2435-2729; 2456-3036; 2532-2863; 2557-3103; 
2556-3106; 2589-3103; 2678-2937; 2758-3139; 2756-3138; 2776-3031; 2776- 
3142; 2776-3141; 2782-3098; 2785-3144; 2789-3039; 2796-3144; 2798-3142; 
2820-3146; 2847-3144; 2852-3105; 2870-3144; 2874-2931; 2880-3143; 2896- 
3147; 3030-3105; 3037-3142; 3037-3137; 3069-3137 

562/LG: 979415. 1:2001JUN22 || 1-242; 1-403; 48-313; 130-402; 178-508; 379- 
812; 611-972; 643-811; 649-935; 650-824; 651-926; 665-1244; 688-811; 847- 
1246; 967-1204; 1014-1555; 1014-1632; 1110-1628; 1188-1445; 1221-2002; 
1525-2039; 1574-2138; 1574-1893; 1869-2099; 1998-2137; 2021-2308; 2064- 
2568; 2378-2619; 2463-2987; 2775-3042; 2783-3239; 2782-3209; 2782-3018; 
2782-3057; 2782-3028; 2797-3243; 2815-3017; 2998-3209; . 3054-3261 ; 3054- 
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3514; 3254-3713; 3254-3531; 3261-3670; 3263-3447; 3263-3435; 3284-3491; 
3308-3541; 3345-3526; 3382-3786; 3386-3669; 3426-3959; 3427-3786; 3430- 
3785; 3437-3783; 3483-3742; 3588-3734; 3799-4372; 3811-4031; 3875-4533; 
3875-4503; 3879-4445; 3889-4153; 3904-4182; 4043-4273; 4073-4521; 4138- 
4312; 4291-4476; 4399-4656; 4442-4996; 4603-4997 

563/LG: 980685. 1:2001JUN22 || 1-257; 4-146; 30-377; 42-101; 132-522; 140- 
345; 149-759; 152-340; 303-899; 312-557 ;. 313-778 ; 294-403; 333-764; 368- 
711; 376-594; 493-638; 604-1099; 1029-1522; 1042-1601; 1200-1373; 1213- 
1455; 1269-1925; 1294-1533; 1294-1851; 1309-1599; 1312-1539; 1549-2214; 
1566-1637; 1585-1880; 1587-1797; 1623-1900; 1622-1847; 1624-1934; 1643- 
2079; 1877-2303; 1878-2527; 1884-2003; 1900-2462; 1908-2330; 1911-2564; 
1977-2431; 2006-2592; 2014-2565; 2037-2218; 2099-2599; 2112-2480; 2160- 
2635; 2161-2639; 2173-2639; 2174-2639; 2178-2633; 2194-2640; 2202-2608; 
2267-2566; 2357-2643; 2366-2640; 2369-2639; 2382-2565; 2430-2632; 2520- 
2610; 2540-2642; 2597-3070; 2677-2892; 2678-2892; 2677-3183; 2818-3098; 
2916-3444; 3142-3439; 3160-3381; 3226-3658; 3227-3485; 3276-3444; 3303- 
3481; 3303-3845; 3324-3486; 3337-3592; 3359-3605; 3359-3636; 3384-3481; 
3503-3760; 3609-3762; 3618-3883; 3664-3943; 3684-4124; 3746-4167; 3753- 
3998; 3773-3861; 3833-4168; 3932-4170; 4052-4171 

564/LG: 981272. 6 :2001JUN22 [| 1334-1514; 1317-1493; 1341-1483; 1173-1480; 
1421-1480; 952-1480; 999-1451; 999-1309; 999-1176; 465-998; 456-951; 674- 
951; 414-793; 264-644; 365-641; 317-641; 500-640; 432-631; 253-597; 256- 
518; 1-502; 269-486; 1-366; 256-325; 1-146 

565/LG:982723.4:2001JUN22 || 1-559; 354-781; 711-1070; 711-1043; 711-799; 
727-1014; 727-979; 978-1232; 979-1175; 996-1533; 1022-1231; 1177-1583; 
1265-1565; 1264-1985; 1349-2036; 1352-1595; 1352-1577; 1381-1604; 1388- 
1577; 1403-1577; 1455-1577; 1474-1577; 1487-1577; 1491-1582; 1527-1577; 
1871-2242; 1873-2183 ;- 1872-2146 ; 1879-2149; 1885-2095; 1885-2017; 1885- 
1975; 1904-2073; 1944-2285; 1946-2166; 1995-2231; 2000-2284; 2057-2243; 
2123-2309 '• 

566/LG:982915.8:200lJUN22 || 1-626; 78-621; 97-626; 106-625; 132-659; 167- 
710; 331-730; 392-808; 416-622; 423-903; 435-969; 459-1008; 498-667; 563- 
814; 612-1074; 761-1365; 785-1274; 813-1023; 835-1074; 865-1219; 916-1048; 
965-1437; 1221-1488; 1354-1638; 1473-1990; 1473-2184; 1512-1621; 1723-2314; 
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567/LG:987785.10:2001JUN22 || 1-244; 208-496; 387-701; 406-1032; 491-1098; 
637-1127; 649-836; 661-927; 666-950; 674-793; 701-1201; 719-946; 721-1015; 
905-1145; 905-1198; 930-1098; 986-1429; 1058-1566; 1062-1429; 1079-1198; 
1093-1198; 1105-1184; 1123-1446; 1124-1417; 1124-1431; 1126-1434; 1306- 
1414; 1306-1484; 1306-1412; 1306-1453; 1306-1478; 1306-1395; 1306-1438; 
1306-1429; 1314-1429; 1317-1941; 1341-1429; 1338-1426; 1341-1842; 1339- 
1429; 1362-1432; 1393-2033; 1459-2038; 1678-2029; 1696-1909; 1718-2072; 
1717-2005; 1722-2072; 1726-2072; 1726-2071; 1726-2044; 1730-2020; 1730- 
2072; 1730-2094; 1733-1953; 1733-1956; 1735-1955; 1740-2072; 1742-2072; 
1748-2031; 1747-2072; 1748-1852; 1748-2072; 1748-1809; 1748-1808; 1748- 
2033; 1748-1844; 1748-1799; 1748-2063; 1748-2067; 1748-1969; 1748-2029; 
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1748-1834; 1748-1843; 1748-2053; 
1817; 1748-1816; 1748-1936; 1748 
1758-2028; 1763-2147; 1763-2072; 
2072; 1788-2018; 1788-2072; 1789 
1807-2072; 1811-2072; 1813-2072; 
1966; 1837-2000; 1838-2072; 1839 
1853-2140; 1855-2072; 1856-1966; 
2072; 1880-2140; 1880-2120; 1883 
1912-2120; 1913-2137; 1930-2072; 
2112; 1997-2072; 2005-2072; 2022 
2088-2431; 2108-2525; 2108-2616; 
2361; 2108-2453; 2108-2461; 2108 
2108-2420; 2108-2433; 2108-2431; 
2432; 2108-2515; 2108-2394; 2108 
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CLAIMS 

What is claimed is: 

1. An isolated polynucleotide selected from the group consisting of: 

5 a) a polynucleotide comprising a polynucleotide sequence selected from the group consisting 

ofNO:l-567, 

b) a polynucleotide comprising a naturally occurring polynucleotide sequence at least about 
90% identical to a polynucleotide sequence selected from the group consisting of NO:l-567, 

c) a polynucleotide complementary to the polynucleotide of a), 

10 d) a polynucleotide complementary to the polynucleotide of b), and 

e) an RNA equivalent of a>d). 

2. An isolated polynucleotide of claim 1, comprising a polynucleotide sequence selected from 
the group consisting of SEQ ID NO:l-567. 

15 

3. An isolated polynucleotide comprising at least about 60 contiguous nucleotides of a 
polynucleotide of claim 1. 

4. A composition for the detection of expression of secretory polynucleotides comprising at 
20 least one of the polynucleotides of claim 1 and a detectable label. 

5. A method for detecting a target polynucleotide in a sample, said target polynucleotide 
having a sequence of a polynucleotide of claim 1, the method comprising: 

a) amplifying said target polynucleotide or fragment thereof using polymerase chain reaction 
25 amplification, and 

b) detecting the presence or absence of said amplified target polynucleotide or fragment 
thereof, and, optionally, if present, the amount thereof. 

6. A method for detecting a target polynucleotide in a sample, said target polynucleotide 
30 comprising a sequence of a polynucleotide of claim 1, the method comprising: 

a) hybridizing the sample with a probe comprising at least about 20 contiguous nucleotides 
comprising a sequence complementary to said target polynucleotide in the sample, and which probe 
specifically hybridizes to said target polynucleotide, under conditions whereby a hybridization complex 
is formed between said probe and said target polynucleotide or fragments thereof, and 
35 b) detecting the presence or absence of said hybridization complex, and, optionally, if present, 
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the amount thereof. 

7. A method of claim 5, wherein the probe comprises at least about 30 contiguous 
nucleotides. 

5 

8. A method of claim 5, wherein the probe comprises at least about 60 contiguous 
nucleotides. 

9. A recombinant polynucleotide comprising a promoter sequence operably linked to a 
10 polynucleotide of claim 1. 

10. A cell transformed with a recombinant polynucleotide of claim 9. 

1 1. A transgenic organism comprising a recombinant polynucleotide of claim 9. 

15 

12. A method for producing a secretory polypeptide, the method comprising: 

a) culturing a cell under conditions suitable for expression of the secretory polypeptide, 
wherein said cell is transformed with a recombinant polynucleotide of claim 9, and 

b) recovering the secretory polypeptide so expressed. 

20 

13 . A purified secretory polypeptide (SPTM) encoded by at least one of the polynucleotides 
of claim 2. 



14. An isolated antibody which specifically binds to a secretory polypeptide of claim 13. 

25 

15. A method of identifying a test compound which specifically binds to the secretory 
polypeptide of claim 13, the method comprising: 

a) providing a test compound; 

b) combining the secretory polypeptide with the test compound for a sufficient time and 
3 o under suitable conditions for binding; and 

c) detecting binding of the secretory polypeptide to the test compound, thereby identifying 
the test compound which specifically binds the secretory polypeptide. 

16. A microarray wherein at least one element of the microarray is a polynucleotide of claim 

35 3. 
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17. A method for generating a transcript image of a sample which contains polynucleotides, 
the method comprising: 

a) labeling the polynucleotides of the sample, 

b) contacting the elements of the microarray of claim 16 with the labeled polynucleotides of 
5 the sample under conditions suitable for the formation of a hybridization complex, and 

c) quantifying the expression of the polynucleotides in the sample. 

18. A method for screening a compound for effectiveness in altering expression of a target 
polynucleotide, wherein said target polynucleotide comprises a polynucleotide sequence of claim 1, the 

l o method comprising: 

a) exposing a sample comprising the target polynucleotide to a compound, under conditions 
suitable for the expression of the target polynucleotide, 

b) detecting altered expression of the target polynucleotide, and 

c) comparing the expression of the target polynucleotide in the presence of varying amounts 
15 of the compound and in the absence of the compound. 

19. A method for assessing toxicity of a test compound, said method comprising: 

a) treating a biological sample containing nucleic acids with the test compound; 

b) hybridizing the nucleic acids of the treated biological sample with a probe comprising at 
20 least about 20 contiguous nucleotides of a polynucleotide of claim 1 under conditions whereby a 

specific hybridization complex is formed between said probe and a target polynucleotide in the 
biological sample, said target polynucleotide comprising a polynucleotide sequence of a polynucleotide 
of claim 1 or fragment thereof; 

c) quantifying the amount of hybridization complex; and 

25 d) comparing the amount of hybridization complex in the treated biological sample with the 

amount of hybridization complex in an untreated biological sample, wherein a difference in the amount 
of hybridization complex in the treated biological sample is indicative of toxicity of the test compound. 



20. An array comprising different nucleotide molecules affixed in distinct physical locations 
30 on a solid substrate, wherein at least one of said nucleotide molecules comprises a first oligonucleotide 

or polynucleotide sequence specifically hybridizable with at least about 30 contiguous nucleotides of a 
target polynucleotide, said target polynucleotide having a sequence of claim 1. 

21. An array of claim 20, wherein said first oligonucleotide or polynucleotide sequence is 

3 5 completely complementary to at least about 30 contiguous nucleotides of said target polynucleotide. 
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22. An array of claim 20, wherein said first oligonucleotide or polynucleotide sequence is 
completely complementary to at least about 60 contiguous nucleotides of said target polynucleotide 

23. An array of claim 20, which is a microarray. 

5 

24. An array of claim 20, further comprising said target polynucleotide hybridized to said first 
oligonucleotide or polynucleotide. 

25. An array of claim 20, wherein a linker joins at least one of said nucleotide molecules to 
10 said solid substrate. 

26. An array of claim 20, wherein each distinct physical location on the substrate contains 
multiple nucleotide molecules having the same sequence, and each distinct physical location on the 
substrate contains nucleotide molecules having a sequence which differs from the sequence of 

15 nucleotide molecules at another physical location on the substrate. 

27. An isolated polypeptide selected from the group consisting of: 

a) a polypeptide comprising an amino acid sequence selected from the group consisting of 
SEQIDNO:568-1146, 

20 b) a naturally occurring polypeptide comprising an amino acid sequence at least about 90% 

identical to an amino acid sequence selected from the group consisting of SEQ ID NO:568-1146, 

c) a biologically active fragment of a polypeptide having an amino acid sequence selected 
from the group consisting of SEQ ID NO:568-1146, and 

d) an immunogenic fragment of a polypeptide having an amino acid sequence selected from 
25 the group consisting of SEQ ID NO:568-1146. 

28. An isolated polypeptide of claim 27, comprising a polypeptide sequence selected from the 
group consisting of SEQ ID NO:568-1146. 
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